GI 


none 




Score 


53 


Exons 


8174.. 8251, 8194.. 8253, 


8290. 


.8388, 8311. .8382, 8416.. 8538, 




8426..8539, 8632.. 8841, 


8633. 


.8842, 8699..8842 


Seq. No. 


4860 




Seq. ID 


OJ9904 22_25 . 9A03 . C17 


Gene No. 


10150 




Strand 




Start 


71 




End 


16774 


Name 


OJ990422 25 9A03 C17 o2 


fin 


Method 


AAT/GAP 


Start 


8367 




End 


8757 


GI 


LIB3431-024-P1-K1-C2 




Score 


526 


Exons 


8367.. 8538, 8635.. 8757 








GI Descrip. 


'4938486/emb|CAB43845.1 


I l.Oe 


-30 (AL078464) putative proteii 




[Arabidopsis thaliana] 1 








Seq. No. 


4860 




Seq. ID 


OJ990422_25 . 9A03 . C17 




i m sn 




Strand 




Start 


71 




End 


16774 


Name 


OJ990422 25.9A03.C17.ol, 


■tc 


Method 


TBLASTX: Cress 


Start' 


8413 




End 


8974 


GI 


none 




Score 


92 


Exons 


8413. .8538, 8429. .8539, 


8632. 


.8961, 8633.. 8974 


Seq. No. 


4860 




Seq. ID 


OJ990422_25.9A03.C17 




1 ni ^n 




Strand 




Start 


71 




End 


1677 4 


Name 


OJ990422 25.9A03.C17.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


8889 




End 


9911 


GI 


none 




Score 


315 


Exons 


8889.. 9218, 8890.. 9909, 


8891. 


.9310, 9351.. 9911 


Seq. No. 


4860 




Seq. ID 


OJ990422_25.9A03.C17 


C 1 1 C IN W • 


t m sn 




Strand 




Start 


71 




End 


16774 


Name 


OJ990422 25.9A03.C17.o2. 


.ts 


Method 


TBLASTX : Soybean 


Start 


8892 




End 


9253 


GI 


none 




Score 


277 


Exons 


8892. .9014, 8893. .9186, 


8906. 


.9169, 9113.. 9253, 9166.. 9252 


Seq. No. 


4860 


- 


Seq. ID 


OJ990422_25.9A03.C17 


UC11C L\\J m 


i ni sn 




Strand 




Start 


71 




End 


16774 


Name 


OJ990422 25.9A03.C17.o3, 


.tc 


Method 


TBLASTX: Cress 


Start 


8983 




End 


9945 


GI 


none 




Score 


143 


Exons 


8983. .9294, 9092. .9295, 


9295. 


.9453, 9844. .9945 


Seq. No. 


4860 




Seq. ID 


OJ990422_25.9A03.C17 


Gene No. 


10150 




Strand 




Start 


71 




End 


16774 


Name 


OJ990422 25.9A03.C17.o2. 


tc . 


Method 


TBLASTX: Cress 


Start 


10060 . 




End 


10608 


GI 


none 




Score 


107 


Exons 


10060. .10245, 10063. .10248, 10076 .. 10261 , 10216 104 13, 



10229. .10411, 10234. .10413, 10316 .. 104 17 , 10471 .. 10608 , 
10493. .10597, 10509.. 10601 



Seq. No. 4860 Seq. ID OJ990422_25.9A03.C17 



5001 



Gene No. 


10150 




O Lai L 


/ J. 




Name 


OJ990422 25.9A03.C17 


.o4 . tm 


Start 


10313 




GI 


none 




Exons 


10313. .10411, 10315. 


.10413, 




10350. .10421, 10471. 


.10569, 


Seq. No. 


4860 




Gene No. 


10150 




O Ldl L. 


71 




Name 


OJ990422 25.9A03.C17 


.oS.tm 


Start 


11984 




GI 


none 




Exons 


11984. .12187, 12002. 


.12139, 




12279. .12347, 12282. 


.12359, 


Seq. No. 


4860 




Gene No. 


10150 




jtalL 


71 




Name 


OJ990422 25.9A03.C17 


. o7 . tm 


Start 


13062 




GI 


none 




Exons 


13062. .13190, 13092. 


.13184, 




13189. .13314 




Seq. No. 


4861 






i m m 




Start 


125 




Name 


OJ990422 25.9A03.C18 


.ol.gs 


Start 


125 




GI 


none 




Exons 


125. .181, 354. .436 




Seq. No. 


4861 






10152 




Start 


3694 




Name 


OJ990422 25.9A03.C18 


. o2 . gs 


Start 


3694 




GI 


none 




Exons 


3694. .3741, 4045. .4123, 4191 


Seq. No. 


4862 




ofcrllfc; LNU . 


10153 




Start 


1263 




Name 


OJ990422 25.9A03.C19 


.ol.gs 


Start 


1263 


GI 


none 




Exons 


1263. .1354, 2065. .2168, 2926 


Seq. No. 


4862 




Gene No. 


10154 




Start 


4242 




Name 


OJ990422 25.9A03.C19, 


. o2.gs 


Start 


4242 




GI 


none 




Exons 


4242. .4495, 4551. .4579, 4872 



Strand 
End 

Method 

End 

Score 



16774 

TBLASTX: Maize 

10570 

136 



Seq. ID OJ990422_25.9A03.C17 
Strand 

End 16774 

Method TBLASTX : Mai ze 

End 12360 

Score 147 



Seq. ID OJ990422_25.9A03.C17 
Strand 

End 16774 

Method TBLASTX: Maize 

End 13316 

Score 131 



Seq. ID OJ990422_25.9A03.C18 

Strand + 

End . 4 36 

Method GENSCAN 

End 4 36 

Score .8 



Seq. ID OJ990422_25.9A03.C18 
Strand 

End 4275 

Method GENSCAN 

End : - ' 4275 

Score .89 



Seq. ID OJ990422_25.9A03.C19 
Strand 

End 3308 

Method GENSCAN 

End 3308 

Score .77 



Seq. ID OJ990422_25.9A03.C19 
Strand 

End 11498 

Method GENSCAN 

End 11392 

Score . 66 



5002 



6388.. 6543, 6671. .6780, 7646.. 9034, 9081.. 10545, 10757.. 11392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4862 Seq. ID OJ990422_25.9A03.C19 

10154 Strand 

4242 End 11498 

OJ9904 22_25 . 9A03 . CI 9 . ol . np Method AAT/NAP 

7599 End 11392 

663069.6 Score 6521 

7599.. 11392 

(AP0Q0969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4862 

10154 

4242 

OJ9904 22_25 . 9A03 . C19 . o2 . tw 

7735 

none 



Seq. ID OJ990422_25.9A03.C19 



Strand 
End 

Method 

End 

Score 



11498 

TBLASTX: Wheat 

8210 

410 



7735. .8121, 7737. .8120, 8136. .8210, 8137. .8205, 8150. .8209 



Seq. No. 4862 

Gene No. 10154 

!3 Start 4242 

A Name OJ990422_25 . 9A03 .C19 . o4 . ts 

=2 Start 7863 

: e 

GI none 

_f Exons 7863.. 8072, 7942.. 8067, 8091. 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 
8204, 8101. .8169 



OJ990422_25.9A03.C19 
11498 

TBLASTX : Soybean 
8204 
91 



,!j Seq. No. 4862 Seq. ID 

."=% Gene No. 10154 Strand 

:jl Start 4242 End 

* Name OJ990422_25 . 9A03 .C19 . o3 . tm Method 

) a Start 8066 End 

GI none Score 

*j Exons 8066.. 8398, 8067.. 8438, 8068.. 8415 



OJ990422_25.9A03.C19 
11498 

TBLASTX: Maize 

8438 

109 



[ Seq. No. 
'"it Gene No. 
j jf Start 
i*3 Name 

Start 

GI 

Exons 



4862 

10154 

4242 

OJ990422_25. 9A03 . C19 . o3 . ts 

8217 

none 

8217. .8408, 8218. .8409, 8424. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990422_25 . 9A03 . C19 
11498 

TBLASTX : Soybean 

8565 

89 



.8564, 8425. .8565 



Seq. No. 


4862 








Seq. ID 


OJ990422_25.9A03 


.C19 


Gene No. 


10154 








Strand 






Start 


4242 








End 


11498 




Name 


OJ990422 25. 


9 AO 3 


.C19.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8418 








End 


8963 




GI 


none . 








Score 


73 




Exons 


8418. .8624, 


8619 


. .8963, 


8782. 


.8946 






Seq. No. 


4862 








Seq. ID 


OJ990422_25.9A03 


.C19 


Gene No. 


10154 








Strand 






Start 


4242 








End 


11498 




Name 


OJ990422 25. 


9 AO 3 


.C19.o2. 


tm 


Method 


TBLASTX: Maize 





5003 



Start 8499 End 8964 

GI none Score 61 

Exons 8499..8963, 8602.. 8712, 8748.. 8828, 8833.. 8964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip* 



4862 Seq. ID 

10154 Strand 

4242 End 
OJ990422_25 . 9A03 .C19 . ol . ts Method 

8634 End 

5509260 Score 

8634.. 9080, 8842. .9003 



OJ990422_25.9A03.C19 
11498 

TBLASTX : Soybean 

9080 

104 



Seq. No. 4862 Seq. ID 

Gene No. 10154 Strand 

Start 4242 End 

Name OJ990422_25 . 9A03 . C19 . ol . tc Method 

Start 8745 End 

GI none * Score 

Exons 8745.. 9005, 8833.. 9003 



OJ990422_25.9A03.C19 
11498 

TBLASTX: Cress 

9005 

111 



Seq. No. 

Gene No . 
Q Start 
i 1 Name 
; *5 Start 

gi 

; f Exons 

Q 

\ \l 

•t -sr 

i.3 Seq. No. 

Gene No. 

1 a Start 

* a Name 

□ Start 

H 4 GI 

Li Exons 



9A03.C19.ol.tw 



9022.. 9081, 9085. 



4862 
10154 
4242 . ' 
OJ990422_25. 
9018 
none 

9018. .9080, 
9308. .9766 

4862 
10154 
4242 

OJ990422_25.9A03.C19.o2.ts 
9424 
none 

9424. .9597, 9601. .9822, 9605. .9820 



Seq. ID OJ990422_25.9A03.C19 
Strand 

End 11498 

Method TBLASTX : Wheat 

End 97 66 

Score 60 

.9759, 9087.. 9569, 9269.. 9766, 



Seq. ID OJ990422_25.9A03.C19 
Strand 

End 11498 

Method TBLASTX: Soybean 

End 9822 

Score 111 



Seq. No. 4862 Seq. ID 

Gene No. 10154 Strand 

Start . 4242 End 

Name OJ990422_25 . 9A03 . C19 . o5 . tm Method 

Start 9610 End 

GI none Score 

Exons 9610.. 10074, 9617.. 9835 



OJ990422_25.9A03.C19 
11498 

TBLASTX: Maize 

10074 

82 



Seq. No. 


4862 








Seq. ID 


OJ990422_25.9A03 


-C19 


Gene No. 


10154 








Strand 






Start 


4242 








End 


11498 




Name 


OJ990422 25 


.9 AO 3 


.C19.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


9767 








End 


9967 




GI 


none 








Score 


232 




Exons 


. 9767.. 9967, 


9767 


. .9964, 


9769. 


.9966 






Seq. No. 


4862 








Seq. ID 


OJ990422_25.9A03 


.C19 


Gene No. 


10154 








Strand 






Start' 


4242 








End 


11498 





5004 



Name 

Start 

GI 

Exons 



OJ9904 22_25 . 9A03 . C19 . o5 . ts Method 

9832 End 

none Score 
9832.. 10080, 10063.. 10212 



TBLASTX: Soybean 

10212 

87 



Seq. No. 4862 

Gene No. 10154 

Start 4242 

Name OJ9904 22_25 . 9A03 . C19 . ol . tm 

Start 10186 

GI none 

Exons 10186. .10227, 10256 .. 10528 , 
10258. .10530 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990422_25.9A03.C19 
11498 

TBLASTX: Maize 

10530 

373 



10256. .10528, 10257 .. 10529, 



Seq. No. 4862 Seq. ID 

Gene No. 10154 Strand 

Start 4242 End 

Name OJ990422_25 . 9A03 . C19 . ol . gp Method 

Start 10471 End 

GI 101595_1.R1084 Score 

Exons 10471. .10545, 10661.. 11350 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



OJ990422_25.9A03.C19 

11498 
AAT/GAP 
11350 
1422 





Seq. No. 


4862 




Seq. ID 


OJ990422_25.9A03 


1*1 


Gene No. 


10154 




Strand 




1 E 


Start 


4242 




End 


11498 




Name 


OJ990422 25.9A03.C19. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11040 




End 


11351 


s 

y 


GI 


none 




Score 


179 


=? 


Exons 


11040. .11351, 11042.. 


11350 






is 


Seq. No. 


4862 




Seq. ID 


OJ990422_25.9A03 




Gene No. 


10154 * 




Strand 




Start 


4242 




End 


11498 




Name 


OJ990422 25.9A03.C19. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11101 




End 


11498 




GI 


none 




Score 


160 ' 




Exons 


11101. .11283, 11102.. 


11386, 


11115. .11348, 11363. .114 97, 






11400. .11498 










Seq.' No.- 


.,4863 




Seq. ID 


OJ990422_25.9A03 




Gene No. 


10155 




Strand 






Start 


543 




End 


3758 




Name 


OJ990422 25.9A03.C20. 


ol .np 


Method 


AAT/NAP 




Start 


543 




End 


3758 




GI 


5734762 




Score 


1508 




Exons 


543.. 1000, 1074.. 3758 









GI Descrip. (AC007651) Similar to leucine-rich receptor-like protein kinase 
[Arabidopsis thaliana] 



Seq. No. 4863 Seq. ID 

Gene No. 10155 Strand 

Start 543 End 

Name OJ9904 22_25 . 9A03 . C20 . ol . tm Method 

Start 720 End 

GI none Score 



OJ990422_25.9A03.C20 
3758 

TBLASTX: Maize 

1411 

83 



5005 



i ^ 

m 

ru 



Exons 


720. . 


1001, 


907. . 


1002, 1075..' 


L293, 1076.. 1270, 1294.. 


1410, 




1295. 


.1411 














Seq. No. 


4863 










Seq. ID OJ990422 


25.9A03.C20 


Gene No. 


10155 










Strand 






Start 


543 










End 3758 






Name 


OJ990422 25 


.9A03 


-C20.O1 


.tc 


Method TBLASTX: Cress 




Start 


927 










End 3756 






GI 


none 










Score 66 






Exons 


927. . 


1001, 


1108. 


.1467, 


1133. 


.1249, 1492. .1620, 


1822. 


.1971, 




1900. 


.2085, 


1903 


. .2085, 


1903 


. .2085, 1903. .2085, 


1912 


. .2091, 




1 QQ9 

1 y yz . 


. ZUOO, 


2044 


. .2232, 


2066 


oci c 9fi£Q 9fl9£ 
. . ZOl J, ZU 00 . . zozo, 




. .2316, 




2086. 


.2604, 


2102 


. .2587, 


2104 


..2313, 2108. .2362, 


2120 


. .2422, 




2125. 


.2880, 


2132 


. .2278, 


2174 


..2242, 2182. .2748, 


2192 


. .2500, 




2197. 


.2964, 


2245 


. .2457, 


2263 


..3024, 2267. .2317, 


2320 


9ft Q9 
. . z o y z , 




2338. 


.2370, 


2339 


. .2566, 


2347 


..3096, 2410. .2961, 


2413 


. .3168, 




2485. 


.3240, 


2485 


. .3036, 


2557 


..3312, 2626. .3168, 


2627 


. .2773, 




2627. 


.2926, 


2627 


97 *34 
. . Z 1 OH , 


z oz y 


..3387, 2701.. 3429, 


2708 


. .3025, 




2746. 


.3012, 


9*7 Rft 
Z / Do 


. .3324, 


2773 


..3537, 2792. .3214, 


2816 


. .3154, 




2821. 


.3033, 


2845 


. .3612, 


2896 


..3429, 2906.. 3217, 


2911 


. .3273, 




2917. 


.3672, 


2951 


. .3586, 


2986 


..3537, 2987. .3214, 


2989 


. .3744, 




3001. 


.3753, 


3073 


. .3756, 


3110 


..3373, 3125.. 3430, 


3172 


. .3672, 




3254. 


.3508, 


3257 


. .3358, 


3265 


..3600, 3266.. 3505, 


3418 


. .3753, 




3478. 


.3753, 


3481 


. .3753, 


3481 


..3753, 3532. .3753, 


3601 


. .3753 


Seq. No. 


4863 










Seq. ID OJ990422 


25.9A03.C20 


Gene No. 


10155 










Strand 






Start 


543 










End 3758 






Name 


OJ990422 25 


.9A03 


.C20.ol 


.ts 


Method TBLASTX: 


Soybean 


Start 


948 










End 3678 








none 










Score 52 






Exons 


948. . 


1001, 


949. . 


1002, 1054. .1473, 1076.. 1471, 1336.. 


1473, 




1492. 


.1656, 


1495 


. .1647, 


1499 


..1669, 1816. .1974, 


1984 


. .2085, 




2053. 


.2220, 


2101 


. .2289, 


2185 


..2265, 2203. .2361, 


2254 


. .2436, 




2347. 


.2505, 


2635 


. .2793, 


2989 


..3171, 3047. .3172, 


3116 


. .3310, 




3253. 


.3429, 


3538 


. .3678 










Seq. No. 


4863 










Seq. ID OJ990422 


25.9A03.C20 


L*ene no. 


10155 










Strand 






Start 


543 










End 3758 






Name 


OJ990422 25 


.9A03 


.C20,ol 


-tw 


Method TBLASTX: 


Wheat 




Start 


1141 










End 1470 






GI 


none 










Score 231 






Exons 


1141. 


.1470 














Seq. No. 


4863 










Seq. ID OJ990422 


25.9A03.C20 


Gene No. 


10155 










Strand 






Start 


543 










End 3758 






Name 


OJ990422 25 


.9A03 


.C20.o2 


.tm 


Method TBLASTX : Mai ze 




Start 


1900 










End -3753 






GI 


none 










Score 62 






Exons 


1900. 


.2013, 


1903 


. .2085, 


1903. 


.2085, 1904. .2083, 


1906 


. .2070, 




1921. 


.2082, 


2044 


. .2232, 


2071. 


.2520, 2086.. 2319, 


2095 


. .2736, 




2095. 


.2610, 


2096 


. .2278, 


2108. 


.2287, 2140. .2808, 


2183 


. .2350, 




2215. 


.2880, 


2252 


. .2350, 


2267. 


.2371, 2287. .2964, 


2356 


. .3024, 




2431. 


.3096, 


2503 


. .3168, 


2575. 


.3240, 2647. .3312, 


2719 


. .3387, 




2789. 


.2926, 


2791 


. .3429, 


2825. 


.3217, 2843. .3154, 


2863 


. .3537, 



5006 






2935. .3612, 


2945. .3214, 


2978. 


.3223, 3007.. 3672, 3079.. 3744, 




3151. .3753, 


3170. .3502, 


3263. 


.3439, 3286.. 3453, 3532.. 3597, 




3580. .3741 










Seq. No. 


4863 






Seq. ID 


OJ990422_25.9A03.C20 


Gene No. 


10155 






Strand 




Start 


543 






End 


3758 


Name 


OJ990422 25 


.9A03.C20.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2086 






End 


3744 


(IT 


none 






Score 


77 


Exons 


2086. .2385, 


2143. .2448, 


2180. 


.2305, 2209.. 2532, 2281.. 2613, 




2569. .2880, 


2647. .2982, 


2713. 


.3039, 2752.. 2925, 2785.. 3096, 




2792. .2926, 


2834. .3001, 


2857. 


.3168, 2929.. 3255, 3001.. 3312, 




3073. .3378, 


3101. .3364, 


3145. 


.3429, 3289.. 3612, 3356.. 3511, 




3361. .3672, 


3410. .3514, 


3481. 


.3744 




Seq. No. 


4864 






Seq. ID 


OJ990422_25 . 9A03 .C21 




10156 






Strand 


+ 


Start 


127 






End 


1348 


Name 


OJ990422 25 


.9A03.C21.ol 


.gs 


Method 


GENSCAN 


Start 


127 






End 


1348 


GI 


none 






Score 


.46 


Exons 


127.. .187, 1290. .1348 








Seq. No. 


4865 






Seq. ID 


OJ990422 25.9A03.C22 


Gene No. 


10157 






Strand 


+ 


Start 


422 






End 


2351 


Name 


OJ990422 25 


.9A03.C22.ol 


.np 


Method 


AAT/NAP 


Start 


422 






End 


2351 


GI 


4559347 






Score 


863 


Exons 


422. .1096, 


1181. .1402, 


1475. . 


2047, 2114 


. .2351 • 


GI Descrip. 


(AC006585) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


4865 






Seq. ID 


OJ990422_25.9A03.C22 




10157 






Strand 


+ 


Start 


422 






End 


2351 


Name 


OJ990422 25 


.9A03.C22.Ql 


.gs. 


Method 


GENSCAN 


Start 


471 




End 


■2311 


GI 


none 






Score 


.6 


Exons 


471. .1096, 


1169. .1402, 


1475. . 


1901, 2114 


. .2311 


Seq. No. 


4865 






Seq. ID 


OJ990422_25 . 9A03 . C22 




10157 






Strand 


+ 


Start 


422 






End 


2351 


Name 


OJ990422 25 


.9A03.C22.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


776 






End 


958 


GI 


none 






Score 


159 


Exons 


776. .955, 778. .957, 779 


. .958, 


781. .957 




Seq. No. 


4865 






Seq. ID 


OJ990422_25 . 9A03 . C22 


Gene No. 


10157 






Strand 


+ 


Start 


422 






End 


2351 


Name 


OJ990422 25 


. 9A03.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1589 






End 


1911 


GI 


none 






Score 


324 


Exons 


1589. .1897, 


1590. .1904, 


1813. 


.1911 ' 





5007 




Seq. No. 


4866 




Seq. ID 


OJ990422_25 . 9A03 . C23 


Gene No. 


10158 




Strand 




C4- v-+- 


722 




End 


838 


Name 


OJ990422 25. 9A03 . C23 . ol . np 




Method 


AAT/NAP 


Start 


722 




End 


838 


GI 


6856192 




Score 


85 


Exons 


722. .838 








GI Descrip. 


(AF180016) photosystem I P700 


apoprotein Al [Drimys winteri] 


Seq. No. 


a o an 
4 o b / 




Seq. ID 


OJ990422_25 . 9A03 . C24 


Gene No. 


luioy 




Strand 


+ 


Start 


1 




End 


2934 


Name 


OJ990422 25.9A03.C24.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


2403 


GI 


5174401 




Score 


41 


Exons 


1..26, 246. .318, 396. .511, 


2382. .2403 




GI Descrip. 


chromosome 17 open reading 


frame 1 gi I 3873561 1 emb | CAA07870 | 




(AJ008112) C17orfl protein 


[Homo sapiens] 


Seq. No. 


4867 




Seq. ID 


OJ990422_25.9A03.C24 


Gene No . 


10159 




Strand 


+ 


Start 


1 




End 


£ y j 4 


Name 


OJ990422 25. 9A03 . C24 . ol . gs 




Method 




Start 


114 




End 


£ y z o 


GI 


none 




Score 


C Q 
. DO 


Exons 


114. .327, 402. .496, 2630. .2701, 2807.. 


z y z o 


Seq. No. 


4867 




Seq. ID 


OJ990422 25.9A03.C24 


Gene No. 


10159 




Strand 


+ 


o car u 


1 




End 


O Q Q A 

z y J4 


Name 


OJ990422 25.9A03.C24.ol.tm 




Method 


TBIiASTX : Maize 


Start 


243 




End 


23 J4 


GI 


none 




Score 


100 


Exons 


243. .329, 254. .328, 397. .498, 


401. .535 


, 2621. .2704, 2804. .29 




2806. .2934 








Seq. No. 


4867 




Seq. ID 


OJ990422_25.9A03.C24 


Gene No . 


10159 ' 




Strand 


■ + ' : '.'*"*. 


o tarr 


1 




End 


2934 ■ 


Name 


OJ990422 25.9A03.C24.ol.ts 




Method 


TBLASTX : Soybean 


Start 


412 




End 


2932 


GI 


none 




Score 


138 


Exons 


412. .498, 413. .499, 2621. .270' 


1 , 2627.. 


2698, 2804.. 2932, 




2812. .2931 








Seq. No. 


4868 




Seq. ID 


OJ990422_25.9A03.C25 


Gene No . 


10160 




Strand 


+ 


Start 


92 




End 


738 


Name 


OJ990422 25.9A03.C25.ol.gs 




Method 


GENSCAN 


Start 


92 




End 


738 


GI 


none 




Score 


.78 


Exons 


.92.. 160, 234.. 300, 599.. 738 








Seq. No. 


4868 




Seq. ID 


OJ990422_25.9A03.C25 


Gene No. 


10161 




Strand 




Start 


2256 




End 


5432 


Name 


OJ990422 25.9A03.C25.ol.np 




Method 


AAT/NAP 



5008 



Start 2256 End 5432 

GI 5734762 Score 939 

Exons 2256.. 2402, 3241.. 3555, 3648. .5432 

GI Descrip. (AC007651) Similar to leucine-rich receptor-like protein kinase 
[Arabidopsis thaliana] 



Seq. No. 4868 

Gene No. 10161 

Start 2256 

Name OJ990422_25 . 9A03 . C25 . o2 . gs 

Start 3200 

GI none 

Exons 3200.. 3555, 
4995. .5376 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990422_25 . 9A03 . C25 

5432 
GENSCAN 
5376 
.69 



3648. .3994, 4043. .4203, 4318. .4382, 4425. .4955, 



Seq. No. 
Gene No. 
Start :; ' 
Name 
Start 
GI 

Exons 



4868 

10161 

2256 

OJ990422_25, 

3260 

none 

3260. .3568, 
3914. .3985 



9A03.C25.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990422_25 . 9A03 . C25 
5432 

TBLASTX: Maize 

3985 

58 



3408. .3557, 3649. .3864, 3650. .3865, 3868. .3984, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4868 
10161 
2256 

OJ990422_25.9A03.C25.ol.tc 
3293 
none 



End 

Method 
End 
Score 

3293.. 3418, 3438 .. 3536/ 3467 .. 3568, 3649.. 4014, 3650.. 4006, 
3652. .4008 



Seq. ID OJ990422_25.9A03.C25 
Strand 

5432 

TBLASTX: Cress 
4014 
60 



Seq. No. 4868 

Gene No. ^ 10161 

Start . 2256 

Name ' OJ990422_25 . 9A03 . C25 . ol . ts 

Start . 3503 ' * 

GI none 

Exons 3503.. 3592, 3648.. 3821, 3649. 

4097. .4201, 4390. .4548, 4400. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990422 25.9A03.C25 



5432 

TBLASTX : Soybean 
5079 
175 

4014, 3650. .3907, 4045. .4203, 
4528, 4546. .4659, 4627. .4794, 



4684. .4863, 4759. .4839, 4777.-4935, 4819. ..5007, 4921. .5079 



Seq. No. 4868 Seq. ID 

Gene No. 10161 Strand 

Start 2256 End 

Name OJ990422_25 . 9A03 . C25 . ol . tw Method 

Start 3715 End 

GI none Score 

Exons 3715.. 4032 



OJ990422_25.9A03.C25 
5432 

TBLASTX: Wheat 

4032 

232 



Seq. No. 4868 Seq. ID 

Gene No. 10161 Strand 

Start 2256 End 

Name OJ990422_25 . 9A03 . C25 . o2 . tm Method 

Start • 4411 End 

GI none Score 



OJ990422_25.9A03.C25 
5432 

TBLASTX: Maize 

5406 * 

113 



5009 



Exons 


4411.. 5070, 4478.. 4780, 


4570. 


.4929, 4756. .5145, 


4813. .5211, 




4885.. 5286, 4951.. 5361, 


5116. 


.5406, 5173.. 5394 




Seq. No. 


4868 




Seq. ID 


OJ990422 


__25.9A03.C25 


Gene No. 


10161 




Strand 






Start 


2256 




End 


5432 




Name 


OJ990422 25.9A03.C25.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4474 




End 


5415 




GI 


none 




Score 


66 




Exons 


4474.. 4659, 4477.. 4662, 


4477. 


.4611, 4478.. 46.63, 


4618. .4968, 




4642.. 5130, 4660.. 5337, 


4687. 


.5409, 4909.. 5415 




Seq. No. 


4868 




Seq. ID 


OJ990422 


_25.9A03.C25 


Gene No. 


10161 




Strand 








22S6 

C. _ *J \J 




End 


5432 




Name 


OJ990422 25.9A03.C25.o2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4492 




End 


5415 




GI 


none 




Score 


35 




Exons 


4492.. 4665, 4567.. 4647, 


4642. 


.4950, 4660.. 4881, 


4706. .4858, 




4711.. 5001, 4855.. 5187, 


5059. 


.5223, 5143. .5400, 


5221. .5415 


Seq. No. 


4869 




Seq. ID 


OJ990422 


_25.9A03.C26 


Gene No. 


10162 




Strand 


+ 




Start 


3606 




End 


9263 




Name 


OJ990422 25.9A03.C26.o2 


.np 


Method 


AAT/NAP 




Start 


3606 




End 


9263 




GI 


6063554 




Score 


344 




Exons 


3606.. 3632, 7541.. 7759, 


8425. 


.8453, 9090.. 9263 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 




correspond to a region 


of the predicted gene.; 


hypothetical 




protein [Oryza sativa] 










Seq. No. 


4869 




Seq. ID 


OJ990422 


_25.9A03.C26 


Gene No. 


10163 




Strand 


+ 




Start 


10446 




End 


11000 




Name 


OJ990422 25.9A03.C26.o3 


.np 


Method 


AAT/NAP 




Start 


10101 




End 


11000 




GI ■ 


. 4680179 




Score 


551 




Exons 


10101.-. 10196, 10463.. 11000 








GI Descrip'. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No.- 


4869 




Seq. ID 


OJ990422 


_25.9A03.C2 6 




10163 




Strand 






Start 


10446 




End ' 


11000 




Name 


OJ990422 25.9A03.C26.o4 


.gs 


Method 


GENSCAN 




Start 


10446 


End 


10982 




GI 


none 




Score 


.76 




Exons 


10446. .10982 










Seq. No. 


4869 




Seq. ID 


OJ990422 


_25.9A03.C26 


Gene No. 


10164 




Strand 






Start 


17 




End 


3650 




Name 


OJ990422 25.9A03.C26.ol 


.gs 


Method 


GENSCAN 




Start 


17 




End 


3650 




GI 


none 




Score 


.62 




Exons 


17. .89, 98. .619, 778. .1077, 1401. .2307, 


2678. .2 


840, 3078. .3 



3201, 



3489. .3650 



5010 






L ft fiQ 

H O D j 










O TQQH4 9 9 


9 ^ 




• o 


Gene No. 


10165 








Strand 










Start 


4801 








End 


9014 








Name 


OJ990422 25, 


,9A03. 


C26.o2 


.gs 


Method 


GENSCAN 








Start 


4801 








End 


6285 








GI 


none 








Score 


1 








Exons 


4801. .6285 


















Seq. No. 


4869 








Seq. ID 


OJ990422 


_25. 


9 AO 3 


.C26 


Gene No. 


10165 








Strand 










Start 


4801 








End 


9014 








Name 


OJ990422 25. 


,9A03. 


C26.ol 


.np 


Method 


AAT/NAP 








Start 


4804 








End 


8631 








GI 


6630685 








Score 


1685 








Exons 


4804. .6480, 


8596. 


.8631 















GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 



[Oryza sativa] 





Seq. No. 


4869 








Seq. ID 


OJ990422_25.9A03 


.C26 




Gene No. 


10165 








Strand 








Start 


4801 








End 


9014 






Name 


OJ990422 25, 


. 9A03 


.C26.o3 


.gs 


Method 


GENSCAN 




s s. 


Start 


7208 








End 


9014 






GI 


none 








Score 


.67 




* fs 


Exons 




/ OD^ 




o y y . 


.9014 






: l | 


Seq. No. 


4869 








Seq. ID 


OJ990422_25.9A03 


.C26 


: si 


Gene No. 


10166 








Strand 








Start 


10492 








End 


11000 




, 1 


Name 


OJ990422 25, 


. 9A03 


.C26.o2 


.ts 


Method 


TBLASTX : Soybean 




i s 


Start 


4792 








End 


5460 






GI 


none 








Score 


62 






Exons 


4792. .5052, 


4868 


. .5038, 


5071. 


.5460, 5114.. 5356 




. — S 

'"•4 


Seq. No. 


. 4869 








Seq. ID 


OJ990422_25.9A03 


.C26 




Gene No. 


10166 








Strand 








. Start 


10492 








End 


11000 




:3 


Name 


OJ990422 25. 


,9A03 


.C26.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


4822 








End 


5496 






GI 


none 








Score 


404 






Exons 


4822. .5496, 


4832 


. .5470 












Seq. No. 


4869 








Seq. ID 


OJ990422_25.9A03 


.C26 




Gene No. 


10166 








Strand 








Start 


10.4 92 








End 


11000 






Name 


OJ990422 25. 


9A03 


.C26.o2 


.tc 


Method 


TBLASTX: Cress 






Start 


4822 








End 


5187 






GI 


none 








Score 


90 






Exons 


4822. .5067, 


5056 


. .5187 












Seq. No. 


4869 








Seq. ID 


OJ990422_25.9A03 


.C26 




Gene No. 


10166 








Strand 








Start 


10492 








End 


11000 






Name 


OJ990422 25. 


9 AO 3 


.C26.o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


4867 








End 


5187 






GI 


none 








Score 


81 





5011 





Exons 


4867.. 5058, 4867.. 5043, 5062. 


.5187 






Seq. No. 


4869 


Seq. ID 


OJ990422_25.9A03.C26 




Gene No . 


10166 


Strand 






Start 


10492 


End 


11000 




Name 


OJ990422 25.9A03.C26.o3.tw 


Method 


TBLASTX: Wheat 




Start 


5224 


End 


5655 




GI 


none 


Score 


91 




Exons 


5224.. 5472, 5521.. 5655 








Seq. No. 


4869 


Seq. ID 


OJ990422_25.9A03.C26 




Gene No. 


10166 


Strand 






Start 


10492 


End 


11000 




Name 


OJ990422 25.9A03.C26.o2.tm 


Method 


TBLASTX: Maize 




Start 


5730 


End 


6169 




GI 


none 


Score 


44 




Exons 


5730.. 5783, 5734.. 6168, 5791. 


.6015, 5795.. 6169 




Seq. No. 


4869 


Seq. ID 


OJ990422_25.9A03.C26 




Gene No. 


10166 


Strand 






Start 


10492 


End 


11000 




Name 


OJ990422 25.9A03.C26.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5831 


End 


6444 


I 1 ! 


GI 


5509260 


Score 


373 


. ~\ 


Exons 


5831.. 6355, 5836.. 6372, 6073. 


.6381, 6394..6444 


'If 


GI Descrip. 


— 






: = : a 


Seq. No. 


4869 


Seq. ID 


OJ990422_25.9A03.C26 


i 5 


Gene No. 


10166 


Strand 




i I 


Start 


10492 


End 


11000 




Name 


OJ990422 25.9A03.C26.ol.tw 


Method 


TBLASTX: Wheat 


cr 


Start 


5844 


End 


6313 


fy 


GI 


none 


Score 


131 




Exons 


5844.. 6047, 5845.. 6246, 5855. 


.6016, 6047.. 6184, 6061.. 6186, 






6226. .6297, 6227. .6313 . 






''J 

L jl. 


Seq. No. 


4869 


Seq. ID- 


OJ990422_25.9A03.C26 




No.' 


10166 


Strand ' 




. —e 


Start- 


10492 


End 


11000 


i. -J 


Name 


OJ990422 25.9A03.C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


5950 


End 


6211 




GI 


none 


Score 


123 




Exons 


5950.. 6210, 5951.. 6211 








Seq. No. 


4869 


Seq. ID 


OJ990422_25.9A03.C26 




Gene No. 


10166 


Strand 






Start 


10492 


End 


11000 




Name 


OJ990422 25.9A03.C26.o2.gp 


Method 


AAT/GAP 




Start 


10492 


End 


1100-0 




GI 


uC-osflcypl62a07al 


Score 


709 ■ 




Exons 


10492. .10771, 10871. .11000 








GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2 . Oe 


-40 (AF111709) polyprotein 






[Oryza sativa subsp. indica] 1 








Seq. No. 


4869 


Seq. ID 


OJ990422_25.9A03.C26 




Gene No. 


10166 


Strand : 






Start 


10492 


End 


11000 



5012 



Name 

Start 

GI 

Exons 



OJ990422_25 . 9A03 . C26 . o2 . tw Method TBLASTX : Wheat 

10608 End 10964 

none Score 289 

10608. .10964, 10616. .10786, 10815 10961, 10823.. 10963 



Seq. No. 4870 Seq. ID 

Gene No. 10167 Strand 

Start 4 6 End 

Name OJ990422_25 . 9A03 . C27 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 4 6..369 



OJ990422_25.9A03.C27 
+ 

369 

GENSCAN 

369 

.65 



Seq. No. 4871 

Gene No. 10168 

Start 1036 

Name OJ990422_25 . 9A03 . C28 . ol . gs 

Start 1036 

GI none 

Exons 1036.. 1093, 1209.. 1552 



Seq. ID OJ990422_25.9A03.C28 

Strand + 

End 1552 

Method GENSCAN 

End 1552 

Score . 91 



Seq. No. 


4872 


Seq. ID 


OJ990422_25 . 9A03 . C29 


Gene No. 


10169 


Strand 


+ 


Start 


593 


• End 


2093 


Name 


OJ990422 25 


. 9A03 . C29 . ol . np Method 


AAT/NAP 


Start 


593 


End 


2093 


GI 


3894393 


Score 


925 


Exons 


593. .2093 






GI Descrip. 


(AF053998) 


Hcr2-5D [Lycopersicon esculentum] 


Seq. No. 


4872 


Seq. ID 


OJ990422_25.9A03.C29 


Gene No. 


10170 


Strand 




Start 


558 


End 


2092 


Name 


OJ990422 25 


. 9A03 . C2 9 . ol . gs Method 


GENSCAN 


Start 


558 


End 


1973 


GI 


none 


Score 


.61 


Exons 


558. .625, 672. .768, 1093. .1216, 1957. 


.1973 


Seq. No. 


4872 


Seq. ID 


OJ990422_25 . 9A03 . C29 


Gene No. 


10170 


Strand 




Start 


558 


End 


2092 


Name 


OJ990422 25 


-.9A03.C29.ol.tm Method 


TBLASTX: Maize 


Start 


890 


End 


2092 


GI 


none 


Score 


84 


Exons 


890. .1048, 


902. .1444, 908. .979, 914.. 


1516, 923.. 1537, 995.. 1660, 




1130. .1804, 


1228. .1347, 1235. .1867, 1289. .1948, 1343. .2020, 




1427. .2092, 


1432.. 2073, 1850. .2092 




Seq. No. 


4872 


Seq. ID 


OJ990422_25.9A03.C29 


Gene No. 


10170 


Strand 




Start 


558 


End 


2092 


Name 


OJ990422 25 


. 9A03 . C29 . ol . ts Method 


TBLASTX : Soybean 


Start 


890 


End 


2092 


GI 


none 


Score 


181 


Exons 


890. .1468, 


914. .1105, 938. .1612, 946. 


.1155, 1010.. 1708, 




1094. .1756, 


1094. .1468, 1100. .1189, 1154 .. 1600,. 1289. . 1852, 




1289. .1537, 


1292. .1996, 1316. .1435, 1418. .1537, 1436. .2092, 



5013 



• 



1453. .1698, 1490. .1900, 1586. .2044, 1643. .2044, 1706. .2068, 
1738. .1968, 1741. .1986, 1748. .1867, 1892. .2011 



OJ990422_25.9A03.C29 
2092 

TBLASTX: Cress 
2092 
278 

893. .1699, 899. .1042, 902. .1186, 974. .1165, 1118. .1906, 
1150. .1344, 1166. .1483, 1238. .1987, 1286. .1459, 1289. .2050, 
1289. .1537, 1316. .1537, 1337. .1525, 1337. .2092, 1385. .1681, 
1406. .2092, 1453. .1620, 1460. .1771, 1529. .1843, 1604. .1915, 
1748. .2059, 1817. .2092, 1819. .1968 



Seq. No. 4872 

Gene No. 10170 

Start 558 

Name OJ990422_25 . 9A03 . C2 9 . ol . tc 

Start 893 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q 

rfs Seq. No. 
rjj Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



□ 
ru 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4872 

10170 

558 

OJ990422_25 . 9A03 . C2 9 . ol . tw 

923 

none 



Seq. ID OJ990422_25.9A03.C29 
Strand 

End 20.92 
Method TBLASTX : Wheat 
End 2092 
Score 107 

923. .1186, 1094. .1378, 1238. .1450, 1286. .1516, 1289. .1537, 
1340. .1666, 1412. .1738, 1577. .1882, 1643. .1954, 1696. .1920, 
1700. .2026, 1741. .1968, 1787. .2092, 1826:. 2092 



Seq. ID OJ990422_25.9A03.C32 
Strand 

End 305 

Method AAT/NAP 

End 305 

Score 228 



4873 
10171 
1 

OJ990422_25 . 9A03 . C32 . ol . np 
1 

5295971 
1. .305 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



4874 
10172 
1 

OJ990422_25 . 9A03 . C33 . ol . np 
1 

4416302 
1. .1009 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990422 25.9A03.C33 



1009 
AAT/NAP 
1009 
1117 



4874 Seq. ID 

10172 Strand 

1 End 

OJ990422_25 . 9A03 . C33 . ol . tm Method 

16 End 

none Score 



OJ990422_25.9A03.C33 
1009 

TBLASTX: Maize 

706 

394 



16. .462, 17. .634, 57. .635, 633. .680, 635. .706 



Seq. No. 4874 

Gene No. 10172 

Start 1 

Name . OJ990422_25 . 9A03 . C33 . ol . gs 



Seq. ID OJ990422_25.9A03.C33 
Strand 

End 1009 

Method GENSCAN 



5014 




Start 


25 


End 


898 




GI 


none 


Score 


.73 




Exons 


25. .153, 376. .898 








Seq. No. 


4874 


Seq. ID 


OJ990422_25.9A03 


.C33 


UCllC • 


1017? 

X \J X / £. 


*3r rand 






Start 


1 


End 


1009 




Name 


OJ990422 25.9A03.C33.o2.tw 


Method 


TBLASTX: Wheat 




Start 


53 


End 


283 




GI 


none 


Score 


74 




Exons 


53. .199, 57. .170, 197. .283 








Seq. No. 


4874 


Seq. ID 


OJ990422_25.9A03 


.C33 




10172 


Strand 






Start 


1 


End 


1009 




Name 


OJ990422 25.9A03.C33.ol.ts 


Method 


TBLASTX: Soybean 




Start 


65 


End 


526 




GI 


none 


Score 


57 




Exons 


65.. 526, 69.. 269, 336.. 497 








Seq. No. 


4874 


Seq. ID 


OJ990422_25.9A03 


.C33 






Q+- rand 

U Li. CI 1 IV_A 






Start 


1 


End 


1009 




Name 


OJ990422 25.9A03.C33.ol.tc 


Method 


TBLASTX: Cress 




Start 


68 


End 


484 




GI 


none 


Score 


185 




Exons 


68. .'484 








Seq. No. 


4874 


Seq. ID 


OJ990422_25.9A03 


.C33 


Hon d Mo 


1017? 

X \J X / £. 


Q+- rand 






Start 


1 


End 


1009 




Name 


OJ990422 25.9A03.C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


368 


End 


941 




GI 


none 


Score 


136 




Exons 


368. .655, 377. .655, 695. .940, 


711. .941 






Seq. No. 


4874 


Seq. ID 


OJ990422_25.9A03 


.C33 




1017? 

X \J X / £* 


vJ L L d I L<A 






Start 


1 • 


End 


1009 




Name 


OJ990422 25.9A03.C33.o2.tm 


. Method 


TBLASTX: Maize 




Start 


710 


End 


947 




GI 


none 


Score 


214 




Exons 


710. .946, 711. .941, 717. .947 








Seq. No. 


4875 


Seq. ID 


OJ990422_25.9A03 


.C34 


Gene No. 


10173 


Strand 


+ 




Start 


1 


End 


7035 




Name 


OJ990422 25.9A03.C34.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


7035 




GI 


5852175 


Score 


105 




Exons 


1..24, 493. .543, 1111. .1234, 


2453. .2642, 6952. .7035 




GI Descrip. 


(AL117265) zhbOOOS.l [Oryza sativa] 






Seq. No. 


4875 


Seq. ID 


OJ990422_25.9A03 


.C34 


Gene No. 


10173 


Strand 


+ 




Start 


1.^ 


End 


7035 




Name 


OJ990422 25.9A03.C34.ol.ts 


Method 


TBLASTX: Soybean 





5015 



Start 
GI 

Exons 



3522 
none 

3522.. 3854, 3918.. 4040 



End 
Score 



4040 
83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4875 

10173 

1 

OJ990422_25 . 9A03 . C34 . ol . tw 

3618 

none 



Seq. ID OJ990422_25.9A03.C34 
Strand 
End 

Method 
End 
Score 



+ 

7035 

TBLASTX: Wheat 

4007 

39 



3618. .3860, 3757. .3846, 3873. .4007, 3918. .4001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
Q Start ' 
. * - Name 
!!a Start 

!»! gi 

' ^ Exons 



4875 Seq. ID 

10173 Strand 
1 End 
OJ990422_25 . 9A03 . C34 . o4 . np Method 
4 332 End 
6721516 Score 

4332. .4573, 4980. .5318, 6077. .6254 
(AP001072) hypothetical protein [Oryza sativa] 



OJ990422_25 . 9A03 . C34 
+ 

7035 
AAT/NAP 
6254 
491 



4876 Seq. ID 

10174 Strand 

4264 End 

OJ990422_25 . 9A03 . C35 . o2 . gs Method 

4264 End 

none Score 



OJ990422_25.9A03.C35 
+ 

6235 
GENSCAN 
6235 
.49 



4264. .4523, 4657. .4835, 5565. .5687, 6189. .6235 



Ly Seq. No. 

, *% Gene No . 

?5 Start 

1 - Name 

Start 

□ GI 

! ^ Exons 

j S( i GI Descrip. 



4876 



Seq. ID OJ990422_25.9A03.C35 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10175 Strand + 

14276 End 15085 

OJ990422_25 . 9A03 . C35 . o2 . np Method AAT/NAP 

14276 End 15085 

5739323 Score 568 
14276. .-14789, 14868.. 15085 

(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
yulgare] 



4876 Seq. ID 

10176 * Strand 
5420 End 
OJ990422_25 . 9A03 . C35 . ol . np Method 
5420 End 
6063554 Score 
5420.. 5592, 6963.. 7256, 7379.-7556 
(AP000615) ESTs AU075609 (C63344 ) , C71850 { E04 64 ) 
correspond to a region of the* predicted gene.; 
protein [Oryza sativa] 



OJ990422_25.9A03.C35 

7556 
AAT/NAP 
7556 
294 



C98611 (E0464) 
hypothetical 



Seq. No. 4877 Seq. ID 

Gene No. 10177 Strand 

Start 1 End 

Name OJ990422_25 . 9A03 . C36 . ol . np Method 

Start 1 End 

GI 5739323 Score 

Exons '1 . . 1155 



OJ990422_25.9A03.C36 
+ 

1155 
AAT/NAP 
1155 
1087 



5016 



GI Descrip. 



(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



Seq. No. 


4877 


Seq. ID 


OJ990422_25.9A03.C36 


Gene No. 


10178 


Strand 


+ 


Start 


8297 


End 


12437 


Name 


OJ990422 25 


. 9A0 3 . C36 . o2 . gs Method 


GEN SCAN 


Start 


8297 


End 


10852 


GI 


none 


Score 


.69 


Exons 


8297. .8396, 


8799.. 9017, 9100.. 9224, 9287.. 9475, 9543.. 9601, 




9689. .9936, 


9964.. 10444, 10571. . 10752, 


10827. .10852 


Seq. No. 


4877 


Seq. ID 


0 J9 9 0 4 2 2_2 5 . 9 AO 3 . C3 6 


Gene No. 


10178 


Strand 


+ 


Start 


8297 


End 


12437 


Name 


OJ990422 25 


. 9A03.C36.o3.np Method 


AAT/NAP 


Start 


8365 


End 


12437 


GI 


5803259 


Score 


270 


Exons 


8365. .9023, 


12391. .12437 




GI Descrip. 


(AP000399) ! 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


4877 


Seq. ID 


OJ990422_25.9A03.C36 


Gene No. 


10178 


Strand 


+ 


Start 


8297 


End 


12437 


Name 


OJ990422 25 


. 9A03.C36.o4.np Method 


AAT/NAP 


Start 


9225 


End 


10445 


GI 


6721561 


Score 


466 



Exons 9225.. 9552, 9693.. 10445 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a. region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


4877 




Seq. ID 


OJ990422_ 


_25.9A03.C36 


Gene No. 


10179 




Strand 


+ 




Start 


16722 




End 


16922 




Name . 


OJ990422 25.9A03. 


C36.o7.np 


Method 


AAT/NAP 




Start 


16722 




End " 


16922 




GI 


4680186 




Score 


301 




Exons 


16722. .16922 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 




Seq. No. 


4877 




Seq. ID 


OJ990422_ 


25. 9A03.C36 


Gene No. • 


10180 




Strand 






Start 


1761 




End 


6093 




Name 


OJ990422 25.9A03. 


C36. ol . gs 


Method 


GEN SCAN 




Start 


1761 




End 


6093 




GI 


none 




Score 


.66 




Exons 


1761.. 2063, 2065. 


.2571, 2608. 


.2761, 2870.. 3294, 


3339. .3541, 




3580.. 3703, 3761. 


.3991, 4073. 


.4458, 4547. .5032, 


5050. .5449, 




5491. .6093 










Seq. No. 


4877 




Seq. ID 


OJ990422_ 


_25.9A03.C36 


Gene No. 


10180 




Strand 






Start 


1761 




End 


6093 




Name 


OJ990422 25.9A03. 


C36.o2.np 


Method 


AAT/NAP 





5017 



Start 1761 End 5925 

GI 5295971 Score 2999 

Exons 1761.. 5925 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4877 Seq. ID 

10181 Strand 

11955 End 

OJ990422_25. 9A03.C36.o3.gs Method 

11955 End 

none Score 
11955. .12332 

4877 

10181 Strand 

11955 End 

OJ9904 22_25 . 9A03 . C36 . o5 . np Method 

11958 End 

5902445 Score 
11958. .13198, 13238.. 15032 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990422_25 . 9A03 . C36 

15032 
GENSCAN 
12332 
.55 



Seq. ID OJ990422_25.9A03.C36 



15032 
AAT/NAP 
15032 
2786 



4877 Seq. ID 

10182 Strand 

15099 End 

OJ990422_25. 9A03 . C36 . 06 . np Method 

15099 End 

5902444 Score 
15099.. 15733 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990422_25.9A03.C36 

15733 
AAT/NAP 
15733 
462 



4877 
10183 
16472 

OJ990422_25 . 9A03 . C36 . o4 . tc 
1 

none 

1..123, 1..123, 4. .123, 4. .126, 4 
181. .438, 181. .468, 181. .423, 181 
181. .438, 181. .417, 523.-744, 531 
S44..744, 552. .851, 562. .744, 583 
667. .744 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990422 25.9A03.C36 



16855 

TBLASTX: Cress 

866 . 
83 

123, 4. .120, 22. .123, 
408, 181. .354, 181. .429, 
785, 541. .744, 544. .744, 
831, 588. .866, 661. .744, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990422_25.9A03.C36 
Strand 
End 

Method 
End 
Score 

4. .123, 19. .126, 85.. 123, 181. .411, 298. .408, 535. .744, 
555.-857, 570. .839, 632. .844, 703. .819, 808. .861, 879. .920 



4877 

10183 

16472 

OJ990422_25.9A03.C36.o9.tm 
4 

none 



16855 

TBLASTX: Maize 

920 

79 



Seq. No. 
Gene No. 
Start 



4877 

10183 

16472 



Seq. ID OJ990422_25.9A03.C36 
Strand 

End 16855 



5018 




Name 


OJ990422 25 


.9A03. 


C36.ol 


.tc 


Method 


TBLASTX: Cress 




Start. 


1749 








End 


2472 




GI 


none 








Score 


110 




Exons 


1749. .2012, 


1798. 


.2013, 


2109. 


.2183, 2110.. 2208, 2179.. 2259, 




2260. .2472, 


2321. 


.2440 










Seq. No. 


4877 








Seq. ID 


OJ990422_25.9A03 


.C36 




10183 

J. \J J. O J 








Strand 






Start 


16472 








End 


16855 




Name 


OJ990422 25 


. 9A03. 


C36.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1797 








End 


2183 




GI 


none 








Score 


198 




Exons 


1797. .2159, 


1813. 


.2154, 


1860. 


.2183, 1907.. 2182 




Seq. No. 


4877 








Seq. ID 


OJ990422_25.9A03 


.C36 




10183 








Strand 






Start 


16472 








End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


2194 








End 


2631 




GI 


none 








Score 


57 




Exons 


2194. .2247, 


2230. 


.2454, 


2381. 


.2455, 2482.. 2631 




Seq. No. 


4877 








Seq. ID 


OJ990422_25.9A03 


.C36 


UC11C L\KJ * 


10183 








Strand 






Start 


16472 








End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


2275 








End 


2655 




GI 


none 








Score 


37 




Exons 


2275. .2655, 


2308. 


.2364, 


2351. 


.2527 






Seq. No. 


4877 








Seq. ID 


OJ990422_25.9A03 


.C36 




10183 








Strand 






Start 


16472 








End 


16855 




Name 


OJ990422 25 


. 9A03. 


C36.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2323 








End 


2746 ' - 




GI 


none 








Score 


124 




Exons 


2323. .2745, 


2327. 


.2566, 


2406. 


.2687, 2600. .2746 




Seq. No. 


4877 








Seq. ID 


OJ990422_25.9A03 


-C36 




10183 








Strand 






Start 


16472 








End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o4 


. tm 


■ Method 


TBLASTX: Maize 




Start 


2800 








End 


3145 




GI 


none 








Score 


128 




Exons 


2800. .3144, 


2834. 


.2989, 


2836. 


.3081, 3014. .3145 




Seq. No. 


4877 








Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No. 


10183 








Strand 






Start 


16472 








End 


16855 




Name 


OJ990422 25, 


.9A03. 


C36.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2812 








End 


3327 




GI 


5509260 








Score 


125 




Exons 


2812. .3327, 


2834. 


.2992, 


3053. 


.3295 






GI Descrip. 
















Seq. No. 


4877 








Seq. ID 


OJ990422_25. 9A03 


.C36 


Gene No. 


10183 








Strand 







5019 



Start 


16472 










End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


2821 










End 


3168 




GI 


none 










Score 


116 




Exons 


2821. 


.3168, 


2822. 


.2995, 


3023. 


.3160 






Seq. No. 


4877 










Seq. ID 


OJ990422_25.9A03 


.C36 


UCilC LNt_> . 


10183 
















Start 


16472 










End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o3 


.tc 


Method 


TBLASTX: Cress ' 




Start 


2926 










End 


3201 




GI 


none 










Score 


105 




Exons 


2926. 


.3201, 


2945. 


.3175 










Seq. No. 


4877 










Seq. ID 


OJ990422_25.9A03 


.C36 


OCI1C IMKJ . 


10183 










qt- r anH 






Start 


16472 










End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


3686 










End 


4162 




GI 


none 










Score 


110 




Exons 


3686. 


.4162, 


3867. 


.4157 










Seq. No. 


4877 










Seq. ID 


OJ990422_25.9A03. 


.C36 


Con o N7/"\ 


10183 
















Start 


16472 










End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3704 










End 


4171 




GI 


none 










Score . 


214 




Exons 


3704. 


.4171 














Seq. No. 


4877 










Seq. ID 


OJ990422_25.9A03 


.C36 


VJCilC LN(J • 


10183 










Strand 






Start 


16472 










End 


16855 




Name 


OJ990422 25 


.9A03. 


C36.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3764 










End 


12622 




GI 


none 










Score 


179 




Exons 


3764. 


.3835, 


3848. 


.4189, 


3858. 


.4175, 12482.. 12622 




Seq. No. 


4877 










Seq. ID 


OJ990422_25.9A03 


.C36 


UCIIC LNw • 


10183 










Strand 






Start 


16472 










End 


16855 . 




Name 


OJ990422 25 


.9A03. 


C36.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3836 










End 


4393 




GI 


none 










Score 


56 




Exons 


3836. , 


.3925, 


3935. 


.4393, 


4095. 


.4175 






Seq. No. 


4877 










Seq. ID 


OJ990422_25.9A03 


.C36 




10183 










Strand 






Start 


16472 










End 


16855 




Name 


OJ990422 25 


. 9A03. 


C36.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


4531 










End 


4902 




GI 


none 










Score 


82 




Exons 


4531. , 


.4665, 


4704 . 


.4835, 


4705. 


.4824, 4830. .4901, 4831. .4902 


Seq. No. 


4877 










Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No. 


10183 










Strand 






Start 


16472 










End 


16855 





5020 




Name 


OJ990422 25.9A03.C36 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


4553 




End 


4839 




GI 


none 




Score 


41 




Exons 


4553.. 4600, 4555. .4659, 4669 


..4839, 4674. .4838 




Seq. No. 


4877 




Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No. 


10183 




Strand 






Start 


16472 




End 


16855 




Name 


OJ990422 25. 9A03.C36 


• o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11967 ~~ 




End 


12574 




GI 


none 




Score 


66* 




Exons 


11967. .12095, 11968. 


.12093, 


12123. .12359, 12354 .. 12560, 






12359. . 12574 










Seq. No. 


4877 




Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No . 


10183 




Strand 


- 




Start 


16472 




End 


16855 




Name 


OJ990422 25 9A03.C36 


. o 6 . tw 


Method 


TBLASTX: Wheat 




Start 


12585 




End 


12950 




GI 


none 




Score 


200 




Exons 


12585 12950, 12587 


. 12949 








Seq. No. 


4877 




Seq. ID 


OJ990422_25.9A03 


.C36 


fjpnp No 


10183 - 




Strand 


- 




Start 


16472 




End 


16855 




Name 


OJ990422 25 9A03 C36 


.06. tm 


Method 


TBLASTX: Maize 




Start 


12776 




End 


13043 




GI 


none 




Score 


136 




Exons 


12776. .13039, 12777 . 


. 13043 








Seq. No. 


4877 




Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No 


10183 




Strand 


- 




Start 


16472 




End 


16855 




Name 


OJ990422 25 9A03 C36 


. olO . tw 


Method 


TBLASTX: Wheat 




Start 


13283 




End 


13577 




GI 


none 




Score 


107 




Exons 


13283 13576. 13287 


. 13577 








Seq. No. 


4877 




Seq. ID 


OJ9904'22_25.9A03 


.C36 


Gpnp No 


10183 




Strand 






Start 


16472 




End 


16855 




Name 


OJ990422 25 9A03 C36 


. o4 . t s 


Method 


TBLASTX : Soybean 




Start 


13481 




End 


13864 




GI 


none 




Score 


84 




Exons 


13481 13732 13739 


. 13864 








Seq. No. 






Seq. ID 


OJ990422_25.9A03 


.C36 




10183 




Strand 






Start 


16472 




End 


16855 




Name 


OJ990422 25.9A03.C36 


. o7. tw 


Method 


TBLASTX: Wheat 




Start. 


13580 




End 


13987 




GI 


none 




Score 


64 




Exons 


13580. .13750, 13580. 


.13753, 


13761. .13922, 13763.. 13987 




Seq. No. 


4877 




Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No. 


10183 




Strand 






Start 


16472 




End 


16855 





5021 




Name 


OJ990422 25.9A03.C36. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


14196 






End 


14527 




GI 


none 






Score 


71 




Exons 


14196. 


.14288, 14264.. 


14527, 


14265. .14405 




Seq. No. 


4877 






Seq. ID 


OJ990422_25.9A03 


.C36 




10183 






Strand 






Start 


16472 






End 


16855 




Name 


OJ990422 25.9A03.C36. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


14196 






End 


14518 




GI 


none 






Score 


44 




Exons 


14196. 


.14255, 14206.. 


14256, 


14258. .14518, 14259.. 14405 




Seq. No. 


4877 






Seq. ID 


OJ990422_25. 9A03 


.C36 




10183 






Strand 






Start 


16472 






End 


16855 




Name 


OJ990422 25.9A03.C36. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


14602 






End 


14958 




GI 


none 






Score 


227 




Exons 


14602. 


.14958, 14612.. 


14923 








Seq. No. 


4877 






Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No. 


10183 






Strand 








16472 






End - 


16855 




Name 


OJ990422 25.9A03.C36. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14632 






End 


15086 




GI 


none 






Score 


292 




Exons 


14632. 


.15027, 14633.. 


15028, 


14635. .15030, 14772 15029, 






15018. 


.15086, 15019.. 


15084 








Seq. No. 


4877 






Seq. ID 


OJ990422_25.9A03 


.C36 




10183 






Strand 






Start 


16472 






End 


16855 




Name 


OJ990422 25.9A03.C36. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


15279 






End 


15707 




GI 


none 




- 


Score 


169 




Exons 


15279. 


.15512, 15289.. 


15513, 


15534. .15707 




Seq. No. 


4877 






Seq. ID 


OJ990422_25.9A03 


.C36 


Gene No. 


10183 






Strand 






Start 


16472 






End 


16855 






OJ990422 25.9A03.C36. 


ol.gp 


Method 


AAT/GAP 




Start 


16472 






End " 


16855 




GI 


uC-osflcyp033a04bl 




Score 


669 




Exons 


16472. 


.16855 










GI Descrip. 


■6016845/dbj IAP000570 


.1IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


4878 






Seq. ID 


OJ990422_25.9A03 


.C37 




10184 






Strand 






Start 


409 






End 


561 




Name 


OJ990422 25.9A03.C37. 


ol . gs 


Method 


GENSCAN 




Start 


409 






End 


561 




GI 


none 






Score 


.86 




Exons 


409. .561 










Seq. No. 


4879 






Seq. ID- 


OJ990422_25.9A03 


.C38 



5022 




Gene No. 


10185 


Strand 






Start 


1 


End 


205 




Name 


OJ990422 25.9A03.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


205 




GI 


4868437 


Score 


123 




Exons 


1. .205 








GI Descrip. 


(AF144054) apoptosis related 


protein APR-4 [Homo sapiens] 


Seq. No. 


4880 


beq. id 




.Ll 


UCilC ViKJ • 


1U1QU 


otrana 


+ 




Start 


920 


End 


2520 




Name 


OJ990502 26. 9A19 . CI . ol . gs 


Method 


GENSCAN 




Start 


920 


End 


2461 




GI 


none 


Score 


.71 




Exons 


920. .1513, 1638. .1673, 2063.. 


2461 






Seq. No. 


4880 


Seq. ID 


OJ990502_26.9A19 


.CI 


Gene No. 


10186 


Strand 


+ 




Start 


920 


End 


2520 




Name 


OJ990502 26. 9A19 . CI . ol . np 


Method 


AAT/NAP 




Start 


986 


End 


1804 




GI 


5042448 


Score 


1167 




Exons 


986. .1804 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa 


] 






Seq. No. 


4880 


Seq. ID 


OJ990502_26.9A19 


• CI 


Gene No. 


10186 . 


Strand 


+ 




Start 


920 


End 


2520 




Name 


OJ990502 26.9A19.Cl.o2.np 


Method 


AAT/NAP 




Start 


2063 


End 


2520 




GI 


4680179 


Score 


792 




Exons 


2063. .2520 








GI Descrip. 


(AF111709) poiyprotein [Oryza 


sativa i 


subsp. indica] 




Seq. No. 


4880 


Seq. ID 


OJ990502 26.9A19 


.CI 


UC11C V*\J . 


10186 


Strand 


+ 




Start 


920 


End 


2520 




Name 


OJ990502 26.9A19.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2336 


End 


2515 




GI 


none 


Score 


190 




Exons 


2336. .2515, 2347. .2511 








Seq. No. 


4881 


Seq. ID 


OJ990502_26.9A19 


. C2 


Gene No. 


10187 


Strand 






Start 


5922 


End 


21314 




Name 


OJ990502 26.9A19.C2.ol.np 


Method 


AAT/NAP 




Start 


5655 


End 


21314 




GI 


4680183 


Score 


-160 




Exons 


5655. .5746, 6352. .6439, 21284 


. .21314 






GI Descrip. 


(AF111709) gag-pol protein .[Oryza sativa subsp. indica] 




Seq. No. . 


4881 


Seq. ID 


OJ990502_26.9A19 


.C2 


Gene No. 


10187 


Strand 






Start 


5922 


End 


21314 




Name 


OJ990502 26.9A19.C2.o2.gs 


Method 


GENSCAN 




Start 


5922 


End 


9919 





5023 






none 


Score 


.72 




Exons 


5922.. 6010, 6663.. 6774, 8736. 


.8833, 9676.. 9802, 


9863. .9919 


Seq. No. 


4881 


Seq. ID 


OJ990502 


_26.9A19.C2 


Gene No. 


10187 


Strand 






Start 


5922 


End 


21314 






OJ990502 26.9A19.C2.o2.np 


Method 


AAT/NAP 




Start 


7536 


End 


16016 




GI 


- 6815052 


Score 


1079 




Exons 


753.6- .7633, 8564.. 8654, 8736. 


.8942, 9209.. 9802, 


10641. .10733, 




12372. .12471, 12774 12899, 15704 .. 15773, 15854 


. .16016 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


4881 


Seq. ID 


OJ990502 


__26.9A19.C2 


Gene No. 


10187 


Strand 






O La. J_ t. 


5922 


End 


21314 




Name 


OJ990502 26.9A19.C2.o3.np 


Method 


AAT/NAP 




Start 


18811 


End 


19561 




GI 


5852181 


Score 


99 




Exons 


18811. .19090, 19422.. 19561 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 






Seq. No. 


4882 


Seq. ID 


OJ990502 


_26.9A19.C3 


Gene No. 


10188. 


Strand 


+ 




O Lai L 


2682 


End 


9299 




Name 


OJ990502 26.9A19.C3.o2.np 


Method 


AAT/NAP 




Start 


2682 


End 


9299 




GI 


5852180 


Score 


642 




Exons 


2682. .2726, 6253. .6323, 7310. 


.7427, 7479.. 7891, 


9282. .9299 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


4882 


Seq. ID 


OJ990502 


_26.9A19.C3 


Gene No. 


10189 


Strand 








1 


End 


6555 




Name 


OJ990502 26.9A19.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4228 




GI 


4680179 


Score 


4990 




Exons 


1..3112, 3146. .4228 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


4882 


Seq. ID 


OJ990502 


_26.9A19.C3 


C2. ana NT e\ 


10189 


Strand 






Start 


1 


End 


6555 




Name 


OJ990502 26.9A19.C3.ol.gs 


Method 


GENSCAN 




Start 


81 


End 


6450 




GI 


none 


Score 


.95 




Exons 


81. .4228, 4450. .4478, 4517. .5282, 6385 


. .6450 




Seq. No. 


4882 


Seq. ID 


OJ990502_ 


__26.9A1-9.C3 


Gene No. 


10189 


Strand 






Start 


1 


End 


6555 




Name 


OJ990502 26.9A19.C3.ol.gp 


Method 


AAT/GAP 




Start 


6172 


End 


6555 




GI 


uC-osflcyp033a04bl 


Score 


681 . 




Exons 


6172. .6555 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e-! 


59 Oryza : 


sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



5024 



Seq. No. 4882 

Gene No. 10190 

Start 7298 

Name OJ990502_2 6 . 9A1 9 . C3 . o2 . gs 

Start 7298 

GI none 

Exons 7298.. 7471, 7635.. 8009 



Seq. ID OJ990502_26.9A19.C3 
Strand 

End 8009 

Method GENSCAN 

End 8009 

Score . 92 



\Seq. .No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



4882 
10191 
8632 

OJ990502_2 6 . 9A19 . C3 . ol . tm 
2 

none 



Seq. ID OJ990502_26.9A19.C3 
Strand 

9299 

TBLASTX: Maize 
9298 
83 



End 

Method 
End 
Score 

2. .214, 2. .376, 12. .377, 279. .377, 372. .527, 374. .535, 381. .527, 
383.. 529, 8860.. 9297, 8876.. 9298 



Seq. No. 

Gene No. 

Start 

Name 
:JS , Start 
} ;i GI 

Exons 

m 

fy Seq. No. 
rj Gene No. 
Start 
Name 
Start 

ru gi 

Exons 

J" Seq. No. 
. ^ Gene' No. 
H Start 



u 



Name 
Start 
" GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4882 

10191 

8632 

OJ990502_26. 9A19 . C3 . 06 . tw 
8 

none 



Seq. ID OJ990502_26. 9A19.C3 
Strand 

End 9299 

Method TBLASTX : Wheat 

End 9013 

Score 57 



8. .88, 18. .89, 8680. .9012, 8701. .9009, 8744. .9013 



4882 

10191 

8632 

OJ990502_26 . 9A1 9 . C3 . ol . tw 
89 

none 



Seq. ID OJ990502_26.9A19.C3 
Strand 

End 9299 

Method TBLASTX : Wheat 

End 9298 

Score 58 



89. .715, 92. .214, 201. .659, 9013. .9297, 9016. .9138, 9125. .9298 



4882 
10191 . 
8632 

OJ990502_26 . 9A19 . C3 . o4 . tm 

584 

none 

584. .874, 588..875, 715. .876 

4882 

10191 

8632 

OJ990502_2 6 . 9A1 9 . C3 . o2 . ts 

674 

none 

674. .934, 675. .929 



Seq. ID OJ990502_26.9A19.C3 
Strand 

End 9299 

Method TBLASTX : Mai ze 

End 876 

Score 202 



Seq. ID OJ990502_26.9A19.C3 
Strand 

End 9299 

Method TBLASTX : Soybean 

End 934 

Score 153 



Seq. No. 4882 

Gene No. 10191 

Start 8632 

Name OJ990502_2 6 . 9A19 . C3 . ol . tc 

Start 698 

GI none 

Exons 698.. 841, 699.. 839, 842.. 1015 



Seq. ID OJ990502_26.9A19.C3 
Strand 

End 9299 

Method TBLASTX : Cress 

End 1015 

Score 85 



5025 




OclJ. Vi\J • 


4ftft? 










n.TQqnsn? 96 qai q r*} 


Gene No. 


10191 








Strand 




Start 


8632 








End 


9299 


Name 


OJ990502 26 


.9A19 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


722 








End 


1289 


GI 


none 








Score 


335 


Exons 


722. .1258, 


723. . 


1289 










*a O O 










O.TQQnSO? 96 QA1 Q 


Gene No. 


10191 








Strand 




Start 


8632 








End 


9299 


Name 


OJ990502 26 


.9A19 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1280 








End 


1643 


GI 


none 








Score 


169 


Exons 


1280. .1642, 


1289 


. .1642, 


1293. 


.1643 






4ftft? 
loot 










n.TQQORO? 96 QA1 9 


Gene No. 


10191 - 








Strand 




Start 


8632 








End 


9299 


Name 


OJ990502 26 


. 9A19 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1292 








End 


1714 


GI 


none 








Score 


355 


Exons 


.1292. .1714, 


1293 


.:i682 










4 ft ft 9 

*i O O t. 










n.TQQnRn? 96 qai q 


Gene No. 


10191 








Strand 




Start 


8632 








End 


9299 


Name 


OJ990502 26 


.9A19 


.C3.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1463 








End 


1708 


GI 


none 








Score 


66 


Exons 


1463. .1708, 


1563 


. .1691 










4 ftft 9 








Seq. ID 


OJ990502_26.9A19.C3 


Gene No. 


10191 








Strand 




Start 


8 632 








End 


9299 


Name 


OJ990502 26 


.9A19 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start. 


--1679 








End 


2179 


GI 


none 








Score 


50 


Exons 


1679. .1993, 


1722 


. .1772, 


1800. 


.1928, 2000. .2179, 2025. .2171 




4 ft ft 9 








Seq. ID 


OJ990502_26.9A19.C3 


Gene No. 


10191 








Strand 




Start 


8632 








End 


9299 


Name 


OJ990502 26 


.9A19 


.C3.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


1715 








End 


2017 


GI 


none 








Score 


314 


Exons 


1715. .2017, 


1731 


. .2015 








Seq. No. 


*4882 








Seq. ID 


OJ990502_26.9A19.C3 


Gene No. 


10191 








Strand 




Start 


8632 








End 


9299 


Name 


OJ990502 26 


.9A19 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1730 








End 


2125 


GI 


none 








Score 


226 


Exons 


1730. .2089, 


1731 


. .2021, 


2049. 


.2087, 2093.. 2125, 2094.. 2123 



5026 




Seq. No. 


4882 










Seq. ID 


OJ990502_26.9A19. 


C3 


Cpnp Mo 


10191 










Strand 






Start 


8632 










End 


9299 




Name 


OJ990502 26. 


9A19. 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2066 










End 


2552 




GI 


none 










Score 


261 




Exons 


2066. , 


.2443, 


2109. 


.2552, 


2498. 


.2548 






Seq. No. 


4882 










Seq. ID 


OJ990502_26.9A19. 


C3 




10191 
















Start 


8632 










End 


. 9299 




Name 


OJ990502 26. 


9A19. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2102 










End 


2419 




GI 


none 










Score 


181 




Exons 


2102. , 


.2419 














Seq. No. 


4882 










Seq. ID 


OJ990502_26.9A19. 


C3 


VJC11C 1 N . 


10191 










r»H 






Start 


8632 










End 


9299 




Name 


OJ990502 26. 


9A19. 


C3.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2247 










End. 


2537 




GI 


none 










Score 


177 




Exons 


2247. . 


.2537, 


2249. 


.2536 










Seq. No. 


4882 










Seq. ID 


OJ990502_26. 9A19. 


C3 




10191 










Strand 






Start 


8632 










End 


9299 




Name 


OJ990502 26. 


9A19. 


C3.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2663 










End 


3085 




GI 


none 










Score 


69 




Exons 


2663. , 


.2830, 


2718. 


.2831, 


2876. 


.3085, 2877.. 3029 




Seq. No. 


4882 










Seq. ID 


OJ990502_26.9A19. 


C3 


Cpnp Mo 


10191 










Strand 






Start 


8632 










End 


9299 




Name 


OJ990502 26. 


9A19. 


C3.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


2768 










End 


3121 




GI 


none 










Score 


189 




Exons 


2768.. 


,3121 














Seq. No. 


4882 










Seq. ID 


OJ990502_26.9A19. 


C3 


Cpnp Mo 


10191 










Strand 






Start 


8632 










End 


9299 




Name 


OJ990502 26. 


9A19. 


C3.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3404 










End 


3755 




GI 


none 










Score 


112 




Exons 


3404. . 


,3754, 


3561. 


.3755 










Seq. No. 


4882 










Seq. ID 


OJ990502_26.9A19. 


C3 


UC11C LTiKJ ■ 


10191 










Strand 






Start 


8632 










. End 


9299 




Name 


OJ990502 26. 


9A19. 


C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


3449 










End 


3754 




GI ' 


none 










Score 


90 




Exons 


3449. . 


3754, 


3624. 


.3740 










Seq. No. 


4882 










Seq. ID 


OJ990502_26.9A19. 


C3 



5027 



uene no . 






jtidnu 




Start 


8632 




End 


9299 


Name 


OJ990502 26.9A19.C3.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


3789 




End 


4048 


GI 


none 




Score 


121 


Exons 


3789.. 3986, 3791.. 3988, 


4001. 


.4048 




Seq. No. 


4882 




Seq. ID 


OJ990502_26.9A19.C3 








OCX dUU 




Start 


. 8632 




End 


9299 


Name 


OJ990502 26.9A19.C3.o3. 


gs 


Method 


GENSCAN 


Start 


8632 




End 


9285 


GI 


none 




Score 


1 


Exons 


8632.. 9285 








Seq. No. 


4882 




Seq. ID 


OJ990502_26.9A19.C3 


Gene No. 


10191 




Strand 




o Lai t 


o o o c. 




End 


9299 


Name 


OJ990502 26.9A19.C3.o3. 


np 


Method 


AAT/NAP 


Start 


8635 




End 


9299 


GI 


4680179 




Score 


932 


Exons 


8635. .9299 








GI Descrip. 


(AF111709) .polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


4883 




Seq. ID 


OJ990502_26.9A19.C5 


Gene No. 


10192 




Strand 


+ 


Start 


1 




End 


1436 


Name 


OJ990502 26.9A19.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1436 


GI 


4539658 




Score 


232 


Exons 


1..105, 147. .311, 1408. 


.1436 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


4883 




Seq. ID 


OJ990502_26.9A19.C5 


Gene No. 


10192 




Strand 


+ 


O Lai U 


1 




End 


1436 


Name 


OJ990502 26.9A19.C5.o3. 


np 


Method 


AAT/NAP 


Start 


1 


End 


1436 


GI 


4680179 




Score 


1009 


Exons 


1..31, 698. .1436 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


4883 - 




Seq. ID 


OJ990502_26.9A19.C5 


Gene No. 


10192 




Strand 


+ 


oi_3rt 


1 




End 


1436 


Name 


OJ990502 26.9A19.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


827 


GI 


none 




Score 


67 


Exons 


2. .124, 4. .108, 8. . 121, 


368. . 


487, 368. 


.496, 381. .497, 469. 




482. .595, 485. .610, 695 


. .811, 


702. .827 


, 711. .812 


Seq. No. 


4883 




Seq. ID 


OJ990502_26.9A19.C5 


Gene No. 


10192 




Strand 


+ 


Start 


1 




End 


1436 


Name 


OJ990502 26.9A19.C5.ol. 


gs 


Method 


GENSCAN 


Start 


193 




End 


1406 



5028 



GI 

Exons 



none Score .75 

193. .330, 356. .506, 607. .723, 824. .1406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



4883 

10192 

1 

OJ990502_26 . 9A19 . C5 . o2 . tw 

614 

none 



Seq. ID OJ990502_26.9A19.C5 

Strand + 

End 1436 

Method TBLASTX: Wheat 

End 1104 

Score 71 



•614.. 694, 627.;692, 629.. 700, 630.. 707, 831.. 92.9, 846.. 926, 
847. .930, 934. .1104, 942. .1097 



4883 

10192 

1 

OJ990502_26 . 9A19 . C5 . ol . tm 

943 

none 



Seq. ID OJ990502_26.9A19.C5 

Strand + 

.End 1436 

Method TBLASTX: Maize 

End 1434 

Score 161 



943. .1122, 1108. .1434, 1135. .1404 



Seq. No. 4883 

Gene No. 10192 

Start 1 

Name OJ990502_26. 9A19.C5 .ol . ts 

Start 997 

GI none 
Exons 



End 

Method 
End 
Score 

997. .1029, 997. .1041, 1029. .1076, 1033. .1392, 1033. .1176, 
1128. .1391 



Seq. ID OJ990502_26.9A19.C5 
Strand + 

1436 

TBLASTX : Soybean 
1392 
57 



'is* 



Id Seq. No. 4883 

Gene No. 10192 

Start 1 

Name OJ990502_26 . 9A19 . C5 . ol . tw 

Start 1105 

Ci GI none 

^ Exons 1105.. 1434, 1125.. 1430 



Seq. ID OJ990502_26.9A19.C5 

Strand + 

End 1436 

Method TBLASTX : Wheat 

End 1434 

Score 438 



Seq. No. 
^ Gene No. 
! :f? Start 
Q Name 

Start 

GI 

Exons 

GI Descrip. 



4884 "- Seq. ID OJ990502_26 . 9A19 . C6 

10193 Strand + 

1 End 2504 

OJ990502_26.9A19.C6.ol.np Method AAT/NAP 

1 End 2504 

6630696 Score 2212. 

1..316, 589. .2504 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 4884 

Gene No. 10194 

Start 3651 

Name OJ990502_2 6 . 9A1 9 . C6 . ol . gs 

Start 3651 

GI none 

Exons 3651.. 3793, 4350.. 4704 



Seq. ID OJ990502_26.9A19.C6 

Strand + 

End 4704 

Method GENSCAN 

End 4 704 

Score .92 



Seq. No. 



4884 



Seq. ID OJ990502_26.9A19.C6 



5029 




Gene No. 


10195 


Strand 


+ 


qi-3 r i- 

OLdl L 


16156 


End 


21280 


Name 


OJ990502 26.9A19.C6 


.o3.np Method 


AAT/NAP 


Start 


16156 


End 


21280 


GI , 


4680186 


Score 


373 


Exons 


16156. .16259, 20092 


..20241, 21080.. 21280 


GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp, 


. indica] 


Seq. No. 


4884 


Seq. ID 


OJ990502_; 


Gene No. 


10196 


Strand 


+ 


Start 


22754 


End 


23465 


Name 


OJ990502 26.9A19.C6 


. o4.gs Method 


GENSCAN 


Start 


22754 


End 


23215 


GI 


none 


Score 


.99 


Exons 


22754. .23215 







: ^ 



Seq. No. 


4884 


Seq. ID 


OJ990502 


Gene No. 


10196 


Strand 


+ 


Start 


22754 


End 


234 65- ' 


Name 


OJ990502 26.9A19.C6. 


o4.np Method 


AAT/NAP 


Start 


22925 


End 


23465 


GI 


5042454 


Score 


268 


Exons 


22925. .23465 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


4884 


Seq. ID 


OJ990502 


Gene No. 


10197 


Strand 


+ 


Start 


26377 


End 


29175 


Name 


OJ990502 26.9A19.C6. 


o3.gp Method 


AAT/GAP 


Start 


26365 


End 


26893 


GI 


39344 1.R1084 


Score 


1054 


Exons 


26365. .26893 






GI Descrip. 


, 5921647/gb|AAD56282 


I.1IAF155332 1 3.0e- 


-37 (AF15 




3 ' 1 -hydroxylase [Petunia x hybrida] 1 




Seq. No. 


4884 


Seq. ID 


OJ990502 


Gene No. 


10197 


Strand 


+ 


Start 


26377 


End 


29175 


Name 


OJ990502 26.9A19.C6. 


o5.gs Method 


GENSCAN 


Start 


26377 


End 


29175 


GI 


none 


Score 


.54 


Exons 


26377. .27339, 27833. 


.27953, 29057.. 29175 



Seq. No. 


4884 


Seq. ID 


OJ990502 26.9A19 


.C6 


Gene No. 


10197 


Strand 


+ 




Start 


26377 


End 


29175 




Name 


OJ990502 26.9A19.C6.o5.np 


Method 


AAT/NAP 




Start 


26392 


End 


29010 




GI 


5921647 


Score 


671 




Exons 


26392. .27339, 28961.. 29010 








GI Descrip. 


(AF155332) flavonoid 3 ' -hydroxylase [Petunia x hybrida] 




Seq. No. 


4884 


Seq. ID 


OJ990502_26. 9A19 


.C6 


Gene No. 


10198 


Strand 






Start 


5826 


End 


9026 




Name 


OJ990502 26. 9A19 . C6 . o2 . gs 


Method 


GENSCAN 




Start 


5826 


End 


9026 





5030 



GI 


none 




Score 


.91 


Exons 


5826. .6061, 6615. .6744, 


8964. 


.9026 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 


Gene No. 


10199 




Strand 




jLai. L 


1 JDJU 








Name 


OJ990502 26.9A19.C6.o2. 


np 


Method 


AAT/NAP 


Start 


15650 




End 


20206 


GI 


4680179 




Score 


7719 


Exons 


15650. .20206 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


4884 




Seq. ID 


OJ990502 26.9A19.C6 


Gene No. 


10200 




Strand 


- 


Start 


20832 




End 


21213 


Name 


OJ990502 26.9A19.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


20832 




End 


21213 


GI 


uC-osflcyp033a04bl 




Score 


695 


Exons 


20832. .21213 








GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e 


-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 





Seq. No. 


4884 






Seq. ID 


OJ990502_26. 9A19. C6 


□ 


Gene No. 


10201 






Strand 






Start 


27057 






End 


27353 




Name 


OJ990502 26. 


9A19.C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Us 


Start 


678 






End 


1234 


c 


GI 


none 






Score 


306 


i j 


Exons 


678. .929, 679. .930, 911 


. .1042 


, 931. .1038, 992. .1042, 1004. 


! ;5 




1015. .1230, 


1142. . 1234 








r\\ 


Seq. No. 


4884 






Seq. ID 


OJ990502_26.9A19.C6 




Gene No. 


10201 






Strand 






Start 


27057 






End 


27353 


.: 2i 

i.j 


Name 


OJ990502 26. 


9A19.C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1154 






End 


1603 


t : 
:-. es 


GI 


5509260 






Score 


56 


i 


Exons 


1154. .1231, 


1261. .1410, 


1289. 


.1603 






GI Descrip. 














Seq. No. 


4884 






Seq. ID 


OJ990502_26.9A19.C6 




Gene No. 


10201 






Strand 






Start 


27057 






End 


27353 




Name 


OJ990502 26. 


9A19.C6.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


1288 






End 


1754 




GI 


none 






Score 


187 




Exons 


1288. .1467, 


1289. .1588, 


1540. 


.1599, 1701.. 1754, 1705.. 1722 



Seq. No. 4884 Seq. ID 

Gene No. - 10201 Strand 

Start 27057 End 

Name OJ990502_26 . 9A19 . C6 . olO . tw Method 

Start 1289 End 

GI none Score 

Exons 1289. .1618, 1701. .1811 



OJ990502_26. 9A19.C6 
27353 

TBLASTX: Wheat 

1811 

187 



Seq. No. 



4884 



Seq. ID OJ990502 26.9A19.C6 



5031 



Gene No. 10201 

Start 27057 

Name OJ990502_26. 9A19.C6.o7 . tm 

Start 1812 

GI none 

Exons 1812.. 2144, 1843.. 2145 

Seq. No. 4884 

Gene No. 10201 

Start 27057 

Name OJ990502_26 . 9A19 . C6 . oil . tw 

Start 2041 

GI none 
Exons 



Strand 
End 

Method 

End 

Score 



27353 

TBLASTX: Maize 

2145 

230 



Seq. ID OJ990502_26.9A19.C6 
Strand 

End 27353 

Method TBLASTX : Wheat 

End 2371 

Score 105 



2041. .2115, 2046. .2114, 2121. .2369, 2142. .2366, 2144. .2371, 
2240. .2371 



Seq. No. 4884 

Gene No. 10201 

Start 27057 

Name OJ990502_26. 9A19.C6 ,ol0. tm 

Start 15686 

GI none 

Exons 15686. .15865 



Seq. ID OJ990502_26. 9A19.C6 
Strand 

End 27353 

Method TBLASTX : Mai ze 

End 15865 

Score 187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4884 

10201 

27057 

OJ990502_26 . 9A19 . C6 . o7 . tw 

15695 

none 



Seq. ID OJ990502_26. 9A19.C6 
Strand 

End 27353 

Method TBLASTX : Wheat 

End 16028 

Score 64 



15695. .16027, 15716 15856, 15819 .. 15935, 15920 16000, 
15957. .16028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4884 

10201 

27057 

OJ990502_26. 9A19 . C6 . ol . tm 

15875 

none . 



Seq. ID OJ990502_26. 9A19.C6 
Strand 

End 27353 

Method TBLASTX: Maize 

End 16474 

Score 258 



15875. .16315, 15888 .. 16313, 16313 16474 , 16320.. 16466 



4884 

10201 

27057 

OJ990502_26 . 9A19 . C6 . ol . tw 

16028 

none 

16028. .16654, 16029.. 16652 

4 8.84 

10201 

27057 

OJ990502_26 . 9A19 . C6 . o5 . tm 

16523 

none 

16523. .16813, 16527.. 16814 



Seq. ID OJ990502_26.9A19.C6 
Strand 

End 27353 

Method TBLASTX : Wheat 

End 16654 

Score 360 



Seq. ID OJ990502_26.9A19.C6 
Strand 

End 27353 

Method TBLASTX : Mai ze 

End 16814 

Score 233 



5032 






Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 




Gene No . 


10201 




Strand 






Start 


27057 " 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16613 




End 


16873 




GI 


none 




Score 


153 




Exons 


16613. .16873, 16614. 


.16868 








Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 




Gene No * 


10201 




Strand 






Start' 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


16637 




End 


16954 




GI 


none 




Score 


83 




Exons 


16637. .16780, 16638. 


.16778, 


16781. .16954 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 




Gene No . 


10201 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16661 




End 


17141 




GI 


none 




Score 


240 




Exons 


16661. .17140, 16662. 


.16916, 


16694. .17125, 16968. .17141 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 




fjpnp No 


10201 




Strand 




cn 


Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o2.tw 


Method 


TBLASTX: Wheat 


Q 


Start 


17144 




End 


17654 


i 5 y 


GI 


none 




Score 


235 


s a* 


Exons 


17144. .17653, 17228. 


.17575, 


17229. .17654, 17310. .17621 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 




Gene No . 


10201 




Strand 






Start 


27057 




End 


27353 


* J' 


Name 


OJ99JD502 26.9A19.C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


17216 




End. 


17581 


* "™ 


GI 


none 




Score 


159 


: C7 
:cJ 


Exons 


17216. .17527, 17228. 


.17581, 


17313. .17579 


J l 
: sr 


Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 




Gene No 


10201 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


17402 




End 


17647 




GI 


none 




Score 


194 




Exons 


17402. .17647 










Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19.C6 




Gene No. 


10201 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17618 




End 


18118 




GI 


none 




Score 


43 




Exons 


17618. .17953, 17661. 


.17711, 


17736. .178 


67, 17939.. 18118 



Seq. No, 4884 Seq. ID OJ990502_26 . 9A19 . C6 



5033 










Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o6..tw 


Method 


TBLASTX: Wheat 




Start 


17655 




End 


17956 




GI 


none 




Score 


234 




Exons 


17655. .17924, 17660. 


.17956, 


17663. .17956 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19. 


C6 


Gene No. 


10201 




Strand 








970^7 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


17669 




End 


18064 




GI 


none 




Score 


163 




Exons 


17669. .18028/ 17670. 


.17924, 


17885. .18028, 18020 .. 18064 , 






18032. .18064 










Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19. 


C6 




1 0901 




Strand 


- 




Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18005 




End 


18487 




GI 


none 




Score 


176 




Exons 


18005. .18487, 18014. 


.18358, 


18048. .18: 


383 




Seq. No. 


4884 




Seq. ID 


OJ990502__26.9A19. 


C6 




1 0901 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


06. tm 


Method 


TBLASTX: Maize 




Start 


18186 




End 


18475 




GI 


none 




Score 


165 




Exons 


18186. .18377, 18188. 


.18475 








Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19. 


C6 




1 0901 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


18644 




End- 


19066 




GI 


none 




Score 


106 




Exons 


18644. .18832, 18651. 


.18806, 


18872. .19066, 18918.. 19031 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19. 


C6 


Cl. ^ t"i ^ NT /™\ 


10901 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


ol2.tw 


Method 


TBLASTX: Wheat 




Start 


19343 




End 


19586 




GI 


none 




Score 


40 




Exons 


19343. .19423, 19344. 


.19385, 


19409. .19585, 19497.. 19586 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19. 


C6 




1 0901 
1UZU1 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


19373 




End 


19705 




GI 


none 




Score 


94 




Exons 


19373. .19705, 19427. 


.19696, 


19518. .19688 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19. 


C6 



5034 






1 n9f)1 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


19586 




End 


19945 




GI 


none 




Score 


90 




Exons 


19586. .19945, 19587. 


.19820, 


19845. .19919 




Seq. No. 


4884 




c prr t n 

JCtj . if 




.C6 








OLIdilU 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


ol3.tw 


Method 


TBLASTX : Wheat 




Start 


23091 




End 


23382 




GI 


none 




Score 


180 




Exons 


23091. .23366, 23098. 


.23382 








Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19 


.C6 


Gene No. 


10201 




Strand 






O Lai L 






End 


27353 




Name 


OJ990502 26.9A19.C6. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


26509 




End 


27276 




GI 


none 




Score 


46 




Exons 


26509. .26874, 26510. 


.26533, 


26530. .26874, 26923 .. 27195, 






27031. .27195, 27090. 


.27209, 


27202. .27276 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19 


.C6 








Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


26530 




End 


26874 




GI 


none 




Score 


77 




Exons 


26530. .26604, 26607. 


.26801, 


26608. .26874, 26617.. 26874 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19 


.C6 


Hono Mo 






Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


26560 




End 


26874 




GI 


none 




Score 


260 




Exons 


26560. .26874, 26583. 


.26801 








Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19 


.C6 


riono Mo 






Strand 






Start ■ 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


26923 




End 


27201 




GI 


none 




Score 


54 




Exons 


26923. .26970, 27031. 


.27201, 


27090. .27191 




Seq. No. 


4884 




Seq. ID 


OJ990502_26.9A19 


.C6 


Gene No. 


10201 




Strand 






Start 


27057 




End 


27353 




Name 


OJ990502 26.9A19.C6. 


o4 . gp 


Method 


AAT/GAP 




Start 


27057 




End 


27353 




GI 


27772 2.R1084 




Score 


526 





Exons 27057. .27353 

GI Descrip. 1 5921647/gb | AAD56282 . 1 | AF155332_1 2.0e-52 (AF155332) flavonoid 
3 ' 1 -hydroxylase [Petunia x hybrida] 1 



5035 



Seq. No. 


4885 


Seq. ID 


OJ990502_26.9A19.C7 




10202 


Strand 




Start 


249 


End 


8 65 


Name 


OJ990502 26.9A19.C7.ol.np 


Method 


AAT/NAP 


Start 


249 


End 


865 


GI 


4982518 


Score 


216 


Exons 


249. .865 






GI Descrip. 


(AC000107) F17F8.24 [Arabidopsis thaliana] 


Con No 


4885 


Seq. ID 


OJ990502_26.9A19.C7 


Gene No. 




otrana 




Start 


Z4 y 


tnu 


Q £ ^ 
O DO 


Name 


oTOon^no qtvi q c~i +-™ 
ujyyuDU^ ZD. yniy .l/ . oi . iin 




i tsii/ib i. a : Mai ze 


Start 


9 ^ Q 

zo y 


Lna 


04 O 


GI 


none 


Score 


Q 1 
O 1 


Exons 


OtQ O/IQ OCC OTC ylOQ CCC 


a on Ren 


A 9 1 £H R£Q C/i Q 
4 £ J. . .DO/, DOO. . D40 




4885 


Seq. ID 


OJ990502_26.9A19.C7 


Gene No. 


10202 


Strand 




Start 


249 


End 


865 


Name 


OJ990502 26.9A19.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


259 


End 


581 


GI 


none 


Score 


42 


Exons 


259. .288, 259. .291, 298. .375, 


366. .581, 


367. .567 


Seq. No. 


4886 


Seq. ID 


OJ990502_26.9A19.C8 


Gene No. 


10203 


Strand 






1 


End 


956 


Name 


OJ990502 26.9A19.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


956 


GI 


4539658 


Score 


114 


Exons 


1..181, 914. .956 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


■ 4886 


Seq. ID 


OJ990502_26.9A19.C8 


UC11C IN V_/ • 


10203 


Strand 




Start 


1 


End 


956 


Name 


OJ990502 26.9A19.C8.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


956 


GI 


4680179 


Score 


1036 


Exons 


1..63, 314. .956 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


4886 


Seq. ID 


OJ990502_26.9A19.C8 


Gene No. 


10203 


Strand 




Start 


1 


End 


956 


Name 


OJ990502 26.9A19.C8.ol..gp 


Method 


AAT/GAP 


Start 


60 


End 


600 


GI 


LIB3475-004-P1-K2-A5 


Score 


395 


Exons 


60. .338, 580.. 600 






GI Descrip. 


'5777 612/emb|AJ245900.1 IOSA245900 l.Oe- 


■94 Oryza sativa 



chromosome 4 BAC q3037-207Fl complete genome 1 



Seq. No. 4886 ■ Seq. ID OJ990502_26 . 9A19 . C8 

Gene No. 10203 Strand 



5036 




Start 


1 






End 


956 




Name 


OJ990502 26.9A19.C8 


.ol . 


gs 


Method 


GENSCAN 




Start 


308 




End 


870 




GI 


none 






Score 


.53 




Exons 


308. .870 












Seq. No. 


4886 






Seq. ID 


OJ990502_26.9A19. 


C8 


VJCilC Vi\J ■ 














Start 


1 






End 


956 




Name 


OJ990502 26.9A19.C8 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


309 






End 


569 




GI 


none 






Score 


129 




Exons 


309.. 470, 314.. 568, 


414 


. .569 








Seq. No. 


4886 






Seq. ID 


OJ990502_26.9A19. 


C8 




i n?n^ 












Start 


1 






End 


956 




Name 


OJ990502 26.9A19.C8 


.ol. 


tw 


Method 


TBLASTX .-Wheat 




Start 


312 






End 


580 




GI 


none 






Score 


148 




Exons 


312. .503, 314. .580 












Seq. No. 


4886 






Seq. ID 


OJ990502_26.9A19. 


C8 


VJCi Id INU ■ 








Cf yo n H 






Start 


1 






End 


956 




Name 


OJ990502 26.9A19.C8 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


584 






End 


931 




GI 


none 






Score 


49 




Exons 


584,. 670, 585.. 662, 


719 


.931, 


810. .905 






Seq. No. 


-4887 






Seq. ID 


OJ990502_26.9A19. 


C9 


Gene No. 


10204 






Strand 


+ 




Start 


1 






End 


570 




Name 


OJ990502 26.9A19.C9 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


561 




GI 


4680179 






Score 


956 




Exons 


1. .561 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


4887 






Seq. ID 


OJ990502_26.9AI9. 


C9 


Cpno Mo 


10204 






Strand 


+ 




Start 


■ 1 






End 


570 




Name 


OJ990502 26.9A19.C9 


. ol . 


tm 


Method 


TBLASTX: Maize 




Start 


9 






End 


336 




GI 


none 






Score 


364 




Exons 


9. .323, 10. .336 












Seq. No. 


4887 






Seq. ID 


OJ990502 26.9A19. 


C9 


ucUc 1NO . 


10204 






Strand 


+ 




Start 


1 






End 


570 




Name 


OJ990502 26.9A19.C9 


.ol. 


gs 


Method 


GENSCAN 




Start 


70 






End 


564 




GI 


- none 






Score 


.84 




Exons 


70. .564 












Seq. No. 


4887 






Seq. ID 


OJ990502_26.9A19. 


C9 


Gene No. 


10204 






Strand 


+ 





5037 



Start 
Name 
Start 
GI 

Exons 



OJ990502_26.9A19.C9.ol.tw 
77 

none 



End 

Method 

End 

Score 



570 

TBLASTX: Wheat 

551 

464 



77. .118, 94. .516, 114. .254, 211. .291, 276. .392, 355.-495, 
498.. 551 



in 

ru 

.: sx 

U 



.tax 

I. 'J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4887 Seq. ID 

10204 Strand 

1 End 

OJ990502_26 . 9A1 9 . C9 . o2 . tm Method 

34 6 End 

none Score 

346. .537, 538. .570 



OJ990502_26.9A19.C9 
+ 

570 

TBLASTX: Maize 

570 

193 



4888 Seq. ID 

10205 Strand 
1 End 
OJ990502_2 6 . 9A1 9 . CI 1 . ol . np Met fifed 
1 End 
4680179 Score 
1..305 _ 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990502_26.9A19.C11 
+ 

305 

AAT/NAP 
305 
446 



4888 

10205* 

1 

OJ990502_26.9A19.Cll.ol.tw 
3 

none 

3. .260, 20. .133 

4888 

10205 

1 

OJ990502_26.9A19.Cll.ol.gs 
6 

none 

6. .20.8, 275. .296 

4888 

10205 

1 

OJ990502_2 6 . 9A1 9 . Cll . ol . tm 
15 

none 

15. .248, 18. .248 

4889 

10206 

1690 

OJ990502_26.9A19.C13.o2.gp 

1690 

2311321 

1690. .1779 



Seq. ID OJ990502_26.9A19.C11 

Strand + 

End 305 

Method TBLASTX : Wheat 

End 2 60 

Score 240 



Seq. ID OJ990502_26.9A19.C11 

Strand + 

End 305 

Method GENSCAN 

End 296 

Score .66 



Seq. ID OJ990502_26.9A19.C11 

Strand + 

End 305 

Method TBLASTX : Mai ze 

End 248 

Score 190 



Seq. ID OJ990502_26.9A19.C13 

Strand + 

End 1779 

Method AAT/GAP 

End 1779 

Score 94 



Seq. No. 



4889 



Seq. ID OJ990502_26.9A19.C13 



5038 






i \j c \j f 




Of- r-anH 
o 1. 1 aiiu 






Start 


598 




End 


806 




Name 


OJ990502 26.9A19.C13. 


ol.gp 


Method 


AAT/GAP 




Start 


598 




End 


806 




GI 


2311321 




Score 


364 




Exons 


598. .806 










Seq. No. 


4890 




Seq. ID 


OJ990502_26.9A19 


.C14 


Gene No. 


10208 




Strand 


+ 




Start 


9977 : 




End 


10949 




Name 


OJ990502 26.9A19.C14. 


ol.gp 


Method 


AAT/GAP 




Start 


9977 


End 


10949 




GI 


27772 1.R1084 




Score 


1761 




Exons 


9977. .10949 










GI Descrip. 


'5921647/gb|AAD56282. 


1IAF155332 1 l.Oe 


-77 (AF155332) flavonoid 




3 -hydroxylase [Petunia x 


hybrida] ' 






Seq. No. 


4890 • .... 




Seq. ID * 


OJ990502_26.9A19 


.C14 - 


Gene No. 


10209 v^^fc-:^ 




- Strand 






Start 


13803 " ^ 




End 


14185 




Name 


OJ990502 26.9A19.C14. 


o2.np 


Method 


AAT/NAP 




Start 


13803 




End 


14185 




GI 


2462640 




Score 


423 




Exons * 


13803. .14185 










GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 




Seq. No. 


4890 




Seq. ID 


OJ990502_26.9A19 


.C14 


Gene No. 


10210 




Strand 






Start 


10304 




End 


13142 




Name 


OJ990502 26.9A19.C14. 


ol .np 


Method 


AAT/NAP 




Start 


10304 




End 


12842 




GI 


5921647 




Score 


736 




Exons 


10304. .10942, 12813.. 


12842 








GI Descrip. 


(AF155332) flavonoid 


3' -hydroxylase [Petunia x hybrida] 




Seq. No. 


4890 




Seq. ID 


OJ990502_26.9A19 


.C14 


Gene No. 


10210 




Strand 






OLai L 


10304 




End 


13142 




Name 


OJ990502 26.9A19.C14. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


10326 




End 


10949 




GI 


none 




Score 


117 . 




Exons 


10326. .10565, 10373.. 


10561, 


10580. .10903, 10580. .10945, 




v 


10851. .10949 










Seq. No. 


4890 




Seq. ID 


OJ990502_26.9A19 


.C14 


Gene No. 


10210 




Strand 






otdit 


10304 




End 


13142 




Name 


OJ990502 26.9A19.C14. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


10382 




End 


10942 




GI 


none 




Score 


89 




Exons 


10382. .10561, 10386.. 


10556, 


10430. .10561, 10564. .10764, 






10580. .10942, 10581.. 


10772, 


10598. .10921, 10869.. 10931 




Seq. No. 


. 4890 




Seq. ID 


OJ990502_26.9A19 


.C14 


Gene No. 


10210 




Strand 






Start 


10304 




End 


13142 




Name 


OJ990502 26.9A19.C14. 


o3. tw 


Method 


TBLASTX: Wheat 





5039 




Start 


10403 




End 


10640 




GI 


none 




Score 


168 




Exons 


10403. .10639, 10422. 


.10640 








Seq. No. 


4890 




Seq. ID 


OJ990502_26. 9A19. 


C14 


belle INU • 


i n9i n 




Strand 






Start 


10304 




End 


13142 




Name 


OJ990502 26.9A19.C14 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


10421 




End 


10942 




GI 


none 




Score 


86 




Exons 


10421. .10561, 10422. 


.10562, 


10580. .10942, 10581.. 10802 




Seq. No. 


4890 




Seq. ID 


OJ990502_26. 9A19. 


C14 


Gene No . 


lUi xu 




Strand 






Start 


10304 




End 


13142 




Name 


OJ990502 26.9A19.C14 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10643 




End 


10943 




GI ^ v - 


none 




Score . 


.56 




Exons 


10643. .10942, 10644. 


.10763, 


10851. "."10943 > 




Seq. No. 


4890 




Seq. ID 


OJ990502_26.9A19. 


C14 


bene no. 


i n9 1 n 




Strand 






Start 


10304 




End 


13142 




Name 


OJ990502 26.9A19.C14 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


12730 




End' 


13142 




GI 


none 




Score 


181 




Exons 


12730. .12969, 12741. 


.12962, 


12978. .13142 




Seq. No. 


4890* 




Seq. ID 


OJ990502_26.9A19. 


C14 


bene wo . 


i n9i i 




Strand 






Start 


13584 




End 


14081 




Name 


OJ990502 26.9A19.C14 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13584 




End 


14081 




GI 


none 




Score 


64 




Exons 


13584. .13694, 13746. 


.13994, 


13998. .14081 




Seq. No. 


4891 




Seq. ID 


OJ990502_26. 9A19. 


C15 


Gene No. 


10212 




Strand 






o Lai l 


1 




End 


627 




Name 


OJ990502 26.9A19.C15 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


627 




GI 


46801-79 




Score 


1088 




Exons 


1. .627 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


4891 




Seq. ID 


OJ990502_26.9A19. 


C15 


bene no . 


10212 




Strand 






Start 


1 




End 


627 




Name 


OJ990502 26.9A19.C15 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


284 




GI 


none 




Score 


226 




Exons 


2. .283, 6. .284 










Seq. No. 


4891 




Seq. ID 


OJ990502_26. 9A19. 


C15 


Gene No. 


10212 




Strand 






Start • 


1 




End 


627 




Name 


OJ990502 26.9A19.C15 


. ol . tm 


Method 


TBLASTX: Maize 





5040 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5 

none 

5. .97, 8. .325, 12. 



.314 



4891 

10212 

1 

OJ990502_26.9A19.C15.ol.gs 
64 

none 
64. .478 



End 325 
Score 76 



Seq. ID OJ990502_26.9A19.C15 

Strand 

End 627 

Method GENSCAN 

End 478 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
hJ . Name 
i,l Start 
m GI 

i>il Exons 

j" 5 ; Seq. No. 

Gene No. 
i £ j Start 
HI Name 
! " Start 

;U gi 

!,=? Exons 

j=« Seq. No. 
^■v Gene No. 
^ Start 

Name 
'•3 Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



4891 Seq. ID 

10212 Strand 

1 End 
OJ990502_26. 9A19. C15 . ol . ts Method 

242 End 

none . Score 

242.. 502, 243.. 497 

4891 Seq. ID 

10212 Strand 

1 End 
OJ990502_26. 9A19 . C15 . ol . tc Method 

266 End 

none Score 

266. .409, 267. .407, 410. .604 

4891 Seq. ID 

10212 Strand 

1 . End 
OJ990502_26 . 9A1 9 . C15 . ol . tw Method 

290 End 

none Score 

290. .574, 291. .545, 323. .577 

4891 Seq. ID 

10212 Strand 

1 End 
OJ990502_2 6 . 9A19 . C15 . o2 . tm Method 

326 End 

none Score 

326.-499, 327. .497, 338. .499 



OJ990502_26.9A19.C15 
627 

TBLASTX : Soybean 

502 

157 



OJ990502_26.9A19.C15 
627 

TBLASTX: Cress 

604 

87 



OJ990502_26.9A19.C15 
627 

TBLASTX: Wheat 

577 

248 



OJ990502_26.9A19.C15 
627 

TBLASTX: Maize 

499 

158 



4892 Seq. ID 

10213 Strand 

77 End 

OJ990502_22 . 9A14 . CI . ol . gp Method 

77 End 

75JL.R1084 Score 
77. .459 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



OJ990502_22.9A14.C1 
+ 

459 

AAT/GAP 
459 
736 



4892 

10214 

368 



Seq. ID 

Strand 

End 



OJ990502_22 . 9A14 . CI 
459 



5041 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990502_22 . 9A14 . CI . ol . np Method AAT/NAP 

368 End 459 

3763849 Score 118 

368. .459 

(AB018377) early nodulin [Oryza sativa] 



4893 Seq. ID 

10215 Strand 

96 End 

OJ990502_22 . 9A14 . C2 . ol . np Method 

96 End 

3643597 Score 
96. .206, 322. .446 

(AC005395) hypothetical protein [Arabidopsis thaliana] 



OJ990502_22.9A14.C2 
+ 

446 

AAT/NAP 
446 
147 



4894 Seq. ID OJ990502_22 . 9A14 . C3 

10216 Strand 

1 . End ■ 590 

OJ990502_22.9A14.C3.-Ol.gp Method - AAT/GAP 

1 End 590 

1272_2.R1084 Score 1087 

1. .590 

'3643598 2.0e-42 (AC005395) putative poly (A) polymerase 
[Arabidopsis thaliana] 1 



Seq. ID OJ990502_22.. 9A14.C6 



4895 

10217 Strand 
1 End 184 

OJ990502_22 . 9A14 . C6 . ol . np Method AAT/NAP 

1 End 184 

6069646 Score 125 

1. .184 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


4896 










Seq. ID 


OJ990502 


Gene No. 


10218 










Strand 




Start 


2182 










End 


6163 


Name 


OJ990502 22. 


9A14 


.C8.ol. 


gs 


Method 


GEN SCAN 


Start 


2182 










End 


6163 


GI 


none 










Score 


.58 


Exons 


2182. 


2675, 


3142 


. .3196, 


4792. 


.4827, 6080.. 6163 


Seq. No. 


4897 










Seq. ID 


OJ990502 


Gene No. 


10219 










Strand 


+ 


Start 


1448 










End 


1768 


Name 


OJ990502 22. 


9A14 


.C9.o2. 


gp 


Method 


AAT/GAP 


Start 


1448 










End 


1768 


GI 


none 










Score 


642 


Exons 


1448. . 


1768 












Seq. No. 


4897 










Seq. ID 


OJ990502 


Gene No. 


10220 










Strand 


+ 


Start 


2952 










End 


3118 



5042 



ru 



' h 4 



Name 


OJ990502 22.9A14.C9.o3.gp 


Method 


AAT/GAP 


Start 


2952 


End 


3118 


GI 


none 


Score 


309 


Exons 


2952. .3118 






Seq. No. 


4897 


Seq. ID 


OJ990502_22.9A14.C9 


Gene No . 


1 UZZ 1 


bcrana 




Start 


97 


End 


557 


Name 


OJ990502 22.9A14.C9.ol.gp 


Method 


AAT/GAP 


Start 


97 ; 


End 


557 


GI 


3762181 


Score 


827 


Exons 


97. .557 






Seq. No. 


4897 


Seq. ID 


OJ990502_22.9A14.C9 


Gene No. 


10222 


Strand 




Start 


572 


End 


4433 


Name 


OJ990502 22.9A14.C9.ol.np 


Method 


AAT/NAP 


OLalt 


. 572 


End 


4433 


GI 


1351999 


Score 


276 


Exons 


572.. 736, 1201.. 1261, 1372 


..1526, 1569 


..1781, 4351. .4433 


GI Descrip. 


HOMEOBOX PROTEIN ATH1 gi | 685234 | emb | CAA56426 | (X80126) HI 




[Arabidopsis thaliana] gi | 3688179 | emb | CAA21207 | (AL031804) 




homeobox gene ATH1 [Arabidopsis thaliana] 


Seq. No. 


4897 


Seq. ID 


OJ990502_22.9A14.C9 - 


Gene No . 


10222 


Strand 




Start 


572 


End 


4433 


Name 


OJ990502 22 . 9A14 .C9.ol .gs 


Method 


GENSCAN 


Start 


596 


End 


2897 


GI 


none 


Score 


.87 


Exons 


596.. 736, 1201.. 1261, 1372 


. .2897 




Seq. No. 


4897 


Seq. ID 


OJ990502_22.9A14.C9 


Gene No. 


10222 


Strand 




Start 


572 


End 


4433 


Name 


OJ990502 22.9A14.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


659 


End 


1574 


GI 


none 


Score 


40 


Exons 


659.. 736, 1198.. 1260, 1368 


..1397, 1377 


. .1574, 1378. .1497 


Seq. No. 


4898 


Seq. ID 


OJ990502_22 . 9A14 .C10 


Gene No. 


10223 


- Strand 


+ 


Start 


1 


End 


632 


Name 


OJ990502 22. 9A14 .C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


632 


GI 


342 1.R1084 


Score 


1153 


Exons 


1. .632 






GI Descrip. 


1 4574406/gb|AAD24042.1| 0.1 


De+00 (AF121139) RIM2 protein [Oryza 




sativa] 1 






Seq. No. 


4898 


Seq. ID 


OJ990502 22.9A14.C10 


Gene No. 


10223 


Strand 


+ 


Start 


1 


End 


632 


Name 


OJ990502 22.9A14.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


632 


GI 


6742729 


Score 


1015 


Exons 


1. . 632 







5043 



GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 





Seq. No. 


4898 




Seq. ID 


OJ990502_22.9A14 


.C10 




Gene No. 


10223 




Strand 


+ 






Start 


1 




End 


632 






Name 


OJ990502 22.9A14.C10.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


1 




End 


197 






GI 


none 




Score 


236 






Exons 


1..192, 3. .197 












Seq. No. 


4898 




Seq. ID 


OJ990502_22.9A14 


.C10 




Gene No. 


10223 




Strand 


+ 






Start 


1 




End 


632 






Name 


OJ990502 22.9A14.C10.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


61 




End 


303 






GI 


none 




Score 


217 






Exons 


61. .303, 147. .245 












Seq. - No. 


4898 




Seq. ID 


OJ990502_22.9A14 


.CIO 




Gene No. 


10223 




Strand 


+ 






Start 


1 




End 


632 






Name 


OJ990502 22.9A14.C10.ol 


. gs 


Method 


GENSCAN 






Start 


226 




End 


580 




f J 


GI 


none 




Score 


.92 






Exons 


226. .580 










in 


Seq. No. 


4898 




Seq. ID 


OJ990502_22.9A14 


.CIO 


ru 


Gene No. 


10223 




Strand 


+ 




Q 


Start 


1 




End 


632 




I J 


Name 


OJ990502 22.9A14.C10.ol 


.tw 


Method 


TBLASTX: Wheat 




i. i 


Start 


294 




End 


627 




i' | i 


GI 


none 




Score 


nr 




! c? 
ii 


Exons 


294. .437, 295. .414, 411 


. .590, 


412. .627, 


424. .594 




!j _i 


Seq. No. 


4899 




Seq. ID 


OJ990502_22.9A14 


.Cll 




Gene No. 


10224 




Strand 






i s 

IS 53 


Start 


1 




End 


628 






Name 


OJ990502 22.9A14.Cll.ol 


. np 


Method 


AAT/NAP 




j ; _E 


Start 


1 




End 


628 






GI 


2498930 




Score 


695 




: : "x 


Exons 


1..397, 565. .628 











GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



4899 

10224 

1 

OJ990502_22 . 9A14 .Cll . ol . gs 
9 

none 

9. .397, 565. .624 



Seq. ID OJ990502_22.9A14.C11 

Strand 

End 628 

Method GENSCAN 

End 624 

Score .97 



Seq. No. 4900 

Gene No. 10225 

Start 345 

Name OJ990502_22 . 9A14 . C12 . ol . gs 

Start 345 



Seq. ID OJ990502_22.9A14.C12 

Strand + 

End 4 64 

Method GENSCAN 

End 4 64 



504 4 



GI 


none 


Score 


.54 




Exons 


345. .464 








Seq. No. 


4900 


Seq. ID 


OJ990502_22.9A14 


.C12 


Gene No. 


10226 


Strand 






Start 


170 


End 


228 




Name 


OJ990502 22 9A14 CI 2 ol era 


Method 


AAT/GAP 




Start 


170 


End 


228 




GI 


2312838 


Score 


74 




Exons 


170. .228 








GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


4901 


Seq. ID 


OJ990502_22.9A14 


.C13 


Gene No. 


10227 


Strand 


+ 




Start 


2321 


End 


3554 




Name 


OJ990502 22 9A14 C11 ol an 


Method 


AAT/GAP 




Start 


2321 


End 


3422 




GI' ; ' 


75 1.R1084 ' ■ ' 


Score 


406 ' 




Exons 


2321. .2448, 2951. .3012, 3347. 


.3422 






GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


4901 


Seq. ID 


OJ990502 22.9A14 


.C13 


Gene No. 


10227 


Strand 


+ 






2321 


End 


3554 




Name 


OJ990502 22.9A14.C13.ol.np 


Method 


AAT/NAP 




Start 


2388 


End 


3554 




GI 


3763849 


Score 


238 




Exons 


2388..2448, 2951. .3012, 3347. 


.3422, 3462.. 3554 




GI Descrip. 


(AB018377) early nodulin [Oryza sativa] 






Seq. No. 


4902 


Seq. ID 


OJ990502_22.9A14 


.C14 


Gene No. 


10228 


Strand 


+ 




Start 


1 


End 


1072 




Name 


OJ990502 22.9A14.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1072 




GI 


3763849 


Score 


116 




Exons 


1..26, 971. .1072 








GI Descrip. 


(AB018377) early nodulin [Oryza sativa] 






Seq. No. 


4902 


Seq. ID 


OJ990502_22.9A14 


.C14 


(torus M/-\ 


10229 


Strand 






Start 


602 


End 


3470 




Name 


OJ990502 22.9A14.C14.ol.gs 


Method 


GENSCAN 




Start 


602 


End 


2651 




GI 


none 


Score 


.9 




Exons 


602.. 747, 961.. 1024, 1642.. 1805, 2109.. 


2180, 2636.. 2651 




Seq. No. 


4902 


Seq. ID 


OJ990502_22.9A14 


.C14 


Gene No. 


10229 


Strand 






Start 


602 


End 


3470 




Name 


OJ990502 22.9A14.C14.ol.gp 


Method 


AAT/GAP 




Start 


981 


End 


1363 




GI 


75 1.R1084 


Score 


744 




Exons 


981. .1363 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 





5045 



4-countarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 


4902 


Seq. ID 


OJ990502_22 . 9A14 . C14 




10229 


Strand 




Start 


602 


End 


3470 


Name 


OJ990502 22.9A14.C14.o2.gp 


Method 


AAT/GAP 


Start 


1935 


End 


3470 


GI 


uC-osrocyp008e06al 


Score 


793 


Exons 


1935. .2180, 3184. .3296, 3406 


. .3470 




.GI' Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


50 Oryza sativa 




inclica (GLA4) genomic DNA, chromosome 4 


, BAC clone: t 17804 ' 


Seq. No. 


4902 


Seq. ID 


OJ990502_22.9A14.C14 


Gene No. 


IUZjU 


Strand 




Start 


R99 Q 


End 


6686 


Name 




Method 


TBLASTX: Maize 


Start 


4 U JO 


End 


4364 


GI 


none 


Score 


313 


Exons 


■ drmft 41 47 dn£9 4*^^/1 4 n £ 9 

flUDO..fl±fi/, fUJD/i . . 4 JD4/ yuoz 


..4220, 4202.. 4300, 4242.. 4361 


Seq. No. 


4902 


Seq. ID 


OJ990502_22.9A14.C14 


Porto W/^k 


10230 


Strand 




Start 


5229 


End 


6686 


Name 


OJ990502 22.9A14.C14.o3.gp 


Method 


AAT/GAP 


Start 


5229 


End 


6686 ' 


GI 


uC-osrocyp008d07bl 


Score 


767 


Exons 


5229.-5296, 5440.. 5625, 6391 


..6441, 6534. .6686 


GI Descrip. 


'3643596 2.0e-09 (AC005395) 1 


hypothetical protein [Arabidops. 




.thaliana] 1 








4902 


Seq. ID 


OJ990502_22.9A14.C14 


Gene No. 


10230 


Strand 




Start 


5229 


End 


6686 


Name 


OJ990502 22.9A14.C14.o3.np 


Method 


AAT/NAP 


Start 


5428 


End 


5652 


GI 


3643596 


Score 


146 


Exons 


5428. .5652 






GI Descrip. 


(AC005395) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


4903 


Seq. ID 


OJ990502_22 . 9A14 . C15 


Gene No. 


10231 


Strand 


+ 


Start 


17710 


End 


18314 


Name 


OJ990502 22.9A14.C15.o3.np 


Method 


AAT/NAP 


Start 


17710 


End 


18314 


GI 


3413709 


Score 


496 


Exons 


17710. .18314 






GI Descrip. 


(AC004747) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 4903 

Gene No. 10232 

Start 605 

Name OJ990502_22 . 9A14 .C15.ol.gs 

Start 605 

GI none 

Exons 605.. 697, 977. ..1074, 1162.. 1242, 1338 
2261. .2611 



Seq. ID OJ990502_22.9A14.C15 
Strand 

End 2611 

Method GENSCAN 

End 2611 

Score .88 

1512, 1848.. 2099, 



5046 



IMS 



iU 



Seq. No. 


4903 








Seq. ID 


OJ990502_22.9A14.C15 


Gene No. 


10232 








Strand 






^n ^ 

DUD 








End 


2611 


Name 


OJ990502 22 


.9A14 


.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1168 








End 


2549 


GI 


3643597 








Score 


503 


Exons 


1168. .1533, 


1649 


. .1759, 


1848. 


.2110, 2272.. 2549 


GI Descrip. 


(AC005395) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


4903 








Seq. ID 


OJ990502_22 . 9A14 . C15 


Gene No . 










Strand 




Start 


3044 








End 


3319 


Name 


OJ990502 22 


.9A14 


.CIS.ol 


.gp 


Method 


AAT/GAP 


Start 


3044 








End 


3319 


GI 


4714727 








Score 


486 


Exons 


3044 . .3319 












Seq. No. 


4903 








Seq. ID 


OJ990502_22.9A14.C15 


Gene No. 


10234 








Strand 




Start 


3302 








End 


19057 


XT _ __ _ 

Name 


OJ990502 22 


.9A14 


,C15.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


605 








End 


1706 


GI 


none 








Score 


113 


Exons 


605.. 697, 606.. 698, 611 


n a A 

. . 700, 


977. .1087, 977. .1072, 1142. .1246, 




1145. . 1243, 


1363 


. .1512, 


*i o r o 

1363 . 


.1485, 1374.. 1520, 1425.. 1532, 




1661. .1705, 


1662 


i ^ a a 

. . 1/06, 


1662 . 


.1706 




Seq. No. 


4903 








Seq. ID 


OJ990502_22.9A14.C15 


Gene No. 


10234 








Strand 




Start 


3302 








End 


19057 


Name 


OJ990502 22 


.9A14 


.C15.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


1381 








End 


2063 


GI 


none 








Score 


81 


Exons 


1381. .1407, 


1387 


. .1485, 


1000 


.1555, 1397.. 1519, 1654.. 1752, 




1661. .1759, 


1662 


. .1754, 


1845 . 


.2021, 1848.. 2021, 1849.. 2031, 




2004. .2063 












Seq. No. 


4903 








Seq. ID 


OJ990502_22.9A14.C15 


Gene No. 


10234 








Strand 




Start 


3302 








End 


19057 


Name 


OJ990502 22 


.9A14 


.C15.o2 


.gs 


Method 


GENSCAN 


Start 


3302 








End 


11456 


GI 


none 








Score 


.48 


Exons 


3302. .3502, 


3610 


. .3718, 


3822. 


.3856, 3946. .3996, 4191. .4268, 




4387. .4524, 


4965 


. .5154, 


5579. 


.5709, 7466. .7518, 10102 .. 10158 , 




10538. .11456 










Seq. No. 


4903 








Seq. ID 


OJ990502_22 . 9A14 .C15 


Gene No. 


10234 








Strand 




Start 


3302 








End 


19057 


Name 


OJ990502 22 


. 9A14 


.C15.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


3341 








End 


5084 


GI 


none 








Score 


87 


Exons 


3341. .3505, 


3357 


. .3503, 


3610. 


.3726, 3821.. 3856, 3923.. 3979, 




3931. .3993, 


4375 


. .4521, 


4382. 


.4525, 4£ 


143. .4896, 4974 . .5084 


Seq. No. 


4903 








Seq. ID 


OJ990502_22 . 9A14 .C15 



5047 



ry 



Seq. No. 
Gene No. 
if Start 
3 Name 
U Start 
GI 

~ Exons 



-4 

Si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Gene No. 




Off 

btrana 




Start 


3302 


End 


19057 


Name 


OJ990502 22.9A14.C15.o2.gp 


Method - 


AAT/GAP 


Start 


5005 


End 


5655 


GI 


4714726 


Score 


586 


Exons 


5005.. 5197, 5546.. 5655 






Seq. No. 


4903 


Seq. ID 


OJ990502_22.9A14.C15 


Gene No. 


10234 


Strand 


- 


Start 


. 3302 


End 


19057 


Name 


OJ990502 22.9A14.C15.o2.np 


Method 


AAT/NAP 


Of a >- 4- 

b tar c 


10497 


End 


13626 


GI 


4220445 


Score 


1726 


Exons 


10497. .11696, 12879. .13626 






GI Descrip. 


(AC006216) Similar to gi 13004555 F19F24 


:.14 salt inducible 




protein homolog from Arabidopsis thaliana BAC gb|AC003673. 




[Arabidopsis thaliana] 






Seq. No. 


4903 


Seq. . ID- 


OJ990502_22.9A14.C15 


Gene No. 


10234 


Strand 




Start 


3302 


End 


19057 


Name 


OJ990502 22.9A14.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


10518 


End 


13031 ■ 


GI 


none 


Score 


90 


Exons 


10518. .10871, 10617. .10976, 


10660- .10977, 10785. .11078, 




10863. .11174, 11214. .11696, 


11224. .11667, 12867.. 13031 



4903 

10234 

3302 

OJ990502_22.9A14 .C15.ol.ts 

10578 

none 

10578. .10805, 10603. .10797, 
10678. .10905, 10692. .10865, 
10887. .11114, 10887. .11117, 
10969. .11097, 10995. .11150, 
11403. .11636, 11508. .11696, 



Seq. ID OJ990502_22.9A14.C15 
Strand 

End 19057 

Method TBLASTX: Soybean 

End 11696 

Score 65 
10677. .10904, 10677. .10904, 
10782. .11015, 10788. .10955, 
10893. .11096, 10915. .11097, 
11007. .11150, 11355. .11525, 
11514. .11675 



4903 

10234 

3302 

OJ990502_22.9A14.C15.ol.tm 
10578 
none 
10578, 
10771. 
10839. 
11397. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_22 . 9A14 . C15 
19057 

TBLASTX: Maize 

13019 

65 



,10859, 10578. .10769, 10680 .. 10964 , 10687. 
,10947, 10785. .11096, 10806 1084 7 , 10807, 



,10889, 10875. .11198, 10876. 
,11690, 11475. .11678, 11616. 



11199, 11355. 
11696,. 12879. 



,10836, 
.10848, 
.11600, 
.13019 



Seq. No. 4903 

Gene No. 10234 

Start 3302 

Name OJ990502_22 . 9A14 . C15 . o3 . gs 

Start 12861 

GI none 
Exons 



Seq. ID OJ990502_22.9A14.C15 
Strand 

End 19057 

Method GENSCAN 

End 19057 

Score .81 



12861. .13711, 17626. .17721, 177 90 .. 18068 , 18125 .. 18425, 



5048 



18980. .19057 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4903 

10234 

3302 

OJ990502_22 . 9A14 . C15 . o2 . tm 

17767 

none 



Seq. ID OJ990502_22.9A14.C15 
Strand 

End 19057 

Method TBLASTX : Maize 

End 18075 

Score 50 



17767. .17793, 17832 .. 18074 , 17833.. 18075 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



4903 

10234 

3302 

OJ990502_22. 9A14 .C15.o2.tc 

17833 

none 



Seq. ID OJ990502_22.9A14.C15 
Strand 

End 19057 

Method TBLASTX : Cress 

End 18275 

Score 2 63 



17833. .18093, 17841 .. 18089, 18108 .. 18140, 18204 .. 18275, 
18209.. 18274 



m 
M 
C3 

m 



I 

in 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



4903 

10234 

3302 

OJ990502_22.9A14.C15.o2.ts 

17839 

none 



Seq. ID OJ990502_22.9A14.C15 
Strand 

End 19057 

Method TBLASTX : Soybean 

End 18316 

Score 294 



17839. .18093, 17850 18092, 18108 18140, 18204 18275, 
18209.. 18316 



4904 
10235 
1 

OJ990502_22.9A14.C17.ol.np 
1 

2498930 
1. .455 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990502_22.9A14.C17 
Strand 

End 455 

Method AAT/NAP 

End 455 

Score 772 



4904 
10235 



Seq. ID OJ990502_22.9A14.C17 
Strand 



Start 


1 


End 


455 


Name 


OJ990502 22.9A14.C17. 


ol.gs Method 


GENSCAN 


Start 


20 


End 


406 


GI 


none 


Score 


.83 


Exons 


20. .406 






Seq. No. 


4905 


Seq. ID 


OJ990502_22.9A14.C1 


Gene No. 


10236 


Strand 




Start 


1 


End 


223 


Name 


OJ990502 22.9A14.C18. 


ol.gp Method 


AAT/GAP 


Start 


1 ' 


End 


223 


GI 


uC-osrocyp008e06al 


Score 


446 


Exons 


1. .223 






GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


50 Oryza sativa 




indica ( GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone: t!7804 ' 



Seq. No. 



4906 



Seq. ID OJ990502_22.9A14.C19 



5049 



Gene No. 10237 Strand + 

Start 308 End 740 

Name OJ990502_22 . 9A14 .C19. ol . gp Method AAT/GAP 

Start 308 End 740 

GI uC-osflcyp033a04bl Score 527 

Exons 308.. 331, 422.. 740 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1 # clone : P0711E10 1 



» 

'idr 

o 



Seq. No. 


4906 


Seq. ID 


OJ990502_22. 9A14 .C19. 


Gene No. 


10238 


Strand 




Start 


292 


End 


642 


Name 


OJ990502 22.9A14.C19.ol.np 


Method 


AAT/NAP 


Start 


292 


End 


492 


GI 


4680186 


Score 


84 


Exons 


292. .492 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


4906 


Seq. ID 


ojyyuDUz 22.yAi4.c1y 


Gene No. 


10238 


Strand 




Start 


292 


End 


642 


Name 


OJ990502_22 . 9A14 .C19 . ol . gs 


Method 


GEN SCAN 


Start 


OCT 

351 


End 


642 


GI. 


none 


Score 


.52 - 


Exons 


351 . .492, 589. . 642 






Seq. No. 


4907 


Seq. ID 


Ojyy0o02 22.9A14.C^1 


Gene No. 


10239 


Strand 




Start 


697 


End 


2667 


Name 


OJ990502 22.9A14.C21.ol.gs 


Method 


GEN SCAN 


Start 


697 


End 


2667 


GI 


none 


Score 


.4 


Exons 


697. .741, 2467. .2667 






Seq. No. 


4908 


Seq. ID 


OJ990502 22.9A14.C22 


Gene No. 


10240 


- Strand 


+ 


Start 


3026 


End 


4237 


Name 


OJ990502 22.9A14.C22.ol.gs 


Method 


GEN SCAN 


Start 


3026 


End 


4237 


GI 


none 


Score 


.58 


Exons 


3026.. 3181, 3864. .3997, 4159 


i. .4237 




Seq. No. 


4908 


Seq. ID 


OJ990502'_22 . 9A14 . C22 


Gene No. 


10241 


Strand 


+ 


Start 


5531 


End 


8703 


Name 


OJ990502 22.9A14.C22.ol.np 


Method 


AAT/NAP 


Start 


5531 


.End 


8634 


GI 


5107831 


Score 


1983 


Exons 


5531.. 8105, 8219.. 8634 






GI Descrip. 


(AF149413) contains similarity to protein kinase domains (Pfam 




F00069, Score=162.6, E=6.8e- 


45, N=l) and leucien rich repeats 




(Pfam PF00560, Score=210.7, 


E=2.2e-59, 


N=10) [Arabidopsis 




thaliana] 






Seq. No. 


4908 


Seq. ID 


OJ990502_22.9A14.C22 


Gene No. 


10241 


Strand 


+ 


Start 


5531 


End 


8703 



5050 



Name 

Start 

GI 

Exons 



OJ990502_22 . 9A14 . C22 . o2 . gs Method GENSCAN 

5531 End 8703 

none Score .56 

5531.. 5714, 5805.. 8105, 8219.. 8703 



Seq. No. 49(38 Seq. ID OJ990502 

Gene No. 10241 Strand + 

Start 5531 End 8703 

Name OJ990502_22 . 9A14 .C22.ol.gp Method AAT/GAP 

Start 5579 End 6509 

GI 25162_1.R1084 Score 1657 

Exons 5579.. 6509 

GI Descrip. ■ 5107831/gb | AAD4014 4 . 1 | AF14 94 13_25 3 
similarity to protein kinase domains 
E=6.8e-45, N=l) and 
Score=210.7, E=2.2e 



22.9A14.C22 



0e-47 (AF149413) contains 
(Pfam F00069, Score=162.6, 
leucien rich repeats (Pfam PF00560, 
59, N=10) [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4908 Seq. ID 

1024i Strand 
5531 End 
OJ990502_22 . 9A14 . C22 . o2 . gp Method 
6840 End 
LIB3475-001-P1-K2-G8 Score 
6840.. 7342 

, 5107831/gb|AAD40144.1|AF149413_25 5.0e-28 (AF149413) contains 
similarity to protein kinase domains (Pfam F00069, Score=162.6, 
E=6.8e-45, N=l) and leucien rich repeats (Pfam PF00560, 
Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] 1 



OJ990502_22.9A14.C22 
+ 

8703 
AAT/GAP 
7342 
986 



4908 Seq. ID 

10242 Strand 

8987 End 
OJ990502_22 . 9A14 . C22 . o3 . gp Method 

8987 End 

none Score 
8987. .9304 



OJ990502_22.9A14.C22 

9304 
AAT/GAP 
9304 
467 



: s j Seq. No. 
r=i Gene No. 
)% Start 
i,?f Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



4908 

10243 

10331 

OJ990502_22, 

5678 

none 

5678. .5920, 
5762. .5920, 
6124. .6348, 
6371. .6862, 
6374. .6865, 
6446. .6637, 
6686. .6874, 
6935. .7135, 
7295. .7348, 
7876. .8103, 

4908 

10243 

10331 



9A14.C22.ol.ts 



5729. 
5762. 
6125. 
6371. 
6374. 
6464. 
6686. 
6955. 
7450. 
8218. 



5911, 
6058, 
6373, 
6709, 
6499, 
6646, 
6892, 
7077, 
7599, 
8301, 



5729. 
5762. 
6125. 
6371. 
6388. 
6475. 
6854. 
6956. 
7451. 
8419. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5929, 5762. 
.5914, 5939. 
.6361, 6161. 
.6640, 6374. 
.6564, 6397. 
.6786, 6518. 
.6925, 6869. 
.7126, 6959. 
.7603, 7691. 
.8520, 10324 



OJ990502 22.9A14.C22 



10780 

TBLASTX : Soybean 
10583 
92 

5935, 5762.. 5935, 

6058, 5948.. 6058, 

6361, 6370.. 6504, 

6736, 6374.. 6868, 

6564, 6398.. 6862, 

6862, 6584. .6865, 

6943, 6902.. 7138, 

7126, 6964.. 7134, 

7837, 7871. .8104, 
.10362, 10482.. 10583 



Seq. ID 

Strand 

End 



OJ990502 22.9A14.C22 



10780 



5051 



Name 

Start 

GI 

Exons 



OJ990502_22, 

5687 

none 

5687. .5830, 
5759. .5920, 
5783. .5911, 
5939. .5995, 
6125. .6349, 
6371. .6862, 



6382. 
6481. 
6560. 
6926. 
6955. 
6959. 



.6423, 
.6858, 
,6865, 
.7126, 
.7134, 
.7126, 



7136. .7201, 
7475. .7618, 
8416. .8514, 



9A14.C22.ol.tc Method TBLASTX: 
End 10577 
Score 76 
5717.. 5953, 5720.. 5935, 5720.. 5911, 
5762.. 5929, 5762.. 5920, 5762.. 5926, 
5789.. 5908, 5939.. 6058, 5939.. 6070, 
5948.. 6058, 6104.. 6349, 6125 
6257.. 6349, 6331.. 6630, 6359 
6374.. 6646, 6374.. 6862, 6374 
6382.-6579, 6416.. 6646, 6434 
6488.. 6790, 6509.. 6697, 6520 
6734.. 6871, 6767.. 6859, 6863.. 6922, 
6929.. 7135, 6932.. 7138, 6934.. 7053, 
6956.. 7054, 6956.. 7063, 6956.. 7138, 
6967. .7137, 6971. .7144, 6974. .7129, 
7148. .7333, 7157. .7201, 7160. .7273, 
7676. .7855, 7871. .8053, 7879. .8034, 
10324. .10362, 10479.. 10577 



6436, 
6760, 
6832, 
6625, 
6780, 



Cress 



5729. 
5762. 
5939. 
6125. 
6362. 
6374. 
6476. 
6535. 
6911. 
6935. 
6956. 
6998. 
7246. 
8218. 



.5932, 
.5911, 
.6049, 
.6862, 
.6430, 
.6862, 
.6571, 
.6771, 
.7063, 
.7195, 
.7135, 
.7138, 
.7278, 
.8313, 



Seq. No. 4908 

Gene No. 10243 

Start 10331 . 

Name OJ990502_22 . 9A14 . C22 . bl . tm. 

U Start 5729 

hJ GI none 
lift Exons 



Seq. ID OJ990502_22.9A14.C22 
Strand 

End 10780 

Method TBLASTX : Maize 

End 7204 

Score 85 



5729.. 5932, 5789.-5929, 5946.. 6056, 5960.. 6058, 6118.. 6342, 

6125.. 6367, 6299.-6349, 6358.. 6789, 6359.. 6787, 6470.. 6859, 

6515.. 6862, 6602.. 6871, 6923.. 7138, 6935.. 7054, 6935.. 7138, 

6956.. 7123, 7142.. 7204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4908 

10243 

10331 

OJ990502_22 . 9A14 . C22 . o2 . tw 
5816 
none 
5816. 
6500. 
7007. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_22 . 9A14 . C22 
10780 

TBLASTX: Wheat 

7138 

119 



,6058, 5990. .6070, 6155. .6343, 6374. .6619, 6446. 



.6763, 6572, 
.7138 



,6646, 6671.. 6835, 6928.. 7059, 6929. 



,6691, 
,7063, 



4908 

10243 

10331 

OJ990502_22 . 9A14 . C22 . o3 . tm 

7451 

none 



Seq. ID OJ990502_22.9A14.C22 
Strand 

End 10780 

Method TBLASTX: Maize 

End 8104 

Score 108 



7451. .7603, 7483.-7599, 7691. .7852, 7871. .8104, 7873. .8103 

OJ990502 22.9A14.C22 



4908 
10243 
10331 

OJ990502_22 . 9A14 . C22 . ol . tw 

7688 

none 

7688,-7852, 7870.. 8007, 7871 



Seq. ID _ 
Strand 

End 10780 
Method TBLASTX : Wheat 
End 8008 
Score 160 
.8008 



Seq. No. 



4908 



Seq. ID OJ990502_22.9A14.C22 



5052 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



10243 Strand 

10331 End 

OJ990502_22 . 9A14 . C22 . o2 . tm Method 

8215 End 

none Score 



10780 

TBLASTX: Maize 

10780 

143 



8215.. 8325, 8215.. 8289, 8319.. 8567, 8320.. 8568, 8661.. 8696, 
8662.. 8697, 10324 .. 10362, 10359 .. 10388 , 10382 .. 10630, 
10383. .10631, 10727. .10780, 10728.. 10766 



Seq. No. * 4908 

Gene No. 10243 

Start 10331 

Name OJ990502_22 . 9A14 . C22 . o3 . gs 

Start 10331 

GI . none 

Exons 10331. .10744 



Seq. ID OJ990502_22.9A14.C22 
Strand 

End 10780 

Method GENSCAN 

End 10744 

Score .73 



;x : : 



!: 

Q 
H 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



4909 

10244 

347 

OJ990502_22 . 9A14 . C23 . ol . gs 

347 

none 

347. .431, 888. .1176, 1216., 
2423.. 2719, 2809. .2949 



Seq. ID OJ990502_22.9A14.C23 

Strand + 

End 294 9 

Method GENSCAN 

End 294 9 

..- Score . 51 
1455, 1468. .1994, 2116. .2335, 



4909 Seq. ID 

10244 Strand 

347 End 

OJ990502_22 . 9A14 . C23 . ol . np Method 

1426 End 

5441880 Score 
1426.. 2087, 2751.. 2824 

(AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] * 



OJ990502_22.9A14.C23 
+ 

2949 
AAT/NAP 
2824 
293 



4909 Seq. ID 

10245 Strand 

6679 End 

OJ990502_22 . 9A14 . C23 . o2 . np Method 

6679 End 

6907106 Score 
6679.. 7565 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



OJ990502_22.9A14.C23 
+ 

7565 
AAT/NAP 
7565 ' 
161 



4909 Seq. ID 

10246 Strand 

3763 End 

OJ990502_22 . 9A14 . C23 . o2 . gs Method 

3763 End 

none Score 



OJ990502_22.9A14.C23 

7620 
GENSCAN 
7620 
.67 



3763. .3876, 6405. .6432, 6871. .7250, 7301. .7442, 7454. .7620 



4909 
10247 



Seq. ID 
Strand 



OJ990502 22.9A14.C23 



5053 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7783 End 12671 

OJ990502_22. 9A14 .C23 .o3.np * Method AAT/NAP 
7783 End - 12671 

4680203 Score 2339 

7783.. 7839, 9670.. 9752, 9858.. 10085, 10240 .. 11912, 12601.. 12671 
(AF114171) TNP2-like protein [Sorghum bicolor] 



4909 
10247 
7783 

OJ990502_22 . 9A14 . C23 . ol . gp 
8591 

21474_1.R1084 
8591. .8682 

•3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12671 

Method AAT/GAP 

End 8682 

Score 135 



LI! 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



= ; i Start 
!lS Name 
- Start 
GI 

Exons 



4909 

10247 ' 
7783 

OJ990502_22 . 9A14 . C23 . o3 . gs 

8893 

none 



Seq. ID OJ990502_22.9A14.C23 
' Strand 

End 12671 

Method GEN SCAN 

End 11913 

Score .83 



8893. .9078, 9158. .9256, 9351. .9423, 9508 .. 9618, .9715 .. 10174, 
10308.. 11913 



4909 
10247 
7783 

OJ990502_22. 9A14 . C23 . o4 . gp 
9852 

342_1.R1084 
9852. .11909 

, 4574406/gb|AAD24042.1J 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12671 

Method AAT/GAP 

End ' 11909 

Score 3449 



4909 

10247 

7783 

OJ990502_22 . 9A14 . C23 . o2 . tw 

9934 

none 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End ' 12671 

Method TBLASTX : Wheat 
End 10384 
Score 114 



9934. .10059, 9936. .10058, 10092 .. 10193, 10092 10193, 
10132. .10194, 10193. .10315, 10194 .. 10304 , 10195 10320, 
10195. .10311, 10321. .10383, 10334. .10384 



Seq. No. 4909 

Gene No. 10247 

Start 7783 

Name OJ990502_22 . 9A14 . C23 . o2 . ts 

Start 10417 

GI none 

Exons 10417. .10659 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12671 ^ 

Method TBLASTX : Soybean 

End 10659 

Score 216 



Seq. No. 
Gene No. 
Start 



4909 

10247 

7783 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12671 



5054 



Name 

Start 

GI 

Exons 



OJ990502_22 . 9A14 . C23 . ol . tm 

10489 

none 

10489. .10683, 10693 .. 10947, 



Method TBLASTX : Mai ze 
End 10947 
Score 111 
10693. .10935 



Seq. No. 4909 
Gene No. 10247 
Start 7783 

Name OJ990502_22 . 9A14 . C23 . ol . tw 

Start 10523 
GI none 
Exons 10523. 

10732. 

10939. 



,10729, 10523. 
10830, 10733. 
,10992, 10940, 



10732, 
10825, 
10984 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12 671 

Method TBLASTX : Wheat 

End 10992 . 

Score 173 
10528. .10731, 10528. .10752, 
10834. .10938, 10838 .. 10927, 



Seq. No. 4909 Seq. ID 

Gene No. 10247 Strand 

Start 7783 End 

Name OJ990502_22 . 9A14 .C23 . ol . tc Method 

Start 10780 End 

GI none Score 

Exons 10780. .11121, 10799 .. 10936, 10976.. 11128 



OJ990502_22.9A14.C23 
12671 

TBLASTX: Cress . 
11128 
88 



Q Seq. No. 
: Gene No. 

?n start 

Name 
1 y Start 
C3 GI 
j.J Exons 

'■3 

ru 

Q 
'•J 

'•.3 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



4909 

10247 

7783 

OJ990502_22 . 9A14 . C23 . ol . ts 

10861 

none 

10861. .11157, 10879. .11103, 
11215. .11289 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12671 

Method TBLASTX : Soybean 

End 11290 

Score 125 
11152. .11214, 11207. .11290, 



4909 
10247 
7783 

OJ990502_22 . 9A14 . C23 . o3 . tw 
11211 
none 

11211. .11462, 11221. .11472, 11222 .. 114 64 , 11455 .. 11562, 
11469.. 11576 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12671 

Method TBLASTX : Wheat 

End 11576 

Score 187 



Seq. No. 4909 

Gene No. 10247 

Start 7783 

Name OJ990502_22 . 9A14 . C23 . o5 . gp 

Start 11774 

GI 2310235 

Exons 11774. .11913, 12325.. 12362 

GI Descrip. 5852182/emb | CAB55420 . 1 1 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990502_22.9A14.C23 
Strand 

End 12671 

Method AAT/GAP 

End 12362 

Score 301 



Seq. No. 4910 

Gene No. 10248 

Start 739 

Name OJ990502_22 . 9A14 . C24 . ol . gs 

Start 739 

GI none 



Seq. ID OJ990502_22.9A14.C24 

Strand + 

End 1573 

Method GENSCAN 

End 1573 • 



Score 



.52 



5055 




Exons 


739/. 931, 1016.. 


1192, 1261.. 


1347, 1353 


. .1573 




Seq. No. 


4910 








Seq. ID 


OJ990502_22.9A14 


.C24 


bene lno • 


1 D94 Q 










+ 




Start 


9Q47 
Z J ft / 








End 


3953 




Name 


O.TQQn^H? 99 
UUjjUjU^ zz 


QUI A 
. 5H1 fi 


. bZft . OZ 


. qs 


Method 


GENSCAN 




Start 


9Q47 ~~ 








End 


3953 




GI 


none 








Score 


.83 




Exons 


9Q47 "5nnQ 
Z v ft / . . jUU j , 


7^0 4 
00U ft 


7^7 7 
. . 00 / 0 , 


7ft ^ft 
JO DO 


. .3953 






Seq. No. 


4911 








Seq. ID 


OJ990502_22.9A14 


.C25 


bene no . 










btrana 


+ 




Start 


774 ft 
OOft 0 








End 


6305 




Name 




QZi 1 4 
• yt\L ft 


P9 ^ nl 
• b^ O . O X 


.gs 


Method 


GENSCAN 




Start 


774ft 








End 


6108 




GI 


none 








Score 


.67 




Exons 


774ft qri n 
OO ft 0 . . jDIU/ 


A 7 7 R 
ft / OO 


• . O DO j , 


c.7 

o / ou 


. .6108 






Seq. No. 


4911 








Seq. ID 


OJ990502_22.9A14 


.C25 


Gene No . 


i Pi9^n 

X VJ iJU 








Strand 


+ 




Start 


774ft 

OOflO 








End 


6305 




Name 


OTQQn^n9 99 


QZi 1 4 
. ft 


roc — o 
. bZ 0 . OZ 


. tc 


Method 


TBLASTX: Cress 




Start 


4 71 ^ 

fi / 10 








End 


4912 




GI 


none 








Score 


182 




Exons 


ft / ij . . ft y xz 














Seq. No. 


4911 








Seq. ID 


OJ990502_22.9A14 


.C25 


Gene No . 


i H9^n 








btrana 


+ 




Start 


774 ft 
OOft 0 








End 


6305 




Name 


nTQQ0Rn9 99 


1 4 
. yr\± ft 


poc A 1 
. bZ O . O X 


. IIu 


Method 


TBLASTX: Maize 




Start 










End 


5560 




GI 


none 








Score 


96 




Exons 


com ^7^0 




• • 0 oou 










Seq. No. 


4911 








Seq. ID 


OJ990502_22. 9A14 


.C25 


bene wo . 


1 09 Rfl 








btrana 


+. 




Start 


774 ft 
OOft 0 








End 


6305 




Name 


oTQQrmn9 99< 


qui 4 

. -7H.J. ft 


. bZ 0 . OX 


. LW 


Method 


TBLASTX: Wheat 




Start 


^907 _ 








End 


5560 




GI 


none 








Score 


92 




Exons 


R907 ^7^3 


R 7QQ 


. . OODU 










Seq. No. 


4911 








Seq. ID 


OJ990502_22.9A14 


.C25 


bene no . 


1 ri9sn 








C4- v . r-> x-1 

btrana 


+ 




Start 


7 7/0 
OOfi O 








End 


6305 




Name 


Pi TQQfi RflO 99 


QA1 /I 

. ft 


. bZ 0 . ox . 




Method 


TBLASTX : Soybean 




Start " 


OZZ o 








End 


5644 




GI 


none 








Score 


97 




Exons 


OZZ O . . 00 / ft , 


ooy y 


. . OOOO , 


c^i o 
0 OXZ 


. .5644 






Seq. No. 


4911 








Seq. ID 


OJ990502_22.9A14 


.C25 


Gene No. 


10250 








Strand 


+ 




Start 


3348 








End 


6305 




Name 


OJ990502 22, 


. 9A14 


.C25.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


5231 








End 


5566 




GI 


none 








Score 


116 




Exons 


5231. .5365, 


5399 


. .5566 











'5056 



Seq. No. 4911 

Gene No. 10250 

Start 3348 

Name OJ990502_22 . 9A14 . C25 . ol . np 

Start 5237 

GI 3641252 

Exons 5237.. 5639, 5750.. 6070, 6217, 
GI Descrip. 



Seq. ID OJ990502_22.9A14.C25 



Strand 
End 

Method 
End 
Score 
. 6305 



+ 

6305 
AAT/NAP 
6305 
213 



(AF053127) leucine-rich receptor-like protein kinase [Malus 
domestica] 



Seq. No. 4912 

Gene No. 10251 

Start 529 

Name OJ990502_22 . 9A14 .C26 . ol . gp 

Start 529 

GI 1272_2.R1084 

Exons 529.. 1361 

GI Descrip. "3643598 2.0e-42 (AC005395) 
[Arabidopsis thaliana] ' 



Seq. ID OJ990502_22.9A14.C26 

Strand + 

End 1361 

Method AAT/GAP 

End 1361 

Score 1631 



putative poly (A) polymerase 



m 

n 



Seq. No. 4912 Seq. ID 

Gene No. 10252 Strand 

Start 314 End 

Name OJ990502_22 . 9A14 .C26 . ol . gs " Method 

Start 314 End 

GI none Score 

Exons 314.. 363, 1110.. 1244, 1533.. 1844, 2434 



3420. .3581, 3662. .3724, 4866. .4973, 5447. .5542, 5643 
6060. .6204, 6785. .6898, 7168. .7197 



OJ990502_22.9A14.C26 

7197 
GENSCAN 
7197 
.41 

..2626, 2880.. 2993, 

5827, 



1.2. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4912 

10252 

314 

OJ990502_22.9A14.C26.o2.tm 

1487 

none 

1487. .1582, 1489. .1584, 1492. 
1636. .1794, 1774. .1908, 1776. 
2047.. 2217, 2048.. 2224 ; 

4912 

10252 

314 

OJ990502_22 . 9A14 . C26 . o2 . ts 

1576 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1590, 1615 
.1880, 1778 



OJ990502 22.9A14.C26 



7197 

TBLASTX: Maize 
2224 
61 

1773, 1616. 
1903, 2034. 



.1774, 
.2216, 



Seq. ID OJ990502_22.9A14.C26 



Strand 
End 

Method 

End 

Score 



7197 

TBLASTX : Soybean 

2377 

94 



1576. .1773, 1594. .1770, 1604. .1774, 1775. .1873, 1780. .1908, 
1787.. 1903, 2034.. 2216, 2048.. 2224, 2297.. 2323, 2330.. 2377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4912 

10252 

314 

OJ990502_22, 

1633 

none 



9A14.C26.o2.tc 



Seq. ID OJ990502_22.9A14.C26 
Strand 
End 

Method 
End 
Score 



7197 

TBLASTX: Cress 

2192 

89 



1633. .1770, 1667. .1765, 1786. .1908, 1787. .1903, 2025. .2192, 



5057 



2048. .2191 



Seq. No. 4912 

Gene No. 10252 

Start 314 

Name OJ990502_22 . 9A14 .C26 . ol . np 

Start 2030 

GI 3643598 
Exons 



Seq. ID OJ990502_22.9A14.C26 
Strand 

End 7197 

Method AAT/NAP 

End 5783 

Score 1272 



2030.. 2215, 2294.. 2626, 2739.. 2801, 2880.. 2993, 3420.. 3578, 
3662. .3724, 4866.-. 4973, 5447. .5525, 5643. .5783 
GI Descrip. (AC005395) putative poly(A) polymerase [Arabidopsis thaliana] 



Seq. No. 4912 

Gene No. 10252 

Start 314 

Name OJ990502_22 . 9A14 . C26 . ol . tm 

Start 2174 

GI none 
Exons. 



Seq. ID OJ990502_22.9A14.C26 
Strand 
End 

Method 
End 
Score 



7197 

TBLASTX: Maize 

3006 

152 



2174. .2197, 2284. .2463, 2285. .2467, 2294 .. 2467, 2462. .2626, 
2463. .2627, 2464. .2637, 2465. .2629, 2733. .2798, 2734. .2799, 
2738.. 2815, 2873.. 2983, 2880.. 3005, 2880.. 2993, 2881.. 3006 



Seq. No. 4912 

p Gene No. 10252 

=g Start 314 

ft Name OJ990502_22 . 9A14 . C2 6 . ol . tc 

!;:! Start 2198 

Vif GI none 

C3 Exons 2198.. 2227, 

U 2425.. 2607, 

i.l 2734.. 2805 



2290.. 2388, 2294. 
2462.. 2626, 2463. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2467, 
.2627, 



OJ990502 22.9A14.C26 



7197 

TBLASTX: Cress 
2805 
61 

2294. .2467, 2370. .2474, 
2480. .2629, 2733. .2798, 



Seq. No. 4912 

Gene No. 10252 

Start 314 

Name OJ990502_22 . 9A14 . C2 6 . ol . tw 

Start 2291 

GI none 

Exons 2291.. 2464, 2291 
2463..2627, 2463 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_22 . 9A14 . C2 6 
7197 

TBLASTX: Wheat 

2627 

135 



2467, 2292.. 2468, 2373.-. 2468, 2462.. 2626, 
2627 



OJ990502 22.9A14.C26 



Seq. No. 4912 ' Seq. ID _ 

Gene No. 10252 Strand 

Start 314 End 7197 

Name OJ990502_22 . 9A14 . C26 . o2 . gp Method AAT/GAP 

Start 2372 End 2958 

GI 2310052 Score 724 

Exons 2372.. 2626, 2739.. 2801, 2880.. 2958 

GI Descrip. 3643598 2.0e-42 (AC005395) putative poly (A) polymerase 
[Arabidopsis thaliana] 



Seq. No. ' 4912 Seq. ID 

Gene No. 10252 Strand 

Start 314 End 

- Name OJ990502_22 . 9A14 . C26 . ol . ts Method 

Start ■ 2462 End 

GI none Score 



OJ990502_22 . 9A14 .C26 
7197 

TBLASTX : Soybean 
3542 - 
176 - 



5058 



Exons 2462.-2626, 2472.. 2627, 2482. 

2734..2799, 2737.. 2799, 2880. 
3423.. 3542, 3435.. 3542 

Seq. No. - 4912 

Gene No. 10252 

Start 314 

Name OJ990502_22 . 9A14 . C2 6 . o3 . tm 

Start 3418" 

GI none 

Exons 3418.. 3489, 3419.. 3481, 3423. 

Seq. No. 4913 

Gene No. 10253 

Start 3 

Name OJ990502_22 . 9A14 . C27 . ol . gs 

Start 3 

GI none 

Exons 3.. 47, 977.. 1786 



,2637, 2486.-2629, 2733.-2798, 
,2987, 2880.. 2996, 2881.. 3006, 



Seq. ID OJ990502_22.9A14.C26 
Strand 

End 7197 

Method TBLASTX: Maize 

End 3578 

Score 78 
.3578, 3449.-3574 

Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 1786 

Method GENSCAN 

End 1786 

Score .94 



Seq. No. 4913 Seq. ID 

Gene No. 10254 Strand 

Start 2033 End 

Name OJ990502_22 . 9A14 .C27 . ol . np Method 

Start 2033 End 

GI 4680179 Score 

Exons 2033.. 3117, 3151.. 6551 
GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 4913 Seq. ID 

Gene No. 10254 Strand 

Start 2033 End 

Name OJ990502_22 . 9A14 .C27 . o9. tw Method 

Start 224 9 End 

GI none Score 

Exons 2249.. 2269, 2276.. 2473, 2278.. 2475 



OJ990502_22 . 9A14 .C27 
+ 

6551 
AAT/NAP 
6551 
5383 



sativa subsp. indica] 



OJ990502_22.9A14.C27 
+ 

6551 

TBLASTX: Wheat 

2475 

211 



Seq. No. 4913 

!3 Gene No. 10254 

|3 Start 2033 

Name OJ990502_22 . 9A14 -C27.o7.tw 

Start 2509 

GI none 

Exons 2509.. 2703, 2510.. 2860 

Seq. No. 4913 

Gene No. 10254 

Start 2033 

Name OJ990502_22 . 9A14 . C27 . 06 . tm 

Start 2510 

GI none 

Exons . 2510.. 2872, 2524.. 2640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_22 . 9A14 .C27 
+ 

6551 

TBLASTX: Wheat 

2860 

294 



OJ990502_22.9A14.C27 
+ 

6551 

TBLASTX: Maize 

2872 

235 



Seq. No. 4913 Seq. ID 

Gene No. 10254 Strand 

Start 2033 End 

Name. OJ990502 22 . 9A14 . C27 . o7 . tm Method 



OJ990502_22.9A14.C27 
+ 

6551 

TBLASTX: Maize 



5059 



Start 
GI 

Exons 



3142 
none 

3142. .3495 



End 
Score 



3495 
188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
Q Name 
ij Start 
m GI 
iMs Exons 



Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



4913 

10254 

2033 

OJ990502_22. 

3178 

none 

3178. .3387, 

4913 

10254 

2033 

OJ990502_22, 

3711 

none 

3711. .4154, 

4913 

10254 

2033 

OJ990502_22. 

3726 

none 

3726. .4016, 

4913 

10254 

2033 

OJ990502_22. 

4084 

none 

4084 . .4263, 

4913 

10254 

2033 

OJ990502_22, 

4138 

none 

4138. .4170, 

4913 

10254 

2033 

OJ990502_22. 

4246 

none 

4246. .4548, 

4913 

10254 

2033 

OJ990502_22. 
4549 



Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 6551 

Method TBLASTX : Wheat 

End 3615 

Score 164 
3234.. 3386, 3432.. 3545, 3433.. 3546, 3574.. 3615 



9A14.C27.o8.tw 



9A14.C27.o4.tw 



3715.. 3765, 3820. 



9A14/C27.o5.tm 



3727. .4014 



9A14.C27.o3.tm 



Seq. ID OJ990502_22.9A14.C27 
Strand + 

6551 

TBLASTX: Wheat 
4197 
52 



End 

Method 
End 
Score 
.4197 



Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 6551 

Method TBLASTX: Maize 

End 4016 

Score 276 



Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 6551 

Method TBLASTX : Maize 

End 4584 

Score 167 



4092.. 4238, 4270.. 4584, 4410.. 4454, 4491.. 4541 



Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 6551 

Method TBLASTX : Soybean 

End 4533 

Score 57 

.4533, 4176.. 4214-, 4242.. 4532 



9A14.C27.ol.ts 



4140. .4169, 4174, 



9A14.C27.o5.tw 



4248. .4532 



9A14 .C27.o3.tw 



Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 6551 

Method TBLASTX : Wheat 

End 4548 

Score 372 



Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 6551 

Method TBLASTX : Wheat 

End 4 971 



5060 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

4549. .4971, 

.4913 
10254 
2033 

OJ990502_22. 

4555 

none 

4555. .4800, 

4913 

10254 

2033 

OJ990502_22, 

4620 

none 

4620. .4970, 

4913 

10254 

2033 

OJ990502_22. 

4974 

none 

4974. .5540, 

4913 

10254 

2033 

OJ990502_22. 

5329 

none 

5329. .5589, 

4913 

10254 

2033 

OJ990502_22. 

5387 

none 

5387. .5575, 

4913 

10254 

2033 

OJ990502_22. 

5548 

none 

5548. .5895, 
5919. .6170 

4913 

10254 

2033 

OJ990502_22. 
5728 



Score 583 



4581. .4970 

9A14.C27.o3.ts 
4557. .4799 

9A14.C27.o2.tm 
4621. .4974, 4621, 

9A14.C27.o2.tw 
5005. .5541 

9A14.C27.o2.ts 
5332.. 5589, 5408. 

9A14.C27.o4.tm 
5388.-5675, 5389. 

9A14 .C27.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4983 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5590 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5679 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_22 . 9A14 . C27 
+ 

6551 

TBLASTX : Soybean 

4800 

208 



OJ990502_22.9A14.C27 
+ 

6551 

TBLASTX: Maize 

4983 

473 



OJ990502_22.9A14.C27 
+ 

6551 

TBLASTX: Wheat 

5541 

651 



OJ990502_22 . 9A14 .C27 
+ 

6551 

TBLASTX : Soybean 

5590 

286 



OJ990502_22.9A14.C27 
+ 

6551 

TBLASTX: Maize 

5679 

111 



OJ990502_22.9A14.C27 
+ 

6551 

TBLASTX: Wheat 

6173 

408 



5604. .5870, 5641.. 5985, 5900.. 6061, 5904.. 6173, 



Seq. ID OJ990502_22.9A14.C27 

Strand + 

End 6551 

9A14.C27.ol.tm ' Method TBLASTX : Maize 

End 6326 



5061 



n 

cn 
ru 



GI . 


none 


Score 


260 


Exons 


5728.. 5955, 5730.. 5969, 5733 


.6326, 5813.. 6187, 6048.. 6311 


Seq. No. 


4913 


beq. lu 


^TQQfiRPio oo Quia r*o~i 


Gene No. 


10254 


Strand 


+ 


Start 


2033 


End 


DDDl 


Name 


OJ990502 22.9A14.C27.o6.tw 


Me tnou 


mnf 7\CT l V. T«TVi n s 


Start 


6173 


bnd 


Cent 


GI 


none 


Score 




Exons 


6173.. 6442, 6174.. 6506, 6177 


. .6485 


* 


Seq. No. 


4914 


Seq. ID 


OJ990502_22.9A14.C28 


Gene No. 


10255 


Strand 


+ 


Start 


13 


End 


1 1 O Q O 
1 IZo Z 


Name 


OJ990502 22.9A14.C28.ol.gs 


Method 




Start 


13 


End 


O "7 O A 

Z / Z4 


GI 


none 


Score 


. / Z 


Exons 


13. .140, 967. .1071, 1484. .1592, 1839.. 


ZU/o, Zl/I.-ZolZ, 




2639.. 2724 






Seq. No. 


4914 


Seq. ID 


OJ990502_22 . 9A14 .C28 


Gene No. 


10255 


Strand 


+ 


Start 


13 


End 


1 1 OQO 

llzoz 


Name 


OJ990502 22.9A14.C28.o3.np 


Method 


AAT/NAP 


Start 


234 


End 


/Z4z 


GI 


3641252 


Score 


zzo 


Exons 


234. .263, 4946. .5159, 5193.. 


5428, 5793 


cino "7oni to/io 
. .olUz, /ZUI. . /z4z 


GI Descrip. 


(AF053127) leucine-rich receptor-like 


protein kinase [Malus 




domestical 






Seq. No. 


4914 


Seq. ID 


OJ990502_22.9A14.C28 


Gene No. 


10255 


Strand 


+ 


Start 


13 


End 


11282 


Name 


OJ990502 22.9A14.C28.ol.gp 


Method 


AAT/GAP 


Start 


1022 


End 


1087 


GI 


uC-osflcyp033a04bl 


Score 


107 


Exons 


1022. .1087 







GI Descrip. ■ 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 

Seq. No. 4914 Seq. ID OJ990502_22.9A14.C28 

Gene No. 10255 Strand + 

Start 13 End 11282 

Name OJ990502_22 . 9A14 . C28 . o2 . gp Method AAT/GAP 

Start 3156 End 3537 

GI uC-osflcyp033a04bl Score 679 

Exons 3156.. 3537 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

Seq. No. 4914 Seq. ID OJ990502_22.9A14.C28 

Gene No. 10255 Strand + 

Start 13 End 11282 

Name OJ990502_22 . 9A14 . C28 . o5 . np Method AAT/NAP 

Start 5824 End 10331 

GI 4455319 Score 269 ■ " 

Exons 5824.. 5853, 7804.. 8143, 8192.. 9031, 10296.. 10331 



5062 



GI Descrip. (AL035528) putative disease resistance protein [Arabidopsis 
thaliana] 



Seq. No. 4914 Seq. ID 

Gene No. 10255 Strand 

Start 13 End 

Name OJ990502_22 . 9A14 .C28 . o4 .np Method 

Start 7607 End 

GI . 5107831 Score 

Exons 7607.. 8999, 11172.. 11282 

GI Descrip. (AF149413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162.6, E=6.8e-45, N=l) and leucien rich repeats 
(Pfam PF00560, Score=210.7, E=2.2e-59, N=10) [Arabidopsis 
thaliana] 



OJ990502_22 . 9A14 . C28 
+ 

11282 
AAT/NAP 
11282 
727 





Seq. No. 


4914 








Seq. ID 


OJ990502 


_22.9A14.C28 




Gene No. 


10256 








Strand 


- 






Start 


955 








End 


2899 






Name 


OJ990502 22 


.9A14. 


C28.ol. 


.np 


Method 


AAT/NAP 






Start 


955 








End 


2899 






GI 


4680186 








Score 


193 






Exons 


ft c c i a n c 


2881. . 


2899 












GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 




•is 


Seq. No. 


4914 








Seq. ID 


OJ990502 


_22.9A14.C28 




Gene No. 


10257 








Strand 








Start 


3089 








End 


9028 




,1= 


Name 


OJ990502 22 


.9A14. 


C28.o2. 


.np 


Method 


AAT/NAP 




I c 


Start 


3089 








End 


8138 




i,y 


GI 


4680186 








Score 


359 






Exons 




4128. 


.4184, 


8032. 


.8138 






ru 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


. indica] 




M 


Seq. No. 


4914 








Seq. ID 


OJ990502 


_22.9A14.C28 




Gene No. 


10257 








Strand 








Start 


3089 








End 


9028 




i 


Name 


OJ990502 22 


.9A14. 


C28.o2. 


.tc 


Method 


TBLASTX: 


Cress 


'J 


Start 


5212 








End 


8620 






GI 


none 








Score 


160 






Exons 


5212. .5355, 


5786. 


.5854, 


5854. 


.5970, 5986. .6096, 


8116. .8364, 






8345. .8590, 


8357. 


.8458, 


8357. 


.8506, 8360. .8434, 


8444. .8620, 






8458. .8613 
















Seq. No. 


4914 








Seq. ID 


OJ990502 


_22.9A14.C28 




Gene No. 


10257 








Strand 








Start 


3089 








End 


9028 






Name 


OJ990502 22 


.9A14. 


C28.ol. 


.tc 


Method 


TBLASTX: 


Cress 




Start 


7685 








End 


8995 






GI 


none 








Score 


54 






Exons 


7685. .7738, 


7750. 


.8055, 


7848. 


.8006, 8633.. 8788, 


8839. .8874, 






8891. .8995 
















Seq. No. 


4914 








Seq. ID 


OJ990502 


_22.9A14.C28 




Gene No. 


10257 








Strand 








Start 


3089 








End 


9028 






Name 


OJ990502 22 


.9A14 . 


C28.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


7822 








End 


9028 





5063 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3 Seq. No. 

?r Gene No. 

1 1 Start 

2 Name 

3 Start 
l| GI 

3 Exons 

i i 

* Seq. No. 

„ Gene No. 

3 Start 

4 Name 
£ Start 
3 GI 

^ Exons 



none - Score 

7822. .7992, 7834. .8214, 8906. .9028 



74 



4915 

10258 

673 

OJ990502_22 . 9A14 . C2 9 . ol . gs 

673 

none 



Seq. ID OJ990502_22.9A14.C29 

Strand + 

End 7708 

Method GENSCAN 

End 7680 

Score .77 



673.. 806, 1809.. 194.1, 1972.. 2319, 2341.'. 2494, 2530.. 2591, 
3211. .3266, 4387. .4474, 4559. .6953, 7292. .7680 



4915 Seq. ID 

10258 Strand 

673 End 

OJ990502_22 . 9A14 . C2 9 . ol . np Method 

4328 End 

5107831 Score 



OJ990502_22 . 9A14 .C29 
+ 

7708 
AAT/NAP 
7708 
1910 



4328. .6456, 6490.. 6953, 7292.. 7708 

(AF149413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162.6, E=6.8e-45, N=l) and leucien rich repeats 
(Pfam PF00560, Score=210.7, E=2.2e-59, N=10) [Arabidopsis 
thaliana] 



4915 

10259 

9876 

OJ990502_22 . 9A14 . C2 9 . o2 . gs 

9876 

none 

9876. .9954, 10071. .10249 



4915 

10260 

11027 

OJ990502_22. 
4484 



Seq. ID OJ990502_22.9A14.C29 

Strand + 

End 10249 

Method GENSCAN 

End 10249 

Score .85 



Seq. ID OJ990502_ 
Strand 



22.9A14.C29 



9A14.C29.ol.tc 



none 

4484. 

4565. 

4598. 

4766. 

4937. 

4943. 



End 

Method 

End 

Score 



15413 

TBLASTX: Cress 

15212 

41 



.4525, 
.4753, 
.4738, 
.4930, 
.5167, 
.5191, 



5192. .5680, 
5242. .5589, 
5378..S683, 
5774. .5872, 
5782. .6012, 
5966. .6139, 
6032. .6082, 
6718. .6879, 
7483. .7596, 
13900. .13974 
14068. .14346 
14098. .14340 
14122. .14355 



4535. .4771, 4538. .4744, 4538. .4738, 4544. 
4S65..4729, 4568. .4750, 4580. .4747, 4598. 
4607. .4813, 4673. .4882, 4757. .4876, 4763. 
4880. .5167, 4925. .5167, 4928. .5044, 4937. 
4937. .5098, 4943. .5680, 4943. .5188, 4943. 
5132. .5248, 5177. .5536, 5192. .5680, 5192. 
5200.. 5241, 5200.. 5397, 5201.. 5650, 5218. 
5297.. 5680, 5299.. 5601, 5306.. 5608, 5327. 
5447. .5680, 5552. .5689, 5585. .5677, 5729. 
5774. .5881, 5777. .6013, 5777. .5962, 5777. 
5785.-5955, 5795.. 5947, 5812. .5955, 5945. 
5966.. 6019, 5966.. 6091, 5975. .6079, 5981. 
6035.. 6085, 6329.. 6448, 6551.. 6706, 6551. 
6719.. 6901, 6934.-6966, 7290. .7385, 7291. 
13864. .14022, 13894 .. 14001, -13894 .. 13998 , 
, 13933. .13977, 13996 .. 14064 , 14011. .14070 
14071. .14103, 14080. .14352, 14098. .14355 
14098. .14340, 14098 .. 14322, 14098. .14163 
14134. .14355, 14 159.. . 14359, 14340. .14570 



4738, 
4750, 
4876, 
5098, 
5239, 
5464, 
5460, 
5515, 
5881, 
5947, 
6019, 
6022, 
6694, 
7386, 



5064 



14343. 


.14555, 


14346. 


.14441, 


14350. 


.14547, 


14355. 


.14804, 


14355. 


.14549, 


14364. 


.14555, 


14499. 


.14555, 


14499. 


.14567, 


14508. 


.14804, 


14559. 


.14804, 


14568. 


.14804, 


14568. 


.14804, 


14580. 


.14867, 


14580. 


.14804, 


14721. 


.14798, 


14817. 


.14981, 


14859. 


.14990, 


14865. 


.15074, 


14871. 


.14990, 


14871. 


.14984, 


14871. 


.14981, 


14880. 


.14990, 


14976. 


.15212, 


14994. 


.15164, 


14997. 


.15200, 


15000. 


.15164, 


15003. 


.15137, 


15009. 


.15170, 


15009. 


.15164, 


15018. 


.15164, 


15018. 


.15146, 


15018. 


.15164-, 


15021. 


.15140 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



No. 



'=3 

:»fj Seq. 

Gene No. 

Start 

Name 
LJ Start 

i=ij Exons 



4915 

10260 

11027 

OJ990502_22. 

4535 

none 

4535. .4738, 
4781. .4876, 
5297. .5674, 
5753. .6031, 
14134. .14355 
14358. .14825 
14934. .14990 
15009. .15212 



9A14.C29.ol.ts 



4547. .4666, 4568. 
4922.. 5614, 4942. 
5299. .5535, ;:5333. 
5753. .5953, 5804. 
14284. .14325, 1 
14359. .14688, 1 
14994. .15164, 1 
15018/. 15149 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 22.9A14.C29 



15413 

TBLASTX : Soybean 
15212 
90 

.4753, 4580. .4738, 4601. .4738, 
.5073, 5137. .5457, 5203. .5259, 
.5680, 5384. .5689, 5485. .5670, 
.5962, 14095. .14361, 14 101 .. 14 340, 
4328. .14447, 14352 .. 14 519, 
44 99. .14558, 14 580. .14804, 
4 997. .15164, 15000. .15161, 



4915 

10260 

11027 

0 J990502_22 . 9A1 4 . C2 9 . ol . tm 
4607 
none 
4607. , 
5209. , 
5774. , 
14098. 
14143. 
14356. 
14.580. 

-i^oob. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 22.9A14.C29 



4747, 4994. .5173, 5117. 
5604, 5297..S677, 5333. 
5881, 5945. .6031, 6032. 
.14343, 14098. .14328, 1 
.14355, 14329. .14571, 1 
.14460, 14559. .14672, 1 
.14630, 14871. .14969, 1 
.15140 



15413 

TBLASTX: Maize 
15164 
98 

.5167, 5177. .5602, 5203. .5607, 
.5695, 5744. .5881, 5753. .5956, 
.6100, 13882. .14007, 13900 .. 13998', 
4141. .14359, 14141. .14341, 
4355. .14555, 14355. .14570, 
4562. .14804, 14569 .. 14 685 , 
4912.. 14983, 14 997 .. 15164 , 



Seq. No. 4915 

Gene No. 102~60 

Start 11027 

Name 0 J 9 9 0 5 0 2_2 2 . 9A1 4 . C2 9 . o2 . tm 

Start 6281 

GI none 

Exons 6281.. 6433, 6301.. 6429, 6542. 

6712.. 6951, 7290. .7361, 7291. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 22.9A14.C29 



15413 

TBLASTX: Maize 
7362 
107 

.6697, 6568.. 6672, 6707. .6937, 
.7362 



Seq. No. 4915 

Gene No. 10260 

Start 11027 

Name 0 J9 9 0 5 0 2_2 2 . 9A1 4 . C2 9 . o 1 . t w 

Start 6542 

GI none 

Exons 6542.. 6697, 6542.. 6721, 6707. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6856, 6712.. 6855 



OJ990502_22.9A14.C29 
15413 

TBLASTX: Wheat 
6856 
152 



5065 





Seq. No. 


4915 


Seq. ID 


OJ990502_22 . 9A14\ C29 




Gene No. 


lUZOU 


Strand 






Start 


11027 


End 


15413 




Name 


OJ990502 22.9A14.C29.o2.ts 


Method 


TBLASTX : Soybean 




Start 


6551 


End 


6954 




GI 


none 


Score 


158 




Exons 


6551.. 6703, 6572.. 6688, 6719 


..6937, 6721.. 6954 




Seq. No. 


4915 


Seq. ID 


OJ990502_22 . 9A14 . C29 




Gene No . 


lUzoU 


Strand 






Start 


11027 


End 


15413 




Name 


OJ990502 22.9A14.C29.o3.gs 


Method 


GENSCAN 




Start 


11027 


End 


15413 




GI 


none 


Score 


.55 




Exons 


11027. .11090, 12433. .12595, 


13830. . 14381, 14426.. 15413 




Seq. No. 


4915 


Seq. ID 


OJ990502_22 . 9A14 . C29 




Gene No. 


10260 


Strand 






Start 


11027 


End 


15413 




Name 


OJ990502 22.9A14.C29.o2.np 


Method 


AAT/NAP 




Start 


11262 


End 


15398 




GI 


5107831 


Score 


938 




Exons 


11262. .11281, 13845. .15398 








GI Descrip. 


(AF149413) contains - similarity -to protein kinase domains (Pfam 


i ^ 




F00069, Score=162.6, E=6.8e- 


45, N=l) and leucien rich repeats 


'i si 




(Pfam PF00560, Score=210.7, 


E=2.2e-59, 


N=l 0 ) [ Arabidops i s 


ry 




thaliana] 






.: si 
': sy 


Seq. No. 


4915 


Seq. ID 


OJ990502_22 . 9A14 . C29 


y 


Gene No. 


10260 


Strand 




. t 


Start 


11027 


End 


15413 




Name 


OJ990502 22.9A14 .C29.ol.gp 


Method 


AAT/GAP 


[f 


Start 


14420 


End 


15353 






25162 1.R1084 


Score 


1740 




Exons 


14420. .15353 








GI Descrip. 


, 5107831/gb|AAD40144.1|AF149413 25 3.0e-47 (AF149413) contains 






similarity to protein kinase 


domains (Pfam F00069, Score=162.6 






E=6.8e-45, N=l) and leucien 


rich repeats (Pfam PF00560, 






Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana]' 




Seq. No. 


4916 


Seq. ID 


OJ990502_22 . 9A14 . C30 




Gene No. 


10261 


Strand 






Start 


969 


End 


1118 




Name 


OJ990502 22.9A14.C30.ol.gs 


Method 


GENSCAN 




Start 


969 


End 


1118 




GI 


none 


Score 


.74 




Exons 


969. .1118 








Seq. No. 


4917 


Seq.* ID 


OJ990502_28. 9A15.C1 




Gene No. 


10262 


Strand 


+ 




Start 


1 


End 


802 




Name 


OJ990502 28.9A15.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


802 




GI 


5091513 


Score 


•971 




Exons 


1. .802 








GI Descrip. 


( r AB023482) Hypothetical protein [Oryza 


sativa] 



5066 




Seq. No. 


4917 


Seq. ID 


OJ990502_28.9A15.C1 


Gene No . 




otrana 


+ 


Start 


1 


End 


802 


Name 


OJ990502 28.9A15.Cl.ol.gs 


Method 


GENSCAN 


Start 


81 


End 


748 


GI 


none 


Score 


.69 


Exons 


81. .748 






Seq. No. 


4918 


Seq. ID 


OJ990502_28.9A15.C2 


Gene No . 




Strand 




Start 


3212 


End 


3292 


Name 


OJ990502 28.9A15.C2.ol.gs 


Method 


GENSCAN 


Start 


3212 


End 


3292 


GI 


none 


Score 


.42 


Exons 


3212. .3292 






Seq. No. 


4919 


Seq. ID 


OJ990502_28.9A15.C3 


bene no . 


1 HOC/ 


Strand 




Start 


19 


End 


1209 


Name 


OJ990502 28.9A15.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


14 


' End 


183 


GI 


none 


Score 


73 


Exons 


14. .79, 19. .183, 23. .160 






Seq. No. 


4919 


Seq. ID 


OJ990502_28.9A15.C3 


Gene No. 


10264 


Strand 






1 y 


hna 


*i o n q 


Name 


OJ990502 28.9A15.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


17 


End 


1179 


GI 


none 


Score 


100 


Exons 


17. .82, 19. .183, 23. .91, 55.. 


105, 217. 


.309, 221. .313, 395. 




403. .585, 721. .858, 731. .859, 


802. .864 


, 989. .1159, 994. .11 


Seq. No. 


4919 


Seq. ID 


OJ990502_28.9A15.C3 


Gene No. 


10264 


Strand 








End 


1209 


Name 


OJ990502 28.9A15.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


•19 


End 


1179 


GI 


none 


Score 


45 


Exons 


19. .183, 217. .309, 233. .313, 


395. .583, 


403. .585, 710. .859, 




721. .858, 779. .859, 989. .1177 


, 994.. 1179 


Seq. No. 


4919 


Seq. ID 


OJ990502_28.9A15.C3 


Gene No . 


i no a a 
luz OH 


Strand 




Start 


19 


End 


1209 


Name 


OJ990502 28. 9A15 . C3 . ol . gs 


Method 


GENSCAN 


Start 


19 


End 


1146 


GI 


none 


Score 


.92 


Exons 


19. .312, 403. .585, 724. .894, 


994. .1146 




Seq. No. 


4919 


Seq. ID 


OJ990502_28.9A15.C3 


Gene No. 


10264 


Strand 




Start 


19 


End 


1209 


Name 


OJ990502 28. 9A15.C3.ol. tc 


Method 


TBLASTX: Cress 


Start 


19 


End 


1179 


GI 


none 


Score 


47 


Exons 


19. .183, 217. .309, 227. .313, 


395. .583, 


403. .585, 710. .859, 



5067 



721. .858, 994. .1179, 998. .1159 



Seq. No. 4919 
Gene No. 10264 
Start 19 

Name OJ990502_28 . 9A15 . C3 . ol . np 

Start 22 

GI 1076511 

Exons 22.. 312, 403.. 585, 724. 

GI Descrip. H+-transporting ATPase 
gi | 758250 I emb | CAA59799 | 
[Phaseolus vulgaris] 



.894, 
(EC 3 



Seq. ID 

Strand 

End 

Method 

End 

Score 
994. .1209 
,6.1.35) - 



OJ990502_28 . 9A15 . C3 

1209 
AAT/NAP 
1209 
884 

kidney bean 



(X85804) H (+) -transporting ATPase 



Seq. No. 


4919 




Seq. ID 


OJ990502_28.9A15.C3 


Gene No. 


10264 




Strand 




Start 


19 




End 


1209 


Name 


OJ990502 28.9A15.C3 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


205 




End 


585 


GI 


none 




Score 


63 


Exons 


205.. 309, 221.. 313, 


395. .583, 


403. .585 




Seq. No. 


4919 




Seq. ID 


OJ990502_28.9A15.C3 


Gene No. 


10264 




Strand 




Start 


19 




End 


1209 


Name 


OJ990502 28.9A15.C3 


.o2. tw 


Method 


TBLASTX: Wheat 


Start 


342 




End 


1179 


GI 


none 




Score 


147 


Exons 


342. .392, 710. .862, 


721. .858, 


989. .1159, 994. .1179, 1090. .1161 


Seq. No. 


4920 




Seq. ID 


OJ990502_28. 9A15.C4 


Gene No. 


10265 




Strand 


+ 


Start 


2304 




End 


5233 


Name 


OJ990502 28.9A15.C4 


. ol . gs 


Method 


GENSCAN 


Start 


2304 




End 


5233 


GI 


none 




Score 


.48 


Exons 


2304.. 2352, 2576.. 2670, 2736. 


.2755, 3019. .3841, 4114. .4178, 




5188. .5233 








Seq. No. 


4920 




Seq. ID 


OJ990502_28.9A15.C4 


Gene No. 


10266 




Strand 




Start 


5339 




End 


5627 


Name 


OJ990502 28.9A15.C4 


.ol.gp 


Method 


AAT/GAP 


Start 


5339 




End 


5627 


GI 


426253 




Score 


522 


Exons 


5339. .5627 









Seq. No. 4920 Seq. ID OJ990502_28 . 9A15 . C4 

Gene No. 10267 Strand 

Start 6392 End 10189 

Name OJ990502_28 . 9A15 . C4 . ol . np Method AAT/NAP 

Start 6392 End 10189 

GI 6630696 Score 6552 

Exons 6392.. 10189 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 ( E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



5068 





Seq. No. 


4920 








Seq. ID 


OJ990502_28.9A15.C4 




Gene No. 


10267 








Strand 






Start 


C O Ci. o 








End 


10189 




Name 


OJ990502 28 


.9A15. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6528 








End 


7003 




GI 


none 








Score 


401 




Exons 


6528. .6914, 


6530. 


.6913, 


6903. 


.6998, 6929.. 7003, 6930.. 6998, 






6943. .7002 














Seq. No. 


4920 








Seq. ID 


OJ990502_28 . 9A15 . C4 




Gene No . 


10267 








Strand 






Start 


6392 








End 


10189 




Name 


OJ990502 28 


.9A15. 


C4.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


6656 








End 


6997 




GI 


none 








Score 


93 




Exons 


6656. .6862, 


6735. 


.6860, 


6884. 


.6997, 6894. .6962 




Seq. No. 


4920 








Seq. ID 


OJ990502_28.9A15.C4 




bene wo. 


lUZ D / 








Strand 






Start 


6392 








End 


10189 




Name 


OJ990502 28 


.9A15. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6860 








End 


7231 




GI 


none 








Score 


315 




Exons 


6860. .7231, 


6861. 


.7208 








■i J 


Seq. No. 


4920 








Seq. ID 


OJ990502_28.9A15.C4 ■ 




Gene No . 


1 (\ O C 1 

lUzD / 








Strand 




i : LJ 


Start 


6392 








End 


10189 




Name 


OJ990502 28 


.9A15. 


C4.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


7007 








End 


7358 


. ^ 


GI 


none 








Score 


75 


: : : s 

\ y 


Exons 


7007. .7189, 


7010. 


.7198, 


7011. 


.7199, 7194. .7358, 7199. .7357 




Seq. No. 


4920 








Seq. ID 


OJ990502_28.9A15.C4 


□ 


Gene No . 


lUzo / 








Strand 




'J 


Start 


6392 








End 


10189 


j. A 


Name 


OJ990502 28 


.9A15. 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


St 


Start 


7211 








End 


7756 ' 


i =T 


GI 


none 








Score 


52 


: s 
t~ 


Exons 


7211. .7417, 


7412. 


.7756, 


7541. 


.7603, 7575. .7700 


i, -J 


Seq. No. 


4920 








Seq. ID 


OJ990502_28.9A15.C4 




Gene No . 


10^o7 








Strand 






Start 


6392 








End 


10189 




Name 


OJ990502 28 


.9A15. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7292 








End 


7757 




GI 


none 








Score 


61 




Exons 


7292. .7756, 


7395. 


.7505, 


7541. 


.7621, 7626. .7757 




Seq. No. 


4920 








Seq. ID 


OJ990502_28.9A15.C4 




Gene No. 


10267 








Strand 






Start 


6392 








End 


10189 




Name 


OJ990502 28 


. 9A15. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7427 








End 


7891 




GI 


5509260 








Score 


107 




Exons 


7427. .7891, 


7635. 


.7796 










GI Descrip. 















5069 



a 

m 
ru 



Seq. No. 


4920 








beq. id 


ujyyuouz zo . y/\io .eft 


Gene No. 


10267 








Strand 




Start 


6392 








End 


10189 


Name 


OJ990502 28 


.9A15. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7538 








End 


7798 


GI 


none 








Score 


110 


Exons 


7538. .7798, 


7626. 


.7796 








Seq. No. 


4920 








Seq. .ID 


OJ990502_28.9A15.C4 


Gene No. 


10267 




*■ v- 




Strand 




Start 


6392 








End 


10189 


Name 


OJ990502 28 


.9A15. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7811 








End 


8558 


GI 


none 








Score 


120 


Exons 


7811. .7993, 


7811. 


.8551, 


7815. 


.8000, 8061. .8558, 8151. .8558 


Seq. No. 


4 92U 








Seq. ID 


OJ990502_28. 9A15.C4 


Gene No. 


10267 








Strand 




Start 


6392 


- 






End 




Name 


OJ990502 28 


.9A15. 


C4.o2i 


ts 


Method 


TBLASTX : boybean 


Start 


8216 








i-> _j 

End 


O C 1 A 

o fc>14 


GI 


none 








Score 


1 1 1 
111 


Exons 


8216.. 8389, 


8393. 


.8614, 


8397. 


. o biz 




Seq. No. 


a n o r\ 

4 920 








Seq. ID 


OJ990502_28.9A15.C4 


Gene No. 


10267 








Strand 




Start 


6392 








T-> _} ' ■ 

End 


luio y 


Name 


OJ990502 28 


. 9A15. 


C4.o4. 


tm 


■ Method 


TBLASTX : Maize 


Start 


8402 








End 


OO/-/- 

OODD 


GI 


none 








Score 


82 


Exons 


8402. .8866, 


8409. 


.8627 








Seq. No. 


4 y^u 








Seq. ID 


OJ990502_28.9A15.C4 


Gene No. 


10267 








Strand 




Start 


6392 








End 


10189 


Name 


OJ990502 28 


.9A15. 


C4 .o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8559 








End 


8759 


GI 


none 








Score 


230 


Exons 


8559. .8759, 


8559. 


.8756, 


8561. 


.8758 




Seq. No. 


4 92U 








Seq. ID 


OJ990502_28. 9A15.C4 


Gene" No. 


10267 








Strand 




Start 


6392 








End 


10189 


Name 


OJ990502 28 


.9A15. 


C4 ,o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


8624 








End 


9004 


GI 


none 








Score 


80 


Exons 


8624. .8872, 


8855. 


.9004 








Seq. No. 


4920 








Seq. ID 


OJ990502_28.9A15.C4 


Gene No. 


10267 








Strand 




Start 


6392 








End 


10189 


Name 


OJ990502 28 


.9A15. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8978 








End 


9322 


GI 


none 








Score 


373 


Exons 


8978. .9019, 


9048. 


.9320, 


9048. 


.9320, 9049.. 9321, 9050.. 9322 



5070 



Seq. No. 4920 

Gene No. 10267 

Start 6392 

Name OJ990502_28 . 9A15 . C4 . o2 . gp 

Start 9263 

GI 101595_1.R1084 

Exons 9263.. 9337, 9453.. 10153 

GI Descrip. '3047066 3.0e-15 {AF058825} 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_28.9A15.C4 

10189 
AAT/GAP 
10153 
1443 



contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 4920 Seq. ID 

Gene No. 10267 Strand 

Start 6392 End 

Name OJ990502_28 . 9A15 . C4 . o5 . tm Method 

Start 9843 End 

GI none Score 

Exons 9843.. 10106, 9845.. 10153 



OJ990502_28.9A15.C4 
10189 

TBLASTX: Maize 

10153 

156 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

" Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'•-.J -Seq. No. 
i . Gene No. 

Start 
J ;f Name 
Q Start 
Q GI" 

Exons 



4920 
10267 
6392 

OJ990502_28 . 9A15 .C4 . o4 . tw 
9904 
none 

9904. .10086, 9905. .10189, 9924. .10127 



Seq. ID OJ990502_28.9A15.C4 



Strand 
End 

Method 

End 

Score 



4921 

10268 

1 

OJ990502_28 . 9A15 . C5 . ol . gp 
1 

426253 
1. .192 

4922 

10269 

2255 

OJ990502_28 . 9A15 . C6 . ol . gs 

2255 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10189 

TBLASTX: Wheat 

10189 

141 



OJ990502 28.9A15.C5 



192 

AAT/GAP 

192 

340 



OJ990502_28 . 9A15 . C6 
+ 

4780 
GENSCAN 
4735 
.42 



2255.. 2419, 3765.. 3839, 4324, .4484, 4595. .4735 



Seq. No. 4922 Seq. ID 

Gene No. 10269 Strand 

Start 2255 End 

Name OJ990502_28 . 9A15 . C6 . ol . np Method 

Start 2279 End 

GI 2501555 Score 

Exons 2279. .2419, 3765. .3839, 4187. .4243, 4324. .4484, 4595. .4741 

GI Descrip. POSSIBLE APOSPORY-ASSOCIATED PROTEIN C gi 1549984 (U1314 8) 
possible apospory-associated protein [Pennisetum ciliare] 



OJ990502_28.9A15.C6 
+ 

4780 
AAT/NAP 
4741 
664 



Seq. No. 4922 Seq. ID 

Gene No. 10269 Strand 

Start • 2255 End 

Name OJ9.90502_28 . 9A15 . C6 . ol . gp Method 

Start 2313 End 



OJ990502_28.9A15.C6 
+ 

4780 

AAT/GAP 

4735 



5071 



GI 75877JL.R1084 Score 962 

Exons 2313.. 2419, 3765.. 3839, 4187.. 4243, 4324.. 4484, 4595.. 4735 

GI Descrip. 1 2501555/sp | Q40784 | AAPC_PENCL 1.0e-114 POSSIBLE 

APOSPORY -ASSOCIATED -PROTEIN C >gi_549984 (U13148) possible 
apospory-associated protein [Pennisetum ciliare] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4922 
10269 
2255 

OJ990502 -28.9A15.C6.ol.tm 



Seq. ID OJ990502_28. 9A15.C6 
Strand + 

4780 

TBLASTX: Maize-. 
4780 - 
82 



End 

_ Method 
2344 End 
none Score 

2344. .2418, 2345. .2422, 3759. .3839, 3762. .3839, 3763 

3766. .3840, 4185. .4241, 4186. .4242, 4187. .4243, 4305 

4321. .4488, 4321. .4488, 4323. .4493, 4590. .4742, 4590 

4592. .4780, 4636. .4743 



.3840, 
.4484, 
.4742, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

U -Estons 

: 

i!R 

;»H Seq. No. 

: : E Gene No. 

! as J Start 

==y Name 

\j Start 

m GI 

Exons 



u 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



4922 

10269 

2255 

OJ990502_28 . 9A15 . C6 . ol . tc 

3759 

none, 

•3759. .3839, 3764. 



Seq. ID OJ990502_28.9A15.C6 



Strand 
End 

Method 

End 

Score 



+ ■ 
4780 

TBLASTX: Cress. 

4694 

101 



,3838, 4186. .4260, 4187. .4264, 4320, 
4321. .4407, 4399. .4488, 4431. .4490, 4590. .4694, 4592. 



.4406, 
.4672 



4922 

10269 

2255 

OJ990502_28 . 9A15 . C6 . ol . tw 

3762 

none 



Seq. ID OJ990502_28.9A15.C6 

Strand + 

End 4780 

Method TBLASTX : Wheat 

End 4401 

Score 111 



3762..3839, 3762. .3839, 3763. .3840, 3769. .3840, 3794.. 3871, 
4195. .4242, 4196. .4243, 4305. .4397, 4321. .4401, 4322. .4396, 
4323. .4400 



4922 
10269 ■ 
2255 

OJ990502_28. 9A15 .C6 . ol . ts 

4401 

none 



Seq. ID OJ990502_28. 9A15.C6 

Strand + 

End 4780 

Method TBLASTX : Soybean 

End 4780 

Score 104 



4401. .4493, 4405. .4488, 4589. .4780, 4590. .4742 



Seq. No. 4923 Seq. ID 

Gene No. 10270 . Strand 

Start 126 End 

Name OJ990502_28 . 9A15 . C7 . ol . gp Method 

Start 126 End 

GI 75877_1.R1084 Score 

Exons 126.. 233, 318.. 403 

GI Descrip. ' 2501555/sp | Q40784 | AAPC_PENCL 1.0e-114 POSSIBLE 

APOSPORY-ASSOCIATED PROTEIN C >gi_549984 (U13148) possible 
apospory-associated protein [Pennisetum ciliare] f 



OJ990502_28.9A15.C7 
+ 

6493 
AAT/GAP 
403 
337 



Seq. No. 
Gene No. 



4923 
10270 



Seq. ID OJ990502_28.9A15.C7 
Strand + 



5072 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



126 " End 6493 

OJ990502_28 . 9A15 . C7 . ol . np Method AAT/NAP 

126 End 722 

2501555 Score 594 
126. .233, 318. .417, 514. .722 

POSSIBLE APOSPORY-ASSOCIATED PROTEIN C gi | 549984 (U13148) 

possible apospory-associated protein [Pennisetum ciliare] 



U 

u 



Seq. No. 


4923 


Seq. ID 


OJ990502 


_28.9A15 


.CI 


Gene No. 


10270 


Strand 


+ 






Start 


126 


End 


6493 






Name 


OJ990502 28.9A15.C7.ol.gs 


Method 


GEN SCAN 






Start 


159 


End 


5319 






GI 


none 


Score 


.81 






Exons 


159. .233, 318. .417, 514. .633, 4439. .4583, 4744. 


.4767, 






5035.. 5080, 5254.. 5319 










Seq. No. 


4923 


Seq. ID 


OJ990502 


_28.9A15 


,C7 


Gene No. 


10270 


Strand 


+ • 






Start 


126 


End 


6493 






Name 


OJ990502 28.9A15.C7.o2.gp 


Method 


AAT/GAP 






Start 


509 


End 


2077 






GI 


48979 1.R1084 


Score 


1089 






Exons 


509. .752-, 1745. .2077 










GI Descrip. 


'4521193/dbj | AB0134 50. 1 IAB013450 l.Oe- 


99 Oryza 


sativa DNA, 




similar sequence to Pib gene 1 








Seq. No. 


4923 


Seq. ID 


OJ990502 


_28.9A15 


.01 


Gene No. 


10270 


Strand 


+ 






Start 


126 


End 


64 93 






Name 


OJ990502 28.9A15.C7.o2.np 


Method 


AAT/NAP 






Start 


4684 


End 


6493 






GI 


4056479 


Score 


62 






Exons 


4684. .5003, 5035. .5084, 6468. .6493 








GI Descrip. 


(AC005896) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


4923 


Seq. ID 


OJ990502 


_28.9A15 


.CI 


Gene No. 


10271 


Strand 


+ 






Start 


17350 


End . 


19352 






Name 


OJ990502 28.9A15.C7.o5.gs 


Method 


GENSCAN 






Start 


17350 


End 


19352 






GI 


none 


Score 


.55 






Exons 


17350. .17414, 18167. .18289, 


18835. . 18922, 19350 


. .19352 




Seq. No. 


4923 


Seq. ID 


OJ990502 


_28.9A15 


.CI 


Gene No. 


10272 


Strand 


+ 






Start 


23106 


End 


25158 






Name 


OJ990502 28.9A15.C7.o7.gs 


Method 


GENSCAN 






Start 


23106 


End 


24908 






GI 


none 


Score 


.6 






Exons 


23106. .23156, 24371 .. 24527, 


24805. .24908 






Seq. No. 


4923 


Seq. ID 


OJ990502 


_28.9A15 


.CI 


Gene No . 


10272 


Strand 


+ 






Start 


23106 


End, 


25158 






Name 


OJ990502 28.9A15.C7.o4.np 


Method 


AAT/NAP 






Start 


24390 ' 


End 


25158 







5073 



t==s 
ixsf 



ry 

.s » 

u 

! :? 
;i s : 

! '=? 
if 



'id 



GI 


4680183 


Score 


187 


Exons 


24390. .24453, 25062.. 25158 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


4923 


Seq. ID 


OJ990502 28.9A15.C7 


Gene No. 


10273 


Strand 




Start 


6418 


End 


6687 


Name 


OJ990502 28.9A15.C7.o2.gs 


Method 


GEN SCAN 


Start 


6418 ~~ 


End 


6687 


GI 


none 


Score 


.77 


Exons 


6418. .6687 






Seq. No. 


4923 


Seq. ID 


OJ990502_28.9A15.C7 


Gene No. 


10274 


Strand 




Start 


7543 


End 


14900 


Name 


OJ990502 28.9A15.C7.'o3.gs 


Method 


GENSCAN 


Start 


7543 


End 


14900 


GI 


none 


Score 


.56 


Exons 


7543. .7680, 8125.. 8271, 8408 


. .84 67, 8 648. .8756, 8772. .9370 




9747.. 9808, 11073 11115, 11322 .. 114 95, 


14198. .14285, 




14851 . . 14900 






Seq. No. 


4923 


Seq. ID 


OJ990502_28.9A15.C7 


Gene No. 


10274 


Strand 




Start 


7543 


End. 


14900 


Name 


OJ990502 28.9A15.C7.o3.np . 


Method 


AAT/NAP 


Start 


7552 


End 


14186 


GI 


2911058 


Score 


217 


Exons 


7552.. 7680, 8125.. 8271, 8408 


..8456, 14150. .14186 


GI Descrip. 


(AL021961) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


4923 


Seq. ID 


OJ990502_28.9A15.C7 


Gene No. 


10275 


Strand 




Start 


16761 


End 


17030 


Name 


OJ990502 28.9A15.C7.o4.gs 


Method 


GENSCAN 


Start 


16761 


End 


17030 


GI 


none 


Score 


.98 


Exons 


16761. .17030 






Seq* No. 


4923 


Seq. ID 


OJ990502_28.9A15.C7 


Gene No . 


10276 


Strand 




Start 


19834 


End 


20510 


Name 


OJ990502 28.9A15.C7.o6.gs 


Method 


GENSCAN 


Start 


19834 


End 


20510 


GI 


none 


Score 


.85 


Exons 


19834. .19874, 20423.. 20510 






Seq. No. 


4923 


Seq. ID 


OJ990502_28 . 9A15 . C7 


Gene No. 


10277 


Strand 




Start 


26011 


End ' 


39420 


Name 


OJ990502 28.9A15.C7.o2.ts 


Method 


TBLASTX: Soybean 


Start 


109 


End 


778 


GI 


none 


Score 


70 


Exons 


109.. 231, 125.. 232, 126.. 254 


, 300. .416, 


320. .415, 346.-435, 




513. .722, 519. .749, 521. .778 


, 581. .748, 


736. .777 



Seq. No. 



4923 



Seq. ID OJ990502 28.9A15.C7 



5074 



Gene No. 10277 Strand 

Start 26011 End 

Name OJ990502_28 . 9A15 . C7 . o2 . tm Method 

Start 14 6 End 

GI none Score 

Exons 146.. 232, 149.. 235, 150.-251," 281.. 415, 300 

316. .420, 331. .435, 516. .728, 518. .733, 518 

535. .738 



39420 

TBLASTX: Maize 
738 
103 

416, 303. 
736, 519. 



.416, 
.737, 



Seq. No. 


4923 








Seq. ID 


OJ990502_28.9A15.C7 


Gene No. 


10277 








Strand 




Start 


26011 








End 


39420 


Name 


OJ990502 28 


-9A15 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


306 








- End 


722 


GI 


none 








Score- 


124 


Exons 


306. .413, 315. .416, 320 


. . 415 


, 516.. 722 


, 519.. 719, 521.. 721 


Seq. No. 


4923 








Seq. ID 


OJ990502_28.9A15.C7 


Gene No. 


10277 








Strand 




Start 


26011 








End 


39420 


Name 


OJ990502 28 


.9A15 


.C7.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


7537 








End 


9459 


GI 


none 








Score 


71 


Exons 


7537. .7635, 


7564 


. .7707, 


7565 


..7681, 8123. .8272, 8124. .8276 




' 8125. .8295, 


8125 


. .8295, 


8384 


..8458, 8412. .8459 


oeq. no. 


4923 








Seq. ID 


OJ990502_28.9A15.C7 


Gene No. 


10277 








Strand 




Start 


26011 








End 


39420. , : 


Name 


OJ990502 28 


.9A15 


.C7.o9. 


tw 


Method 


TBLAStX: Wheat 


Start 


7552 








End 


8184 


GI 


none 








Score 


138 


Exons 


7552. .7707, 


7553 


. .7681, 


7563 


..7682, 8125. .8184 


Seq. No. 


4923 








Seq. ID 


OJ990502_28.9A15.C7 


Gene No. 


10277 








Strand 




Start 


26011 








End 


39420 


Name 


OJ990502 28 


.9A15 


.C7.o8. 


gs 


Method 


GENSCAN 


Start 


26011 








End ' 


39420 


GI 


none 








Score 


.45 


Exons 


26011. .26166, 26202. .26293, 


26376. .26544, 27088 . .28153, 



28163. .28816, 28848 .. 30069, 30552 .. 3084 9, 30879 .. 30982, 

33031. .33212, 33337 .. 33819, 33927 .. 34220, 35029 .. 36650, 

36940. .37000, 37378 .. 38006, 38073 .. 38207 , 38643 .. 38678, 

38827. .39098, 39192.. 39420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4923 Seq. ID 

10277 Strand 

26011 End 

OJ990502_28. 9A15 . C7 . o5 . np Method 

26953 End 

4680179 Score 



OJ990502_28.9A15.C7 

39420 
AAT/NAP 
38207 
7177 



26953. .30286, 30532 .. 30943, 37405.. 38207 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 
Gene No. 



4923 
10277 



Seq. ID 
Strand 



OJ990502 28.9A15.C7 



5075 



Start 
Name 
Start 
GI 

Exons 



26011 End 

OJ990502_28 . 9A15 . C7 . o7 . tm Method 

26977 End 

none Score 
26977. .27189 



39420 

TBLASTX: Maize 

27189 

202 



Seq. No. 4923 Seq. ID 

Gene No. 10277 Strand 

Start 26011 End 

Name OJ990502_28 . 9A15 . C7 . 06 . tw Method 

Start 26998 End 

GI none Score 

Exons 26998. .27330, 27116.. 27238 



OJ990502_28.9A15.C7 
39420 

TBLASTX: Wheat 
"27330 
77 



Seq. No. 4923 

Gene No. 10277 

Start 26011 

Name OJ990502_28 . 9A15 . C7 . ol . tm 

Start 2-7190 

GI none 
Exons 



Seq. ID OJ990502_28. 9A15.C7 
Strand 
End 

Method 
End 
Score 



39420 

TBLASTX: Maize 

27771 

239 



27190. .27618, 27191 .. 27619, 27616 .. 27771, 27623.. 27769 



i 1 !! 



Seq. No. 4923 Seq. ID 

Gene No. 10277 . Strand'' 

Start 26011 End 

Name OJ990502_28 . 9A15 . C7 . ol . tw Method 

Start 27331 End 

GI none Score 

Exons 27331. .27957, 27332.. 27955 



OJ990502_28.9A15.C7 
39420 

TBLASTX: Wheat 

27957 

353 



: ^ 



Seq. No. 4923 Seq. ID 

Gene No. 10277 Strand 

Start 26011 End 

Name OJ990502_28 . 9A15 . C7 . o5 . tm Method 

Start 27826 End 

GI none Score 

Exons 27826. .28116, 27830.. 28117 



OJ990502_28.9A15.C7 
39420 

TBLASTX: Maize 

28117 

251 



Seq. No. 
Gene No. 



Start 
Name 
Start 
GI 

Exons 



4923 Seq. ID 

10277 Strand 

2.6011 End 

OJ990502_28 . 9A15 . C7 . o3 . ts Method 

27916 End 

none Score 

27916. .28176, 27917.. 28171 



OJ990502_28.9A15.C7 
39420 

TBLASTX : Soybean 

28176 

165 



Seq. No. 


4923 


Seq. ID 


OJ990502_28.9A15 


.C7 


Gene' No. 


10277 


Strand 






Start 


26011 


End 


39420 




Name 


OJ990502 28.9A15.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


27964 


End 


28491 




GI 


none 


Score 


245 




Exons 


27964. .28491, 27965 .. 28219, 


27979. .28410 




Seq. No. 


4923 


Seq. ID 


OJ990502_28.9A15 


.C7 


Gene No. 


10277 


Strand 






Start 


26011 


End 


39420 





5076 




Name 


OJ990502 28.9A15.C7 


,o3. tm 


Method 


TBLASTX: Maize 




Start 


28531 




End 


28873 




GI 


none 




Score 


118 




Exons 


28531. .28749, 28546 


. .28743, 


28568. .28744, 28748.-28873, 






28749. .28871 










Seq. No. 


4923 




Seq. ID 


OJ990502_28.9A15 


.C7 


Gene No. 


10277 




Strand 






Start 


26011 




End 


39420 




Name 


OJ990502 28.9A15.C7 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


28531 




End 


28945 




GI 


none 




Score 


151 




Exons 


28531. .28749, 28546 


. .28740, 


28592. .28747, 28747 .. 28818, 






28748. .28945, 28752 


. .28904 








Seq. No. 


4923 




Seq. ID 


OJ990502_28.9A15 


• C7 


Gene No. 


10277 




Strand 






Start 


26011 




End 


39420 




Name 


OJ990502 28.9A15.C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


28910 




End 


29410 




GI 


none 




Score 


79 




Exons 


28910. .29245, 28949 


. .29158, 


29231. .29410 




-Seq. No. 


4923 




Seq. ID 


OJ990502_28. 9A15 


.C7 


Gene No . 


10277 




Strand 






Start 


26011 




End 


39420 




Name 


OJ990502 28.9A15.C7 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


28946 




End 


29248 




GI 


none 




Score 


216 




Exons 


28946. .29248, 28947 


. .29204, 


29090. .29248 




Seq. No. 


4923 




Seq. ID 


OJ990502_28.9A15 


.CI 


Gene No. 


10277 




Strand 






Start 


26011 




End 


39420 




Name 


OJ990502 28.9A15.C7 


,ol. ts 


Method 


TBLASTX : Soybean 




Start 


28961 




End 


29356 




GI 


none 




Score 


152 




Exons 


28961. .29320, 28962 


. .29210, 


29090. .29320, 29271 .. 29324 , 






29324..293S6, 29325 


. .29354 








Seq. No. 


4 923 




Seq. ID 


OJ990502_28.9A15 


.CI 


Gene No. 


10277 




Strand 






Start 


26011 




End 


39420 




Name 


OJ990502 28.9A15.C7 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


29297 




End 


29779 




GI 


none 




Score 


256 




Exons 


29297. .29779, 29340 


.29702 








Seq. No. 


4923 




Seq. ID 


OJ990502_28. 9A15 


.CI 


Gene No . 


10277 




Strand 






Start 


26011 




End 


39420 




Name 


ojyyuoUz zo.yAio.c/. 


oo . tm 


Method 


TBLASTX: Maize 




Start 


29478 




End 


29767 




GI 


none 




Score 


161 




Exons 


29478. .29669, 29480. 


.29671, 


29480. .29767 




Seq. No. 


4923 




Seq. ID 


OJ990502_28.9A15 


.CI 



5077 






Gene No*. 


10277 


Strand 






Start 


26011 


End 


39420 




Name 


OJ990502 28. 9A15.C7 .08 . tw 


Method 


TBLASTX: Wheat 




Start 


29954 


End 


30290 




GI 


none 


Score 


71 




Exons 


29954. .30289, 30168. .30290 








Seq. No. 


4923 


Seq. ID 


OJ990502_28. 9A15.C7 




Gene No. 


10277 


Strand 






Start 


26011 


End 


39420 




Name 


OJ990502 28. 9A15 . C7 . o3 . gp 


Method 


AAT/GAP 




Start 


31013 


End 


31259 




GI 


3761181 


Score 


435 




Exons 


31013. .31259 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza sativa DNA, 






similar sequence to Pib gene 








Seq. No. 


4923 


Seq. ID 


OJ990502_28 . 9A15.C7 




Gene No. 


10277 


Strand 






Start 


26011 


End 


39420 




Name 


OJ990502 28.9A15.C7.o4.gp 


Method 


AAT/GAP 




Start 


37031 


End 


37277 




GI 


3761181 


Score 


434 




Exons 


37031.. 37277 








GI De scrip.* 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza sativa DNA, 


.: ^ 

\. \ I 




similar sequence to Pib gene 






i* 1 1 


Seq. No. 


4923 


Seq. ID 


OJ990502_28 . 9A15.C7 




Gene No. 


10277 


Strand 




1 = * 


Start 


26011 


End 


39420 




Name 


OJ990502 28.9A15.C7.o8.tm 


Method 


TBLASTX: Maize - 


t; i : 


Start 


37395 


End 


37700 


! !s? 


GI 


none 


Score 


95 




Exons 


37395. .37700, 37395.. 37700 








Seq. No. 


4923 


Seq. ID 


OJ990502_28 . 9A15.C7 




Gene No. 


10277 


Strand 






Start 


26011 


End 


39420 


i. ~E 


Name 


OJ990502 28.9A15.C7.o7.tw 


Method 


TBLASTX: Wheat 




Start 


37581 


End 


37944 




GI 


none 


Score 


94 




Exons 


37581. .37940, 37582 .. 37815, 37590 .. 37 910, 37840. .37944 




Seq. No. 


4923 


Seq. ID 


OJ990502_28.9A15.C7 




Gene No. 


10277 


Strand 






Start 


26011 


End 


39420 




Name 


OJ990502 28.9A15.C7.o6.np 


Method 


AAT/NAP 




Start 


38467 


End 


39354 




GI 


5042448 


Score 


1293 




Exons . 


38467. .38753, 38784.. 39354 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


4924 


Seq. ID 


OJ990502_28.9A15.C8 




Gene No. 


10278 


Strand 


+ 




Start 


360 


End 


813* 




Name 


OJ990502 28.9A15.C8.ol.np 


Method 


AAT/NAP 



5078 




Start 


360 


End 


813 






GI 


6721560 


Score 


301 






Exons 


360. .472, 525. .813 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








gi I 6815085 | dbj | BAA90371 . 1 1 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


4924 


Seq. ID 


OJ990502_ 


_28. 


9A15.C8 


Gene No. 


10279 


Strand 


— 






Start 


313 


End 


812 






Name 


OJ990502 28.9A15.C8.ol.gs 


Method 


GENSCAN 






Start 


313 


End 


812 






GI 


none 


Score 


.62 






Exons 


313.. 510, 515.. 685, 721. .812 








Seq. No. 


4925 


Seq. ID 


OJ990502 


_28. 


9A15.C9 


Gene No. 


10280 


Strand 


+ 






Start 


7715 


End 


13448 






Name 


OJ990502 28.9A15.C9.o2.gs 


Method 


GENSCAN 






Start 


7715 


End 


13448 






GI 


none 


Score 


..47 






Exons 


7715. .8309, 8821. .9114, 12941 13066, 


13088. .13283, 


13373. 


Seq. No. 


4 925 


Seq. ID 


OJ990502-_ 


_28. 


9A15.C9 


Gene No. 


10280 


Strand 


+ 






Start 


7715 


End 


13448 






Name 


OJ990502 28.9A15.C9.o3.np 


Method 


AAT/NAP 






Start 


8868 


End 


9482 






GI 


6721559 


Score 


652 






Exons 


8868. .9321, 9353.. 9482 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








gi 1 6815084 | dbj |BAA90370.1| 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


4925 


Seq. ID 


OJ990502_ 


_28. 


9A15.C9 


Gene No. 


10281 


Strand 


+ 






Start 


16108 


End 


18383 






Name 


OJ990502 28.9A15.C9.o3.gs 


Method 


GENSCAN 






Start 


16108 


End 


18383 






GI 


none 


Score 


.61 






Exons 


16108. .16224, 17401. .17430, 


17551. .17900, 18290, 


. .18383 


Seq. No. 


4925 


Seq. ID 


OJ990502_ 


28. 


9A15.C9 


Gene No. 


10282 


Strand 


+ 






Start 


22821 


End 


25152 






Name 


OJ990502 28.9A15.C9.o4.gs 


Method 


GENSCAN 






Start 


22821 


End 


25152 






GI 


none 


Score 


.41 






Exons 


22821. .22927, 22959 .. 23044 , 


23504. .23706, 23887, 


. .24166, 




24199. .24327, 24 64 1 . . 24712 , 


25054 . .25152 






Seq. No. 


4925 


Seq. ID 


OJ990502_ 


28. 


9A15.C9 


Gene No. 


10283 


Strand 








Start 


363 


End 


5835 






Name 


OJ990502 28. 9A15 . C9 . ol . np 


Method 


AAT/NAP 






Start 


363 


End 


5835 - 






GI 


4680179 


Score 


5690 







5079 




Exons 363.. 4718, 5727.^5835 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 





Seq. No. 


4925 






Seq. ID 


OJ990502_28. 9A15 


.C9 




Gene No. 


10283 






Strand 


— 






Start 


363 






End 


5835 






Name 


OJ990502 28 


. 9A15 


.C9.o6.tw 


Method 


TBLASTX: Wheat 






Start 


408 






End 


741 






GI 


none 






Score 


121 






Exons 


408. .740, 460. .741 










Seq. No. 


4925 






Seq. ID 


OJ990502_28.9A15 


.C9 




Gene No. 


10283 






Strand 


- 






Start 


363 






End 


5835 






Name 


OJ990502 28 


. 9A15 


.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


603 






End 


1188 






GI 


none 






Score 


10.4 






Exons 


603. .1028, 


604 . . 


801, 865., 


,1029, 1024.. 


1173, 1026.. 1187, 








1033. .1188- 














Seq. No. 


4925 






Seq. ID 


OJ990502_28.9A15 


.C9 




Gene No. 


10283 






Strand 


— 






Start 


363 






End 


5835 v . "' 






Name 


OJ990502 28 


. 9A15 


.C9.ol.tw 


Method 


TBLASTX: Wheat 




. =~ 


Start 


741 






End 


1367 




'is? 


GI 


none 






Score 


44 




•.it 


Exons 


741. .1367, 


742. . 


801, 862.. 


1308, 1020.. 


1364 




□ 


Seq. No. 


4925 






Seq. ID 


OJ990502_28.9A15 


.C9 


i . i 


Gene No. 


10283 






Strand 


— 




i s Li 


Start 


363 






End 


5835 




; "t 
'isF 


Name 


OJ990502 28 


. 9A15 


.C9.o3.tm 


Method 


TBLASTX: Maize 




! y 


Start 


1236 






End 


1527 




i: 


GI 


none 






Score 


78 






Exons 


1236. .1526, 


1239 


..1394, 1240. .1527 








Seq. No. 


4925 






Seq. ID 


OJ990502_28^. 9A15 


.C9 


:* — 


Gene No. 


10283 






Strand 


— 




& 


Start 


363 






End 


5835 




□ 


Name , 


OJ990502 28 


. 9A15 


.C9.o2.ts 


Method 


TBLASTX: Soybean 






Start 


1326 ~~ 






End 


1586 






GI 


none 






Score 


127 






Exons 


1326. .1574, 


1326 


..1586, 1327. .1575 








Seq. No. 


4925 






Seq. ID 


OJ990502_28.9A15 


.C9 




Gene No. 


10283 






Strand 


- 






Start 


363 






End 


5835 






Name 


OJ990502 28 


. 9A15 


-C9.ol.tc 


Method 


TBLASTX: Cress 






Start 


1350 






End 


1676 






GI ' 


none 






Score 


88 






Exons 


1350. .1493, 


1351 


..1491, 1494. .1676 








Seq. No. 


4925 






Seq. ID 


OJ990502_28.9A15, 


.C9 




Gene No. 


10283 






Strand 








Start 


363 






End 


5835 






Name 


OJ990502 28 


. 9A15 


.C9.o2.tw 


Method 


TBLASTX: Wheat 






Start 


1374 






End 


1913 





5080 



i y 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

1374. .1913, 

4925 

10283 

363 

OJ990502_28. 

1941 

none 

1941. .2294, 

4925 

10283 

363 

OJ990502_28. 

1941 

none 

1941. .2366, 

4925 

10283 

363 

OJ990502_28. 

2112 

none 

2112. .2357 

4925 

10283 

363 

OJ990502_28. 

2301 

none 

2301. .2633, 

4925 

10283 

363 

OJ990502_28. 

2367 

none 

2367. .2630, 

4925 
10283 
363 

OJ990502_28. 
2382 
none 

2382. .2633, 
2745. .2777 

4925 ' 

10283 

363 

OJ990502_28. 
2688 



1378. .1731 

9A15.C9.o2.tm 
1948. .2289 

9A15.C9.o3. tw 
1948. .2364 

9A15.C9.o3.ts 



9A15.C9.o5. tm 
2302. .2580 

9A15.C9.o5.tw 
2368. .2628 

9A15.C9.ol.ts 



Score 303 



Seq. ID OJ990502_28.9A15.C9 
Strand 

End 5835 

Method TBLASTX : Mai ze 

End 2294 

Score 212 



Seq. ID OJ990502_28.9A15.C9 
Strand 

End 5835 

Method TBLASTX : Wheat 

End 2366 

Score 324 



Seq. ID OJ990502_28.9A15.C9 
Strand 

End 5835 

Method TBLASTX : Soybean 

End 2357 

Score 204 



Seq. ID OJ990502_28.9A15.C9 
Strand 

End 5835 

Method TBLASTX : Mai ze 

End 2633 

Score 144 



Seq. ID OJ990502_28.9A15.C9 
Strand 

End 5835 

Method TBLASTX : Wheat 

End 2630 

Score 250 



Seq. ID OJ990502_28.9A15.C9 
Strand 

End 5835 

Method TBLASTX : Soybean 

End 2777 

Score 189 
2392. .2625, 2688. .2741, 2698. .2739, 2745.-2777, 



Seq. ID OJ990502_28.9A15.C9 
Strand 

End 5835 • 

Method TBLASTX: Maize 

End 3135 



9A15.C9.o4.tm 



5081 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2688. .3131, 

4925 

10283 

363 

OJ990502_28, 

2718 

none 

2718. .3200, 

4925 

10283 

363 

OJ990502_28. 

2850 

none 

2850. .3164 



Score 113 



2698. .3135 



9A15.C9.o4.tw 



2721.. 3197, 2761. 



9A15.C9.o4.ts 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3201 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_28.9A15.C9 
5835 

TBLASTX: Wheat 

3201 

234 



OJ990502_28.9A15.C9 
5835 

TBLASTX : Soybean 

3164 

198 



1.D? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4925 

10283 

363 

OJ990502_28, 

3136 

none 

3136. .3291, 

4925 

10283 

363" 

OJ990502_28, 

3333 

none 

3333. .3686, 

4925 

10283 

363 

OJ990502_28. 

4020 

none 

4020. .4370, 

4925 

10283 

363 

OJ990502_28. 

4065 

none 

4065. .4370 



9A15.C9.o7.tm 



3138. .3329 



9A15.C9.o8.tw 



3370. .3510 



9A15.C9.o7.tw 



4154. .4222, 4198. 



9A15.C9.o6.tm 



Seq. ID 

Strand 

End 

Method 
End 
Score ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4371 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_28.9A15.C9 
5835 

TBLASTX: Maize 

3329 

156 



OJ990502_28. 9A15.C9 
5835 

TBLASTX: Wheat 

3686 

93 



OJ990502_28.9A15.C9 
5835 

TBLASTX: Wheat 

4371 

49 



OJ990502_28.9A15.C9 
5835 

TBLASTX: Maize 

4370 

247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4925 

10283 

363 

OJ990502_28. 

4422 

none 



9A15.C9.o9.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_28.9A15.C9 
5835 

TBLASTX: Wheat 

4 620 

136 



5082 






Exons 


4422 . . 4619, 


4423 


. .4620 












Seq. No. . 


4925 








Seq. ID 


OJ990502 


_28.9A15.C9 




Gene No. 


10283 








Strand 








Start 


363 








End 


5835 






Name 


OJ990502_28 


.9A15 


.C9.o2. 


np 


Method 


AAT/NAP 






Start 


5049 








End 


5562 






GI 


4512231 








Score 


770 






Exons 


5049. .5562 
















GI Descrip. 


(AB014741) 


ORF0 


protein 


[Oryza sativa] 








Seq. No. 


4926 








Seq. ID 


OJ990502 


_28.9A15.C10 




Gene No. 


10284 








Strand 


+ 






Start 


1646 








End 


2064 






Name 


OJ990502_28 


. 9A15 


.ClO.ol 


• gp 


Method 


AAT/GAP 






Start 


1646 








End 


2064 






GI 


none 








Score 


790 






Exons 


1646. .2064 
















Seq. No. 


4926 








Seq. ID 


OJ990502 


_28.9A15.C10 




Gene No. 


10285 








Strand 








Start 


767 








End 


9478 






Name 


OJ990502 28 


.9A15 


.ClO.ol 


.gs 


Method 


GENSCAN 






Start 


767 








End 


9157 




'.J 


GI 


none 








Score 


.77 




I w 


Exons 


767. .796, 1173.. 


1249, 1770.. 1872, 2287 


..2495, 2591. .2888, 


i'ft 




3146. .3211, 


3329 


. .3454, 


3543. 


.3683, 5115. .5243, 


5270. .5479, 


i'i i 

i y 




5709. .5777, 


6094 


. .6249, 


6516. 


.6616, 6701.. 6851, 


7649. .7772, 


Q 




8288. .8420, 


8509 


. .8686, 


8839. 


.9012, 9089.. 9157 




14 


Seq. No. 


4926 








Seq. ID 


OJ990502 


_28.9A15.C10 




Gene No. 


10285 








Strand 






i y 


Start 


767 








End 


9478 




i: 


Name 


OJ990502 28 


.9A15 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 


0 


Start 


2080 








End 


9158 






GI 


none 








Score 


111 




u. 


Exons 


2080. .2196, 


2084 


. .2200, 


2287. 


.2379, 2288. ,2344, 


2368. .2490, 


; 




2659. .2784, 


2662 


. .2829, 


2688. 


.2852, 2778. .2888, 


2868. .2891, 


'«=! 




3146. .3211, 


3147 


. .3233, 


3348. 


.3455, 3350. .3484, 


3350. .3478, 


! s 
: :« 




3534. .3686, 


3534 


. .3650, 


3542. 


.3688, 3544.. 3699, 


3903. .4097, 






3913. .4050, 


4148 


. .4255, 


5115. 


.5210, 5116. .5241, 


5327. .5461, 






5340. .5480, 


5345 


. .5482, 


5361. 


.5480, 5559.. 5615, 


5572. .5619, 






5600. .5629, 


5709 


. .5783, 


5710. 


.5778, 6092.. 6250, 


6094. .6252, 






6169. .6252, 


6508 


. .6621, 


6511. 


.6594, 6513. .6617, 


6702. .6728, 






6703. .6729, 


6723 


. .6854, 


6766. 


.6831, 7973. .8125, 


8004 . .8132, 






8015. .8185, 


8018 


. .8188, 


8327. 


.8422, 8339. .8419, 


8510. .8686, 






8511. .8687, 


8517 


. .8687, 


8761. 


.8829, 8827. .9015, 


8830. .9012, 






9089. .9157, 


9096 


. .9158 












Seq. No. 


4926 








Seq. ID 


OJ990502_ 


_28.9A15.C10 




bene No. 


10285 








Strand 








Start 


767 








End 


9478 






Name 


OJ990502 28 


.9A15 


.ClO.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2080 








End 


2364 






GI 


none 








Score 


132 






Exons 


2080. .2196, 


2081 


. .2188, 


2082. 


.2195, 2092.. 2220, 


2263. .2364, 



2281. .2349 



5083 



Seq. No. 4926 

Gene No. 10285 

Start 7 67 

Name OJ990502_28 . 9A15 . CIO . o2 . tm 

Start 2081 

GI none 

Exons 2081.. 2194, 2081.. 2194, 
2281. .2445, 2288.-2494 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_28.9A15.C10 
9478 

TBLASTX: Maize 

2494 

153 



2083. .2196, 2122. .2196, 2263. .2493, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



4926 

10285 

767 

OJ990502_28.9A15.C10.ol.np 

2083 

3093294 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_28 . 9A15 . C10 

9478 
AAT/NAP 
9478 
2668 

2083. .2193, 2287. .2498, 2538.-2888, 3146. .3211, 3329. .3454, 
3543. .3694, 3902. .4049, 5115. .5243, 5342. .5479, 5558. .5626, 
5709. .5777, 60.94. .6249, 6516. .6616, 67.01. .6851, 8018. .8180, 
8288. .8420, 8509. .8686, 8770. .9012, 9089. .9157, 9434. .9478 
(Y12782) putative villin [Arabidopsis thaliana] 
gi|5730126|emb|CAB52460.1| (AL109796) putative villin 
[Arabidopsis thaliana] 



. 3% 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4926 Seq. ID 

10285 Strand 

7 67 End 

OJ990502_28 . 9A15 . C10 . o3 . ts Method 

2377 End 

none Score 



OJ990502_28 . 9A15 . C10 
9478 

TBLASTX : Soybean 

2888 

205 



2377. .2475, 2590. .2826, 2592. .2843, 2605. .2826, 2856. .2888 



4926 

10285 

767 

OJ990502_28.9A15.C10.ol.tm 

2569 

none 

2569.. 2886, 2604.. 2888, 2605. 
3146.. 3211, 3147.. 3233, 3326. 
3519. .3686, 3528. .3686, 3542. 
3902. .4051, 5115. .5210, 5116. 
5334. .5375, 8018. .8176 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 28.9A15.C10 



9478 

TBLASTX: Maize 
8176 
346 

.2886, 2667. .2891, 3123. .3254, 
.3457, 3330. .3455, 3331. .3507, 
.3706, 3897. .4025, 3898. .4050, 
.5241, 5128. .5241, 5327. .5377, 



Seq. No. 4926 

Gene No. 10285 

Start 767 

Name OJ990502_28 . 9A15 . C10 . o2 . gp 

Start 2605 

GI 26830_1.R1084 

Exons 2605.. 2888, 3146.. 3211, 3329 
GI Descrip. • 3093294 /emb | CAA73320 | 1.0e-71 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 28.9A15.C10 



9478 
AAT/GAP 
3812 
1179 

3454, 3543. .3683, 3776. .3812 
Y12782) putative villin 



[Arabidopsis thaliana] >gi_5730126_emb_CAB524 60 . 1_ 
putative villin [Arabidopsis thaliana] ' 



(AL109796) 



Seq. No. 
Gene No. 



4926 
10285 



Seq. ID 
Strand 



OJ990502 28.9A15.C10 



5084 



Start 
Name 
Start 
GI 

Exons 



767 ■ End 

OJ990502_28 . 9A15 . CIO . ol . t s Method 

3146 End 

none Score 



9478 

TBLASTX : Soybean 

8680 

58 



3146. .3211, 3147. .3212, 3332. .3469, 3333. .3455, 3338. .3457, 
3542. .3685, 3543.-3686, 3544. .3681, 3897. .3959, 8018. .8179, 
8564. .8680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4926 

10285 

767 

OJ990502_28 . 9A15 . CIO . o4 . ts 

3960 

none 



Seq. ID OJ990502_28.9A15.C10 
Strand 

End 9478 

Method TBLASTX : Soybean 

End 6225 

Score 103 



3960. .4097, 3961. .4050, 5115. .5210, 5119.. "5241, 5128. .5238, 
5327. .5461, 5348. .5482, 5355. .5480, 5525.-5656, 5542. .5619, 
5709. .5783, 5710 .. 5778, -6056. . 6223, 6088. .6225, 6094. .6225 



i c 



Seq. No. ; 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



:. ~i 
.: =1 

LM 

ru 

Ll! 

u3 Seq. No. 

pi I Gene No. 

"~ Start 

^- Name 

H Start . 

y gi 

!'« Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502 28.9A15.C10 



4926 
10285 
767 . 

OJ990502_28 . 9A15 . C10 . o3 . gp 
6082 

44606_1.R1084 

6082.. 6249, 6516.. 6616, 6701, 
8509.. 8686, 8770.. 8790 

, 3093294/emb|CAA73320| 1.0e-113 (Y12782) putative villin 
[Arabidopsis thaliana] >gi_5730126_emb_CAB524 60 . 1_ (AL109796) 
putative villin [Arabidopsis thaliana] 1 



9478 
AAT/GAP 
8790 
1650 



,6851, 8018. .8180, 8288. .8420, 



4926 

10285 

767 

OJ990502_28 . 9A15 . C10 . o4 , 

6511 

none 

6511.. 6609, 6513.. 6617, 
6727.. 6852, 6728.. 6865 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_28. 9A15.C10 
9478 

TBLASTX: Maize 

6865 

129 



6513.. 6617, 6515.. 6622, 6726.. 6854, 



4926 Seq. ID 

10285 Strand 

767 End 
OJ990502_28 . 9A15 . C10 . o3 . tm Method 

8579 End 

none Score 

8579. .8686, 8580. .8687, 8761. .8832, 8824. .9012, 8830. .9015, 
9086. .9127 



OJ990502_28.9A15.C10 
9478 

TBLASTX: Maize 

9127 

96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



4926 

10285 

767 

OJ990502_28.9A15.C10.o2.ts 

8771 

none 



Seq. ID OJ990502_28.9A15.C10 
Strand 

End 9478 

Method TBLASTX ^Soybean 

End 9015 

Score 141 



8771. .8809, 8773. .8829, 8824. .9015, 8824. .9012, 8865. .9014 
4926 Seq. ID OJ990502_28 . 9A15 . C10 



5085 






Gene No. 


10285 


Strand 






Start 


767 


End 


9478 




Name 


OJ990502 28.9A15.C10.o4.gp 


Method 


AAT/GAP 




Start 


8952 


End 


9189 




GI 


uC-osflm202101f08bl 


Score 


221 




Exons 


8952.. 9012, 9089. .9189 








GI Descrip. 


■6016845/dbj IAP000570.. 1| AP000570 6.0e 


-28 Oryza sativa genomi 






DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


4 927 


Seq. ID 


OJ990502_28. 9A15.C11 




Gene No. 


10286 


Strand 


+ 




Start 


1 


End 


13220 




Name 


OJ990502 28.9A15.Cll.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


10242 




GI 


6006372 


Score 


109 




Exons 


1..69, 6329. .6434, 9551. .9640, 10112. 


.10242 




GI Descrip. 


(AP000559) hypothetical protein [Oryza sativa] 




Seq. No. 


4927 


Seq. ID 


OJ990502_28.9A15.C11 




Gene No. 


10286 


Strand 


+ 




Start 


1 


End 


13220 




Name 


OJ990502 28.9A15.Cll.o2.gs 


Method 


GENSCAN 




Start 


6528 


End 


13220 




GI 


none 


Score 


.52 


i. 1 
- 


Exons 


6528. .6619, 8464. .8636, 8669. .9023, 9321.. 9400, 10016. .10263 






10776. .10978, 11439 .. 11573, 


11672. . 11798, 12580. .12717, 


rjj 




12802. .12915, 13131. .13220 






i;3 


Seq. No. 


4927 


Seq. ID 


OJ990502 28.9A15.C11 


i < I 

•fsr 


Gene No. 


10286 


Strand 


+ 


'SsJ 


Start 


1 


End 


13220 


i y 


Name 


OJ990502 28.9A15.Cll.o4.np 


Method 


AAT/NAP 


Start 


10578 . 


End 


12909 


□ 


GI 


3894189 


Score 


470 




Exons 


10578. .10978, 11672 .. 11798, 


12580. .12717, 12802.. 12909 




GI Descrip. 


(AC005662) hypothetical protein [Arabiciopsis thaliana] 


S3 


Seq. No. 


-4927 


Seq. ID 


OJ990502_28 . 9A15 . Cll 




Gene No. 


10287 


Strand 




'iS? 


Start 


244 


End 


2101 


! a 

•1=7 


Name 


OJ990502 28. 9A15 . Cll . ol . np 


Method 


AAT/NAP 




Start 


244 


End 


961 




GI 


4938492 


Score 


164 




Exons 


244. .349, 906. .961 








GI Descrip. 


(AL0784 64) putative villin, 


fragment 


[Arabidopsis thaliana] 




Seq. No. 


4927 


Seq. ID 


OJ990502_28.9A15.C11 




Gene No. 


10287 


Strand 






Start 


244 


End 


2101 




Name 


OJ990502 28. 9A15 . Cll . ol . gp 


Method 


AAT/GAP 




Start 


250 * 


End 


2101 






uC-osflm202101f08bl 


Score 


657 




Exons 


250. .349, 906. .1018, 1955.. 


2101 






GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 6.0e- 


-28 Oryza sativa genomi< 






DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


4927 


Seq. ID 


OJ990502_28.9A15.C11 



5086 



TU 



Gene No. 


10287 




Strand 






Start 


244 




End 


2101 




Name 


OJ990502 28.9A15.C11 


.ol.gs 


Method 


GENSCAN 




Start 


250 




End 


1873 




GI 


none 




Score 


.92 




Exons 


250. .393, 1790. . 1873 










Seq. No. 


4927 




Seq. ID 


OJ990502_28.9A15 


.Cll 


Gene No. 


10288 




Strand 






Start 


10244 




End 


10342 




Name 


OJ990502 28.9A15.C11 


. o3 . np 


Method 


AAT/NAP 


'.- 


Start 


10244 




End 


10342 




GI 


5777617 




Score 


71 




Exons 


10244.. 10342 










GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza , 


sativa] 




Seq. No. 


4927 




Seq. ID 


OJ990502_28. 9A15 


-Cll 


Gene No. 


10289 




Strand 






Start 


11431 




End 


1307.5 




Name 


OJ990502 28.9A15.C11 


.ol.ts 


Method. 


TBLASTX : Soybean 




Start 


11431 




End . 


12900 




GI 


none 




Score 


157 




Exons 


11431. .11574, 11718. 


.11798, 


12577. .12711, 12582. . 12731, 






12583. .12708, 12790. 


.12900, 


12802. .12879, 12837.. 12899 




Seq. No. 


4927 




Seq. ID 


OJ990502_28.9A15 


.Cll 


Gene No. 


10289 




Strand 






Start 


11431 




End 


13075 




Name 


OJ990502 28.9A15.C11 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11518 




End 


13075 




GI 


none 




Score 


89 




Exons 


11518. .11601, 11520. 


.11585, 


11670. .11798, 11671. .11799, 






11672. .11803, 11674. 


.11799, 


12575. .12706, 12577 127 17 , 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



12579. .12731, 12580 .. 12708 , 12790 .. 12909, 12797 .. 12913, 
12802. .12906, 12825 .. 12914 , 12837 .. 12908 , 13028.. 13075 



OJ990502 28.9A15.C12 



4928 
10290 
1 

OJ990502_28 . 9A15 . C12 . ol . np 
1 

2498930 
1..406, S74..633 

DORSAL-VENTRAL PATTERNING PROTEIN SOG {SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID 
Strand 

End 633 

Method AAT/NAP 

End 633 

Score 725 



4929 
10291 
444 

OJ990722_14 . 9A14 . C3 . ol . np 
444 

4680186 
444. .631 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722 14.9A14.C3 



631 

AAT/NAP 

631 

138 



.4930 
10292 



Seq. ID OJ990722_14.9A14.C4 
Strand + 



5087 






Start 


1 


End 


717 " " 






Name 


OJ990722 14.9A14.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


717 






GI 


4680179 


Score 


1042 . 






Exons 


1. .717 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


4930 


Seq. ID 


OJ990722 14 9A14 


.C4 




Gene No. 


10292 


J L i Cli l\Ji 








Start 


1 ' 


End 


717 






Name 


OJ990722 14.9A14.C4.ol.gs 


Method 


GENSCAN 






Start 


91 


End 


618 






GI 


none 


kj\*\J X, C 


• JO 






Exons 


91. .192, 256. .618 










Seq. No. 


4930 


Seq. ID 


OJ990722 14 9A14 


.C4 




Gene No . 


10292 


JLi ClllU 


-J- 






Start 


1 


End 


717 






Name 


OJ990722 14.9A14.C4.ol.tw 


Method 


TBLASTX: Wheat 






Start 


117 


End 


603 






GI 


none 










Exons 


117. .560, 121. .171, 226. .603 










Seq. No. 


■ '■ 

. 4930 


Seq.* ID 


O.TQQ07?? 14 QA1 4 


.C4 


a. 


Gene No . 


10292 


J Li ClllU 








Start 


1 


End 


111 






Name 


OJ990722 14.9A14.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


226 


End 


657 






GI 


none 








;. y 


Exons 


226. .657, 456. .650 








*i cr 
;i : : 
: Li 


Seq. No. 


4930 


Coo TD 


O.TQQ079? Id QA1 4 


.C4 




Gene No . 


10292 


kj L. -L Cll 1\JL 


-f 




.ssi 


Start 


1 


End 


717 




•I 


Name 


OJ990722 14.9A14.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


544 


End 


717 






GI 


none 


Score 


57 




! isJ 


Exons 


544. .576, 546. .575, 580. .717, 


580. .717 






[" "1 


Seq. No. 


4931 


Seq. ID 


O.7QQ07?? 14 QA1 4 

\J\J Z? Z> \) 1 JL1. Zs t\ X *i 


.C7 




Gene No. 


10293 


Strand 


-J- 






Start 


157 


End 


1 fifi4 

x \J \J H 






Name 


OJ990722 14.9A14.C7.ol.np 


Method 


AAT/NAP 






Start 


157 


End 


475 






GI 


4680185 


Score 


226 






Exons 


157. .475 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


4931 


Seq. ID 


OJ990722_14 . 9A14 


.C7 




Gene No . 


10293 * 


Strand 


+ 






Start 


157 


End 


1604 






Name 


OJ990722 14.9A14.C7.ol.gs 


Method 


GENSCAN 






Start 


177 


End 


1604 






GI 


none 


Score 


.51 






Exons 


177. .472, 1567. .1604 










Seq. No. 


4931 


Seq. ID 


OJ990722_14 . 9A14 


.C7 



5088 



Gene No. 10294 

Start 2540 

Name OJ990722_14 . 9A14 . C7 . o2 . gs 

Start 2540 

GI none 

Exons 2540.. 3046, 3071.. 3193, 3520. 
4709. .4794 



Strand 
End 

Method 

End 

Score 



4794 
GENSCAN 
4794 
.49 



,3958, 4018.. 4266, 4346.. 4469, 



Seq. No. 4932 Seq. ID 

Gene No. 10295 Strand 

Start 315 End 

Name OJ990722_14 . 9A14 . C9 . ol . gs Method 

Start 315 End 

GI none Score 

Exons 315.. 475, 1014.. 1136, 1285.. 1528 



OJ990722_14.9A14.C9 

1528 
GENSCAN 
1528 
.52 



Seq. No. 


4933 




Seq. ID 


OJ990722 


_14 , 


. 9A14.C10 


Gene No. 


10296 




Strand 


+ 






Start 


5 




End 


1868 






Name 


OJ990722 14.9A14.C10.ol. 


gs 


Method 


GENSCAN 






Start 


5 




End 


1868 






GI 


none 




Score 


.7 






Exons 


5. .167, 1840. .1868 












Seq. No. 


4933 




Seq. ID 


OJ990722 


_14. 


. 9A14.C10 


Gene No. 


10296 




Strand 


+ 






Start 


5 




End 


1868 






Name 


OJ990722 14.9A14.C10.ol. 


gp 


Method 


AAT/GAP 






Start 


1015 




End 


1400 






GI 


uC-osflcyp033a04bl 




Score 


633 






Exons 


1015. .1400 












GI Descrip. 


' 6016845/dbj |AP000570.1| 


AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone 


!:P0711E10' 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4933 
10297 
2653 

OJ990722 14 
2632 
4680179 
2632. .3489, 



_14.9A14.C10.o2.np 



3658. .4087 



Seq. ID OJ990722_14.9A14.C10 

Strand + 

End 4087 

Method AAT/NAP 

End 4087 

Score 586 - - 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



4933 Seq. ID 

10297 Strand 

2653 End 
OJ990722JL4 . 9A14 . C10 . o2 . gs Method 

2653 End 

none Score 
2653. .3990 



OJ990722_14 . 9A14 .C10 
+ 

4087 
GENSCAN 
3990 
.79 



Seq. No. 4933 Seq. ID 

Gene No. 10298 Strand 

Start . 1 End 

-Name OJ990722_14 . 9A14 . C10 . ol . np Method 

Start . 1 End 

GI 5852180 Score 



OJ990722_14.9A14.C10 

4087 
AAT/NAP 
4087 ' 
188 



5089 



Exons - 1..89, 141. .258, 1249. .1296, 4062. .4087 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 4933 Seq. ID 

Gene No. 10298 Strand 

Start 1 End 

Name OJ990722_14 . 9A14 .CIO . ol . tw Method 

Start 2875 End 

GI none Score 

Exons 2875.. 3234, 2877.. 3230 



OJ990722_14 . 9A14 .CIO 
4087 

TBLASTX: Wheat 

3234 

281 



Seq. No. 4933 Seq. ID 

Gene No. 10298 Strand 

Start 1 End 

Name OJ990722_14 . 9A14 .C10 . ol . tm Method 

Start 3115 End 

GI none Score 

Exons 3115.. 3414, 3129.. 3218 



OJ990722_14. 9A14.C10 
4087 

TBLASTX: Maize 

3414 

227 



Seq. No. 4934 Seq. ID 

Gene No. 10299 Strand 

Start 268 End 

Name OJ990722_14 . 9A14 .Cll .ol .gp Method . 

Start 268 End 

GI 576771 Score 

Exons 268.. 476, 503.. 756 

GI Descrip. 576771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 f -end sequence - 



OJ990722_14. 9A14.C11 
756 

AAT/GAP 
756 
749 



Seq. No. 


4935 




Seq. ID 


OJ990722_14 . 


9A14 


.C12 


Gene No. 


10300 




Strand 








Start 


297 




End 


586 






Name 


OJ990722 14 . 9A14.C12.ol 


.np 


Method 


AAT/NAP 






Start 


297 




End 


586 






GI 


6907089 




Score 


287 






Exons 


297. .586 












GI .Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


4936 




Seq. ID 


OJ990722_14 . 


9A14 


.C13 


Gene No. 


10301 




Strand : 


+ 






Start 


1 




End 


1694 






Name 


' OJ990722 14.9A14.C13.ol 


. np 


Method 


AAT/NAP 






Start 


' 1 




End 


1694 






GI 


4680179 




Score 


2505 






Exons 


1. .1694 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


4936 




Seq. ID 


OJ990722 14. 


9A14 


.C13 


Gene No. 


10301 




Strand 


+ 






Start 


1 




End 


1694 






Name 


OJ990722 14.9A14.C13.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


32 




End 


457 






GI 


none 




Score 


556 






Exons 


32. .457, 34. .450, 107.. 


457 










Seq. No. 


4936 




Seq. ID 


OJ990722_14. 


9A14 


-C13 


Gene No. 


10301 




Strand . 


+ 







5090 



Start 
Name 
Start 
GI 

Exons 



OJ990722_14 . 9A14 . C13 . o2 . tm 

104 

none 

104. .457, 109. .450 



End 

Method 

End 

Score 



1694 

TBLASTX: Maize 

457 

466 



Seq. No. 4936 Seq. ID 

Gene No. 10301 Strand 

Start 1 End 

Name OJ990722_14 . 9A14 . C13 . ol . gs Method 

Start 158 End 

GI none Score 

Exons 158.. 1687 



OJ990722_14.9A14.C13 
+ 

1694 
GENSCAN 
1687 
.9 



Seq. " No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



4936 Seq. ID 

10301 Strand 

1 End 
OJ990722JL4 . 9A14 . C13 . o2 . tw Method 

485 ■ End 

none Score 

485. .1024, 673. .1020 

4936 Seq. ID 

10301 Strand 

1 End 
OJ990722_14 . 9A14 . C13 . ol . ts Method 

812 End 

none Score 

812.. 1072, 823. .1071 

4936 Seq. ID 

10301 Strand 

1 End 
OJ990722_14 . 9A14 . C13 . o3 . tm Method 

870 End 

none Score 

870. .1073, 871. .1158, "872. .1162 



OJ990722_14.9A14.C13 
+ 

1694 

TBLASTX: Wheat 

1024 

605 



OJ990722_14 . 9A14 .C13 
+ 

1694 

TBLASTX: Soybean 

1072 

301 



OJ990722_14.9A14.C13 
+ 

1694 

TBLASTX: Maize 

1162 

410 



4936 

10301 

1 

OJ990722_14 . 9A14 . C13 . ol . tw 

1031 

none 



Seq. ID OJ990722_14.9A14.C13 

Strand + 

End 1694 

Method TBLASTX-: Wheat 

End 1657 

Score 711 



1031. .1657, 1033. .1539, 1603. .1656 

4936 . Seq. ID 

10301 Strand 
1 End 
OJ990722_14 . 9A14 . C13 . ol . tm Method 
1210 End 
none Score 

1210. .1365, 1211. .1372, 1369. .1530, 1370. .1690, 1603. .1671 



OJ990722_14.9A14.C13 
+ 

1694 

TBLASTX: Maize 
1690 
229 



4937 

10302 

1049 



Seq. ID OJ990722_14.9A14.C14 
Strand + 
End 1221 



5091 



fli 



Q 



?S 1 



Name 


OJ990722 14.9A14.C14.o2.np 


Method 


AAT/NAP 


Start 


1049 


End 


1221 ' 


GI 


6063554 


Score 


121 


Exons 


1049. .1221 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


4937 


Seq. ID 


OJ990722_14.9A14.C14 


Gene No. 


,10303 


Strand 


+ 


Start 


"^1380 


End 


2809 


Name 


OJ990722 14.9A14.C14.ol.gs 


Method 


GENSCAN 


Start 


1380 


End 


2809 


GI 


none 


Score 


.99 


Exons 


1380. .1414, 2276. .2436, 2475. 


.2809 




Seq. No. 


4937 


Seq. ID 


OJ990722_14.9A14.C14 


Gene No. 


10304 


Strand 


- 


Start 


1 


End 


974 


Name 


OJ990722 14.9A14.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


974 


GI 


5852179 


Score 


101 


Exons 


1.-128, 954. .974 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 




- 

Seq. No. 


4937 


Seq. ID 


OJ990722_14.9A14.C14 


Gene No. 


10305 


Strand 


- 


Start 


3564 


End 


4479 


Name 


OJ990722 14.9A14.C14.o2.gs 


Method 


GENSCAN 


Start 


3564 


End 


4130 


GI 


none 


Score 


.93 


Exons 


3564. .4130 






Seq. No. 


4937 


Seq. ID 


OJ990722_14.9A14.C14 


Gene No. 


10305 


Strand 


— 


Start 


3564 


End 


4479 


Name 


OJ990722 14 . 9A14 .C14.b3.np 


Method 


AAT/NAP 


Start 


3567 


End 


4479 


GI 


4680179 


Score 


1075 


Exons 


3567. .4479 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 


Seq. No. 


4937 


Seq. ID 


OJ990722_14.9A14.C14 


Gene No. 


10305 


Strand 


- 


Start 


3564 


End 


4479 


Name 


OJ990722 14.9A14.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3612 


End 


3899 


GI 


none 


Score 


69 


Exons 


3612.. 3899, 3663.. 3794, 3664. 


.3897 




Seq. No. 


4937 


Seq. ID 


OJ990722_14.9A14.C14 


Gene No. 


10305 


Strand 




Start 


3564 


End 


4479 


Name 


OJ990722 14.9A14.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


3663 


End 


3896 


GI 


none 


Score 


112 


Exons 


3663.-3896, 3712.. 3858 







5092 




Seq. No. 


4937 




Seq. ID 


OJ990722_14. 


9A14 


.C14 


Gene No. 


10305 




Strand 








Start 


3564 




End 


4479 






Name 


OJ990722 14.9A14.C14.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3915 




End 


4301 






GI 


none 




Score 


312 






Exons 


3915.. 4301, 3922..4296 












Seq. No. 


4937 




Seq. ID 


OJ.990722_14. 


9A14 


.C14 


Gene No. 


10305 




Strand 








Start 


3564 




End 


4479 






Name 


OJ990722 14.9A14.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4026 




End 


4332 






GI 


none 




Score 


245 






Exons 


4026. .4331, 4030. .4332 












Seq. No. 


4938 




Seq. ID 


OJ990722_14. 


9A14 


-C15 


Gene No. 


10306 




Strand 


+ 






Start 


361 




End 


1603 






Name 


OJ990722 14.9A14.C15.ol 


.gs 


Method 


GENSCAN 






Start 


361 




End 


1603 






GI 


none 




Score 


.41 






Exons 


361. .456, 1583. .1603 












Seq. No. 


4938 




Seq. ID 


OJ990722_14. 


9A14 


.C15 


Gene No. 


10307 




Strand 


— 






Start 


3962 




End 


4218 






Name 


OJ990722 14.9A14.C15.o2 


.gs 


Method 


GENSCAN 






Start 


3962 




End 


4218 






GI 


none 




Score 


. 44 






Exons 


3962. .4218 












Seq. No. 


4939 




Seq. ID 


OJ990722 14. 


9A14 


.C16 


Gene No. 


10308 




Strand 


+ 






Start 


1783 




End 


1889 






Name 


OJ990722 14.9A14.C16.ol 


. np 


Method 


AAT/NAP 






Start 


1783 




End 


1889 






GI 


6539586 




Score 


114 






Exons ■ 


1783. .1889 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


4940 




Seq. ID 


OJ990722JL4. 


9A14 


.C17 


Gene No. 


10309 




Strand 








Start 


31 




End 


2409 






Name 


OJ990722 14.9A14.C17.ol 


.gs 


Method 


GENSCAN 






Start 


31 




End 


1643 






GI 


none 




Score 


.68 ' 






Exons 


31. .1136, 1364. .1643 












Seq. No. 


4940 




Seq. ID 


OJ990722_14. 


9A14 


.C17 


Gene No. 


10309 




Strand 








Start 


31 




End 


2409 






Name 


OJ990722 14.9A14.C17.ol 


.np 


Method 


AAT/NAP 






Start 


79 




End 


2409 






GI 


4680179 




Score 


1806 






Exons 


79. .1421, 1449. .1568, 2131. 


.2409 









5093 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 4940 

Gene No. 10309 

Start 31 

Name OJ990722_14 . 9A14 . C17 . o2 . tm 

Start 79 

GI none 

Exons 79.. 312, 131.. 259 



Seq. ID OJ990722_14.9A14.C17 
Strand 

End 2409 

Method TBLASTX: Maize 

End 312 

Score 100 



Seq. No. 4940 

Gene No. 10309 

Start 31 

Name OJ990722_14 . 9A14 . C17 . o2 . tw 

Start 79 

GI none 

Exons 79.. 309, 80,. 307 



Seq. ID OJ990722_14.9A14.C17 
Strand 

End 2409 

Method TBLASTX : Wheat 

End 309 

Score 237 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
If Gene No. 
5 Start 
j Name 
Start 
GI 

Exons 



5.1 



4940 

10309 

31 

OJ990722_14 . 9A14 . C17 . ol . ts 
79 

none 



Seq. ID OJ990722_14.9A14.C17 
Strand 

End 2409 

Method TBLASTX : Soybean 

End 456 

Score 184 



79. .312, 83. .304, 91. .417, 367. .420, 424. .456, 424. .456 



4940 

10309 

31 

OJ990722_14 . 9A14 . C17 . ol . tm 

367 

none 

367. .810, 572. .814 



Seq. ID OJ990722_14.9A14.C17 
Strand 

End 2409 

Method TBLASTX : Mai ze 

End 814 

Score 66 



□ Seq. No. 4 940 

G Gene No. 10309 

■.'1 Start 31 

Name OJ990722_14 . 9A14 . C17 . ol . tw 

! ;J Start 397 

C3 GI none 

H Exons 397.. 879, 400.. 855, 440.. 880 



Seq. ID OJ990722_14.9A14.C17 
Strand 

End 2409 

Method TBLASTX : Wheat 

End 880 

Score 222 



Seq. No. 4940 

Gene No. 10309 

Start 31 

Name OJ990722_14 . 9A14 . C17 . o2 . ts 

Start 529 

GI none 

Exons 529.. 843 



Seq. ID OJ990722_14.9A14.C17 
Strand 

End 2409 

Method TBLASTX : Soybean 

End 843 

Score 193 



Seq. No. 4940 

Gene No. 10309 

Start 31 

Name OJ990722_14 . 9A14 . C17 . o3 . tm 

Start 817 

GI none 

Exons 817.. 1008, 863.. 970 



Seq. ID OJ990722_14.9A14.C17 
Strand 

End 2409 

Method TBLASTX: Maize 

End 1008 

Score 106 



5094 



-i3 



Sea. No. 


4940 






Seq. ID 


OJ990722 14.9A14 


Gene No. 


10309 






Strand 




Start 


31 






End 


2409 


Name 


OJ990722 14 


.9A14.C17.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1012 






End 


1350 


GI 


none 






Score 


50 


Exons 


1012. .1350, 


1087. .1275 








Seq. No. 


4941 






Seq. ID 


OJ990722_14-. 9A14 


Gene No . 


10310 






Strand 




Start 


1 






End 


421 


Name 


OJ990722 14 


.9A14.C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


421 


GI 


4680179 






Score 


320 


Exons 


1. .421 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


4941 






Seq. ID 


OJ990722 14 9A14 


Gene No. 


10311 






Strand. 




Start 


637 






End 


809 


Name 


OJ990722 14 


.9A14.C18.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7 






End 


205 


GI 


none 






Score 


134 


Exons 


7.. 204, 8.. 


205 








Seq. No. 


4941 






Seq. ID 


OJ990722JL4.9A14 


Gene No. 


10311 






Strand 




Start 


637 






End 


809 


Name 


OJ990722 14 


.9A14.C18.o2 


.np 


Method 


AAT/NAP 


Start 


637 






End 


809 


GI 


4512231 






Score 


255 


Exons 


637. .809 










GI Descrip. 


(AB014741) 


ORF0 protein 


[Oryza sativa] 




Seq. No. 


4942 






Seq. ID 


OJ990722_14 .9A14 


Gene No. 


10312 






Strand 




Start 


1 






End 


307 


Name 


OJ990722 14 


.9A14.C19.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


307 


GI 


4680179 






Score 


163 


Exons 


1..148, 233 


. .307 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


4943 






Seq. ID 


OJ990722_14.9A14 


Gene No. 


10313 






Strand 


+ 


Start 


1 






End 


846 


Name 


OJ990722 14 


.9A14.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


846 


GI 


6063554 






Score 


147 


Exons 


1..30, 671. 


.846 









GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No, 



4943 
10314 



Seq.. ID OJ990722_14.9A14.C20 
Strand + 



5095 



Start 1216 End 1471 

Name OJ990722_14 . 9A14 . C20 . o2 . gp Method AAT/GAP 

Start 1216 End 1471 

GI 61605_3.R1084 Score 413 

Exons 1216.. 1471 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 4943 

(jgne No. 10315 . 

Start 1559 

Name OJ990722_14 . 9A14 . C20 . ol . gs 

Start 1559 

GI none 
Exons 



Seq. ID OJ990722_14.9A14.C20 

Strand + 

End 1991 

Method GENSCAN 

End 1991 

Score .75 



1559.. 1653, 1697.. 1717, 1778.. 1991 



y 

ry 
Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip ■. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4943 

10316 

1 

OJ990722_14 . 9A14 . C20 . o2 . np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990722_14.9A14.C20 

2181 
AAT/NAP 
2181 
807 



5257279 
1..51, 1630. .2181 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



4944 

10317 

1 

OJ990722_14 . 9A14 . C2 1 . ol . np 
1 

6498441 



Seq. ID OJ990722_14.9A14.C21 
Strand + 
End 2761 
Method AAT/NAP 
End 2761 
Score 384 
1..66, 1918. .2154, 2248. .2414, 2651. .2761 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 4944 Seq. ID 

Gene No. 10317 Strand 

Start 1 End 

Name OJ990722_14 . 9A14 . C21 . ol . gs Method 

Start 1339 End 

GI none Score 

Exons 1339.. 1400, 1891.. 2095 



OJ990722_14.9A14.C21 
+ 

2761 
GENSCAN 
2095 
.49 



Seq. No. 4944 Seq. ID OJ990722_14.9A14.C21 

Gene No. 10318 Strand + 

Start 4062 End 5359 

Name OJ990722_14 . 9A14 . C21 . o2 . np Method AAT/NAP 

Start 4062 End 5359 

GI 2129618 Score 225 

Exons 4062.. 4787, 5326.. 5359 . 

GI Descrip. hypothetical protein 1 - Arabidopsis thaliana retrotransposon 
At hi la gi I 806535 | emb | CAA57397 | (X81801) Athila ORF 1 
[Arabidopsis thaliana] 



Seq. No. 



4944 



Seq. ID OJ990722 14.9A14.C21 



5096 



Q 
in 



i. J 

: ~i 



Gene No . 


10319 








Strand 






Start 


3789 








End 


4772 




Name 


OJ990722 14 


.9A14 


.C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1921 








End 


2363 




GI 


none 








Score 


55 




Exons 


1921. .2031, 


1922 


. .2092, 


1933. 


.2091, 2093.. 2158, 2097.. 2363 


Seq. No. 


4944 








Seq. ID 


OJ990722_14.9A14 


CO 1 


Gene No 


10319 








Strand 






Start 


3789 








End 


4772 




Name 


OJ990722 14 


.9A14 


.C21.o2 


.gs 


Method 


GENSCAN 




Start 


3789 






End 


4772 




GI 


none 








Score 


.68 




Exons 


3789. .3823, 


4007 


. .4139, 


4494. 


.4577, 4701. .4772 




Seq. No. 


4944 








Qorr T H 


DTQQ0799 1 A Qni 4 


CO 1 


f^pnp No 


10^1 9 

1U Jl J 








C f- -ranH 
O UITcina 






Start 


3789 








r nr i 


A110 
ft / / £ 




Name 


OJ990722 14 


. 9A14 


.C21.ol, 


.ts 


Method 


TBLASTX: Soybean ' 




Start 


4324 








End 


4761 




GI 


none 








Score 


65 




Exons 


4324 . .4455, 


4483 


. .4761 










Seq. No. 


4944 . 


.l^-rC- '* 


• /_ 




SeqV ID* 


OJ990722_14', 9A14 






10319 








Strand 






Start 


3789 








End 


4772 




Name 


OJ990722 14 


.9A14 


.C21.o2. 


.tw 


Method 


TBLASTX: Wheat 




Start 


4351 








End 


4698 




GI 


none 








Score 


81 




Exons 


4351. .4467, 


4483 


. .4698 










Seq. No. 


4945 








Seq. ID 


OJ990722_14 .9A14 


roo 


Gene No. 


10320 








Strand 


+ 




Start 


1 








End 


1066 




Name 


OJ990722 14 


. 9A14 


.C22.ol. 


.np 


Method 


AAT/NAP 




Start - 


1 








End 


1066 




GI 


6691193 








Score 


261 




Exons 


1..50, 335. 


.1066 












GI Descrip. 


(AC007534) : 


F7F22 


.17 [Arabidopsis thaliana] 




Seq. No. 


4945 








Seq. ID 


OJ990722_14.9A14 


coo 


Ronp Mo 


10320 








Strand 


+ 




Start 


1 








End 


1066 




Name 


OJ990722 14 


. 9A14 


.C22.ol. 


tw 


Method- 


TBLASTX: Wheat 




Start 


413 








End 


778 




GI 


none 








Score 


98 




Exons 


413. .568, 601. .777, 602. 


.778 








Seq. No. 


4945 








Seq. ID 


OJ990722_14.9A14 


.C22 




10320 








Strand 


+ 




Start 


1 








End 


1066 




Name 


OJ990722 14 


. 9A14 


.C22.ol. 


gs 


Method 


GENSCAN 




Start 


548 








End 


1024 




GI 


none 








Score 


.51 




Exons 


548. .1024 














Seq. No. 


4946 








Seq. ID 


OJ990722_14. 9A14 


.C23 



5097 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10321 
346 

OJ990722_14 . 9A14 . C23 . ol . np 
346 

6063554 



Strand 

End 1702 

Method AAT/NAP 

End 1514 

Score 168 
346. .517, 1185. .1249, 1334. .1514 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 





correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


4946 


Seq. ID 


OJ990722_14 . 9A14 . C23 


Gene No. 


10321 


Strand 




Start 


346 


End 


1702 


Name 


OJ990722 14.9A14.C23.ol.gs 


Method 


GEN SCAN 


Start 


1013 


End 


1702 


GI 


none 


Score 


.82 


Exons 


1013. .1234, 1288. .14 91, . 1529. 


.1702 




Seq. No. 


4946 


Seq. ID 


OJ990722_14.9A14.C23 


Gene No. 


10322 


Strand 




Start 


2124 


End 


2224 


Name 


OJ990722 14.9A14.C23.o2.np 


Method 


AAT/NAP 


-Start 


2124 


End 


2224 


GI *" 


4680179 : -. 


Score " ■ 


141 ' 


Exohs 


2124.. 2224 






GI Descrip. 


' (AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


4947 


Seq. ID 


OJ990722_14.9A14.C24 


Gene No'. 


10323 


Strand 


+ 


Start 


851 


End 


4064 


Name 


OJ990722 14.9A14.C24.ol.gs 


Method 


GENSCAN 


Start 


851 


End 


4030 


GI 


none 


Score 


.87 


Exons 


851. .939, 968. .1058, 2159. .2320, 2465. 


.2974, 3426. .4030 


Seq. No. 


4947 


Seq. ID 


OJ990722_14 . 9A14 . C24 


Gene No. 


10323 


Strand 


+ 


Start 


• 851 


End 


4064 


Name 


OJ990722 14.9A14.C24.o2.gp 


Method 


AAT/GAP 


Start 


890 


End 


1271 


GI 


uC-osflcyp033a04bl. 


Score 


695 


Exons. . . 


890. .1271 






GI Descrip. 


»6016845/cibj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


4947 


Seq. ID 


OJ990722_14.9A14.C24 


Gene No. 


10323 


Strand 


+ 


Start 


851 


End 


4064 


Name 


OJ990722 14.9A14.C24.o2.np 


Method 


AAT/NAP 


Start 


3218 


End 


4064 • 


GI 


5042447 


Score 


661 


Exons 


3218. .4064 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


4947 


Seq. ID 


OJ990722_14.9A14.C24 


Gene No. 


10324 ■ 


Strand 




Start 


823 


End 


1912 



5098 



Name 


OJ990722 14.9A14.C24.ol 


.np 


Method 


AAT/NAP 




Start 


823 




End 


1912 




GI 


4680186 




Score 


358 




Exons 


823.. 1023, 1861.. 1912 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


4947 




Seq. ID 


OJ990722_14 . 9A14 


.C24 


Gene No. 


10325 




Strand 






Start 


3450 




End 


3998 




Name 


OJ990722 14.9A14.C24.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3450 




End 


3812 




GI 


none 




Score 


296 




Exons 


3450. .3812, 3452. .3811 










Seq. No. 


4947 




Seq. ID 


OJ990722_14 . 9A14 


.C24 


Gene No. 


10325 




Strand 






Start 


3450 




End 


3998 




Name 


OJ990722 14 . 9A14 .C24 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3693 




End 


3998 




GI 


none 




Score 


236 




Exons 


3693. .3998, 3707. .3823 










Seq. No. 


4948 




Seq. ID 


OJ990722_14 . 9A14 


.C25 


Gene No. 


10326 ~ . ; 




Strand * 


+ " 




Start 


1 . 




• End 


470 




Name 


OJ990722 14.9A14.C25.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


470 




GI 


4680179 




Score 


670 




Exons 


1. .470 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


4948 




Seq. ID 


OJ990722 14.9A14 


.C25 


Gene No. 


10326 




Strand 


+ 




Start 


1 




End 


470 




Name 


OJ990722_14 . 9A14 .C25 . ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


416 




GI 


none 




Score 


540 




Exons 


2. .334, 3. .416 










Seq. No. 


4948 




Seq. ID 


OJ990722_14.9A14 


.C25 


Gene No. 


.10326 




Strand 


+ 




Start 


1 




End 


470 




Name 


OJ990722 14.9A14.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


399 




GI 


none 




Score 


451 




Exons 


5. .334, 6. .338, 21. .347, 


, 25.. 


399 






Seq. No. 


4949 




Seq. ID 


OJ990722_14.9A14 


.C26 


Gene No. 


10327 




Strand 


+ 




Start 


498 




End 


1657 




Name 


OJ990722 14.9A14.C26.ol 


.gs 


Method 


GENSCAN 




Start 


498 




End 


1657 




GI 


none 




Score 


.8 




Exons 


498. .645, 1170. .1657 










Seq. No. 


4950 




Seq. ID 


OJ990722_14.9A14 


.C28 


Gene No. 


10328 




Strand 


+ 





5099 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

-Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990722_14.9A14 .C28.ol.np 
1 

4680179 
1. .492 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



4 92 

AAT/NAP 
492 
665 



4950 

10328 

1 

OJ990722_14 . 9A14 . C28 . ol . tw 
27 

none 



Seq. ID OJ990722_14.9A14.C28 

Strand + 

End 4 92. 

Method TBLASTX : Wheat 

End 447 

Score 75 



27. .110, 103. .330, 104. .331, 337. .447 



4950 

10328 

1 

OJ990722_14 . 9A14 . C28 . ol . gs 
95 

none 
95. .361 

4950 . - 

10328 

1 

OJ990722_14 . 9A14 . C28 . ol . tm 

100 

none 

100.. 330, 104.. 331 



Seq. ID OJ990722_14.9A14.C28 

Strand + 

End 4 92 

Method GEN SCAN 

End 361 

Score .55 



Seq. ID ' OJ990722_14 . 9A14 . C28 



Strand 
End 

Method 

End 

Score 



+ 

4 92 

TBLASTX: Maize 

331 

260 



4951 
10329 
1 

0 J9 90 7 2 2_1 4 . 9A1 4 . C2 9 . o 1 . np 
1 

5257279 
1..1332 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ990722_14.9A14.C29 
Strand 

End 1332 

Method AAT/NAP 

End 1332 

Score 1520 



4951 

10329 

1 

OJ990722_14 . 9A14 . C29 . ol . tw 
1 

none 



Seq. ID OJ990722_14.9A14.C29 
Strand 

End 1332 

Method TBLASTX : Wheat 

End 364 

Score 63 



1..108, 1..108, 142. .363, 220. .276, 242. .364 



4951 

10329 

1 

OJ990722_14 . 9A14 . C29 . ol . tm 
46 

none 

46. .108, 46. .369, 221. .322 



Seq. ID OJ990722_14.9A14.C29 
Strand 

End 1332 

Method TBLASTX : Mai ze 

End 369 

Score 4 3 



5100 






Seq. No. 


4951 




Seq. ID 


OJ990722_14 


. 9A14 


.C29 




Gone No 


10329 




Strand 










Start 


1 




End 


1332 








Name 


OJ990722 14 


.9A14.C29.ol.gs 


Method 


GENSCAN 








Start 


312 




End 


1262 








GI 


none 




Score 


.58 








Exons 


312. .467, 842. .1262 












Seq. No. 


4952 




Seq. ID 


OJ990722_14 


.9A14 


.C30 




Gene No. 


10330 




Strand 


+ 








Start 


1 




End 


542 








Name 


OJ990722 14 


.9A14.C30.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


542 








GI 


5852175 




Score 


57 








Exons 


1 50 494 


. 542 












GI Descrip. 


( AL117265 ) 


zhbOOOS 1 fOrvza 


sativa] 










Seq. No. 


4952 




Seq. ID 


OJ990722_14 


. 9A14 


.C30 






10330 




Strand 


+ 








Start 


1 




End 


542 








Name 


OJ990722 14 


9A14 C30 ol as 


Method 


GENSCAN 








Start 


91 ~~ 




End 


174 






s- 


GI 


none 




Score 


.96 






Exons 


9 1 . •. 1 7 4 












hJ 


Seq. No. 


4952 




Seq. ID 


OJ990722_14 


. 9A14 


.C30 


;.; s 


npnp No 


10331 




Sr rand 

kj L X Gil l\Jk. 








= 


Start 


1512 - 




End 


2364 








Name 


OJ990722 14 


.9A14.C30.o2.gs 


Method 


GENSCAN 






i ? y 


Start 


1512 




End 


1996 






i. "i 


GI 


none 




Score 


.7 






i 1 j : 

i y 


Exons 


1512 1996 














Seq. No. 


4952 




Seq. ID 


OJ990722_14 


. 9A14 


.C30 




Gene No. 


10331 




Strand 


- 








Start 


1512 




End 


2364 








Name 


OJ990722 14 


. 9A14.C30.o2.np 


Method 


AAT/NAP 






a. 


Start 


1566 




End 


2364 








GI 


5257279 




Score 


285 








Exons 


1566. .1814, 


2340. .2364 












GI Descrip. 


(AP000364) 


Similar to r Transposon MAGGY 


gag and pol 


gene 








homologues . 


(L35053) [Ofyza 


sativa] 










Seq. No. 


4953 




Seq. ID 


OJ990722_14 


. 9A14 


.C31 




Qpnp No 


10332 




Strand 


+ 








Start 


212 




End 


2296 








Name 


OJ990722 14 


. 9A14.C31.ol.gs 


Method 


GENSCAN 








Start 


212 




End 


2290 








GI 


none 




Score 


.45 








Exons 


212. .385, 532. .933, 1271. .1443, 1639.. 


2290 








Seq. No. 


4953 




Seq. ID 


OJ990722_14 


. 9A14 


.C31 




Gene No. 


10332 




Strand 


+ 








Start 


212 




End 


2296 








Name 


OJ990722 14 


. 9A14.C31.ol.np 


Method 


AAT/NAP 








Start 


212 




End 


1005 








GI 


4512231 




Score 


1301 







5101 




Exons 212.. 1005 

GI Descrip. (AB014741) ORF0 protein [Oryza sativa] 



Seq. No. 


4953 


Seq. ID 


OJ990722_14.9A14 


.C31 


Gene No. 


10332 


Strand 


+ 




Start 


212 


End 


2296 




Name 


OJ990722 14.9A14.C31.o2.np 


Method 


AAT/NAP 




Start 


1234 


End 


2296 




GI 


4680179 


Score 


826 




Exons 


1234. .2296 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


4953 


Seq. ID 


OJ990722 14.9A14 


.C31 


Gene No. 


10332 


Strand 


+ ~~ 




Start 


212 


End 


2296 




Name 


OJ990722 14 . 9A14 .C31 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1429 


End 


1627 




GI 


none 


Score 


211 




Exons 


1429.. 1626, 1430.. 1627, 1433. 


.1627 






Seq. No. 


4953 


Seq. ID 


OJ990722 14.9A14 


.C31 


Gene No. 


10332 


Strand 


+ ~~ 




Start . 


212 


End 


2296 




Name 


OJ990722 14 . 9A14 .C31 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1676 


End 


2029 




GI 


none 


Score 


318 




Exons 


1676. .1873, 1679. .2029 








Seq. No. 


4953 


Seq. ID 


OJ990722 14.9A14 


.C31 


Gene No. 


10332 


Strand 


+ — 




Start 


212 


End 


2296 




Name 


OJ990722 14.9A14.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


1679 


End 


1984 




GI 


none 


Score 


242 




Exons 


1679. .1984, 1705. .1785, 1758. 


.1835 






Seq. No. 


4954 


Seq. ID 


OJ990722_14.9A14 


.C32 


Gene No. 


10333 


Strand 






Start 


154 


End 


2042 




Name 


OJ990722 14.9A14.C32.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


1218 




GI 


none 


Score 


.73 




Exons 


154. .1218 








Seq. No. 


4954 


Seq. ID 


OJ990722_14 . 9A14 


.C32 


Gene No. 


10333 


Strand 






Start 


154 


End 


2042 




Name 


OJ990722 14.9A14.C32.ol.np 


Method 


AAT/NAP 




Start 


229 


End 


2042 




GI 


161752 


Score 


126 




Exons 


229. .339, 607. .685, 831. .906, 


940. .1076, 1223. .1290, 2013. .2042 


GI Descrip. 


(L03710) cnjB [Tetrahymena thermophila; 


| gi|737494|prf | | 


1922371A 




cnjB gene [Tetrahymena thermophila] 






Seq. No. 


4955 


Seq. ID 


OJ990722_14 . 9A14 


.C33 


Gene No. 


10334 


Strand 


+ 




Start 


997 


End 


1378 





5102 



I. J 

ru 



4 

Is A 

,3 



Name 


OJ990722 14 . 9A14 .C33.ol.gs 


Method 


GENSCAN 


Start 


997 


End 


1378 


GI 


none 


Score 


.5 


Exons 


997. .1045, 1293. .1378 






Seq. No. 


4956 


Seq. ID 


OJ990722_14.9A14 


Gene No. 


10335 


Strand 


— 


Start 


1 


End 


2044 


Name 


OJ990722 14.9A14.C34.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2044 


GI 


5257279 


Score 


2707 


Exons 


1.-456, 570. .731, 948. .2044 






GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 




homologues. (L35053) [Oryza sativa] 




Seq. No. 


4956 


Seq. ID 


OJ990722__14 .9A14 


Gene No. 


10335 


Strand 




Start 


1 


End 


2044 


Name 


OJ990722 14.9A14.C34.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


439 


GI 


none 


Score 


62 


Exons 


1..366. 3. .95. 5 361. 5 439 


159. .398 


Seq. No. 


4 956 ■ 


Seq. ID 


OJ990722_14.9A14 


Gene No. 


10335 


Strand 




Start 


1 


End 


2044 


Name 


OJ990722 14.9A14.C34.o5.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


175 


GI 


none 


Score 


86 


Exons 


2. .115, 3. .101, 32. .175, 113.. 


175 




Seq. No. 


4956 


Seq. ID 


OJ990722_14.9A14 


Gene No. 


10335 


Strand 




Start 


1 


End 


2044 


Name 


OJ990722 14.9A14.C34.o2.tm 


Method 


TBLASTX: Maize 


Start 


176 


End 


496 


GI 


none 


Score 


140 


Exons 


176. .427, 179. .496, 180. .494 






Seq. No. 


4956 


Seq. ID 


OJ990722_14.9A14 


Gene No. 


10335 


Strand 




Start 


1 


End 


2044 


Name 


OJ990722 14.9A14.C34.o2.tw 


Method 


TBLASTX: Wheat 


Start 


470 


End 


947 


GI 


none 


Score 


76 


Exons 


470. .538, 474. .536, 536. .649, 


538. .648, 


654. .809, 654.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



4956 

10335 

1 

OJ990722_14 .9A14.C34 .o4.tm 

4 97 

none 



Seq. ID OJ990722_14.9A14.C34 
Strand 

End 2044 

Method TBLASTX : Mai ze 

End 812 

Score 47 



497. .532, 536. .598, 541. .648, 642. .698, 654. .812 



4956 
10335 



Seq. ID OJ990722_14.9A14.C34 
Strand 



5103 



•■■J 

m 
ru 

Q 



C3 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No*. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990722_14.9A14, 

645 

none 

645.. 1555, 1693., 



C34.ol.gs 
1977 



End 

Method 

End 

Score 



2044 
GENSCAN 
1977 
.54 



4956 

10335 

1 

OJ990722_14 . 9A14 . C34 . ol . tw 

948 

none 

948. .1451, 1027. .1443 



4956 

10335 

1 

OJ990722_14.9A14, 

1027 

none 

1027.. 1377, 1032. 

4956 

10335 

1 

OJ990722_14.9A14. 

1200 

none 

1200. .1445 

4956 

10335 

1 

OJ990722_14.9A14, 

1452 

none 

1452.. 1604, 1456. 

4956 

10335 

1 

OJ990722_14.9A14. 

1461 

none 

1461. .1580, 1468, 



C34.ol.tm 



.1379 



C34.o2.ts 



4956 

10335 

1 

OJ990722JL4.9A14, 

1467 

none 

1467.. 1604, 1468. 

4956 

10335 

1 



C34.o5.tw 
.1593, 1583. 

C34 ,o3.tm 
.1566, 1613. 

C34 .ol.ts 
.1596, 1559. 



Seq. ID OJ990722_14.9A14.C34 
Strand 

End 2044 

Method TBLASTX : Wheat 

End 1451 

Score 289 



Seq. ID OJ990722_14.9A14.C34 
Strand 

End 2044 

Method TBLASTX : Mai ze 

End 1379 

Score 208 



Seq. ID OJ990722_14.9A14.C34 
Strand 

End 2044 

Method TBLASTX : Soybean 

End 1445 

Score 194 



Seq. ID OJ990722_14.9A14.C34 
Strand 

End 2044 

Method TBLASTX : Wheat 

End 1703 

Score 8 6 

.1651, 1652. .1702, 1659. .1703 

Seq. ID OJ990722_14.9A14.C34 
Strand 

End 2044 

Method TBLASTX: Maize 

End 1840 

Score 4 9 

.1840, 1614. .1751, 1622. .1840 

Seq. ID OJ990722_14.9A14.C34 

Strand - - 

End 2044 

Method TBLASTX : Soybean 

End 1861 

Score 105 

.1825, 1587. .1823, 1829. .1861 

Seq. ID OJ990722_14.9A14.C34 
Strand 

End 2044 



5104 





Name 


OJ990722 14.9A14.C34.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1717 




End 


2014 




GI 


none 




Score 


142 




Exons 


1717. .1803, 1721. . 1924, 


1727. 


.1924, 1728.. 1925, 1928.. 2011, 






1932. .2012, 1937. .2014 










Seq. No. 


4957 




Seq. ID 


OJ990512 13.9A01.C2 




Gene No. 


10336 




Strand 


+ 




Start 


2725 




End 


2851 




Name 


OJ990512 13.9A01.C2.o2. 


np 


Method 


AAT/NAP 




Start 


2725 




End 


2851 




GI 


5922628 




Score 


40 




Exons 


2725. .2772, 2800. .2851 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gi I 6016861 1 dbj | BAA85204 


.11 (AP000570) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


4957 




Seq. ID 


OJ990512_13.9A01.C2 




Gene No. 


10337 




Strand 


+ 




Start 


4577 




End 


9754 




Name 


OJ990512 13.9A01.C2.o2. 


gs 


Method 


GENSCAN 




Start 


4577 




End 


8256 




GI 


none 




Score 


.72 


I s 1 


Exons 


4577. .4645, -5355. .5425, 


5521. 


.5617, 6555.. 6687, 6856.. 6980, 


SL 




7049. .7222, 7320. .7351, 


7432. 


.7544, 7659. .7850, 7898.-8256 




Seq. No. 


4957 




Seq. ID 


OJ990512_13.9A01.C2 


m 


Gene No. 


10337 




Strand 


+ 




Start 


4577 




End 


9754 


M 

Lil 


Name 


OJ990512 13.9A01.C2.o3. 


np 


Method 


AAT/NAP 




Start 


5087 




End 


6923 


ear 


GI 


6721512 




Score 


74 


ru 


Exons 


5087. .5200, 5228. .5305, 


6866. 


.6923 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


: : 


Seq. No. 


4957 




Seq.- ID 


OJ990512_13.9A01.C2 




Gene No. 


10337 




Strand 


+ 


i.x 


Start 


4577 




End 


9754 




- Name 


OJ990512 13.9A01.C2.o4. 


np 


Method • 


AAT/NAP 




Start 


6054 




End 


8080 




GI 


6721558 




Score 


171 




Exons 


6054.. 6153, 6856.. 7062, 


7955. 


.8080 






GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 



gi I 6815083 | dbj |BAA90369.1| (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4957 
10337 
4577 

OJ990512JL3 . 9A01 . C2 . o5 . np 
6484 
6721561 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6484. .6550, 7052. .7222, 7293. .7351, 7432. .8048, 8144. .8280 
(AP001073) EST AU082058 (C12976) corresponds to a region ^of the 
predicted gene.; hypothetical protein ■ [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 



OJ990512_13.9A01.C2 
+ 

9754 
AAT/NAP 
8280 
551 



5105 



protein [Oryza sativa] 



Seq. No. 4957 Seq. ID 

Gene No. 10337 Strand 

Start 4577 End 

Name OJ990512_13 . 9A01 . C2 . 06 . np Method 

Start 7802 End 

GI 4680186 Score 
Exons . 7802.. 7916, 9570.. 9754 

GI Descrip. (AF111709) unknown [Oryza sativa subsp, 



OJ990512_13.9A01.C2 
+ 

9754 
AAT/NAP 
9754 
170 

indica] 



J, B 
'.. t 

--3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

LJ Gene No. 

1 Start 

{\ Name 

t Start 

f. GI 

! =* Exons 



4957 Seq. ID OJ990512_13 . 9A01 . C2 

10338 Strand 

1 End 37 85 

OJ990512_13 . 9A01 . C2 . ol . np Method AAT/NAP 

1 End 1689 

100489 Score 516 

1..59, 394. .1689 

transposase Tam3 - garden snapdragon transposon Tam3 
gi 1 16064 | emb | CAA38906 | (X55078) Tam3-transposase [Antirrhinum 
majus] gi | 3219237 | dbj IBAA28817.il (AB013982) transposase 
[Antirrhinum majus] gi | 3219239 | dbj | BAA28818 . 1 1 (AB013983) 
transposase [Antirrhinum majus] gi I 3219241 1 dbj | BAA28819 . 1 1 
(AB013984) transposase [Antirrhinum majus] 
gi I 3219244 | dbj IBAA28820.il (AB013986) transpo 



4957 Seq. ID 

10338 Strand 

1 End 

OJ990512_13. 9A01.C2.ol.gs Method 

72 End 

none Score 



OJ990512_13.9A01.C2 

3785 
GENSCAN 
3785 
.66 



72. .233, 868. .1939, 1966. .2022, 2112. .2161, 2408. .2446, 
2702. .2845, 3333. .3539, 3740. .3785 



Seq. No. 


4957 - 


Seq. ID 


OJ990512_13.9A01 


.C2 


Gene No. 


10339 


Strand 






Start 


8757 


End 


11031 




Name 


OJ990512 13.9A01.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


278 


End 


601 




GI 


none 


Score 


156 




Exons 


278. .601, 300. .554, 398. .556, 


445. .588 






Seq. No. 


4957 


Seq. ID 


OJ990512_13.9A01 


.C2 


Gene No. 


10339 


Strand 






Start 


8757 


End 


11031 




Name 


OJ990512 13.9A01.C2.o2.tm 


Method . 


TBLASTX: Maize 




Start 


798 


End 


1114 




GI 


none 


Score 


151 




Exons 


798. .1019, 800. .1024, 806. .10 


45, 1034. 


.1114 




Seq. No. 


4957 


Seq. ID 


OJ990512_13.9A01 


.C2 


Gene No. 


10339 


Strand 






Start ' 


8757 


End 


11031 




Name 


OJ990512 13.9A01.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


1208 


End 


1711 




GI 


none 


Score 


89 





5106 



m 

□ 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene Nov 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1208.. 1246, 1233. .1307,. 1241. .1303, 1322.. 1579, 1323.. 1577, 
1607.. 1645, 1631.. 1711 



Seq. No. 
Gene No. 

\i start 

y Name 

I s * Start 

hi GI 

Q Exons 

□ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4957 . 

10339 

8757 

OJ990512_13 . 9A01 . C2 . o3 . gs 

8757 

none 



Seq. ID OJ990512_13.9A01.C2 
Strand 

End 11031 

Method GENSCAN 

End 10882 

Score .69 



.8757'. .8785, 9470.. 9594, 9636.. 9742, 10787.. 10882 



4957 
10339 
8757 

OJ990512_13 . 9A01 . C2 . o7 . np 
10145 
6907087 
10145. .1024 6, 10787. .11031 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990512_13.9A01.C2 
Strand 

End 11031 

Method AAT/NAP 

End 11031 

Score 246 



Seq. ID OJ990512_13. 9A01.C3 
Strand 

End 1088" 

Method AAT/NAP 

End 1088 

Score 616 



4958 
10340 
1 

OJ990512_13.9A01.C3.ol.np 
1 

6907087 
1..532, 741. .1088 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

4958 
10340 
1 

OJ990512_13 . 9A01 . C3 . ol . gs 
20 

none 

20. .152, 154. .422, 469. .606, 671. .799 



4959 
10341 
164 

OJ990512_13 . 9A01 . C5 . ol . gs 
164 
none 

164. .229, 1223. .1380, 1565. .1914, 2289. .2566, 2600. .2648, 
3778. .3794 



Seq. ID 


OJ990512 


Strand 




End 


1088 


Method 


" GENSCAN 


End 


799 


Score 


.68 


671. .799 




Seq. ID 


OJ990512 


Strand 


+ 


End 


3794 


Method 


GENSCAN 


End 


3794 


Score 


.67 



Seq. No. 4959 

Gene No. 10342 

Start 4831 

Name OJ990512_13 . 9A01 . C5 . o2 . gs 
Start . 4831 

GI none 

Exons 4831.. 5031 



Seq. ID OJ990512_13.9A01.C5 
Strand 

End 5031 

Method GENSCAN 

End 5031 

Score .88 



5107 



! ;3 

sin 

i y 
□ 



% -4 



OClj . LNvJ • 


4959 










JCLj ■ XL/ 


\JU ? J 1 1. 


1 ^ gAD1 PS 


Gene No. 


10343 










Strand 






Start 


6800 




* 






End 


7608 




Name 


OJ990512 13 


-9A01 


.C5.o3. 


gs 


Method 


GENSCAN 




Start 


6800 










End 


7608 




GI 


none 










Score 


.7 




Exons 


6800. . 


6859, 


7048 


. .7333, 


7459. 


.7608 






Seq. No. 


4959 










Seq. ID 


OJ990512 


_13.9A01.C5 


UCllC LS\J » 


10343 










Strand 






Start 


6800 










End 


7608 




Name 


OJ990512 13 


.9A01 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


7048 










End 


7174 




GI 


5821432 








Score 


64 




Exons 


7048. . 


7174 














GI Descrip. 


(AB029060) 


FIFO-ATPase 


inhibitor protein [Oryza 


sativa] 


Seq. No. 


4959 










Seq. ID 


OJ990512 


_13.9A01..C5 


Gene No. 


10344 










Strand 






Start 


7816 










End 


8956 




Name 


OJ990512 13 


.9A01 


.C5.ol. 


tm 


Method 


TBLASTX : ', 


Maize 


Start 


7816 










End 


8956 




GI 


none 










Score 


64 




Exons 


7816. . 


7935, 


7816 


. .7947, 


7816. 


.7935, 7824.. 7979, 


7827. .7976, 




7831. . 


7947, 


7854 


. .7946, 


7862. 


.7945, 7956. .8087, 


7973. .8158, 




7983. . 


8234, 


7986 


. .8111, 


7991. 


.8125, 7991.. 8110, 


7992. .8114, 




7995. . 


8102, 


7995 


. .8102, 


8001. 


.8087, 8015.. 8092, 


8124. .8246, 




8127. . 


8252, 


8136 


. .8264, 


8141. 


.8263, 8142.. 8264, 


O -L *i -J . t U£.0 J / 




8147. . 


8263, 


8147 


. .8257, 


8150. 


.8257, 8272.. 8343, 


8277. .8348, 




8279. . 


8392, 


8335 


. .8475, 


8356. 


.8478, 8356.. 8493, 


8363. .8437, 




8369. . 


8437, 


8485 


. .8637, 


8494. 


.8634, 8512.. 8628, 


8518. .8625, 




8536. . 


8619, 


8650 


. .8730, 


8651. 


.8731, 8657.. 8731, 


8666. .8743, 




8742. . 


8786, 


8825 


. .8911, 


8825. 


.8938, 8826.. 8918, 


8827. .8955, 




8834. . 


8932, 


8837 


. .8 926, 


8837. 


.8956 






Seq. No. 


4960 










Seq. ID 


OJ990512 


_13.9A01.C6 


Gene No. 


10345 










Strand 


+ 




Start 


1 










End 


7670 






OJ990512 13 


.9A01 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 










End 


4359 




GI 


6175164 - 








Score 


822 




Exons 


1. .57, 


347. 


.543, 


2049. . 


2088, 


2218. .2373, 3028. . 


3120, 3283.. 3363, 




3478. . 


3549, 


3881 


. .3949, 


4037. 


.4147, 4312.. 4359 




GI Descrip. 


(AC011437) ] 


putative tryptophanyl-tRNA 


synthetase [Arabidopsis 




thaliana] 














Seq. No. 


4960 










Seq. ID 


OJ990512 


_13.9A01.C6 


Gene No. 


10345 










Strand 


+ 




Start 


1 










End 


7670 




Name 


OJ990512 13 


. 9A01, 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


343 










End 


7670 




GI 


none 










Score 


.66 




Exons 


343. .531, 949. .1015, 1319. .1409, 2225. 


.2373, 3028.. 3120, 




3283. . 


3419, 


3447, 


. .3549, 


3881. 


.3949, 4037. .4147, 


4652. .4815, 




5856. . 


6140, 


6711, 


. .6762, 


6815. 


.7193, 7220. .7670 





5108 



Seq. No. 4960 Seq. ID 

Gene No. 1034 6 Strand 

Start 4 660 End 

Name OJ990512_13 . 9A01 . C6 . ol . tm Method 

Start 344 End 

GI none Score 
Exons 



OJ990512_13.9A01.C6 
7335 

TBLASTX: Maize 

4395 

277 

2334, 2332.. 2388, 



344. .532, 346. .531, 2217. .2333, 2224, 
2335.. 2373, 3025.. 3120, 3027.. 3113, 3245.-3364, 3280.. 3384, 
3282.. 3365, 3456.. 3551, 3475.. 3552, 3475.. 3552, 3875.-3949, 
3880. .3951, 3883. .3951, 4030. .4107, 4034. .4153, 4035. .4115, 
4309. .4368, 4310. .4366, 4312. .4395 



Seq. No. 


4960 


Seq. ID 


OJ990512_13.9A01.C6 


Gene. No. 


10346 


Strand 




Start 


4660 


End 


7335 


Name 


OJ990512 13.9A01.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


344 


End 


540 


GI 


none 


Score 


270 


Exons 


344. .532, 346. .540, 346. .531 






Seq. No. 


4960 


Seq. ID 


OJ990512_13.9A01.C6 


Gene No. 


10346 


Strand 






4660 


End 


7335 


Name 


OJ990512 :13.9A01.C6.o2.np 


Method 


AAT/NAP-'' . 


Start 


4660 


End 


7335 


GI 


4558564 


Score 


146 


Exons 


4660. .4718, 6887. .7335 






GI Descrip. 


(AC007138) predicted protein 


of unknown function [Arabidop; 




thaliana] 






oeq. wo. 


4961 


Seq. ID 


OJ990512_13.9A01.C7 


Gene No. 


10347 


Strand 


+ 


Start 


1 


End 


2001 


Name 


OJ990512 13.9A01.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1943 


GI 


6016874 


Score 


202 


Exons 


1..46, 1165. .1391, 1778. .1943 




GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to 




region of the predicted gene. 


; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


4961 


Seq. ID- 


OJ990512_13.9A01.C7 


Gene No. 


10347 


Strand 


+ 


Start 


1 


End 


2001 


Name 


OJ990512 13.9A01.C7.ol.gs 


Method 


GENSCAN 


Start 


86 


End 


1083 


GI 


none 


Score 


.52 


Exons 


86. .144, 297. .406, 570. .681, 


806. .1083 




Seq. No. 


4961 


Seq. ID 


OJ990512_13.9A01.C7 


Gene No. 


10347 


Strand 


+ 


Start 


1 


End 


2001 


Name 


OJ990512 13.9A01.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


1083 


End 


1592 


GI 


none 


Score 


65 


Exons 


1083. .1163, 1119. .1481, 1217. 


.1477, 1230. .1481, 1479. .1556, 




1493.. 1561, 1497.. 1559, 1554. 


.1592 





5109 




Seq. No. 


4961 


Seq. ID 


OJ990512_13.9A01 


.C7 


Gene No. 


10347 


Strand 


+ 




Start 


1 


End 


2001 




Name 


OJ990512 13.9A01.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


1685 


End 


2001 




GI 


none 


Score 


78- 




Exons 


1685.. 1765, 1754.. 1993, 1775. 


.1999, 1780.. 2001 




Seq. No. 


4962 


Seq. ID 


OJ990512 13.9A01 


.C8 


Gene No. 


10348 


Strand 


+ 




Start 


1 


End 


742 




Name 


OJ990512 13.9A01.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


742 




GI 


6691193 


Score 


145 




Exons 


1.-39, 353. .742 








GI Descrip. 


(AC007534) F7F22.17 [Arabidopsis thaliana] 




Seq. No. 


4962 


Seq. ID 


OJ990512_13.9A01 




Gene No. 


10348 


Strand 


+ 




. Start 


1. 


End 


742 




Name 


OJ990512 13.9A01.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


393 


End 


734 




GI • 


none ~ -. _ 


Score 


97 




Exons 


393. .548, 573.-734 








Sea. No. 


4962 


Seq. ID 


OJ990512 13.9A01 




Gene No. 


10348 


Strand 


+ 




Start 


1 


End 


742 




Name 


OJ990512 13.9A01.C8.ol.gs 


Method 


GENSCAN 




Start 


4 62 


End 


719 




GI 


none 


Score 


.94 




Exons 


462. .719 








Seq. No. 


4963 


Seq. ID 


OJ990512 13.9A01 


.C10 


Gene No. 


10349 


Strand 


+ 




Start 


1 


End 


6372 




Name 


OJ990512 13.9A01.C10.o3.np 


Method 


AAT/NAP 




Start 


1 


End 


6372 




GI 


5042447 


Score 


44 




Exons 


1..34, 2636. .2716, 4016. .4071, 


6348.-6372 




GI Descrip. 


(AC007789) putative' polyprotein [Oryza 


sativa] 




-Seq. No. 


4963 


Seq. ID 


OJ990512_13.9A01 


.C10 


Gene No. 


10349 


Strand 


+ 




Start 


1 


End 


6372 ' 




Name 


OJ990512 13.9A01.C10.o2.gp 


Method 


AAT/GAP 




Start 


663 


End 


1047 




GI . 


uC-osflcyp033a04bl 


Score 


678 




Exons 


663. .1047 








GI Descrip. 


'6016845/dbj IAP000570.il AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


4963 


Seq. ID 


.OJ990512_13.9A01 


.C10 


Gene No. 


10349 


Strand 


+ 




Start 


1 


End 


6372 




Name 


OJ990512 13.9A01.C10.ol.gs 


Method 


GENSCAN - 





5110 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



768 End 
none Score 
768.. 833, 1907.. 1987, 2299.. 3555 

4963 Seq. ID 

10349 Strand 

1 - End 
OJ990512_13 . 9A01 . CIO . o2 . gs Method 

4036 End 

none Score 

4036... 4336, 4739'.. 4951, 5009. .5093, 5744. .5831 

OJ990512 13.9A01.C10 



3555 
.94 



OJ990512_13. 9A01.C10 
+ 

6372 
GENSCAN 
5831 
.71 



4963 Seq. ID 

10350 Strand 

1 End 

OJ990512_13 . 9A01 . C10 . o2 . np Method 

1 End 

5852180 Score 
1..87, 831. .962/ 2862. .2887 
(AL117265) zhbOOOlO.l [Oryza ■ sativa] 



2887 
AAT/NAP 
2887 
41 



4963 
10350 
1 

OJ990512_13 . 9A01 . C10 . ol . np 
591 

4680186 
591. .796, 2492. .2545 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990512_13.9A01.C10 
Strand 

2887 
AAT/NAP 
2545 
228 



End 

Method 

End 

Score 



4964 Seq. ID 

10351 Strand 

271 End • 
OJ990512_13 . 9A01 . CI 1 . ol . gs Method 

271 End 

none Score 

271. .449, 700. .748 



OJ990512_13 . 9A01 . Cll 
748 

GENSCAN 

748 

.82 



4965 Seq. ID 

10352 Strand 
1720 End 
OJ990512_13 . 9A01 . C12 . ol . np -Method 
1720 End 
1399945 Score 
1720. .1783, 2044. .2119 

(U60194) RNA helicase GLH-2 [Caenorhabditis elegans] gi|1405387 
(U6044 9) GLH-2 [Caenorhabditis elegans] 



OJ990512_13.9A01.C12 
+ 

2119 
AAT/NAP 
2119 
53 



4965 
10353 
3470 

OJ990512_13 . 9A01 .C12 . o2 . np 
3470 
4680185 
3470. .3812 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990512_13.9A01.C12 
Strand 

End 3812 

Method AAT/NAP 

End 3812 

Score 389 



5111 



u 

\, i 

.i SB. 

LI 3 

i'i i 



Seq. No. 


-4966 


Seq. ID 


OJ990512_13.9A01.C13 


Gene No. 


10354 


Strand 


+ 


Start 


2731 


End 


3114 


Name 


OJ990512 13.9A01.C13.o2.gp 


Method 


AAT /GAP 


Start 


2731 


End 


3114 


GI 


uC-osflcyp033a04bl 


Score 


677 . 


Exons 


2731. .3114 






GI Descrip. 


1 6016845/dbj i AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genom 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 




Seq. ID 


OJ990512__13.9A01.C13 


Gene No. 




Strand 




Start 


1 


End 


5701 


Name 


OJ990512 13.9A01.C13.ol.np 


Method 


aatVnap 


Start 


1 


End 


5701 


GI 


5852180 


Score 


527 


Exons 


1..26, 670. .710, 1411. .1822, 


1874. .1980, 2965. .3033, 4561.. 




5681. .5701 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


4966 


Seq. ID 


OJ990512_13.9A01.C13 


Gene No. 


10355 


Strand 




Start 


1. 


End 


5701 


Name 


OJ990512 13.9A01.C13.ol.gp 


Method 


AAT /GAP v 


Start 


425 


End 


674 


GI 


LIB3434-038-P1-K1-F1 


Score 


285 


Exons 


425. .674 






GI Descrip. 


' 5257255/dbj | AP000364.il AP000364 0.0e+00 Oryza sativa genom. 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


4966 


Seq. ID 


OJ990512_13.9A01.C13 




10355 


Strand 




Start 


1 


End 


5701 


Name 


OJ990512 13.9A01.C13.ol.gs 


Method 


GENSCAN 


Start 


1125 


End 


1655 


GI 


none 


Score 


.87 


Exons 


1125.. 1655 






Seq. No. - 


4966 


Seq. ID 


OJ990512_13.9A01.C13 




10355 


Strand 




Start 


1 


End 


5701 


Name 


OJ990512 13.9A01.C13.o2.gs 


Method- 


GENSCAN 


Start 


2661 


End 


5637 


GI 


none 


Score 


.53 


Exons 


2661.. 2882, 5572. .5637 






Seq. No. 


4967 


Seq. ID 


OJ990512_13.9A01.C14 


Gene No. 


10356 


Strand 


+ 


Start 


72 


End 


4912 


Name 


OJ990512 13.9A01.C14.ol.np 


Method 


AAT /NAP 


Start 


72 


End 


4912 


GI 


6907087 


Score 


572 


Exons 


72. .435, 480. .1156, 4811. .4912 




GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) 


,AU082313(E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 







5112 



Seq. No. 4967 

Gene No. 10357 

Start 85 

Name .OJ990512_13 . 9A01 . C14 . ol . gs 

Start * 85 

GI none 
Exons 



Seq. ID OJ990512_13.9A01.C14 
Strand 

End 4581 

Method GEN SCAN 

End 4581 

Score .57 



85. .188, 265. .937, 1177. .1306, 1776. .1861, 2104. .2205, 
2701. .2785, 2973. .3114, 3120. .3456, 3581. .3699, 4548. .4581 



Seq. No. " 4967 

Gene No. 10357 

Start 85 

Name OJ990512_13 . 9A01 . C14 . ol . gp 

Start 1308 

GI 4107138 

Exons 1308.. 2178 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-149 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone: t 17804 



Seq. ID OJ990512_13.9A01.C14 
Strand 

End 4581 

Method AAT/GAP 

End 2178 

Score 1365 



C3 



Qpn No 


4967 


Seq. ID 


OJ990512 


Gene No. 


10358 


Strand 




Start 


4805 


End 


5650 


Name 


OJ990512 13.9A01.C14.o2.gs 


Method 


GENSCAN 


Start 


4805 


End 


5650 


GI 


none 


Score 


.92 


Exons 


4805. .4911, 5598. .5650 






Con Mr» 
o c q . in u . 


4967 


Seq. ID 




Gene No. 


10358 


Strand 




Start 


4805 


End 


5650 


Name 


OJ990512 13.9A01.C14.o2.np 


Method 


AAT/NAP 


Start 


5301 


End 


5501 


GI 


4680186 


Score 


193 


Exons 


5301. .5501 






GI Descrip. 


(AF111709) unknown [Oryza : 


sativa subsp 


. indica] 


Seq. No. 


4968 


•Seq. ID 


OJ990512 


Gene No. 


10359 


Strand 


+ 


Start 


1 


End 


723 


Name 


OJ990512 13.9A01.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


723 


GI 


5042447 


Score 


893 


Exons 


1..723 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


4968 


Seq. ID 


OJ990512 


Gene No. 


10359 


Strand 


+ 


Start 


1 


End 


723 


Name 


OJ990512 13.9A01.C16.ol.gs 


Method 


GENSCAN 


Start 


42 


End 


600 


GI 


none 


Score 


.67 


Exons 


42. .213, 346. .600 






Seq. No. 


4968 


Seq. ID 


OJ990512 


Gene No. 


10359 


Strand 


+ 


Start 


1 


End 


723 


Name 


OJ990512 13.9A01.C16.o2.tm 


Method 


TBLASTX : ] 



5113 




Start 


74 


End 


278 


GI 


none 


Score 


229 


Exons 


74. .277, 75. .278 






Seq. No. 


4968 


Seq. ID 


OJ990512_13.9A01.C16 


Gene No . 


10359 


Strand 


+ 


Start 


1 


End 


723 


Name 


OJ990512 13. 9A01.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


182 


End 


596 


GI 


none 


Score 


576 


Exons 


182. .553, 183. .596, 258. .590 






Seq. No. 


4968 


Seq. ID 


OJ990512_13 . 9A01 . CI 6 


Gene No . 


10359 


Strand 


+ 


Start 


1 


End 


723 


Name 


OJ990512 13.9A01.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


222 


End 


467 


GI 


none 


Score 


187 


Exons 


222. .467 






Seq. No. 


4968 


Seq. ID 


OJ990512_13.9A01.C16 


Gene No . 


10359 


Strand 


+ 


Start 


1 


End 


723 


Name 


OJ990512 13.9A01.C16.ol.tm - 


Method 


TBLASTX: Maize 


Start 


285 


End 


638 


GI 


none 


Score 


448 


Exons 


285. .638, 290. .553, 297. .623, 


599. . 631 




Seq. No. 


4969 


Seq. ID 


OJ990512_13.9A01.C17 


Gene No. 


10360 


Strand 




Start 


43 


End 


576 


Name 


OJ990512 13.9A01.C17.ol.np 


Method 


AAT/NAP 


Start 


43 


End 


576 


GI 


5852178 


Score 


140 


Exons 


43. .270, 301. .576 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 




Seq. No. 


4970 


Seq. ID 


OJ990512_13 . 9A01 . C18 


Gene No. . 


10361 


Strand 




Start 


54 


End 


226 


Name 


OJ990512 13.9A01.C18.ol.np 


Method 


AAT/NAP 


Start 


54 


End 


226 


GI 


6063554 


Score 


99 


Exons 


54. .226 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 {E04 64 ) , C98 611 (E04 64 ; 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


4971 


Seq. ID 


OJ990512_13.9A01.C19 


Gene No . 


10362 


Strand 


+ 


Start 


14 


End 


101 


Name 


OJ990512 13.9A01.C19.ol.gs 


Method 


GENSCAN 


Start 


14 


End 


101 


GI 


none 


Score 


.46 


Exons 


14. .101 






Seq. No. 


4972 


Seq. ID 


OJ990512_13.9A01.C20 



5114 




Gene No. 


10363 




St rand 




Start 


142 




End 


405 


Name 


OJ990512 13.9A01.C20.ol 


.gs 


Method 


GENSCAN 


Start 


142 




End 


405 


GI 


none 




Score 


.41 


Exons 


142. .154, 227. .405 








Seq. No. 


4973 




Seq. ID 


OJ990512_13 . 9A01 . C21 


Gene No. 


10364 




Strand 




Start 


294 




End 


4814 


Name 


OJ990512 13.9A01.C21.ol 


.np 


Method 


AAT/NAP 


Start 


294 




End 


4814 


GI 


4680179 




Score 


5377 


Exons 


294.. 3695, 3729.. 4814 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


4973 




Seq. ID 




Gene No. 


10364 




Strand 




Start 


294 




End 


4814 


Name 


OJ990512 13.9A01.C21.o6.tw 


Method 


TBLASTX: Wheat 


Start 


339 




End 


672 


GI 


none 




Score 


123 


Exons 


339.. 671, 360. .668, 403 


. .672 






Seq. No. 


' 4973 




Seq. ID 


OJ990512_13 . 9A01 . C21 


Gene No. 


10364 




Strand 




Start 


294 




End 


4814 


Name 


OJ990512 13.9A01.C21.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


519 




End 


1118 


GI 


none 




Score 


113 


Exons 


519. .884, 534. .797, 535 


. .888, 


874. .960 


, 875. .961, 893. .961, 




958.. 1029, 965.. 1030, 1018.. 1110, 1032 


..1118, 1072. .1110 


Seq. No. 


4973 




Seq. ID 


OJ990512_13.9A01.C21 


Gene No. 


10364 




Strand 




Start 


294 




End 


4814 


Name 


OJ990512 13.9A01.C21.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


672 




End 


4468 


GI 


none 




Score 


88 


Exons 


672. .881, 784. .882, 874 


. .1029, 


878.. 1030, 908.. 1054, 1032.. 




1038. .1205, 4418. .4468 








Seq. No. 


4973 




Seq. ID 


OJ990512_13.9A01.C21 


Gene No. 


10364 




Strand 




Start 


294 




End 


4814 


Name 


OJ990512 13.9A01.C21.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


1167 




End 


1459 


GI " 


none 




Score 


202 


Exons 


1167. .1457, 1171. .1458, 


1298. . 


1459 




Seq. No. 


4973 




Seq. ID 


OJ990512_13.9A01.C21 


Gene No. 


10364 




Strand 




Start 


294 




End 


4814 


Name 


OJ990512 13.9A01.C21.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


1257 




End 


1517 ' 


GI 


none 




Score 


148 


Exons 


1257. .1517, 1258. .1512 









5115 




Seq. No. 


4973 








Seq. ID 


OJ990512 13 9A01 C21 


Gene No. 


10364 








Strand 




Start 


294 








End 


4814 


Name 


OJ990512 13 


.9A01. 


C21.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1281 








End 


1598 


GI 


none 








Score 


85 


Exons 


1281. .1424, 


1282. 


.1422, 


1425. 


.1598 




Sen Mr> 


4973 








Sea ID 


OJ990512 13-9A01 C21 


Gene No. 


10364 








Strand 




Start 


294 








End 


4814 


Name 


OJ990512 13 


. 9A01. 


C21.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1305 








End 


1883 


GI 


none 








Score 


331 


Exons 


1305. .1883, 


1306. 


.1872 








Qpn Mo 


4 973 










OJ990512 13 9A01 C21 


Gene No. 


10364 








Strand 




Start 


294 








End 


4814 


Name 


OJ990512 13 


. 9A01. 


C21.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1863 








End 


2226 


GI 


none 








Score 


158 


Exons 


1863.. 2225, 


1872. 


.2225, 


1876. 


.2226 




Spo No 


4 973 








Seq. ID 


OJ990512 13 9A01 C21 


Gene No. 


10364 








Strand 




Start 


294 








End 


4814 


Name 


OJ990512 13 


. 9A01. 


C21.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1884 








End 


2297 


GI 


none 








Score 


338 


Exons 


1884. .2297, 


1885. 


.2265 








Sea No 


4973 








Seq. ID 


OJ990512 13 9A01 C21 


Gene No. 


10364 








Strand 




Start 


294 








End 


4814 


Name 


OJ990512 13 


.9A01. 


C21.o3 


-ts.. 


Method 


TBLASTX : Soybean 


Start 


2046 








End 


2291 


GI 


none 








Score 


66 


Exons 


2046. .2291, 


2146. 


.2274 








Sea No 


4 973 








Seq. ID 


OJ990512_13.9A01.C21 


Gene No. 


10364 








Strand 




Start 


294 








End 


4814 


Name 


OJ990512 13 


. 9A01. 


C21.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2262 








End 


2762 


GI 


none 








Score 


95 


Exons 


. 2262. .2576, 


2383. 


.2511, 


2583. 


.2762, 2608. .2754 


Seq. No. 


4973 








Seq. ID 


OJ990512_13.9A01.C21 


Gene No. 


10364 








Strand 




Start 


294 








End 


4814 


Name 


OJ990512 13, 


. 9A01. 


C21.o5, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2298 








End 


2600 


GI 


none 








Score 


171 


Exons 


2298. .2600, 


2304. 


.2597, 


2314. 


.2598 





5116 





Seq. No. 


4973 








Seq. ID 


OJ990512_13.9A01.C21 




Gene No. 


10364 








Strand 






O Lai L. 


£. j *i 








End 


4814 




Name 


OJ990512 13 


.9A01. 


C21.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2313 








End 


2708 




GI 


none 








Score 


110 




Exons 


2313. .2585, 


2313. 


.2672, 


2314. 


.2604, 2632.. 2670, 2639.. 2671, 






2676. .2708, 


2677. 


.2706 










Seq. No. 


4973 








Seq. ID 


OJ990512_13.9A01.C21 




UCIlc Vt\J . 


i n^fi4 








Strand 






Start 


294 








End 


4 814 




Name 


OJ990512 13 


.9A01. 


C21.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


2649 








End 


3135 




GI 


none 








Score 


277 




Exons 


2649. .3026, 


2692. 


.3135, 


3081. 


.3131 






Seq. No. 


4973 








Seq. ID 


OJ990512_13.9A01.C21 




UCllC IN W . 










Strand 






Start 


294 








End 


4 814 




Name 


OJ990512 13 


.9A01. 


C21.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2685 








End 


3002 




GI 


none 








Score 


182 


- — 

□ 


Exons 


2685. .3002 






- 








Seq. No. 


4973 








Seq. ID 


OJ990512_13.9A01.C21 




OC11C LN(J . 


j. \j j \j *± 








Strand 




m 


Start 


294 








End 


4814 


; cr 
i=l 


Name 


OJ990512 13 


.9A01. 


C21.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


2830 








End 


3120 


lj 


GI 


none 








Score 


189 


: ^ 
'id 


Exons 


2830. .3120, 


2832. 


.3119 








ru 


Seq. No. 


4973 








Seq. ID 


OJ990512_13.9A01.C21 




Gene No. 


10364 








Strand 




CD 


Start 


294 








End 


4814 




Name 


OJ990512 13 


.9A01. 


C21.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


3246 








End 


3669 


. ~: 
'■-^ 


GI 


none 








Score 


69 




Exons 


3246. .3413, 


3301. 


.3414, 


3459. 


.3668, 3460.. 3669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4973 

10364 

294 

OJ990512_13. 

3351 

none 

3351. .3674, 

4973 

10364 

294 

OJ990512_13. 

3987 

none 

3987. .4337, 



9A01.C21.o7.tm 
3535. .3702 

9A01.C21.o7.tw 
4144. .4338 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990512_13.9A01.C21 
4814 

TBLASTX: Maize 

3702 

68 



OJ990512_13.9A01.C21 
4814 

TBLASTX: Wheat 

4338 

115 



5117 




Seq. No. 


4973 


Seq. ID 


OJ990512_13.9A01 


.C21 




10364 


Strand 






Start 


294 


End 


4814 




Name 


OJ990512 13.9A01.C21.o6.tm 


Method 


TBLASTX: Maize 




Start 


4032 


End 


4337 




GI 


none 


Score 


91 




Exons 


4032.. 4337, 4159.. 4323 








Seq. No. 


4974 


Seq. ID 


OJ990512_13. 9A01 


.C22 


Gene. No. 


10365 


Strand 


+ 




Start 


1 


End 


679 




Name 


OJ990512 13.9A01.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


454 




GI 


5852180 


Score 


44 




Exons 


1..92, 321. .454 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


4974 


Seq. ID 


OJ990512JL3.9A01 


.C22 


Gene No. 


10365 


Strand 


+ 




Start 


1 


End 


679 




Name 


OJ990512 13.9A01.C22.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


679 




GI 


4680186 


Score 


300 




Exons 


1..96, 479. .679 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


4974 


Seq. ID 


OJ990512_13. 9A01 


.C22 


Gene No. 


10366 


Strand 






Start 


228 


End 


612 




Vi CHUd 


OJ990512 13.9A01.C22.ol.gp 


Method 


AAT/GAP 




Start 


228 


End 


612 




GI 


uC-osflcyp033a04bl 


Score 


666 




Exons 


228. .612 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 f 






Seq. No. 


4975 


Seq. ID 


OJ990512_13.9A01 


.C23 


Gene No. 


10367 


Strand 






Start 


1 


End 


1913 




Name 


OJ990512 13.9A01.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1913 




GI 


4680179 


Score 


931 




Exons 


1..39, 604. .803, 831.'. 1913 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


4975 


Seq. ID 


OJ990512_13.9A01 


.C23 


f!pnp Ma 


10367 


Strand 






Start 


1 


End 


1913 




Name 


OJ990512 13.9A01.C23.ol.gs 


Method 


GEN SCAN 




Start 


213 


End 


1741 




GI 


none 


Score 


.68 




Exons 


213. .1741 








Seq. No. 


4975 


Seq. ID 


OJ990512_13.9A01 


.C23 


Gene No. 


10367 


Strand 






Start 


1 


End • 


1913 




Name 


OJ990512 13.9A01.C23.ol.tm 


Method 


TBLASTX: Maize 





5118 




Start 


264 




End 


599 




GI 


none 




Score 


75 




Exons 


264. .419, 301. ,423, 420 


. .599 








Seq. No. 


4975 




Seq. ID 


OJ990512_13. 9A01 


.C23 


bene wo . 


1U jD / 




btrana 






Start 


1 




End 


1913 




Name 


OJ990512 13.9A01.C23.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


264 




End 


405 




GI 


none 




Score 


121 




Exons 


264. .404, 265..405 










Seq. No. 


4975 




Seq. ID 


OJ990512_13.9A01 


.C23 


UCllC LNO . 


IUJD / 




OLianu 






Start 


1 




End 


1913 




Name 


OJ990512 13.9A01.C23.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


270 




End 


545 




GI 


none 




Score 


176 




Exons 


270. .509, 271. .507, 273 


. .509, 


513. .545, 


513. .545 




Seq. No. 


4975 




Seq. ID 


OJ990512__13.9A01 


.C23 


Gene No . 


IUjO / 




btrana 






Start 


1 




End 


1913 




Name 


OJ990512 13.9A01.C23.ol 


.tw 


Method 


TBLASTX-: Wheat 




Start 


406 




End 


714 




GI 


none 




Score 


171 




Exons 


406. .612, 411. .608, 612 


. .695, 


615. .698, 


616. .714 




Seq. No. 


4975 




Seq. ID 


OJ990512_13.9A01 


.C23 


bene lno . 


IUJO / 




Strand 






Start 


1 




End 


1913 




Name 


OJ990512 13.9A01.C23.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1104 




End 


1445 




GI 


none 




Score 


34 




Exons 


1104. .1445, 1162.. 1215, 


1250. 


.1333, 1315.. 1419 




Seq. No. 


4975 




Seq. ID 


OJ990512_13.9A01 


.C23 


bene jno. 


i n ~k £*7 

IUjo / 




Strand 






Start 


1 




End 


1913 




Name 


OJ990512 13.9A01.C23.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1146 




End 


1445 




GI 


none 


- 


Score 


40 




Exons 


1146. .1445, 1150. .1215, 


1289. 


.1327, 1315.. 1419 




Seq. No. 


4975 




Seq. ID 


OJ990512_13.9A01 


.C23 


bene lno ■ 






Strand 






Start 


1 




End 


1913 




Name 


OJ990512 13.9A01.C23.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1497 




End 


1679 




GI 


none 




Score 


129 




Exons 


1497. .1679, 1498. .1677 










Seq. No. 


4976 




Seq. ID 


OJ990512_13.9A01 


.C24 


Gene No. 


10368 




Strand 






Start 


1 




End 


681 




Name 


OJ990512 13.9A01.C24.ol 


.np 


Method 


AAT/NAP 




Start 


• 1 




End 


681 





5119 




GI 


4512229 








Score 


974 




Exons 


1. .681 














GI Descrip. 


(AB014740) 


ORF0 protein 


[Oryza sativa 


] 




Seq. No. 


4976 








OC^ ■ -L U 


OJ990512_13. 9A01 


.C24 


Gene No. 


10369 








oil emu 






Start 


4225 








FnH 


5326 




Name 


OJ990512 13 


.9A01 


.C24.o2 


* n P 


lit: l_ 1 1UU 


AAT/NAP 




Start 


4225 








FnH 


5326 




GI 


4680179 








OL-Ui c 


1696 




Exons 


4225. .5326 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


4976 








9#=.rr T H 

JCvji -L U 


OJ990512_13.9A01 


.C24 




10369 








on diiu 






Start 


4225 








FnH 

L-lllKJ. 


5326 




Name 


OJ990512 13 


• 5nU J. 


P94 o9 




Lie L 1 1UU 


TBLASTX: Wheat 




Start 


4270 








FnH 


4603 




GI 


none 








Score - 


74 




Exons 


4270. .4602, 


4 4£tfi 
*i *i o o 




4529. 


.4603 






Seq. No. 


4976 








Seq. ID 


OJ990512_13.9A01 


.C24 


UC11C LNv . 


10369 








Strand 






Start- 


4225 








End , 


5326.: 




Name 


OJ990512 13 


. -7.rt.Vj J. 


Oh n1 




Method 


TBLASTX : Maize 




Start 


44 65 








End 


5046 




GI 


none 








Score 


179 




Exons 


4465. .4890, 


4 SfiQ 

UO J 


4fiQ1 


4888. 


.5046, 4895. .5041, 4897. .5043 


Seq. No. 


4976 








Seq. ID 


OJ990512_13.9A01 


.C24 




10369 








Strand 






Start 


4225 








End 


5326 




Name 


OJ990512 13 


• -?rtU J_ 


CO A nl 


. LW 


Method 


TBLASTX: Wheat 




Start 


4603 








End 


5229 




GI 


none 








Score 


351 




Exons 


4603. .5229, 


4 604 












Seq. No. 


4976 








Seq. ID 


OJ990512_13.9A01- 


.C24 




10369 








Strand 






Start 


4225 








End 


5326 




Name 


OJ990512 13 


.9A01 


.C24.o2 


• L.HL 


Method 


TBLASTX: Maize 




Start 


5098 








End 


5326 




GI 


none 








Score 


219 




Exons 


5098. .5325, 


5102 


. .5326 










Seq. No. 


4976 








Seq. ID 


OJ990512_13. 9A01 


.C24 


VJ cue • 


10369 








Strand 






Start 


4225 








End 


5326 




Name 


OJ990512 13 


. 9AQ1 


.C24.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


5188 








End 


5326 




GI 


none 








Score 


119 




Exons 


5188. . 5325, 


5189 


. .5326 










Seq. No. 


4977 








Seq. ID 


OJ990512_13.9A01 


.C26 


Gene No. 


10370 








Strand 






Start 


1 








End 


4344 




Name 


OJ990512 13 


.9A01. 


.C26.ol 


.np 


Method 


AAT/NAP 





5120 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 
1666236 Score 
1..748, 1766. .1859 
(U76261) unknown [Hordeum vulgare] 



1859 
294 



4977 

10370 

1 

OJ990512_13.9A01.C26.o2.np 
1 

2130141 



Seq.- ID OJ990512_13.9A01.C26 
Strand 

End 4 34 4 

Method AAT/NAP 

End 434 4 

Score 1171 



1..95, 1030.. 1055, 1140.. 2686, 2765.. 3080, 3120.. 3273, 
4249. .4344 

mudrA protein - maize transposon MuDR gi 1540581 (M7 6978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



Seq. No. 


4977 






Seq. ID 


OJ990512_13.9A01.C26 


Gene No. 


10370 




* 


Strand 




O Ldl L. 


1 






End 


4344 


Name 


OJ990512 13 


.9A01.C26.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


276 






End 


686 


GI 


none 






Score 


59 


Exons 


276. .554, 582. .686 








Seq. No. 


4977 






Seq. ID 


OJ990512_13.9A01.C26 


Gene No. 


10370 






Strand 






1 






End 


4344 


Name 


OJ990512 13 


.9A01.C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


339 






End 


686 


GI 


none 






Score 


96 


Exons 


339. .554, 570. .686 








Seq. No. 


4977 






Seq. ID 


OJ990512_13.9A01.C26 


Gene No. 


10370 






Strand 




Start 


1 






End 


4344 


Name 


OJ990512 13 


.9A01.C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1486 






End 


2231 


GI 


none 






Score 


57 


Exons 


1486. .1524, 


1491. .1526, 


1545. 


.1931, 1597. .1644, 1714. .1902, 




1983. .2078, 


2078. .2191, 


2187. 


.2231 




Seq. No. 


4977 






Seq. ID 


OJ990512_13 . 9A01 .C26 


Gene No. 


10370 






Strand 




Start 


1 






End 


4344 


Name 


OJ990512 13 


.9A01.C26.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2292 






End 


2617 


GI 


none 






Score 


96 


Exons 


2292. .2339, 


2336. .2614, 


2337. 


.2507, 2429.. 2617 


Seq. No. 


4978 






Seq. ID 


OJ990512_13.9A01.C27 


Gene No. 


10371 






Strand 




Start 


266 






End 


2304 


Name 


OJ990512 13 


.9A01.C27.ol, 


.gs 


Method 


GENSCAN 


Start. 


266 






End 


2304 


GI 


none 






Score 


.59 


Exons 


266. .499, 2226. .2304 


.'V. 







5121 



C3 

m 
I'll 

.: si 

i S 



rl f 



Seq. No. 


4979 


Seq. ID 


OJ990512_13.9A01.C28 




10372 


Qf rand 




Start 


12 


End 


188 


Name 


OJ990512 13.9A01.C28.ol.gs 


Method 


GENSCAN 


Start 


12 


End 


188 


GI 


none 


Score 


.97 


Exons 


12. .188 






Seq. No. 


4980 


Seq. ID 


OJ990512_13.9A01.C31 


Gene No. 


10373 


Strand 


+ 


Start 


1 


End 


781 


Name 


OJ990512 13.9A01.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


781 


GI 


6907087 


Score 


195 


Exons 


1..139, 680. .781 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 {E2215 ) correspond to 




region of the predicted gene 


.; hypothetical protein [Oryza 




sativa] 






Seq. No. 


4980 


Seq. ID 


OJ990512_13.9A01.C31 




10374 


Strand 




Start 


674 


End 


3124 


Name 


OJ990512 13.9A01.C31.o2.gs' 


Method 


GENSCAN 


Start 


674 


End 


3123 


GI 


none 


Score 


.48 


Exons 


674.. 780, 2561.. 2584, 3027.. 


3123 




Seq. No. 


4980 


Seq. ID 


OJ990512_13.9A01.C31 


Gene No. 


10374 


Strand 




Start 


674 


End 


3124 


Name 


OJ990512 13.9A01.C31.o2.np 


Method 


AAT/NAP 


Start 


1756 


End 


3124 


GI 


6063554 


Score 


103 


Exons 


1756.. 1935, 2556.. 2609, 3037 


. .3124 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



4981 
10375 
819 

OJ990512_13 . 9A01 . C32 . ol . np 
819 

4680186 
819. .1006, 1905.. 1951 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990512_13.9A01.C32 
Strand 

End 1951 

Method AAT/NAP 

End 1-951 

Score 196 



4982 
10376 
1 

OJ990512_13.9A01.C33.ol.np 
1 

5821432 
1..28, 242. .364 

(AB029060) FIFO-ATPase inhibitor protein [Oryza sativa] 



Seq. ID OJ990512_13.9A01.C33 
Strand' 

End 364 

Method AAT/NAP 

End 364 

Score 68 



Seq. No. 



4983 



Seq. ID OJ990512_13.9A01.C34 



5122 



Gene No. 10377 - Strand 

Start 1 End 245 

Name OJ990512_13 . 9A01 . C34 . ol .np Method AAT/NAP 

Start 1 End 245 

GI 6175164 Score 114 

Exons 1..135, 223.-245 

GI Descrip. (AC011437) putative tryptophanyl-tRNA synthetase [Arabidopsi 
thaliana] 



Seq. No.' 4983 Seq. ID 

Gene No. 10377 % Strand 

Start 1 End 

Name OJ990512_13 . 9A01 . C34 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25.. 117 



OJ990512_13.9A01.C34 
245 

GENSCAN 

117 

.77 



Seq. No. 4984 

Gene No. 10378 

Start 64 

Name OJ990512JL3 . 9A01 . C35 . ol . gs 

Start 64 

GI none 

Exons 64.. 109 



Seq. ID OJ990512_13.9A01.C35 

Strand + 

End 109 

Method GENSCAN 

End 109 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4985 Seq. ID OJ990512_13.9A01.C37 

10379 Strand + 

1 End 205 

OJ990512_13 . 9A0 1 . C37 . ol . np Method AAT/NAP 

1 End 205 

6063554 Score 94 

1..205 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4986 Seq. ID 

10380 Strand 

298 End 
OJ990512_13 . 9A01 . C38 . ol . gs Method 

298 End 

none Score 
298. .595 



OJ990512_13.9A01.C38 
595 

GENSCAN 

595 

.76 



Seq. No. 4987 Seq. ID 

Gene No. 10381 Strand 

Start 32 End 

Name OJ9904 12_12 . 9A01 .C5.ol.gs Method 

Start 32 End 

GI none Score 

Exons 32.. 107 



OJ990412_12.9A01.C5 
107 

GENSCAN 

107 

.84 



Seq. No. 4988 Seq. ID 

Gene No. 10382 Strand 

Start 8 9 End 

Name OJ9904 12_12 . 9A01 . C6 . ol . gs Method 

Start 8 9 End 



OJ990412_12.9A01.C6 
+ 

175 

GENSCAN 
175 



5123 



GI 

Exons 



none 
89. .175 



Score 



.85 



Seq. No. 4989 Seq. ID 

Gene No. 10383 Strand 

Start 377 End 

Name OJ9904 12_12 . 9A01 . C7 . ol . gs Method 

Start 377 End 

GI none Score 

Exons 377.. 553 



OJ990412_12.9A01.C7 
+ 

553 

GENSCAN 

553 

.62 



Seq. No. 4990 Seq. ID 

Gene No. 10384 Strand 

Start 213 End 

Name OJ9904 12_12 . 9A01 . C8 . ol . gs Method 

Start 213 End 

GI none Score 

Exons 213.. 386 



OJ990412_12.9A01.C8 
386 

GENSCAN 

386 

.57 



Seq. No. 4991 Seq. ID OJ9904 12_12 . 9A01 . C9 

Gene No. 10385 Strand 

Start 745 End 1424 

Name OJ990412_12 . 9A01 . C9 . ol . np Method AAT/NAP 

Start ' 745 End 1424 

GI .6539553 " Score 1109 

Exons 745.. 1424 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


4991 




Seq. ID 


OJ990412_12.9A01. 


C9 




Gene No. 


10385 




Strand 








Start 


745 




End 


1424 






Name 


OJ990412 12 


.9A01 


.C9.ol.tw Method 


TBLASTX: Wheat 






Start 


881 




End 


1357 






GI 


none 




Score 


339 




X 


Exons 


881. .1267, 


882. . 


1265, 919.. 1266, 1282. 


.1356, 1284.. 1355, 




=J 




1286. .1357 










"*! 


Seq. No. 


4991 




Seq. ID 


OJ990412_12.9A01. 


C9 




Gene No. 


10385 




Strand 








Start 


745 




End' 


1424 






Name 


OJ990412 12 


.9A01 


.C9.ol.ts Method 


TBLASTX : Soybean 






Start 


1009 




End 


1350 






GI 


none 




Score 


72 






Exons 


1009. .1218, 


1100 


..1213, 1237. .1350, 1244. .1318 






Seq. No. 


4991 




Seq. ID 


OJ990412_12.9A01. 


C9 




Gene No. 


10385 




Strand 








Start 


745 




End 


1424 






Name 


OJ990412 12 


. 9A01 


.C9.ol.tm Method 


TBLASTX: Maize 






Start 


1213 




End 


1424 






GI . 


none 




Score 


162 






Exons ■ 


1213. .1422, 


1214 


..1408, 1228. .1422, 1236. .1424 






Seq. No. - 


4992 




Seq. ID 


OJ990412_12.9A01. 


C10 



5124 



Gene No. 10386 Strand 

Start 1 End 2891 

Name OJ9904 12_12 . 9A01 . CIO . ol . np Method AAT/NAP 

Start 1 End 2885 

GI 6539553 Score 5035 

Exons 1..2885 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi j 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4992 

10386 

1 

OJ990412_12. 9A01 . CIO . ol . ts 
12 

5509260 



Seq. ID OJ990412_12.9A01.C10 
Strand 

End 2891 

Method TBLASTX : Soybean 

End 476 

Score 58 



12. .476, 31. .90, 163. .258, 307. .375 



Seq. No. 4992 

Gene No. 1038 6 

Start 1 

Name OJ9904 12_12 . 9A01 . C10 . o3 . tw 

Start 12 

GI none 

Exons 12.. 341, 21.. 194 

Seq. No. 4992 

Gene No. 10386 

Start 1 

Name OJ9904 12_12 . 9A01 . C10 . o3 . tm 

Start 24 

GI none 

Exons 24.. 206, 30.. 341, 160.. 342 



Seq. ID OJ990412_12.9A01.C10 
Strand 

End 2891 

Method TBLASTX : Wheat 

End 341 

Score 90 



Seq. ID OJ990412_12.9A01.C10 
Strand 

End 2891 

Method TBLASTX : Mai ze 

End 342 

Score 85 



* Seq. No. 4992 

* Gene No. 1038 6 
3 Start 1 

Name OJ990412_12. 9A01 . C10 . ol . tc 

Start 123 

GI none 

Exons 123.. 383, 304.. 381 



Seq. ID OJ990412_12.9A01.C10 
Strand 

End 2891 

Method TBLASTX : Cress 

End 383 

Score 62 



Seq. No. 4992 

Gene No. 10386 

Start 1 

Name OJ9904 12_12 . 9A01 . C10 . ol . tw 

Start 396 

GI none • 

Exons 396.. 635, 397.. 555, 413.. 643, 



Seq. ID OJ990412_12.9A01.C10 
Strand 

End 2891 

Method TBLASTX : Wheat 

End 1151 

Score 200 

416. .613, 664. .1143, 687. .1151 



Seq. No. 4992 

Gene No. 10386 

Start 1 

Name OJ9904 12_12 . 9A01 . C10 . o2 . tc 

Start 777 ;< . 



Seq. ID OJ990412_12.9A01.C10 
Strand 

End 2891 

Method - TBLASTX: Cress 

End 1166 



5125 




GI 


none 








Score 


112 




Exons 


777. .971, 984. .1166 










Seq. No. 


4 992 








Seq. ID 


OJ990412_12.9A01 


.CIO 


bene no . 


10386 








o trana 






Start 


1 








End 


2891 




Name 


OJ990412 12 


.9A01 


,C10.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


801 








End 


1199 




GI 


none 








Score 


38 




Exons 


801;. 974, 928. .966, 975 


. .1199, 


1020*. . 


1190, 1021.. 1191 




Seq. No. 


A QQ9 
ft zJ 








Seq. ID 


OJ990412_12.9A01 


.C10 


Gene No . 


i n^fl fi 








o urana 






Start 


1 
1 








End 


2891 




Name * 


C\ TQQfM 19 19 


Qnfii 

. ?nU X 


PI n r\ A 
.LIU . Ofl 


. tm 


Method 


TBLASTX: Maize 




Start 










End 


1421 




GI 


none 








Score 


84 




Exons 


987. .1421, 


1012. 


.1212 










Seq. No. 


A QQ9 

ft yc. 








Seq. ID 


OJ990412_12.9A01 


.C10 


bene no . 


i n^pfi 

IUjOD 








o Tirana 






Start 


1 








End 


2891 




Name . 


C\ TQQfl/1 1 9 19 

uuyyufii^ xz 


qnni 
• yiw X 


.LIU ■ Ofl 


-tw 


Method 


TBLASTX: Wheat 




Start 


1 1 ^9 








End 


1344 




GI 


none 








Score 


186 




Exons 


1152. .1343, 


1152 


. .1343, 


1273. . 


1344 






Seq. No. 


A QQ9 








Seq. ID 


OJ990412_12. 9A01 


.C10 


bene ino. 


i ma fi 








oTirana 






Start 


1 








End 


2891 




Name 


Pi iQQCiA 1 9 19 




PI n r\ ^ 


.ts 


Method 


TBLASTX : Soybean 




Start 


J. ^ U :? 








End 


1595 




GI 


none 








Score 


88 




Exons 


1209. .1457, 


1440 


. .1595 










Seq. No. 


4 QQ9 








Seq. ID 


OJ990412_12.9A01 


.C10 


bene no . 


i n*^ fi fi 








Strand 






Start 


1 
X 








End 


2891 




Name 


n TQQfM 19 19 


. y/iu x 


pi n ^ i 
. bXU . ox 


. tm 


Method 


TBLASTX: Maize 




Start 


1 fi99 
X D^Z 








End 


1944 




GI 


none 








Score 


395 




Exons 


1622. .1789, 


1623 


. .1937, 


1624'. . 


1917, 1690.. 1944 




Seq. No. 


4992 








Seq. ID 


OJ990412_12. 9A01 


.CIO 


Gene No . 


10386 








Strand 






Start 


1 








End 


2891 




Name 


. OJ990412 12 


. 9A01 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2445 








End 


2756 




GI 


none 








Score 


191 




Exons 


2445. .2756, 


2448 


. .2705, 


2518. . 


2748 






Seq. No. 


4992 








Seq. ID 


OJ990412_12.9A01 


.CIO 


Gene No. 


10386 








Strand 






Start 


1 








End 


2891 




Name 


OJ990412 12 


. 9A01 


.C10.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2504 








End 


2891 




GI . 


none 








Score 


125 





5126 



Exons 



2504.. 2656, 2505. .2891, 2508.. 2708, 2518.. 2880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No v 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4993 Seq. ID OJ990412_12.9A01.C11 

10387 Strand + 

1195 End 6001 

OJ9904 12_12 . 9A01 . Cll . o2 . np Method AAT/NAP 

1195 End 6001 

6630696 Score 991 

1195.. 1218, 5306.. 6001 
(AP000969) ESTs D22114 (C10364 ) 

region of the predicted gene.; 

polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



AU076106 (E20423) correspond to. a 
Similar to retrovirus-related pol 



4993 . Seq. ID 

10388 Strand 

1702 End 
OJ990412_12.9A01.Cll.ol.gs . Method 

1702 End 

none Score 
1702. .2694 



OJ990412_12. 9A01.C11 

3306 
GEN SCAN 
2694 
.65 



ni 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4993 

10388 

1702 

OJ990412_12.9A01.Cll.ol.np 
1711 
1345785 
1711. .2702, 



OJ990412 12.9A01.C11 



Seq. ID _ 
Strand 

End '3306 
Method AAT/NAP 
End 32 94 

Score 953 

3294 

CHALCONE SYNTHASE 1 { NARINGENIN-CHALCONE SYNTHASE 1) 

gi| 567935 |dbj |BAA05640| (D26593) chalcone synthase [Camellia 

sinensis] 



3116. 



4993 Seq. ID 

10388 Strand 

1702 End 
OJ990412_12 . 9A01 . Cll . o2 . gs Method 

3106 End 

none * Score 
3106.. 3306 



OJ990412_12.9A01.C11 

3306 
GENSCAN 
3306 
.78 



Seq. No. 4993 

Gene No. 10389 

Start 7082 

Name OJ990412_12 . 9A01 . Cll. ol . ts 

Start 1714 

GI none 

Exons 1714.. 1794, 1727.. 1795, 1807, 
2273. .2533, 2599. .2688, 3114, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1977, 1847 
.3155, 3158 



OJ990412 12.9A01.C11 



7785 

TBLASTX : Soybean 
3280 
49 

1975, 2041.. 2535, 
3280, 3160.. 3279 



Seq. No. 4993 

Gene No. 10389 

Start 7082 

Name OJ9904 12_12 . 9A01 . Cll . ol . tc 

Start 1720 

GI none 

Exons 1720.. 1803, 1724.. 1795, 1750. 

2060. '.2170, 2236. .2535, ,2273. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1977, 1841 
.2326, 2387 



OJ990412 12.9A01.C11 



7785 

TBLASTX: Cress 
3285 
58 

.1975, 2047. 
.2533, 2599. 



,2187/ 
,2688, 



5127 



3114.. 3155, 3118.. 3156, 3158.. 3259, 3160.. 3285 



PU 



Li 



Seq. No. 


4993 








Seq. ID 


OJ9904 12_12 . 9A01 . Cll 


Gene No . 










Strand 




Start 


7082 








End 


7785 


Name 


OJ990412 12 


.9A01. 


Cll.ol 


. tm 


Method 


" TBLASTX: Maize 


Start 


1720 








End 


3312 


GI 


none 








Score 


48 


Exons 


1720. .1803, 


1727. 


.1795, 


1750. 


.1977, 1841. .1975, 2041. .2187, 




2236. .2535 f 


2237. 


.2533, 


2593. 


.2676, 2599.. 2688, 3114.. 3155, 




3158. .3262, 


3163. 


.3312, 


3166. 


.3312 




Seq. No. 


4993 








Seq. ID 


OJ990412 12.9A01.C11 


Gene No. 


10389 








Strand 


- 


Start 


7082 








End 


7785 


Name 


OJ990412 12 


.9A01. 


C11.02 


.tm 


Method 


TBLASTX: Maize 


Start 


5338 








End 


5533 


GI 


none 








Score 


217 


Exons 


5338. .5532, 


5339. 


.5533, 


,5339. 


.5533 




Seq. No. 


4993 








Seq. ID 


OJ990412_12.9A01.C11 


Gene No. 


10389 








Strand 




Start . 


7082 








End 


7785 


Name . 


OJ990412 12 


.9A01. 


Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5378 








End 


5752 


GI 


none 








Score 


109 


Exons 


5378. .5509, 


5528. 


.5752 








O n XT n 

beq. no. 


A Q Q "3 

4 y 








Seq. ID 


OJ990412_12.9A01.C11 


Gene No. 


10389 








Strand 




Start 


7082 








End 


7785 


Name 


OJ990412 12 


. 9A01. 


Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5389 








End 


5865 


GI 


none 








Score 


97 


Exons 


5389. .5463, 


5390. 


.5464, 


5390. 


.5470, 5479. .5865, 5480. .5863, 




5485. .5865 












Seq. No. 


4993 . 








Seq. ID 


OJ990412_12 . 9A01 . Cll 


Gene No . 


iujo y 








Strand 




Start 


7082 








End 


7785 


Name 


OJ990412 12 


. 9A01. 


Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


6144 








End 


6500 


GI 


none 








Score 


73 


Exons 


6144. .6176, 


6186. 


.6281, 


6214. 


.6282, 6221.. 6283, 6283.. 6360, 




6285. . 6353, 


6287. 


.6361, 


6311. 


.6460, 6359.-6472, 6369. .6476, 




6468. .6500 












Seq. No. 


4993 








Seq. ID 


OJ990412_12. 9A01.C11 


Gene No. 


10389 








Strand 




Start 


7082 








End 


7785 


Name 


OJ990412 12 


.9A01. 


Cll.o3 


.gs 


Method 


GENSCAN 


Start 


7082 








End 


7785 


GI 


none 








Score 


. 61 


Exons 


7082. .7182, 


7725. 


.7785 








Seq. No. 


4994 








Seq. ID 


OJ990412_12 . 9A01 .C12 


Gene No. 


10390 








Strand 


+ 



5128 



: 2? 



Start 


3529 


End - 


8707 


Name 


OJ990412 12. 9A01.C12.ol.gs 


Method 


GENSCAN 


Start 


3529 


End 


8707 


GI 


none 


Score 


.49 


Exons 


3529.-3567, 5649.. 5758, 7629. 


.7763, 8581.. 8707 


Seq. No. 


4994 


oeq. iu 




Gene No . 




Strand 


1 

T 


Start 


10242 


LnQ 


1 007*7 


Name 


OJ990412 12.9A01.C12.o2.gs 


Metnoa 




Start 


10242 


End 


10877 


GI 


none 


Score 


.61 


Exons 


10242. .10877 






Seq. No. 


4994 


Seq. ID 


OJ990412 


Gene No. 


10392 


Strand 


+ 




12156 


End 


13150 


Name 


OJ990412 12.9A01.C12.o3.np 


Method 


AAT/NAP 


Start 


12144 


End 


13150 


GI 


2586082 


Score 


741 


Exons 


12144. .13150 






GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 


Seq. No. 


'4994 


Seq; ID 


OJ990412 


Gene No. 


10392 


Strand 


+ 


Start 


12156 


End 


13150 


Name 


OJ990412 12. 9A01.C12.o3.gs 


Method 


GENSCAN 


Start 


12156 


End 


13102 


GI 


none 


Score 


.73 


Exons 


12156. .13102 "* 






Seq. No. 


4994 


Seq. ID 


OJ990412 


Gene No. 


10393 


Strand 




Start 


10129 


End 


10698 


Name 


OJ990412 12.9A01.C12.ol.np 


Method 


AAT/NAP 


Start 


10129 


End 


10698 


GI 


6678139 


Score 


106 


Exons 


10129. .10698 






GI Descrip. 


simple repeat sequence-containing transcript 



12.9A01.C12 



gi|730888|sp|Q06666|T2_MOUSE OCTAPEPTI DE-REPEAT PROTEIN T2 
gi|296382|emb|CAA48048| (X67863) T2 [Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4994 

10394 

11387 

OJ9904 12_12 . 9A01 . C12 . o2 . tm 

11197 

none 

11197. .11241, 11340. .11528, 
11.469. .11555 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412_12.9A01.C12 
13150 

TBLASTX: Maize 

11566 

128 



11345. .11521, 11345. .11566, 



Seq. No. 4994. Seq. ID 

Gene No. 10394 Strand 

Start 11387 End 

Name OJ9904 12_12 . 9A01 . C12 . o2 . np Method 

Start 11387 End 

GI 6705984 Score 



OJ990412_12.9A01.C12 

13150 
AAT/NAP 
13150 
164 



5129 




Exons 11387. .11585, 13068.. 13150 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. No. 


4994 




Seq. ID 


OJ990412 12.9A01 


■ C12 


Gene No. 


10394 




Strand 


- 




Start 


11387 




End 


13150 




Name 


OJ990412 12.9A01.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12162 




End 


12539 




GI 


none 




Score 


229 






191 fi9 1 O^TQ 










Seq. No. 


4994 




Seq. ID 


OJ990412 12.9A01 


.C12 


Gene No. 


10394 




Strand 


- 




Start 


11387 




End 


13150 




Name 


OJ990412 12.9A01.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12216 




End 


12737 




GI 


none 




Score 


79 




Exons 




i on in 








Seq. No. 


4994 




Seq. ID 


OJ990412_12.9A01 


.C12 


Gene No. 


10394 




Strand 






Start 


11387 




End 


13150 




Name 


OJ990412 12.9A01.C12 


. ol . tm 


Metho.d 


TBLASTX: Maize 




Start 


12239 




End 1: * - 


12659 




GI 


none 




Score 


117 






199*30 1 O'S/IQ 199/H 


1 9 


12363. .12659, 12413.. 12652 




Seq. No. 


4994 




Seq. ID 


OJ990412_12.9A01 


.C12 


Gene No. 


10394 




Strand 






Start 


11387 




End 


13150 




Name 


OJ990412 12.9A01.C12 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12540 




End 


12824 




GI 


none 




Score 


187 




Exons 


12540. .12824, 12555. 


.12698 








Seq. No. 


4995 




Seq. ID 


OJ990412_12.9A01 


.C13 


Gene No. 


10395 




Strand 


+ 




Start 


1 




End 


633 




Name 


OJ990412 12.9A01.C13 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


633 




GI 


2586082 




Score 


476 




Exons 


1. .633 










oi Ucscrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


4995 




Seq. ID 


OJ990412_12.9A01 


.C13 


Gene No. 


10395 




Strand 


+ 




Start 


■1 




End 


633 




Name 


OJ990412 12.9A01.C13, 


.ol.gs 


Method 


GENSCAN 




Start 


1 




End, 


623 




GI 


none 




Score 


.59 




Exons 


1. .623 










Seq. No. 


4996 




Seq. ID 


OJ990412_12.9A01 


.C14 


Gene No. 


10396 




Strand 


+ 




Start 


1 




End 


1016 




Name 


OJ990412 12.9A01.C14. 


. ol .np 


Method 


AAT/NAP 




Start 


1 


End 


674 





5130 



GI 3335354 Score 140 

Exons 1..261, 346.. 674 

GI Descrip. (AC004512) This gene is continued from gene F5I14.1 from BAC 
sequence gb|AC001229 from A. thaliana. EST gb|AA585814 comes 
from this gene. [Arabidopsis thaliana] 



Seq. No. 4996 Seq. ID 

Gene No. 10396 Strand 

Start 1 End 

Name OJ9904 12_12 . 9A01 . C14 . ol . gs Method 

Start 112 End 

GI none Score 

Exons 112.. 261, 561.. 713 



OJ990412_12 . 9A01 . C14 
+ 

1016 
GENSCAN 
713 
.5 



Seq. No. 4996 

Gene No. 10396 

Start 1 

Name OJ990412_12 . 9A01 .CI 4 . ol . gp 

Start 418 

GI 2796953 

Exons 418.. 483, 561.. 606, 937.. 1016 



Seq. ID OJ990412_12.9A01.C14 

Strand + 

End 1016 

Method AAT/GAP 

End 1016 

Score 327 



Seq. No. 4-9 : 97 Seq. ID OJ990412_12.9A01.C15 

Gene No. 10397 . Strand 

Start 101 End 549 

Name OJ990412_12 . 9A01 . C15 .ol .np Method AAT/NAP 

Start 101 - End 549 

GI 132790 Score 242 

Exons 101.. 549 

GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L22 gi | 712 90 | pir | | R5RZ22 

ribosomal protein L22 - rice chloroplast gi | 12026 | emb | CAA33935 ] 
(X15901) ribosomal protein L22 [Oryza sativa] 

gi 1 226647 | prf | I1603356BX ribosomal protein L22 [Oryza sativa] 



Seq. No. 4997 
Gene No. 10398 
Start 1282 

Name OJ990412_12 . 9A01 .C15.ol.tm 

Start 228 
GI none 

Exons 228.. 296, 230.. 310, 230.. 298, 

369.. 428, 373.. 408, 373.. 426, 
499.. 540, 505.. 549 



Seq. ID OJ990412_12.9A01.C15 
Strand 
End 

Method 
End 

Score i 
231. .299, 



1858 

TBLASTX: Maize 

549 

81 

308. .352, 311. .352, 



388. .480, 428. .502, 429. .512, 



Seq. No. 4997 

Gene No. 10398 

Start 1282 

Name OJ990412_12 . 9A01 . C15 . ol . tw 

Start 228 

GI none 

Exons 228.. 296, 229.. 309, 230.. 298, 
311. .352, 358. .480, 373. .408, 



Seq. ID OJ990412_12.9A01.C15 
Strand 
End 

Method 
End 
Score 
231. .299, 



1858 

TBLASTX: Wheat 

480 

81 

235.. 309, 308. .352, 



373. .429, 429. .479, 430. .480 



Seq. No. 4997 Seq. ID 

Gene No. 10398 Strand 

Start . 1282 End 

Name OJ990412 12 . 9A01 . C15 . ol . gs Method 



OJ990412_12.9A01.C15 

1858 
GENSCAN 



5131 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 
Ui Gene No. 
Start 
Name 
Start 
GI 
Exons 

ru 



1282 
none 

1282.. 1412, 1750.. 1858 

4998 

10399 

1 

OJ9904 12_12 . 9A01 . C16 . ol . np 
1 

5852175 



End 
Score 



1858 
.55 



Seq. ID OJ990412_12.9A01.C16 

Strand + 

End 4334 

Method AAT/NAP . 

End 4334 

Score 110 



1..27, 942. .1019, 1505. .1555, 2162. .2281, 4261. .4334 
(AL117265) zhbOOOS.l [Oryza sativa] 



4998 
10400 
891 

OJ990412_12.9A01.C16.o2.np 
891 

5922634 
891.. 916, 3151. .3252 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990412_12.9A01.C16 
Strand 

End 3252 

Method AAT/NAP 

End 3252 

Score 84 



4999 

10401 

465 

OJ990412_12.9A01.C17.ol.gs 

465 

none 

465.-737 



Seq. . ID OJ990412_12.9A01.C17 

Strand 

End 737 

Method GENSCAN 

End 737 

Score .75 





Seq. No. 


5000 






Seq. ID 


OJ990412_12.9A01 


-C18 




Gene No. 


10402 






Strand 


+ 




, i 


Start 


1 






End 


2568 






Name 


OJ990412 


_12. 


9A01.C18.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


2538 




I 


GI 


2586082 






Score 


2819 






Exons 


1. .571, 


599. 


.2538 








i 

S3 


GI Descrip. 


(U72725) 


retrofit [Oryza longistaminata] 






Seq. No. 


5000 






Seq. ID 


OJ990412_12.9A01 


.C18 




Gene No. 


10402- 






Strand 


+ 






Start 


1 






End 


2568 






Name 


OJ990412 


_12. 


9A01.C18.ol.tc 


Method 


TBLASTX: Cress 






Start 


1 






End 


417 






GI 


none 






Score 


311 






Exons 


1. .417 














Seq. No. 


5000 






- Seq. ID 


OJ990412_12.9A01 


.C18 




Gene No. 


10402 






Strand 


+ 






Start 


1 






End 


2568 • 






Name 


OJ990412 


_12. 


9A01.C18.o3.ts 


Method 


TBLASTX : Soybean 






Start 


7 






End 


399 






GI 


none 






Score 


270 






Exons 


7. .399, 


150. 


.332, 271. .396 









5132 



Seq/ No. 5000 Seq. ID 

Gene No. 10402 Strand 

Start 1 End 

Name OJ9904 12_12 . 9A01 . C18 . o3 . tw Method 

Start 70 End 

GI none Score 

Exons 70.. 405, 73.. 408, 150.. 455 



OJ990412_12.9A01.C18 
+ 

2568 

TBLASTX: Wheat 

455 

282 



Seq. No. 5000 Seq. ID 

Gene No. 10402 Strand 

Start 1 End 

Name OJ9904 12_12 . 9A01 . C18 . o3 . tm Method 

Start 73 End 

GI none Score 

Exons 73.. 396, 174.. 347 



OJ9904 12_12 . 9A01 . C18 
+ 

2568 

TBLASTX: Maize 

396 

281 



Seq. No. 5000 Seq. ID 

Gene No. 10402 Strand 

Start 1 End 

Name OJ9904 12_12 . 9A01 . C18 . ol . gs Method 

Start 91 End 

GI none Score 

Exons 91.. 2541 



OJ990412_12.9A01.C18 
+ 

2568 
GENSCAN 
2541 
1 



Seq. No. 5000 Seq. ID 

Gene No. 10402 Strand 

Start 1 End 

Name OJ990412_12 . 9A01 . C18 . o2 . ts Method 

Start 1009 End 

GI 5509260 Score 

Exons 1009.. 1509, 1131.. 1295, 1337.. 1468 
GI Descrip. 



OJ990412_12.9A01.C18 
+ 

2568 

TBLASTX : Soybean 

1509 

418 



Seq. No. 5000 Seq. ID 

Gene No. 10402 Strand 

Start 1 End 

Name OJ990412_12 . 9A01 .C18 . o5 . tm - Method 

Start 1056 End 

GI none Score 

Exons 1056.. 1307, 1057.. 1308 



OJ990412_12.9A01.C18 
+ 

2568 

TBLASTX: Maize 

1308 

219 



Seq.. No. 5000 

Gene No. 10402 

Start 1 

Name OJ9904 12_12 . 9A01 . C18 . o3 . tc 

Start 1113 

GI none 

Exons 1113.. 1394, 1118.. 1183, 1125, 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Cress 

End 1395 

Score 94 

.1376, 1126. .1395, 1205. .1387 



Seq. No. 5000 

Gene No. 10402 

Start 1 

Name OJ9904 12_12 . 9A01 . C18 . o2 . tw 

Start 1176 

GI none 

Exons 1176.. 1304, 1177.. 1521, 1337. 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Wheat 

End 1689 

Score 291 

1402, 1513.. 1689 



5133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5000 

10402 

1 

OJ990412_12. 

1309 

none 

1309. .1755 



9A01.C18.ol.tm 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Mai ze 

End 1755 

Score 403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5000 

10402 

1 

OJ990412_12, 

1576 

none 

1576. .1824, 



9A01.C18.o4.tc 



1576.. 1716, 1752. 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Cress 

End 1824 

Score 196 
.1823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5000 

10402 

1 

OJ990412_12, 

1690 

none 

1690. .2127, 



9A01.C18.ol.tw 



1695. .2126 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Wheat 

End 2127 

Score 473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5000 

10402 

1 

OJ990412_12. 

1824 

none 

1824. .2015, 



9A01.C18.o4.tm 



1825. .2016 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Maize 

End 2016 

Score 279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5000 

10402 

1 

OJ990412_12, 

1870 

none 

1870. .2073, 



9A01.C18.o2.tc 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX: Cress 

End 2514 

Score 124 



2083. .2154, 2164. .2286, 2320. .2514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5000 

10402 

1 

OJ990412_12, 

1891 

none 

1891. .2505, 



9A01.C18.ol.ts 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Soybean 

End 2568 

Score 546 



1893. .2018, 2085. .2495, 2539. .2568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5000 

10402 

1 

OJ990412_12. 

2017 

none 

2017. .2079, 
2194. .2481 



Seq. ID OJ990412_12.9A01.C18 

Strand + 

End 2568 

Method TBLASTX : Mai ze 

End 2481 

Score 42 

2058. .2192, 2059. .2187, 2192. .2470, 2193. .2480, 



9A01.C18.o2.tm 



5134 






Seq. No. 


5001 


Seq. ID 


OJ990412_12 . 9A01 . C19 




Gene No . 


1U4U o 


Strand 


+ 




Start 


157 


End 


550 




Name 


OJ990412 12.9A01.C19.ol.gs 


Method 


GENSCAN 




Start 


157 


End 


550 




GI 


none 


Score 


.59 




Exons 


157. .241, 258. .550 








Seq. No. 


5002 


Seq. ID 


OJ990412_12 . 9A01 . C21 




Gene No. 


10404 


Strand 


+ 




Start 


494 


End 


565 




Name 


OJ990412 12.9A01.C21.ol.gp 


Method 


AAT/GAP 




btart 


494 


End 


565 




GI 


LIB3477-003-P1-K1-E9 


Score 


100 




Exons 


494. .565 








GI Descrip. 


'2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR <ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 








Seq. No. 


5002 


Seq. ID 


OJ990412_12.9A01.C21 




Gene No. . 


10405 


Strand 






btart 


249 . . 


End 


3767 




Name / 


OJ990412 12^9A01.C21.ol.gs 


. Method 


GENSCAN 


.3 S3. 


Start 


249 " ' ' 


End 


2796 




GI 


none 


Score 


.78 




Exons 


249. .350, 814. .927, 1208. .1344, 1651.. 


1738, 1827.. 1958, 


i I f 




2487.. 2579, 2678.. 2796 






rii 


Seq. No. 


5002 


Seq. ID 


OJ990412_12.9A01.C21 




Gene No. 


10405 


Strand 




:.L5 


Start 


249 


End 


3767 


'i c5 


Name 


OJ990412 12.9A01.C21.ol.np 


Method 


AAT/NAP 


\ y 


Start 


725 


End 


3767 




GI 


6433991 


Score 


142 


.: =i 


Exons 


725. .751, 1822. .1969, 2043.. 


2130, 2482 


..2579, 2678. .2790, 






3707.. 3767 






' ^ 
is J; 


GI Descrip. 


(AL132798) makl6-like protein [Schizosaccharomyces pombe] 




Seq. No. 


5002 


Seq. ID 


OJ990412_12.9A01.C21 


i!3 


Gene No. 


10405 


Strand 




j" I 


Start 


249 


End 


3767 




Name 


OJ990412 12.9A01.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


1212 


End 


2801 




GI 


none 


Score 


35 




Exons 


1212.. 1241, 1217.. 1327, 1228 


..1308, 1666. .1740, 1667. .1738, 






1931.. 1966, 2036.. 2119, 2049 


..2147, 2052.. 2129, 2053.. 2136, 






2478..2579, 2481.. 2579, 2482 


..2580, 2661. .2801, 2678. .2797 




Seq. No. 


5002 


Seq. ID 


OJ990412_12.9A01.C21 




Gene No. 


10405 


Strand 






Start 


249 


End 


3767 




Name 


OJ990412 12.9A01.C21.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1212 


End 


2801 




GI 


none 


Score 


35 




Exons 


1212.. 1241, 1217.. 1327, 1228 


..1308, 1666. .1740, 1667. .1738, 






1931.. 1966, 2036.. 2119, 2049 


..2147, 2052. .2129, 2053. .2136, 






2478.. 2579, 2481.. 2579, 2482 


..2580, 2661.. 2801, 2678.. 2797 



5135 





Seq. No. 


5002 


Seq. ID 


OJ9904 12_12 . 9A01 .C21 




Gene No. 


10405 


Strand 






otart 


249 


End 


3767 




Name 


OJ990412 12.9A01.C21.o2.gp 


Method 


AAT/GAP 




Start 


2482 


End 


2579 




GI - 


427797 


Score 


146 




Exons 


2482. .2579 








GI Descrip. 


1109826/gb|AAB47596.1| 3.0e-16 (U41534; 


\ similar to yeast MAK16 






protein <SP:MK16_YEAST, P10962) 


[Caenorhabditis elegans] 




Seq. No. 


5003 


Seq. ID 


OJ990412_12.9A01.C22 




bene wo. 


1 A/l A/" 

10406 


Strand 






Start 


1 


End 


.1066 




Name 


OJ990412 12.9A01.C22.ol.np 


Method 


AAT/NAP 




Start 


i 


End 


561 




GI 


6433991 


Score 


125 




Exons 


1..72, 292. .401, 500. .561 








GI Descrip. 


(AL132798) makl6-like protein 


[Schizosaccharomyces pombe] 




Seq. No. 


c n o -d 

5003 


Seq. ID 


OJ99U41Z 12.9A01.Czz 




Gene No. 


10406 


Strand 






Start 


1 


End 


t f\ t~ r 

1066 


5 St 


Name 


OJ990412 12.9A01.C22.ol.gs 


Method 


GENSCAN 


!. .J 


Start 


247 


End 


t c\ r r 

1066 


%3 


GI 


none 


Score 


. o3 


Li i 

I 1 ! £ 


Exons 


247. .401, 613. .713, 960. .1066 






i y 
Q 


Seq. No. 


c n n *3 

5003 


Seq. ID 


OJ990412_12.9A01.C22 


i t z 


Gene No. 


10406 


Strand 






Start 


1 


End 


1066 




Name 


OJ990412 12.9A01.C22.ol.tm 


Method 


TBLASTX: Maize 


ry 


Start 


284 


End 


585 




GI 


none 


Score 


135 


c n 


Exons 


284. .412, 288. .404, 494. .553, 


499. .585 




* i^i 


Seq. No. 


5003 


Seq. ID 


OJ990412_12.9A01.C22 


j- — 


Gene No. 


10406 


Strand 






Start 


1 


End 


1066 




Name 


OJ990412 12.9A01.C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


284 


End 


585 




GI 


none 


Score • 


135 




Exons 


284. .412, "288. .404, 494. .553, 


499. .585 






Seq. No. 


5004 


Seq. ID 


OJ9904 12_12 . 9A01 . C23 




Gene No. 


10407 


Strand 


+ 




Start 


1620 


End 


2406 




Name 


OJ990412 12.9A01.C23.o2.np 


Method 


AAT/NAP 




Start 


1620 


End 


2362 




GI 


5295955 


Score 


125 




Exons 


1620.. 1709, 2249.. 2362 








GI Descrip. 


(AB026295) Similar to Epstein- 


•Barr virus (EBV) genome. (V01555) 






[Oryza sativa] 








Seq. No. 


5004 


Seq. ID 


OJ990412_12.9A01.C23 




Gene No. 


10407 


Strand 


+ 




Start 


1620 


End 


2406 



5136 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 12_12 . 9A01 . C23 . o3 . np Method AAT/NAP 
1638 End 2406 

4680183 Score 129 

1638.. 1709, 2315.. 2406 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



5004 

10408 

1 

OJ9904 12_12 . 9A01 . C23 . ol . np 
1 

4680181 



Seq. ID OJ990412_12.9A01.C23 
Strand 

End 2554 

Method AAT/NAP 

End 2554 

Score 167 



1..133, 182. .250, 1213. .1405, 2514. .2554 
(AF111709) unknown [Oryza sativa subsp. indica] 



5004 

10408 

1 

OJ990412_12 . 9A01 . C23 . ol . gs 
35 

none 



Seq. ID OJ990412_12.9A01.C23 
Strand 

End 2554 

Method GEN SCAN 

End 2284 

Score . 61 



35. .304, 413. .601, 811. .1118, 1155. .1321, 2180. .2284 



5004 

10408 

1 

OJ9904 12_12 . 9A01 . C23 . ol . tm 

1226 

none 

1226.. 1429, 1227.. 1430 



Seq. ID OJ990412_12.9A01.C23 
Strand 

End 2554 

Method TBLASTX : Maize 

End 1430 

Score 109 



5005 
10409 
1 

0 J9904 12_12 . 9A01 . C2 4 . ol . np 
1 

5295955 



Seq. ID OJ990412_12.9A01.C24 
Strand + 

2279 
AAT/NAP 
2279 
465 



End 

Method 
End 
Score 

1..106, 252. .374, 1058. .1259, 1309. .1485, 1606. .2143, 2172. .2279 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



5005 

10409 

1 

OJ9904 12_12 . 9A01 . C24 . ol . gs 

197 

none 



Seq. ID OJ990412_12.9A01.C24 

Strand + 

End 2279 

Method GENSCAN 

End 1589 

Score - .54 



197. .315, 1063. .1187, 1291. .1589 



5005 
10410 
2538 

OJ990412_12. 9A01.C24 .o2.np 
2532 
4680181 
253,2.. 2704 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990412_12.9A01.C24 
Strand 

End 3637 

Method AAT/NAP 

End 2704 

Score 97 



5137 



Seq. No. 5005 

Gene No. 10410 

Start 2538 

Name OJ9904 12_12 . 9A01 . C24 . o2 . gs 

Start 2538 

GI none 

Exons 2538.. 2607, 3576.. 3637 



Seq. ID OJ990412_12.9A01.C24 
Strand 

End 3637 

Method GENSCAN 

End 3637 

Score .81 



«I £ 
5 c? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5006 

10411 

60 

OJ990412_12.9A01.C28.ol.gs 
60 

none 

60. .132, 217. .362, 424. .597 



Seq. ID OJ990412_12.9A01.C28 

Strand 

End 597 

Method GENSCAN 

End 597 

Score .54 



5007 
10412 
1 

OJ990412_12.9A01.C29.ol.np 
1 

4680204 

1. .215, 325. .1424, 1499. .2899 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990412_12.9A01.C29 
Strand 

End 2899 " 

Method AAT/NAP 

End 2899 

Score 972 



5007 

10412 

1 

OJ9904 12_12 . 9A01 . C2 9 . ol . gs 
42 

none 



Seq. ID OJ990412_12.9A01.C29 
Strand 

End 2899 

Method GENSCAN 

End 2884 

Score . 67 



42. .215, 325. .1010, 1012. .1157, 1283. .1424, 1499. .1618, 
1664.. 2884 



• h j Seq. No. 
; f Gene No. 

Start 
W Name 
U Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 



5007 

10412 

1 

0 J9904 12_12 . 9A01 . C29 . ol . tw 

1889 

none * 



Seq. ID OJ990412_12.9A01.C29 

Strand - ■ * 

End 2899 

Method TBLASTX : Wheat 

End 2292 

Score 42 



1889. .1984, 1889. .2059, 2022. .2189, 2054. .2290, 2141. .2290, 
2152. .2292, 2182. .2292 



5008 
10413 
1 

OJ9904 12_12 . 9A01 . C30 . ol . gp 
1 

342_1.R1084 
1. .2550 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990412_12.9A01.C30 
Strand 

End 2550 

Method AAT/GAP 

End ' 2550 

Score 4166 



5008 

10413' 

1 



Seq. ID OJ990412_12.9A01.C30 
Strand 

End 2550 



5138 



Name 

Start 

GI 

Exons 



OJ9904 12_12 . 9A0 1 . C30 . ol . tw Method TBLASTX : Wheat 

590 End 1907 

none Score 52 

590. .682, 591. .656, 671. .751, 761. .874, 763. .855, 764. .904, 

765. .905, 852. .947, 884. .943, 950. .994, 955. .990, 989. .1906, 
1005. .1907 



Seq. No. 5008 

Gene No. 10413 

Start 1 

Name OJ9904 12_12 . 9A01 . C30 . ol . np 

Start 1074 

GI 6742729 

Exons 1074.. 2550 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990412_12.9A01.C30 
Strand 

End 2550 

Method AAT/NAP 

End 2550 

Score 234 9 



Seq. No. 5008 

Gene No. 10413 

Start 1 

Name OJ990412_12 . 9A01 . C30 . ol . tc 

Start 1171 

GI none 
Exons 



Seq. ID OJ990412_12.9A01.C30 
Strand 

End 2550 

Method TBLASTX: Cress 

End 1623 

Score 190 



1171. .1422, 1172. .1609, 1172. .1615, 1176. .1619, 1182. .1619, 
1441. .1623 



Seq. No. 5008 

Gene No. 10413 

Start 1 

Name OJ9904 12_12 . 9A01 . C30 . ol . tm 

Start 1550 

GI none 
Exons 



Seq. ID OJ990412_12.9A01.C30 
Strand 

End 2550 

Method TBLASTX: Maize . 

End 1864 

Score 68 



1550. .1780, 1550. .1864, 1578. .1853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5008 

10413 

1 

OJ9904 12_12 . 9A01 . C30 . o2 . tw 

1908 

none 



Seq. ID OJ990412_12.9A01.C30 
Strand 

End 2550 

Method TBLASTX : Wheat 

End 2318 

Score 81 



1908. .1994, 1910. .1999, 1910. .1993, 2026. .2238, 2027. .2245, 
2067. .2249, 2255.. 2317, 2268.. 2318 



5009 
10414 
2622 

OJ990412_12. 9A01.C31.o2.gp 
2622 

LIB3434-038-P1-K1-F1 
2622. .3142 

f 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990412_12.9A01.C31 

Strand + 

End 3142 

Method AAT/GAP 

End 3142 

Score 74 5 



Seq. No. 5009 

Gene No. 10415 

Start 4758 

Name OJ9904 12_12 . 9A01 . C31 . o3 . gs 

Start 4758 



Seq. ID OJ990412_12.9A01.C31 

Strand + 

End 5509 

Method GENSCAN 

End 5509 



5139 



GI 

Exons 



none 

4758.. 4832, 5063.. 5509 



Score 



.65 



Seq. No. 5009 

Gene No. 10416 

Start 1977 

Name OJ9904 12_12 . 9A01 . C31 . ol . gp 

Start 1977 

GI 6025105 

Exons 1977.. 2162 

GI Descrip. 5257255/dbj | AP000364 . 1 | AP000364 1.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



Seq. ID OJ990412_12.9A01.C31 
Strand 

End 2162 

Method AAT/GAP 

End 2162 

Score 258 



Seq. No. 5009 

Gene No. 10417 

Start 3956 

Name OJ9904 12_12 . 9A01 . C31 . o2 . gs 

Start 3956 

GI none 

Exons 3956.. 4267 



Seq. ID OJ990412_12.9A01.C31 
Strand 

End 4267 

Method GENSCAN 

End 4267 

Score . 68 



!=! = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5009 

10418 

6641 

OJ9904 12_12 . 9A01 . C31 . o4 . gs 

6641 

none 



Seq. ID OJ990412_12.9A01.C31 
Strand 

End 6955 

Method GENSCAN 

End 6955 

Score .63 



6641. .6680, 6745. .6837, 6879. .6955 



Us! 



Seq. No. 5010 

Gene No. 10419 

Start 2285 

Name OJ9904 12_12 . 9A01 . C32 . ol . gs 

Start 2285 

GI none 

Exons 2285.. 3688 



Seq. ID OJ990412_12.9A01.C32 
Strand 

End 3688 

Method GENSCAN 

End 3688 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5011 
10420 
1 

OJ990412_12.9A01.C37.ol.np 
1 

5852182 
1. .229 

(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ990412_12.9A01.C37 
Strand 

End 678 

Method AAT/NAP 

End 229 ' 

Score 236 



5011 
10420 
1 

OJ990412_12.9A01.C37.ol.gp 
90 

2310235 
90. .229, 641. .678 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990412_12.9A01.C37 

Strand 

End 678 

Method AAT/GAP 

End 678 

Score 301 



Seq. No. 



5011 



Seq. ID OJ990412_12.9A01.C37 



5140 



UCllC LMU . 


i rid 9i 


C+- r2 nH 




Start 


1016 


End 


2224 


Name 


OJ990412 12.9A01.C37.ol.gs 


Method 


GENSCAN 


Start 


1016 


End 


2224 


GI 


none 


Score 


.52 


Exons 


1016.. 1216, 2054.. 2132, 2178 


. .2224 




Seq. No. 


5012 


Seq. ID 


OJ990412_12.9A01.C39 


Gene No. 


10422 


Strand 


+ 


Start 


4369 


End 


8049 


Name 


OJ990412 12.9A01.C39.ol.np 


Method 


AAT/NAP 


Of- a rt" 


4369 


End 


8049 


GI 


2224931 


Score 


116 


Exons 


4369.. 4412, 5864.. 6185, 7974 


. .8049 




GI Descrip. 


(AF004215) ethylene-insensitive3-like3 


[Arabidopsis thaliana] 




gi|6692737|gb|AAF24843.1|AC012679 14 (AC012679) 




ethylene-insensitive3-like3 


(EIL3) [Arabidopsis thaliana] 


Seq. No. 


5013 


oeq. id 




Gene No. 


10423 


Strand 






412 


End 


7873 


Name 


OJ990412 12.9A01.C40.ol.gs 


Method 


GENSCAN 


Start 


412 


End 


7873 


GI 


none 


Score 


.51 


Exons 


412. .440, -1121. .1225, 1758.. 


1850, 2054 


..2180, 5198.. 5300, 




5599.. 5706, 6453.. 6592, 7712 


. .7873 




Seq. No. 


5014 


Seq. ID 


OJ990412_12.9A01.C42 


OCliC INvJ. 


10424 


Strand 


+ 


Start 


120 


End 


1971 


Name 


OJ990412 12.9A01.C42.ol.gs 


Method 


GENSCAN 


Start 


120 


End 


1971 


GI 


none 


Score 


.74 


Exons 


120.. 264, 1060.. 1194, 1925.. 


1971 




Seq. No. 


5014 


Seq. ID 


OJ990412_12.9A01.C42 


Gene No. 


10425 


Strand 




Start- 


2730 


End 


2862 


Name 


OJ990412 12.9A01.C42.o2.gs 


Method 


GENSCAN 


Start 


2730 


End 


2862 


GI 


none 


Score 


.92 


Exons 


2730. .2862 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



5015 Seq. ID OJ990412_12.9A01.C43 

10426 Strand 

1 End 722 

OJ9904 12_12 . 9A01 . C43 . ol . np Method AAT/NAP 

1 End 722 

6539553 Score 1145 

1..722 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



5015 
10426 



Seq. ID 
Strand 



OJ990412 12.9A01.C43 



5141 




Start 


1 








End 


722 




Name 


OJ990412 


12.9A01.C43 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


" 56 








End 


520 




GI 


none 








Score 


397 




Exons 


56. .520, 


57. .512 












Seq. No. 


5015 








Seq. ID 


OJ990412_12.9A01 


.C43 


VJCllC LiU ■ 


10426 








Strand 






Start . 


1 








End 


722 




Name 


OJ990412 


12.9A01.C43 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


146 








End 


535 




GI 


none 








Score 


112 




Exons 


146. .340, 


353. .535 












Seq. No. 


5015 








Seq. ID 


OJ990412_12.9A01 


.C43 


VJCll" IN v> • 










St rand 






Start 


1 








End 


722 




Name 


OJ990412 


12.9A01.C43 


.ol 


. gs 


Method 


GENSCAN 




Start 


149 








End 


359 




GI 


none 








Score 


. 67 




Exons 


149. .359 














Seq. No. 


5015 








Seq. ID 


OJ990412_12. 9A01 


.C43 


o n o Mo 


J. \J H £. D 








Cf rand 






Start 


1 








End 


722 




Name 


OJ990412 


12.9A01.C43 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


170 








End 


619 




GI 


none 








Score 


63 




Exons 


170. .337, 


356. .619, 


380 


...541, 


390. .575 






Seq. No. 


5015 








Seq. ID 


OJ990412_12.9A01 


.C43 




i U *i c. \J 








Sr rand 






Start 


1 








End 


722 




Name 


OJ990412 


12.9A01.C43 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


170 








End 


568 




GI 


none 








Score 


38 




Exons 


170. .343, 


297. .335, 


344 


. .568, 


390. .560 






Seq. No. 


5016 








Seq. ID 


OJ990412_12.9A01 


.C4 5 




.1 \j *t £. t 








Sr ranri 

O Li. CLi ILL 






Start 


172 








End 


592 




Name 


OJ990412 


12.9A01.C45 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


59 








End 


229 




GI 


none 








Score 


157 




Exons 


59. .229, 


60.. 212, 62 


. .223 








Seq. No. 


5016 








Seq. ID 


OJ990412_12.9A01 


.C45 


dart a Mo 


1 fi4 97 








St" r a nH 
oil aiiu 






Start 


172 








End 


592 




Name 


OJ990412 


12.9A01.C45 


.ol 


.gs 


Method 


GENSCAN 




Start 


172 








End 


592 




GI 


none 








Score 


.92 




Exons 


172. .592 














Seq. No. 


5017 








Seq. ID 


OJ990412_12. 9A01 


.C47 


Gene No. 


10428 








Strand 






Start 


1 . 








End 


622 





5142 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990412_12 . 9A01 . C47 . ol . np Method AAT/NAP 
1 End 622 

6742729 Score 610 

1..622 

(AF121139) RIM2 protein [Oryza sativa] 



5017 
10428 
1 

OJ9904 12_12 . 9A01 . C4 7 . ol . gp 
39 

342_1.R1084 
39. .421 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990412_12.9A01.C47 
Strand 

End 622 

Method AAT/GAP 

End 421 

Score 662 



Seq. No. 5017 

Gene No. 10428 

Start 1 

Name OJ990412_12 . 9A01 . C4 7 . ol . tm 

Start 41 

GI none 

Exons 41.. 349, 56.. 265, 63.. 338 



Seq. ID OJ990412_12.9A01.C47 

Strand 

End 622 

Method TBLASTX : Mai ze 

End 34 9 

Score 65 



^ Seq. No. 5017 

f! Gene No. 10428 

ij Start 1 

5 Name OJ990412_12 . 9A01 . C47 . ol . tw 

f t Start 41 

jf GI none 

5 Exons 41.. 391, 42.. 392 



Seq. ID OJ990412_12.9A01.C47 

Strand 

End 622 

Method TBLASTX : Wheat 

End 392 

Score 343 



Seq. No. 5017 

Gene No. 10428 

Start 1 

Name OJ9904 12_12 . 9A01 . C4 7 . ol . gs 

Start 42 

GI none 

Exons 42.. 241 



Seq. ID OJ990412_12.9A01.C47 

Strand 

End 622 

Method GENSCAN 

End 241 

Score .57 



Seq. No. 5018 

Gene No. 10429 

Start 364 

Name OJ9904 12_12 . 9A0 1 . C4 8 . o5 . tw 

Start 209 

GI none 

Exons 209.. 541, 318.. 542 



Seq. ID OJ990412_12.9A01.C48 
Strand 

End 4110 

Method TBLASTX : Wheat 

End 542 

Score 103 



Seq. No. 5018 

Gene No. 10429 

Start 364 

Name OJ9904 12_12 . 9A01 . C4 8 . ol . np 

Start 364 

GI 5257279 

Exons 364.. 1171, 1286.. 1447, 1664. 
GI Descrip. 



Seq. ID OJ990412_12.9A01.C48 
Strand 

4110 
AAT/NAP 
4110 
4819 



End 

Method 
End 
Score 
.4110 



(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



5143 





Seq. No. 


5018 








Seq. ID 


OJ990412_12.9A01 


.C48 




Gene No. 


10429 








Strand 








Start 


364 








End 


4110 






Name 


OJ990412 12 


. 9A01 


.C48.ol, 


. tm 


Method 


TBLASTX: Maize 






Start 


401 








End 


985 






GI 


none 








Score 


209 






Exons 


401. .829, 402. .830, 416, 


. .841, 


700. .834 


, 825.-959, 827.. 


985, 






831. .983 
















Seq. No. 


5018 








Seq. ID 


OJ990412_12 . 9A01 


.C48 




Gene No. 


10429 








Strand 








Start 


364 








End . 


4110 






Name 


OJ990412 12 


. 9A01 


.C48.ol, 


,tw 


Method 


TBLASTX: Wheat 






Start 


542 








End 


1168 






GI 


none 








Score 


262 






Exons 


542.. 1168, 


543. . 


1166 












Seq. No. 


5018 








Seq. ID 


OJ990412_12 . 9A01 


.C48 




Gene No. 


10429 








Strand 








Start 


364 








End 


4110 






Name 


OJ990412 12 


. 9A01 


.C48.o3. 


.tm 


Method 


TBLASTX : Maize 






Start 


1037 








End 


1328 






GI 


none 








Score 


238 






Exons 


1037. .1327, 


1041 


. .1328 










ru 


Seq. No. 


5018 








Seq. ID 


OJ990412_12 . 9A01 


.C48 




Gene No. 


10429 








Strand 








Start 


364 








End 


4110 






Name 


OJ990412 12 


.9A01 


.C48.o2. 


.ts 


Method 


TBLASTX : Soybean 






Start 


1130 








End 


1384 




fu 


GI 


none 








Score 


139 






Exons 


1130. .1375, 


1131 


. .1376, 


1145. 


.1384 








Seq. No. 


5018 








Seq. ID 


OJ990412_12.9A01 


.C48 




Gene No. 


10429 








Strand 








Start 


364 








End 


4110 






Name 


OJ990412 12 


. 9A01 


.C48.ol. 


.tc 


Method 


TBLASTX: Cress 




! :c? 


Start 


1151 








End 


1468 






GI 


none 








Score 


106 






Exons, 


1151. .1294, 


1152 


. .1283, 


1295. 


.1468, 1347. .1460 






Seq. No. 


5018 








Seq. ID 


OJ990412_12.9A01 


. C48 




Gene No. 


10429 








Strand 








Start 


364 








End 


4110 






Name 


OJ990412 12 


. 9A01 


.C48.o3. 


,tw 


Method 


TBLASTX: Wheat 






Start 


1175 








End 


1664 






GI 


none 








Score 


258 






Exons 


1175. .1663, 


1179 


. .1664 












Seq. No. 


5018 








Seq. ID 


OJ990412_12.9A01 


.C48 




Gene No. 


10429 








Strand 








Start 


364 








End 


4110 






Name 


OJ990412 12 


. 9A01 


.C48.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


1664 








End 


2167 






GI 


none 








Score 


269 






Exons 


1664^ .2167, 


1665 


. .2159 











5144 




oeq. NO. 


jUIo 








beq. ID 


OJ99U41^ 12.9A01.C4o 


Gene No. 


10429 








Strand 




Start 


364 








End 


4110 


Name 


OJ990412 12 


.9A01. 


.'C48.02 


.tm 


Method 


TBLASTX: Maize 


Start 


1733 








End 


2095 


GI 


none 








Score 


147 


Exons 


1733. .2092, 


1742. 


. .2095, 


1827. 


.2093 




oeq. no. 


cm o 
DUlo 








Seq. ID . 


OJ990412 12.9A01/C48 


Gene No. 


10429 








Strand 




Start 


364 








End 


4110 


Name 


OJ990412 12 


. 9A01. 


.C48.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


1916 








End 


2161 


GI 


none 








Score 


204 


Exons 


1916. .2161 












oeq. no. 


OU lo 








Seq. ID 


OJ990412 12.9A01.C48 


Gene No. 


10429 








Strand 




Start 


364 








End 


4110 


Name 


OJ990412 12 


. 9A01. 


,C48.o5, 


.tm 


Method 


TBLASTX: Maize 


Start 


2099 








End 


2356 


GI 


none 








Score 


.173 


Exons 


2099. .2356, 


2103. 


.2342 








oeq. no. 


CA1 Q 

OU lo 








Seq. ID 


OJ990412_12.9A01.C48 


Gene No. 


10429 








Strand 




Start 


364 








End 


4110 


Name 


OJ990412 12 


. 9A01. 


C48.o6, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2168 








End 


2466 


GI 


none 








Score 


132 


Exons 


2168. .2371, 


2184. 


.2342, 


2228. 


.2356, 2361. .2450, 2386. .2466 


Seq. No. 


5018 








Seq. ID 


OJ990412_12.9A01.C48 


Gene No . 


i n A O Q 

iu h £. y 








Strand 




Start 


364 








End 


4110 


Name 


OJ990412 12 


. 9A01. 


C48.ol, 


.ts 


Method 


TBLASTX : Soybean 


Start 


2183 








End 


2576 


GI 


none 








Score 


132 


Exons 


2183. .2371, 


2184. 


.2342, 


2225. 


.2353, 2361.. 2540, 2380.. 2538, 




2400. .2546, 


2544 . 


.2576, 


2545. 


.2574 




O j"» XT n 

oeq . t no . 


jUIo 








Seq. ID" 


OJ990412_12.9A01.C48 


Gene No. 


10429 








Strand 




Start 


364 








End 


4110 


Name 


OJ990412 12, 


. 9A01. 


C48.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2493 








End 


2934 


GI 


none 








Score 


73 


Exons 


2493. .2933, 


2686. 


.2934 








Seq. No. 


5018 ' 








Seq. ID 


OJ990412_12.9A01.C48 


Gene No. 


10429 








Strand 




Start 


364 








End 


4110 


Name 


OJ990412 12, 


. 9A01. 


C48.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2517 








End 


2997 


GI 


none 








Score 


92 


Exons 


2517. .2987, 


2521. 


.2664, 


2526. 


.2939, 2692. .2997 



5145 



Seq. No. 


oUlo 


Seq. ID 


OJ990412_12.9A01 




Gene No. 


10429 


Strand 






Start 


364 


End 


4110 




Name 


OJ990412 12.9A01.C48.o7.tw 


Method 


TBLASTX: Wheat 




Start 


3123 


End 


3500 




GI 


none 


Score 


72 




Exons 


3123.. 3245, 3124.. 3234, 3279 


..3500, 3379. .3450 




Seq. No. 


OUlo 


Seq. ID 




C A Q 


Gene No. 


10429 


Strand 






Start 


364 


End 


4110 




Name 


OJ990412 12.9A01.C48.o6.tm 


Method 


TBLASTX: Maize 




Start 


3183 


End 






GI 


none 


Score 


A A 

4 4 




Exons 


3183.. 3323, 3183.. 3506, 3382 


. .3459 






Seq. No. 


5019 


Seq. ID 


ojyyu4iz iz.yAui 


.C49 


Gene No. 


10430 


Strand 






btart 


1 


End 


1914 




Name 


OJ990412 12.9A01.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


loUD 




GI 


5257279 


Score 


1 A Q *3 




Exons 


1..939, 1573.. 1806 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


5019 


Seq. ID 


OJ990412JL2. 9A01 


r* a Q 
. C4 y 


Gene No. 


10430 


Strand 






Start 


1 


End 


1 Q1 A 

i y in. 




Name 


OJ990412 12.9A01.C49.ol.gs 


Method 


P P XT C 1 P 7\ M 

GENbCAN 




Start 


79 


End 


1 1 CO 

1 loo 




GI 


none 


Score 


Q*7 

. y / 




Exons 


79. .1158 








Seq. No. 


5019 


Seq. ID 


OJ990412_12.9A01 


. C4 y 


Gene No. 


10430 


Strand 






Start 


1 


End 


1 Q 1 A 

i y 14 




Name 


OJ990412 12.9A01.C49.ol.tw 


Method 


TBLASTX : Wheat 




Start 


661 


End 


1047 




GI 


none 


Score 


60 




Exons 


661. .810, 808. .1047, 939. .1025 






Seq. No. 


5019 


Seq. ID 


OJ990412_12.9A01 


. C4 y 


Gene No. 


10430 


Strand 






Start 


1 


End 


1914 




Name 


OJ990412 12.9A01.C49.o2.gs 


Method 


GENSCAN 




Start 


1510 


End 


1914 




GI 


none 


Score 


.79 




Exons 


1510. .1914 








Seq. No. 


5020 


Seq. ID 


OJ990412_12.9A01 


.C50 


Gene No. 


10431 


Strand 






Start 


1 


End 


961 





Name OJ990412_12 . 9A01 . C50 . ol . np Method AAT/NAP 

Start 1 End 961 

GI 5257279 Score 875 



5146 



Exons 1..67, 416.. 961 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 5020 Seq. ID 

Gene No. 10431 Strand 

Start 1 End 

Name OJ9904 12_12 . 9A01 . C50 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33.. 67, 448.. 760 



OJ990412_12.9A01.C50 
961 

GEN SCAN 

760 

.73 



Seq. No. 5020 Seq. ID 

Gene No. 10432 Strand 

Start 1776 End 

Name OJ9904 12_12 . 9A01 . C50 . ol . gp Method 

Start 1776 End 

GI LIB3434-038-P1-K1-F1 Score 

Exons 1776.. 2299 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0 
DNA, chromosome 8, clone : P0026F07 1 



OJ9904 12_12 . 9A01 .C50 

2299 
AAT/GAP 
2299 
694 



0e+00 Oryza sativa. genomic 





Seq. No. 


5021 




Seq. ID 


OJ990412_ 


12. 


, 9A01 


.C52 




Gene No. 


10433 r: 




Strand 












Start 


778 




End 


892 








in 


Name 


OJ990412 12.9A01.C52.ol. 


gs 


Method 


GEN SCAN 








m 


Start 


778 




End 


892 








i" ~H 


GI 


none 




Score 


.83 








I = 

; i ! 
•: 


Exons 


778.. 790, 829.. 892 














hi 


Seq. No. 


5022 




Seq. ID 


OJ990412_ 


12. 


, 9A01 


.C53 


fy 


Gene No. 


10434 




Strand 


+ 










Start 


4567 




End 


4798 








u 


Name 


OJ990412 12.9A01.C53.o2. 


gs 


Method 


GEN SCAN 










Start 


4567 




End 


4798 










GI 


none 




Score 


.88 










Exons 


4567. .4651, 4668. .4798 














□ 

Q 


Seq. No. 


5022 




Seq. ID 


OJ990412_ 


12. 


, 9A01 


-C53 


Gene No. 


10435 




Strand 


+ 










Start 


8864 




End 


10831 










Name 


OJ990412 12.9A01.C53.o5. 


gs 


Method 


GENSCAN 










Start 


8864 




End 


10811 










GI 


none 




Score 


.59 










Exons 


8864. .9751, 9894. .10094, 


10616. .10811 











Seq. No. 5022 Seq. ID OJ990412_12.9A01.C53 

Gene No. 10435 Strand + 

Start 8864 End 10831 

Name OJ9904 12_12 . 9A01 . C53 . o2 . np Method AAT/NAP 

Start -9379 End 10831 

GI 3292902 Score 91 

Exons 9379.. 9603, 10741.. 10831 

GI Descrip. (AL031027) /prediction= (method: " "genefinder" ,f , 
score:""67.72"") ; /predict ion= (method: ""genscan 
version:,""1.0 ,,,f ) ; /match= (desc: ""PUTATIVE RHO/RAC GUANINE 
NUCLEOTIDE EXCHANGE FACTOR (RHO/RAC GEF) ( FACIOGENIT . . . 



version: 



084" ", 



5147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5022 

10435 

8864 

OJ990412_12.9A01.C53.o3.np 

9689 

6321804 

9689.. 9810, 9934 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10094, 10616.. 10831 
SH3 domain in C-terminus; . Ysc84p gi | 626598 | pir | | S4 6791 
hypothetical protein YHR016c - yeast (Saccharomyces cerevisiae) 
gi 1 500710 (U10400) Ysc84p [Saccharomyces cerevisiae] 



OJ990412_12.9A01.C53 
+ 

10831 
AAT/NAP 
10831 
244 



5022 Seq. ID 

10436 Strand 

4 38 End 

OJ9904 12_12 . 9A01 . C53 . ol . gs Method 

438 End 

none Score 



OJ990412_12.9A01.C53 

3928 
GENSCAN 
3558 
.46 



438.-596, 1241.. 1376, 1399.. 1463, 2620.. 3558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5022 Seq. ID 

10436 Strand 

4 38 End 

OJ990412_12 . 9A01 . C53 . ol . gp Method 

1982 End 

uC-osflcyp028dl0bl Score 
1982. .2011, 2620.. 3077 

'3687239 1.0e-13 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] 1 



OJ990412_12.9A01.C53 

3928 
AAT/GAP 
3077 ' 
924 



f 3 l 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



5022 Seq. ID OJ990412_12.9A01.C53 

10436 Strand 

438 End 3928 

OJ9904 12_12 . 9A01 . C53 . ol . np Method AAT/NAP 

2623 End 3928 

3212877 Score 1062 

2623..3S23, 3855.. 3928 

(AC004005) similar to late embryogenesis abundant proteins 
[Arabidopsis thaliana] 



5022 

10437 

5179 

OJ9904 12_12 . 9A01 . C53 . o3 . gs 

5179 

none 

5179. .5350, 5985. .6187 

5022 

10438 

6948 

OJ9904 12_12 . 9A01 . C53 . ol . tm 

2582 

none 

2582. .2722, 2592. .2807, 2630. 
2759. .3463, 3077. .3478 



Seq. ID 

Strand* 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End- 

Method 

End 

Score 



OJ990412_12 . 9A01 .C53 

6187 
GENSCAN 
6187 
.81 



OJ990412_12.9A01.C53 
8533 

TBLASTX: Maize 

3478 

97 



.2839, 2631. .2840, 2650. .3462, 



5148 



Seq. No. 5022 

Gene No. 10438 

Start 6948 

Name OJ9904 12_12 . 9A01 , 

Start 2616 

GI none 

Exons 2616.. 2642, 2650, 
3119. .3466 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 8533 

C53.ol.ts Method TBLASTX : Soybean 

End 34 66 

Score 38 
.3462, 2651.. 2722, 2652.. 2810, 2759.. 3463, 



Seq.. No. 5022 

Gene No. 10438 

Start 6948 

Name OJ9904 12_12 . 9A01 . 

Start 2621 

GI none 

Exons 2621.. 2722, 2630. 

2875. .3480, 2876. 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 8533 

C53.ol.tc Method TBLASTX : Cress 

End 3572 

Score 77 
.2809, 2650.. 2802, 2650.. 3462, 2762.. 3463, 
.3469, 3501.. 3572 



Seq. No. 5022 

Gene No. 10438 

Start 6948 

Name OJ9904 12_12 . 9A01 . C53 . o2 . tw 

Start 3319*,, 

GI none' " 

Exons 3319.. 3462, 3323.-3463, 8292. 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 8533 

Method TBLASTX : Wheat 

End 8378 

Score 117 
.8378 



Seq. No. 5022 

| s !f Gene No. 10438 

Start 6948 

U 1 Name OJ9904 12_12 . 9A01 . C53 . o4 . gs 

:,3 Start 6948 

i'i'l GI none 

ibr Exons 6948.. 7060, 7155.. 7318, 8217, 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 8533 

Method GENSCAN 

End 8533 



Score 
.8533 



.65 



Seq. No. 5022 

Gene No. 10439 

Start 9227 

Name OJ9904 12_12 . 9A01 . 

Start 9227 

GI none 

Exons 9227.. 9748, 9231, 



C53.o2.tm 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 10818 

Method TBLASTX : Mai ze 

End 974 9 

Score 829 



,9749, 9233. .9739, 9244. .9747 



Seq. No. 5022 

Gene No. 10439 

Start 9227 

Name 0 J9 9 0 4 1 2_1 2 . 9A0 1 . 

Start 9286 

GI none 

Exons 9286.. 9762, 9293. 

10618. .10812 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 10818 

C53.o2.ts Method TBLASTX : Soybean 

End 10813 

Score 659 
.9772, 9891.. 10097, 9896.. 10090, 10613 .. 10813, 



Seq. No. 5022 

Gene No. 10439 

Start 9227 

Name 0 J9 9 0 4 1 2_1 2 . 9A0 1 . 

Start * 9362 

GI none 



C53.o2.tc 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 10818 

Method TBLASTX : Cress 

End . . 9532 

Score 187 



5149 



Exons 9362.. 9532, 9376.-9528 

Seq. No. 5022 

Gene No. 10439 

Start 9227 

Name OJ990412_12. 9A01 .C53 . ol . tw 

Start 9674 

GI none 
Exons 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 10818 
Method TBLASTX : Wheat 
End 10657 
Score 158 

9674. .9772, 9674. .9772, 9676. .9774, 9690. .9779, 9891. .10097, 
9891. .10004, 9899. .10096, 10612. .10656, 10612. .10656, 
10613. .10657 



Seq. No. 5022 

Gene No. 10439 

Start 9227 

Name OJ9904 12_12 . 9A01 . C53 . o3 . tm 

Start 9891 

GI none ■ 

Exons 9891.. 10097, 9896.. 10093, 9985.. 10113, 10610 .. 10813, 
10610. .10813, 10612.. 10818 



Seq. ID OJ990412_12.9A01.C53 
Strand 

End 10818 

Method TBLASTX: Maize 

End 10818 

Score 292 





Seq. No. 


5023 








Seq. ID 


OJ990412 12.9A01 


.C54 




Gene No. 


10440 








Strand 


+ 






Start 


685 








End 


886 




; ~~i 


Name 


OJ990412 


12.9A01.C54 


.ol 


.ts 


Method 


TBLASTX : Soybean 




f fj 


Start 


657 








End 


886 




I s ! : 


GI 


none 








Score 


60 




) : : 
: cr 

s; 

i i 


Exons 


657. .830, 


658. .828, 


678 


. .860, 


683. .886 






■: " 

w 


Seq. No. 


5023 








Seq. ID 


OJ990412_12. 9A01 


.C54 


hJ 


Gene No. 


10440 








Strand 


+ 




fy 


Start 


685 








End 


886 




Name 


OJ990412 


12.9A01.C54 


.ol 


.tm 


Method 


TBLASTX: Maize 




is 


Start 


678 








End 


860 




;S » 


GI 


none 








Score 


268 




: 

' HS 


Exons 


678. .860, 


682. .858, 


683 


. .859 








I i 
ss 


Seq. No. 


5023 








Seq. ID 


OJ990412_12.9A01 


.C54 


! ;3 


Gene No. 


10440 • 








Strand 


+ 






Start 


685 








End . 


886 




!* "H 


Name 


OJ990412 


12.9A01.C54 


.ol 


. gs 


Method 


GEN SCAN 






Start 


685 






End 


869 






GI 


none 








Score 


.46 






Exons 


685. .869 
















Seq. No. 


5024 








Seq. ID 


OJ990412_12.9A01 


.C55 




Gene No. 


10441 








Strand 








Start 


177 








End 


575 






Name 


OJ990412 


12.9A01.C55 


.ol 


.gs 


Method 


GENSCAN 






Start 


177 






End 


575 






GI 


none 








Score 


.68 






Exons 


177. .248, 


470. .575 













Seq. No. 5025 

Gene No. 10442 

Start 198 

Name OJ9904 12_12 . 9A01 . C56 . bl . gp 



Seq. ID OJ990412_12.9A01.C56 

Strand + 

End 34 0 

Method AAT/GAP 



5150 



Start 


198 


End 


340 


GI 


21474 1.R1084 


Score 


239 


Exons 


198. .340 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidops 




thaliana] 1 






Seq. No. 


5025 


Seq. ID 


OJ9904 12_12 . 9A01 . C56 


Gene No. 


10443 


Strand 




Start 


731 


End 


1456 


Name 


OJ990412 12.9A01.C56.ol.gs 


Method 


GENSCAN 


Start 


731 


End 


1456 


GI 


none 


Score 


.89 


Exons 


731. .916, 996. .1094, 1189. .1261, 1346. 


. 1456 


Seq. No. 


5026 


Seq. ID 


OJ990412 12.9A01.C58 


Gene No. 


10444 


Strand 




Start 


1 


End 


828 


Name 


OJ990412 12.9A01.C58.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


828 


GI 


4680203 


Score 


875 


Exons 


1 . . 828 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 


Seq. No. 


5026 


Seq. ID 


OJ990412 12.-9A01.C58 


Gene No. 


10444 


Strand 




Start 


1 -- 


End 


828 


Name 


OJ990412 12.9A01.C58.ol.gs 


Method 


GENSCAN 


Start 


14 


End 


819 


GI 


none 


Score 


.89 


Exons 


14. .358, 459. .819 






Seq. No. 


5026 


Seq. ID 


OJ990412 12.9A01.C58 


Gene No. 


10444 


Strand 




Start 


1 


End 


828 


Name 


OJ990412_12. 9A01.C58.ol. ts 


Method 


TBLASTX ; Soybean 


Start 




End 


344 


GI 


none 


Score 


105 


Exons 


54. .119, 106. .336, 126. .344 






Seq. No. 


5026 


Seq. ID 


OJ990412 12.9A01.C58 


Gene No. 


10444 


Strand 




Start 


1 


End 


828 


Name 


OJ990412 12.9A01.C58.ol.tw 


Method 


TBLASTX: Wheat 


Start 


111 


End 


428 


GI 


none 


Score 


158 


Exons 


111. .368, 116. .367, 126. .377 


, 127.. 369 


, 360. .428 


Seq. No. 


5026 


Seq. ID 


OJ990412_12.9A01.C58 


Gene No. 


10444 


Strand 




Start 


1 


End 


828 


Name 


OJ990412 12.9A01.C58.ol.gp 


Method 


AAT/GAP 


Start 


364 


End 


828 


GI 


2310235 


Score 


253 


Exons 


364. .388, 680. .828 






GI Descrip. 


5852182/emb|CAB55420.1| 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 



sativa] 



5151 



Seq. No. 5027 Seq. ID 

Gene No. 10445 Strand 

Start 408 End 

Name OJ9904 12_12 . 9A01 . C60 . ol . gs Method 

Start 408 End 

GI none Score 

Exons 408.. 518 



OJ9904 12_12 . 9A01 . C60 
+ 

518 

GENSCAN 

518 

.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5028 

10446 

1 

OJ990712_10 . 9A08 . CI . ol . np 
1 

4835247 



Seq. ID OJ990712_10.9A08.C1 
Strand 

End 7093 

Method AAT/NAP 

End 2870 

Score 387 



1..349, 457. .599, 686.-733, 838. .912, 2841. .2870 
(AL049862) putative tRNA synthetase [Arabidopsis thaliana] 



cn 

FU 
■Q. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5028 

10446 

1 

OJ990712_10 . 9A08 . CI . ol . tc 

293 

none 



Seq. ID OJ990712_10.9A08.C1 



Strand 
End 

Method 

End 

Score 



7093 

TBLASTX: Cress 

2929 

68 



293... 358, 295. .351, 456. .560, 456. .602, 457. .609, 681. .719, 
686.. 733, 2839.. 2910, 2841.. 2924, 2900.. 2929 



5028 

10446 

1 

OJ990712_10 . 9A08 . CI . o2 . tm 

294 

none 



Seq. ID OJ990712_10.9A08.C1 
Strand 

End 7093 

Method TBLASTX : Mai ze 

End 2 926 

Score 7 9 



294. .347, 295. .348, 295. .351, -296. .358, 456. .560, 456. .602, 
457. .609, 493. .609, 681. .719, 686. .733, 838. .915, 839. .913, 
2836. .2910, 2841. .2924, 2841. .2924, 2897. .2926 



Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5028 

10446 

1 

OJ9907 12_10 . 9A08 . CI . ol . gp 
457 

19004 1.R1084 



Seq. ID OJ990712_10. 9A08.C1 
Strand 

End 7093 

Method AAT/GAP 

End 4727 

Score 676 



457. .599, 686. .733, 838. .912, 2841. .2924, 2947. .3074, 4703. .4727 
, 5852182/emb|CAB55420.1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] ' 



Seq. No. 5028 

Gene No. 10446 

Start 1 

Name OJ990712_10 . 9A08 . CI . o2 . ts 

Start 462 

GI none 
Exons 



Seq. ID OJ990712_10.9A08.C1 
Strand 

End 7093 

Method TBLASTX : Soybean 

End 2924 

Score 155 



462. .602, 466. .609, 681. .719, 686. .733, 2839. .2913, 2841. .2924 



Seq. No. 
Gene No. 
Start 



5028 

104.46 

1 



Seq. ID OJ990712_10. 9A08.C1 
Strand 

End 7093 



5152 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9907 12_10 . 9A08 . CI . ol . gs Method GENSCAN 

4 98 End 2924 

none Score . 61 

498.. 599, 686.. 733, 838.. 912, 2616.. 2924 



5028 

10446 

1 

OJ9907 12_10 . 9A08 . CI . o2 . tc 

3976 

none 



Seq. ID OJ990712_10.9A08.C1 



Strand 
End 

Method 

End 

Score 



7093 

TBLASTX: Cress 

4238 

81 



3976. .4047, 3980. .4075, 4040. .4081, 4051. .4083, 4052. .4081, 
4153. .4236, 4163. .4237, 4164. .4238, 4164. .4238 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

! s U -Seq. No. 
P Gene No. 



Start 
Name 
Start 
GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5028 

10446 

1 

OJ990712_10. 

3977 

none 

3977. .4081, 
4153. .4440, 
5855. .5998, 



9A08.Cl.ol.tm 



6093. 
6649. 



.6239, 
.6735, 



3979.. 4083, 3980.. 4081, 3985 

4164.. 4439, 4530.. 4652, 4530 

5881.. 5991, 5883., 5996, 5888 

6094.. 6243, 6098.. 6244, 6550 

6690.. 6791, 6795.. 6887, 6838 



Seq. ID OJ990712_10.9A08.C1 
Strand 

End 7093 
Method TBLASTX : Maize 
End 6888 
Score 145 

4083, 4126.. 4311, 
4622, 4531.. 4656, 
5998, 6088.. 6243, 
6735, 6647.. 6760, 
6888 



5028 

10446 

1 

OJ9907 12_10 . 9A08 . CI . o2 . gs 

3979 

none 



Seq. ID OJ990712_10.9A08.C1 
Strand 

End 7093 

Method GENSCAN 

End 6977 

Score .5 

3979. .4080, 4164. .4437, 4531. .4618, 5890. .5998, 6091. .6237, 
6649.. 6734, 6842.. 6977 



5028 

10446 

1 

OJ9907 12_10 . 9A08 . CI . o2 . np 

3982 

4587585 



Seq. ID OJ990712_10.9A08.C1 
Strand 

End 7093 
Method AAT/NAP 
End 6950 
Score 938 

3982. .4080, 4164. .4334, 4539. .4654, 6087. .6237, 6649. .6734, 
6842. .6950 

(AC007232) hypothetical protein [Arabidopsis thaliana] 



5028 

10446 

1 

OJ9907 12_10 . 9A08 . CI . ol . ts 

4018 

none 



Seq. ID OJ990712_10.9A08.C1 
Strand 

End 7093 

Method TBLASTX : Soybean 

End 6177 

Score 4 6 



4018. .4047, 4051. .4083, 4052. .4090, 4152. .4436, 4164. .4307, 
4374. .4436, 4530. .4622, 4531. .4656, 4534. .4644, 5855. .5998, 
5889.. 5999, 6058.. 6177, 6080.. 6169 



Seq. No. 
Gene No. 



5028 
10446 



Seq. ID OJ9907i2_10.9A08.Cl 
Strand 



5153 





Start 


1 


End 


7093 




Name 


OJ990712 10.9A08.Cl.o2.gp 


Method 


AAT/GAP 




Start 


5942 


End 


7093 




GI 


42931 1.R1084 


Score 


1012 




Exons 


5942.. 5998, 6091.. 6237, 6649. 


.6734, 6842.. 7093 




GI Descrip. 


, 4587585/gb|AAD25813.1|AC007232 3 5 . Oe 


-47 (AC007232) 






hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


5028 


Seq. ID 


OJ990712_10.9A08.C1 




Gene No. 


10446 


Strand 






Start 


1 


End 


7093 




Name 


OJ9907 12_10 . 9A08 . CI . o3 . tc 


Method 


TBLASTX: Cress 




Start 


6122 


End 


6887 




GI 


none 


Score 


132 




Exons 


6122.. 6238, 6124.. 6243, 6124. 


.6243, 6647.. 6760, 6649.. 6735, 






6795. .6887 








Seq. No. 


5029 


Seq. ID 


OJ990712_10.9A08.C2 




Gene No. 


10447 


Strand 


+ 




Start 


613 


End 


1408 




Name 


OJ9907 12_10 . 9A08 . C2 . ol . gs 


Method 


GENSCAN 




Start 


613 


End 


1408 


i.J 


GI 


none 


Score 


.86 




Exons 


613. . 676, .1185. . 1408 








Seq. No. 


5029 


Seq. ID 


OJ990712 10.9A08.C2 




Gene No. 


10448 


Strand 


+ 


; ; 
: ; =? 


Start 


3484 


End 


4011 


1 : ? 


Name 


OJ990712 10.9A08.C2.o3.gs 


Method 


GENSCAN 




Start 


3484 


End 


4011 


i. n 


GI 


none 


Score 


.98 


fy 


Exons 


3484. .4011 






ri 


Seq. No. 


5029 


Seq. ID 


OJ990712_10.9A08.C2 




Gene No. 


10449 


Strand 


+ 


I - 


Start 


7263 


End 


11339 


Name 


OJ990712 . 10 . 9A08 . C2 . ol . np 


Method 


AAT/NAP 


!, 1 


Start 


7263 


End 


11339 


W 


GI 


5922620 


Score 


577 


~ 


Exons 


7263.. 7376, 8968.. 9043, 9320. 


.9446, 9494.. 9670, 9707.. 9791, 






11209.. 11339 







GI Descrip. 



(AP000492) EST 
predicted gene, 
gil 6016853 | dbj | 
corresponds to 
protein [Oryza 



D15357 (C0514 ) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 

the predicted gene.; hypothetical 



a region 
sativa] 



of 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5029 

10450 

16117 

OJ990712_10 . 9A08 . C2 . 06 . gs 

16117 

none 

16117. .16375, 16426. .16718 



Seq. ID OJ990712_10.9A08.C2 

Strand + 

End 16718 

Method GENSCAN 

End 16718 

Score .71 



Seq. No. 
Gene No, 



5029 
10451 



Seq. ID OJ990712_1Q.9A08.C2 
Strand + 



5154 



S3. 

r : 
*5sf 

ru 

is ■ 

C3 



Start 


29705 


End 


31180 




Name 


OJ990712 10.9A08.C2.o4.np 


Method 


AAT/NAP 




Start 


29521 


End 


31180 




GI 


6907086 


Score 


1127 




Exons 


29521. .30310, 30374 .. 30608, 


30832.. 31180 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5029 


Seq. ID 


OJ990712_10. 9A08 


.C2 


Gene No. 


10451 


Strand 


+ 




Start 


29705 


End 


31180 




Name 


OJ990712 10.9A08.C2.ol0.gs 


Method 


GEN SCAN 




Start 


29705 


End 


30316 




GI 


none 


Score 


.85 




Exons 


29705. .30316 








Seq. No. 


5029 


Seq. ID 


OJ990712_10.9A08 


.C2 


Gene No. 


10452 


Strand 






Start 


1739 


End 


2660 




Name 


OJ990712 10.9A08.C2.o2.gs 


Method 


GENSCAN 




Start 


1739 


End 


2660 




GI 


none 


Score 


.57 




Exons 


1739.. 1933, 2296.. 2368, 2512.. 2660 




- 


Seq. No. 


5029 


Seq. ID 


OJ990712_10.9A08 


.C2 


Gene No. 


10453 


Strand 






Start 


10990 


End 


15654 




Name 


OJ990712 10.9A08.C2.o2.np 


Method 


AAT/NAP 




Start 


10990 


End 


15160 




GI 


4206763 


Score 


174 




Exons 


10990. .11007, 12978. .13242, 


13523. .13658, 13754. .13993, 






15095. .15160 








GI Descrip. 


(AF104328) cell wall-plasma 


membrane linker protein homolog 




[Arabidopsis thaliana] 








Seq. No. 


5029 


Seq. ID 


OJ990712_10.9A08 


.C2 


Gene No. 


10453 


Strand 






Start 


10990 


End 


15654 




Name 


OJ990712 10.9A08.C2.o3.np 


Method 


AAT/NAP 




Start 


13293 


End 


15654 




GI 


5922634 


Score 


126 




Exons 


13293. .13416, 15555. .15654 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6016867 |dbj |BAA85210.1| . 


(AP000570) 1 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


5029 


Seq. ID 


OJ990712_10.9A08 


.C2 


Gene No. 


10454 


Strand 






Start 


25458 


End. 


27445 




Name 


OJ990712 10.9A08.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


13670 


End 


13960 




GI 


none 


Score 


38 




Exons 


13670. .13708, 13671 13706, 


13699. .13821, 13774 .. 13812, 






13813. .13848, 13828. .13959, 


13829. .13960, 13841.. 13960 




Seq. No. 


5029 


Seq. ID 


OJ990712_10. 9A08 


.C2 


Gene No. 


10454 


.Strand 






Start 


25458 


End 


27445 





5155 






Name 


OJ990712 10. 


9A08.C2.o9.gs 


Method 


GENSCAN 










Start 


25458 




End 


27445 










GI 


none 




Score 


.42 










Exons 


25458.-25572, 27159.. 27445 














Seq. No. 


5030 




Seq. ID 


OJ990712_ 


10. 


9 AO 8 


,C3 




Gene No. 


10455 




Strand 


+ 










Start 


394 




End 


911 










Name 


OJ990712 10. 


9A08 . C3 .ol . gs 


Method 


GENSCAN 










Start 


394 




.End- 


911 










GI 


none 




Score 


.42 










Exons 


394 . . 911 
















Seq. No. 


5030 




Seq. ID 


OJ990712_ 


10. 


9A08 


.C3 




Gene No. 


10456 




Strand 


+ 










Start 


3271 




End 


38.33 










Name 


OJ990712 10. 


9A08.C3.o2.gs 


Method 


GENSCAN 










Start 


3271 




End 


3833 










GI 


none 




Score 


.71 










Exons 


3271 . . 3340, 


3406. .3833 














Seq. No. 


5030 




Seq. ID 


OJ990712_ 


10. 


9 AO 8 


.C3 


w 


Gene No. 


10457 




Strand 


+ 










Start 


5981 




End 


6751 








hJ 


Name 


OJ990712 10 . 


9A08.C3.o3.gs 


Method 


GENSCAN 










Start 


5981 




End 


6751 








Hi 


GI 


none 




Score 


.47 








□ 
: 3 


Exons 


5981 . . 6751 














!. Li 
. ^ 


Seq. No. 


5030 




Seq. ID 


OJ990712_ 


10. 


9 AO 8 


.C3 




Gene No. 


10458 




Strand 


+ 










Start 


6977 




End 


8794 










Name 


OJ990712 10. 


9A08 .C3.o4 .gs 


Method 


GENSCAN 










Start 


6977 




End 


8794 








' . t 


GI 


none 




Score 


.91 








j3S3 


Exons 


6977 . . 7028 , 


8094 . .8128, 8273 . 


.8794 












Seq. No. 


5030 




Seq. ID 


■ OJ990712_ 


10. 


9 AO 8 


.C3 




Gene No. 


10459 




Strand 


+ 








i=~ 


Start 


15031 




End 


15464 










Name 


OJ990712_10. 


9A08 .C3.o6.gs 


Method 


GENSCAN 










Start 


15031 


End 


15464 










GI 


. none 




Score 


.72 










Exons 


15031. .15102 


, 15330.. 15464 














Seq. No, 


5030 




Seq. ID 


OJ990712 


10. 


9 AO 8 


.C3 




Gene No. 


10460 




Strand 


+ 










Start 


20255 




End 


20824 










Name 


OJ990712 10. 


9A08.C3.o4.np 


Method 


AAT/NAP 










Start 


20255 




End 


20824 










GI 


4587587 




Score 


191 










Exons 


20255. .20824 















GI Descrip. (AC007232) putative RNA-binding protein [Arabidopsis thaliana] 

Seq. No. 5030 Seq. ID OJ990712_10 . 9A08 . C3 

Gene No. 104 61 " Strand 

Start 1 End 10589 



5156 



Name OJ990712_10 . 9A08 . C3 . ol .np Method AAT/NAP 

Start 1 End 10589 

GI 3980411 Score 171 

Exons 1..42, 463.. 760, 3372.. 3748, 6511.. 6620, 8343.. 8446, 8519.. 8720, 

10530. .10589 

GI Descrip. (AC004561) putative proline-rich protein [Arabidopsis thaliana] 



Seq. No. 5030 Seq. ID 

Gene No. 104 62 Strand 

Start 12251 End 15873. 

Name OJ990712_10 . 9A08 . C3 . o2 . np Method AAT/NAP 

Start 12251 End 13980 

GI 6907086 Score 531 

Exons 12251. .12689, 12923 13143, 13202.. 13980 
GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990712 10.9A08.C3 





Seq. No. 


5030 




Seq. ID 


OJ990712 


J.0. 


■ 9A08 


.C3 




Gene No. 


10462 




Strand 












Start 


12251 




End 


15873 










Name 


OJ990712 10.9A08.C3 


. o3 . np 


Method 


AAT/NAP 










Start 


13232 




End 


15873 










GI 


4680186 




Score 


383 










Exons 


13232. .13255, 14962 


. .15118, 


15722. .15873 








P 
hi 


GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 








Cn 


Seq. No. 


5030 




Seq. ID 


OJ990712 


_10. 


.9 AO 8 


■ C3 


i L? 


Gene No. 


10463 




Strand 












Start 


15797 




End 


16760 








lU 


Name 


OJ990712 10.9A08.C3 


.o7.gs 


Method 


GENSCAN 








33. 


Start 


15797 




End 


16760 










GI 


none 




Score 


.96 








ry 


Exons 


15797. .15885, 16206 


. .16275, 


16692. .16760 










Seq. No. 


5031 




Seq. ID 


OJ990712 


JL0. 


. 9A08 


.C4 




Gene No. 


10464 -. 




Strand 












Start 


59 




End 


273 










Name 


OJ990712 10.9A08.C4 


.ol.gs 


Method 


GENSCAN 








a 


Start . 


59 


End 


273 










GI 


none 




Score 


.57 










Exons 


59. .273 
















Seq. No. 


5031 




Seq. ID 


OJ990712_ 


_10. 


, 9A08 


.C4 




Gene No. 


10465 




Strand 












Start 


1355 




End 


1700 










Name 


OJ990712 10.9A08.C4 


.ol.gp 


Method 


AAT/GAP 










Start 


1355 




End 


1700 










GI 


2800812 




Score 


605 










Exons 


1355. .1700 
















GI Descrip. 


2280517/dbj IAB005878 IAB005878 1.0e-23 Nicotiana 


tabacum 


mRNA 



BYJ15, partial cds 



Seq. No. 5031 Seq. ID 

Gene No. 10466 Strand 

Start 2118 End 

Name OJ990712_10 . 9A08 . C4 . o2 . gs Method 

Start 2118 ... . End 

GI none Score 



OJ990712_10.9A08.C4 

5284 
GENSCAN 
5112 
.82 



5157 



Exons 



2118.. 2246, 2874.. 2978, 3400.. 3528, 3659.. 3760, 3849.. 4028, 
4229. .4408, 4518. .4658, 4771. .5112 



Seq. No. 5031 Seq. ID 

Gene No. 10466 Strand 

Start 2118 End 

Name OJ990712_10 . 9A08 .C4 .o2 .gp Method 

Start 2385 End 

GI none Score 

Exons 2385.. 2768, 2874.. 2922 \ 



OJ990712_10.9A08.C4 

5284 
AAT/GAP 
2922 
814 



Seq. No. 5031 

Gene No. 10466 

Start 2118 

Name- OJ990712_10 . 9A08 . C4 . o2 . tm 

Start 2420 

GI none 
Exons 



Seq. ID OJ990712_10.9A08.C4 
Strand 
End 

Method 
End 
Score 



5284 

TBLASTX: Maize 

5103 

81 



2420. .2488, 2423.-2488, 2424. .2489, 2671. .2769, 2725. .2769, 

2872.. 2979, 2873.. 2986, 3400.. 3531, 3401.. 3529, 3436.. 3531, 

3657. .3764, 3657. .3761, 3659. .3763, 3845. .3946, 3847. .3945, 

3848. .3958, 3849. .3959, 3849. .3959, 4906. .5103 



in 

ru 

Q 



ru 

is 

Q 
I s * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5031 Seq. ID 

10466 Strand 

2118 End 

OJ990712_10 . 9A08 . C4 . ol . np Method 

2688 End 

1652892 Score 



OJ990712_10.9A08.C4 

5284 
AAT/NAP 
5284 
805 



2688. .2756, 2901. .2978, 3400. .3528, 3659. .3760, 3849. .4004, 
4229. .4408, 4518. .4652, 4771. .5152, 5249. .5284 



GI Descrip. (D90909) ABC transporter [Synechocystis sp.] 



Seq. No. 5031 

Gene No. 10466 

Start 2118 

Name OJ9907 12_10 . 9A08 . C4 . o3 . tc 

Start 2728 

GI none 
Exons 



Seq. ID OJ990712_10.9A08.C4 
Strand 
End 

Method 
End 
Score 



5284 

TBLASTX: Cress 

3531 

70 



2728.-2769, 2875.. 2907, 3400.. 3531, 3.401.. 3529 



Seq. No. 5031 
Gene No. 104 66 

Start 2118 

Name OJ990712_10 . 9A08 . C4 . ol . ts 

Start 2731 
GI none 

Exons 2731.. 2769, 2878.. 2907, 

3436. .3531, 3641. .3763, 
3845. .4006, 3848. .4006, 
4228. .4410, 4230. .4406, 
4522. .4623, 4771. .5118, 
4909. .5115 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990712 10.9A08.C4 



5284 

TBLASTX: Soybean - 
5118 
58 

3400. .3531, 3400. .3531, 3404. .3529, 

3647. .3763, 3657. .3764, 3835. .4005, 

3849. .4010, 3849. .4007, 4217. .4405, 

4235. .4381, 4509. .4619, 4522. .4620, 

4772. .4813, 4865. .5059, 4906. .5118, 



Seq. No. 5031 Seq. ID 

Gene No. 10466 Strand 

Start 2118 -End 

Name OJ990712 10 . 9A08 . C4 . o2 . tc' Method 



OJ990712_10.9A08.C4 
5284 

TBLASTX: Cress 



5158 



Start 
GI 

Exons 



3680 End 3995 

none Score 81 

3680.. 3760, 3680.. 3763, 3849.. 3995, 3850.. 3945, 3852.. 3995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5031 

10466 

2118 

OJ9907 12_10 . 9A08 . C4 . ol . tm 

3960 

none 



Seq. ID OJ990712_10.9A08.C4 
Strand 

End 5284 

Method TBLASTX : Mai ze 

End 4827 

Score 257 



3960. .4007, 4217. .4405, 4227. .4409, 4230. .4403, 4507. .4620, 
4509. .4619, 4526. .4663, 4528. .4659, 4768. .4827, 4771. .4827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5031 

10466 

2118 

OJ9907 12_10 . 9A08 . C4 . ol . tc 

4232 

none 



Seq. ID OJ990712_10.9A08.C4 

Strand - . 

End 5284 

Method TBLASTX : Cress 

End 5070 

Score 184 

4232. .4405, 4233. .4406, 4507. .4608, 4509. .4619, 4771. .5070, 
4772.. 5059, 4888.. 5070 



Seq. No. 
□ Gene No. 
Start 
Name 
Start 
y GI 
Exons 



iasf 



Seq. No. 
; rf Gene No. 

Start 
C3 Name 
! *J Start 

; ^ Exons 

';^f GI Descrip. 

□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



5032 

10467 

66 

OJ990712JL0 . 9A08 .C5.ol.gs 
66 

none 



Seq. ID OJ990712_10.9A08.C5 

Strand + 

End 6411 

Method GEN SCAN 

End 6411 

Score .48 



66. .92, 1646. .1894, 2234. .2346, 2406. .2492, 2516. .2691, 
3002. .3120, 3759. .4100, 5470. .5520, 6259. .6411 



5032 

10467 

66 

OJ9907 12_10 . 9A08 .C5.ol.np 

3735 

6469125 



Seq. ID OJ990712_10.9A08.C5 

Strand + 

End 6411 

Method AAT/NAP 

End 4721 

Score" 90 



3735.. 3903, 3934.. 40.46, 4677.. 4721 

(AJ275310) hypothetical protein [Cicer arietinum] 



5033 

10468 

7 

OJ990712_10.9A08.C6.ol.gs 
7 

none 
7. .594 



Seq. ID OJ990712_10.9A08.C6 

Strand 

End 594 

Method GENSCAN 

End 594 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5034 

10469 

148 

OJ990712_10 . 9A08 .C7 . ol . ts 

120 

none 



Seq. ID OJ990712_10.9A08.C7 

Strand + 

End 720 

Method TBLASTX : Soybean 

End 689 

Score 385 



120. .455, 139. .477, 151. .363, 225. .320, 463. .540, 547. .672, 
561. .689, 633. .689 



5159 






Seq. No. 


5034 


Seq. ID 


OJ990712_10.9A08 


.C7 




Gene No. 


10469 


Strand 


+ 






b tare 


148 


End 


720 






Name 


OJ990712 10.9A08.C7.ol.np 


Method 


AAT/NAP 






Start 


148 


End 


687 






GI 


1652892 


Score 


393 






Exons 


148. .687 










GI Descrip. 


(D90909) ABC transporter [Synechocystis sp.] 






Seq. No. 


5034 


Seq. ID 


OJ990712_10 . 9A08 


.C7 




Gene No. 


10469 


Strand 


+ 






Start 


148 


End 


720 






Name 


OJ990712 10.9A08.C7.ol.tc 


Method 


TBLASTX: Cress 






Start 


160 


End 


477 






GI 


none 


Score 


354 






Exons 


160. .477, 177. .455 










Seq. No. 


5034 


Seq. ID 


OJ990712_10 . 9A08 


.C7 




Gene No. 


10469 


Strand 


+ 






Start 


148 


End 


720 






Name 


OJ990712 10.9A08.C7.ol.gp 


Method 


AAT/GAP 






Start 


317 


End 


720 






GI 


LIB3474-012-P1-K1-G6 


Score 


660 




J- F; 


Exons - 


' 317.. 720 










GI Descrip. 


, 1652892/dbj |BAA17810| 2.0e-10 (D90909) 


ABC transporter 




.1 c 

i i 5 
•« * - 




[Synechocystis sp.] f 








t !_J 


Seq. No. 


5034 


Seq. ID 


OJ990712 10.9A08 


.C7 


L — 


Gene No. 


10469 


Strand 


+ 






Start 


148 


End 


720 






Name 


OJ990712 10.9A08.C7.ol.tm 


Method 


TBLASTX: Maize 






Start 


433 


End 


689 




ru 


GI 


none 


Score 


54 




i: 


Exons 


433. .480, 463. .531, 547. .672, 


558. .689, 


633. . 689 




'": I 


Seq. No. 


5035 


Seq. ID 


OJ990712_10. 9A08 


.C8 


t s 


Gene No. 


10470 


Strand 


+ 






o l art 


5723 


End 


9864 






Name 


OJ990712 10.9A08.C8.o2.np 


Method 


AAT/NAP 




! ; 


Start 


5723 


End 


9526 




u3 


GI 


5852180 


Score 


411 






Exons 


5723.. 5806, 5997.. 6661, 9398. 


.9526 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


5035 


Seq. ID 


OJ990712_10.9A08 


-C8 




Gene No . 


10470 


Strand 


+ 






Start 


5723 


End 


9864 






Name 


OJ990712 10. 9A08.C8.o2.gs 


Method 


GENSCAN 






Start 


6306 


End 


7484 






GI 


none 


Score 


.79 






Exons 


6306.. 6344, 6421.. 6638, 7418. 


.7484 








Seq. No. 


5035 


Seq. ID 


OJ990712_10.9A08 


.C8 




Gene No. 


10470 


Strand 


+ 






Start 


5723 


End 


9864 






Name 


OJ990712 10.9A08.C8.o3.gs 


Method 


GENSCAN 






Start 


8837 


End 


9864 





5160 




GI 


none 






Score 


.72 




Exons 


8837. .8882, 


9412. 


.9539, 9796. 


.9864 






Seq. No. 


5035 






Seq. ID 


OJ990712 


_10.9A08.C8 


Gene No. 


10471 






Strand 






Start 


1414 






End 


5827 




Name 


OJ990712 10 


. 9A08 . 


C8 .ol .gs 


Method 


GEN SCAN 




Start 


1414 






End 


5827 




GI 


none 






Score 


.76 




Exons 


1414. .1506, 


2671. 


.2753,- 3541. 


.3580, 3935.. 4024, 


4105. .4177, 




4541. .4689, 


4775. 


.4888, 5541. 


.5642, 5690.. 5827 




Seq. No. 


5035 






Seq. ID 


OJ990712 


_10.9A08.C8 


Gene No. 


10471 






Strand 






Start 


1414 






End 


5827 




Name 


OJ990712_10 


. 9A08. 


C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


2524 






End 


5759 




GI 


none 






Score 


94 




Exons 


2524. .2553, 


2664. 


.2753, 2665. 


.2760, 2665.. 2760, 


oo2 / . . Joby , 




3881. .4027, 


3936. 


.4025, 3937. 


.4026, 4105.. 4179, 


4109. .4180, 




4109. .4192, 


4536. 


.4691, 4537. 


.4704, 4537. .4692, 


4772. .4891, 




4773. .4880, 


4774. 


.4890, 5608. 


.5712, 5690.. 5752, 


5691. .5759 


Seq. No. 


5035 






Seq. ID 


OJ990712 


_10. 9A08.C8 


Gene No. 


10471 






Strand 






Start 


1414 






End 


5827 




Name 


uj y y u / 12 iu 


anno 


C 8 . o 1 . np 


Method 


AAT/NAP 




Start 


2640 






End 


4900 




GI 


4262183 






Score 


567 




Exons 


2640. .2753, 


3541. 


.3580, 3935. 


.4040, 4103. .4177, 


4541. .4689, 




4775. .4900 












GI Descrip. 


(AC005508) : 


51434 


[Arabidopsis 


thaliana; 


I 




Seq. No. 


5035 






Seq. ID 


OJ990712 


_10.9A08.C8 


Gene No. 


104 11 






Strand 






Start 


1414 






End 


5827 




Name 


OJ990712 10 


. 9A08 . 


C8.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


4565 






End 


4898 




GI 


none - 






Score 


144 




Exons 


4565. .4729, 


4567. 


.4692, 4772. 


.4891, 4773. .4898 




Seq. No. 


5035 






Seq. ID 


OJ990712 


_10. 9A08.C8 


Gene No. 


10471 






Strand 






Start 


1414 






End 


5827 




Name 


OJ990712 10 


.9A08. 


C8.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4567 






End 


4891 




GI 


none 






Score 


132 




Exons 


4567. .4692, 


4568. 


.4690, 4772. 


.4891, 4773. .4880 




Seq. No. 


5036 






Seq. ID 


OJ990712 


_10.9A08.C9 


Gene No. 


10472 






Strand 


+ 




Start 


8896 






End 


9512 




Name 


OJ990712 10 


. 9A08. 


C9.o2.gp 


Method 


AAT/GAP 




Start 


8230 






End 


8924 




GI 


4878277 . 






Score 


751 




Exons 


8230. .8455, 


8747. 


.8924 









5161 




Seq. No. 


5036 






Seq. ID 


OJ990712_10.9A08.C9 


Gene No. 


1 A A 1 O 

10472 






Strand 


+ 


Start 


8896 






End 


9512 


Name 


OJ990712 10. 


9A08.C9.o2. 


gs 


Method 


GENSCAN 


Start 


8896 






End 


9512 


GI 


none 






Score 


.76 


Exons 


8896. .9512 










Seq. No. 


5036 






Seq. ID 


OJ990712_10.9A08.C9 


Gene No. 


10473 






Strand 




Start 


4959 






End 


5091 


Name 


OJ990712 10. 


9A08.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


4959 






End 


5091 


GI 


LIB3474-009- 


P1-K1-F11 




Score 


231 


Exons 


4959. .5091 










GI Descrip. 


M455244/emb|CAB36743. 1 


1 6.0e 


-11 (AL035523) MtN3-like protein 




[Arabidopsis 


i thaliana] ' 








Seq. No. 


5036 






Seq. ID 


OJ990712_10.9A08.C9 


Gene No . 


10474 






Strand 




Start 


9154 






End 


9582 


Name 


OJ990712 10. 


9A08.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


9154 






End 


9582 


GI 


none 






Score 


443 


Exons 


9154. .9582/ 


9165. .9581 








Seq. No. 


5036 






Seq. ID 


OJ990712_10. 9A08.C9 


Gene No . 


10474 






Strand 




Start 








End 


9582 


Name 


OJ990712 10. 


9A08.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9166 






End 


9558 


GI 


none 






Score 


343 


Exons 


9166. .9483, 


9181. .9483, 


9254. 


.9490, 9302. .9484, 9496. .9558 


Seq. No. 


5036 






Seq. ID 


OJ990712_10.9A08.C9 


Gene No . 


. 10474 






Strand 




Start 


9154 






End 


9582 


Name 


OJ990712 10. 


9A08.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9321 






End 


9582 


GI 


none 






Score 


187 


Exons 


9321. .9482, 


9322. .9492, 


9496. 


.9582, 9510. .9581 


Seq. No. 


5037 






Seq. ID 


OJ990712_10.9A08.C11 


Gene No. 


10475 






Strand 




otart 


1 






End 


675 


Name 


OJ990712 10. 


9A08.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


675 


GI 


1652892 






Score 


425 


Exons 


1..174, 357. 


.675 








GI Descrip. 


(D90909) ABC 


transporter [Synechocystis sp.] 


Seq. No. 


5037 






Seq. ID 


OJ9907 12_10 . 9A08 . Cll 


Gene No. 


10475 






Strand 




Start 


1 






End 


675 


Name 


OJ990712 10. 


9A08.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


•¥32 ' • . - ' .-• 


GI 


none 






Score 


134 ^ 



5162 



rn 



Exons 


1..132, 2. .121 






Seq. No. 


5037 


Seq. ID 


OJ990712 10.9A08.C11 


Gene No. 


10475 


Strand 


- 


Start 


1 


End 


675 


Name 


OJ990712 10.9A08.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


674 


GI 


none 


Score 


142 


Exons 


1..177, 1..180, 7. .180, 355 


..483, 355. 


.411, 372. .545, 504. .545, 




543.-674, 545. .673 






Seq. No. 


5037 


Seq. ID 


OJ990712 10.9A08.C11 


Gene No. 


10475 


Strand 


- 


Start 


1 


End 


675 


Name 


OJ990712 10.9A08.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


58 


End 


641 


GI 


none 


Score 


136 


Exons 


58. .177, 58. .180, 355. .486, 


355. .411, 


372.-545, 513. .539, 




540. .641, 543. .587, 545. .640 




Seq. No. 


5037 


Seq. ID 


OJ990712_10.9A08.C11 


Gene No. 


10475 


Strand 




Start 


1 


End 


675 


Name 


OJ990712_10 . 9A08 .Cll . ol . gs 


Method 


GENSCAN 


Start 


76 


End 


616 


GI 


none 


Score 


.71 


Exons 


76. .174, 357. .512, 611. .616 






Seq. No. 


5037 


Seq. ID 


OJ990712_10.9A08.C11' 


Gene No. 


10475 


Strand 




Start 


1 


End 


675 


Name 


OJ990712 10. 9A08 .Cll.ol.gp 


Method 


AAT/GAP 


Start 


324 


"End 


675 


GI 


LIB3474-012-P1-K1-G6 


Score 


539 


Exons 


324. .675 






GI Descrip. 


'1652892/dbj |BAA17810| 2.0e 


-10 (D90909) ABC transporter 




[Synechocystis sp.]' 






Seq. No. 


503.8 


Seq. ID 


OJ990722_12.9A08.C1 


Gene No. 


10476 


Strand 


+ 


Start 


1 


End 


862 


Name 


OJ990722 12.9A08.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


862 


GI 


5042463 


Score 


110 


Exons 


1..294, 835. .862 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


5038 


Seq. ID 


OJ990722_12.9A08.C1 


Gene No. 


10477 


Strand 




Start 


248 


End 


299 


Name 


OJ990722 12.9A08.Cl.ol.gs 


Method 


GENSCAN 


Start 


248 


End 


299 


GI 


none 


Score 


. 68 


Exons 


248. .299 






Seq. No. 


5039 . 


Seq. ID- 


OJ990722_12.9A08.C2 


Gene No. 


10478 


Strand 


+ 



5163 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 9987 

OJ990722_12 . 9A08 . C2 . ol . np Method AAT/NAP 

1 End 9987 

5042454 Score 198 

1..25, 1743. .1834, 3234.-3448, 4331. .4525, 9854, 
(AC007789) putative polyprotein [Oryza sativa] 



.9987 



5039 Seq. ID 

10478 Strand 

1 End 

OJ990722_12 . 9A08 . C2 . ol . gs Method 

1662 End 

none Score 



OJ990722_12.9A08.C2 
+ 

9987 
GENSCAN 
4458 
.77 



1662. .1940, 2098. .2221, 3392. .3586, 4097. .4190, 4347. .4458 



n' 



Seq. ID OJ990722_12.9A08.C2 
Strand 

End 9987 
Method AAT/NAP 
End 9987 
Score 380 
9427. .9457, 9782. .9987 
ESTs AU075609(C63344) ,.C71850 (E0464 ) , C98611 (E0464) 

hypothetical 



5039 
10479 
8578 

OJ990722_12 . 9A08 . C2 . o2 . np 
8578 
6063554 
8578. .8752, 
(AP000615) 

correspond to a region of the predicted gene, 
protein [Oryza sativa] 





Seq. No. 


5040 


Seq. ID 


OJ990722_ 


12.9A08 


.C6 


l Lt 


Gene No. 


10480 


Strand 


+ 








Start 


8460 


End 


17331 








Name 


OJ990722 12.9A08.C6.o4.gs 


Method 


GENSCAN 






L 3 


Start 


8460 


End 


14445 






|-| s 


GI 


none 


Score 


.61 








Exons 


8460.. 8582, 8605.. 8785, 8827 


..9056, 10553. .10712, 10714 


. .10895, 






10897. .11145, 11198. .114 90, 


11504. .11681, 12163. 


.12603, 








12655. .12941, 13137. .13347, 


13367. .13568, 13586. 


.14445 




'' k 4 
i A 

is S3 


Seq. No. 


5040 


Seq. ID 


OJ990722_ 


12. .9 AO 8 


.C6 


t 


Gene No. 


10480 


Strand 


+ 








Start 


8460 


End 


17331 






□ 


Name 


OJ990722 12.9A08.C6.o3.np 


Method 


AAT/NAP 








Start 


12155 


End 


17331 








GI 


4206306 


Score 


1533 








Exons _ 


12155. .12238, 12568 .. 14 659, 


17270. .17331 








GI Descrip. 


(AF049110) prpol [Zea mays] 












Seq. No. 


5040 


Seq. ID 


OJ990722_ 


12.9A08 


.C6 




Gene No. 


10481 


Strand 


+ 








Start 


19236 


End 


19512 








Name 


OJ990722 12.9A08.C6.o4.gp - 


Method 


AAT/GAP 








Start 


19236 


End 


19512 








GI 


none 


Score 


477 








Exons 


19236. .19512 












Seq. No. 


5040 


Seq. ID 


OJ990722_ 


12. 9A08 


.C6 




Gene No. 


10482 


Strand 










Start " .■ 


- 1 * 


End 


2303 








Name 


OJ990722 -12.9A08.C6.-ol.np . 


Method 


AAT/NAP 







5164 



Start 1 End. 2303 

GI 6016874 Score 1759 

Exons 1..29, 137.. 473, 584.. 763, 1157.. 1316, 1707.. 1939, 2004.. 2141, 

2225. .2303 

GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 5040 

Gene No. 10482 

Start 1 

Name OJ990722_12 . 9A08 . C6 . ol . gs 

Start 133 

GI none 
Exons 



133. .530, 584. .763, 1157. .1280, 1851 



Seq. ID OJ990722_12.9A08.C6 
Strand 

End 2303 

Method GENSCAN 

End 2303 

Score .71 

1939, 2057.. 2303 



ry 

IS • 



'sr* 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
K Gene No. 



Start 
Name s 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 
Gene No. 
Start 
- Name 
Start 



5040 Seq. ID OJ990722_12 . 9A08 . C6 

10482 Strand 

1 End 2303 

OJ990722_12 . 9A08 . C6 . ol . gp Method AAT/GAP 

1106 End 1614 

uOosflcypllOc07bl Score * 974 

1106. .1614 

'4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



5040 






Seq. ID 


OJ990722 


10483 






Strand 




2701 






End 


4105 


OJ990722 12 


.9A08.C6.o2. 


gs 


Method 


GENSCAN 


2701 






End 


4105 


none 






Score 


.41 


2701. .2997, 


3090. .3121, 


3529. 


.4105 




5040 






Seq. ID 


OJ990722 


10483 






Strand 




2701 






End 


4105 


OJ990722 12 


.9A08.C6.o2. 


np 


Method 


AAT/NAP 


2702 






End 


'2867 


6907084 






Score 


130 


2702. .2867 










(AP001129) 


hypothetical 


protein [Oryza 


sativa] 


5040 






Seq. ID 


OJ990722 


10484 






Strand 




5154 






End 


5943 


OJ990722 12 


.9A08.C6.o3. 


gs 


Method 


GENSCAN 


5154 




End 


5943 


none 






Score 


.91 


5154. .5400, 


5870. .5943 








5040 






Seq. ID 


OJ990722 


10485 






Strand 




14830 






End 


14936 


OJ990722 12 


■.9Ap8.C6.o2. 


gp 


Method * 


AAT/GAP 


14830 






End 


14936 



5165 




GI uC-osflcyp088b!2bl Score 153 

Exons 14830. . 14936 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 





Seq. No. 


5040 




Seq. ID 


OJ990722 12.9A08 


.C6 




Gene No. 


10486 




Strand 


_ 






Start 


15449 




End 


15534 






Name 


OJ990722_12.9A08.C6 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


196 




End 


439 " 






GI 


none 




Score 


89 






Exons 


196. .429, 281. .439 












Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 




Gene No. 


10486 




Strand 








Start 


15449 




End 


15534 






Name 


OJ990722 12.9A08.C6 


. 06. tm 


Method 


TBLASTX: Maize 






Start 


568 




End 


896 






GI 


none 




Score 


134 






Exons 


568. .885, 615. .896 












Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 




Gene No. 


10486 




Strand 






□ 


Start 


15449 




End 


15534 






Name 


OJ990722 12.9A08.C6, 


. o5 . tm 


Method 


TBLASTX : Maize ' 




i!fi 


Start 


1101 




End 


1415 




rij 


GI 


none 




Score 


107 




i ~i 

•i cr 


Exons 


1101. .1328, 1102. .1317, 1341 


. .1415 








Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 




Gene No. 


10486 




Strand 






rjj 


Start 


15449 




End 


15534 




ii 


Name 


OJ990722 12.9A08.C6. 


. o3.tm 


Method 


TBLASTX: Maize 




i *~i 


Start 


1509 




End 


1955 






GI 


none 




Score 


110 




~"4 

La 


Exons 


1509. .1547, 1542. .1598, 1635 


..1883, 1675. .1884, 1869. .1955 


i ~? 


Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 




Gene No. 


10486 




Strand 








Start 


15449 




End 


15534 






Name 


OJ990722 12.9A08.C6, 


,o3.tw 


Method 


TBLASTX: Wheat 






Start 


12730 




End 


13089 






GI 


none 




Score 


83 






Exons 


12730. .12861, 12867, 


, .13088, 


12868. .13089 






Seq. No. 


5040 




Seq. ID 


OJ990722_12. 9A08 


.C6 




Gene No. 


10486 




Strand 








Start 


15449 




End 


15534 






Name 


OJ990722 12.9A08.C6. 


ol.tw 


Method 


TBLASTX: Wheat 






Start 


13294 




End 


13749 






GI 


none 




Score 


467 






Exons 


13294. .13749, 13318. 


.13713, 


13344. .13748 






Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 




Gene No. 


10486 




Strand 








Start - 


15449 




End 


15534 






Name 


OJ990722 12.9A08.C6. 


o2.ts 


Metho'd 


TBLASTX: Soybean 





5166 




Start 


13333 


End 


13698 


GI 


none 


Score 


106 


Exons 


13333. .13557, 13561.. 13698 






Seq. No. 


5040 


Seq. ID 


OJ990722_12.9A08 


Gene No. 


10486 


Strand 




Start 


15449 


End 


15534 


Name 


OJ990722 12.9A08.C6.ol.tm 


Method 


TBLASTX: Maize 


Start - 


13422 


End 


13779 


GI 


none 


Score 


424 


Exons 


13422. .13778, 13423.. 13779 







Seq. No. 5040 Seq. ID 

Gene No. 10486 Strand 

Start 15449 End 

Name OJ990722_12 . 9A08 . C6 . o2 . tm Method 

Start 13807 End 

GI none Score 

Exons 13807. .14190, 13830.. 14177 



OJ990722_12.9A08.C6 
15534 

TBLASTX: Maize 

14190 

390 



Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 


Gene No. 


10486 




Strand 






Start 


15449 




End 


15534 




Name 


.OJ990722 12.9A08.C6. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


13863 




End 


14283 




GI 


none 




Score 


436 




Exons 


\ 13863. .14282, 13864. 


.14283 








Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 


Gene No. 


10486 




Strand 






Start 


15449 




End 


15534 




Name 


OJ990722 12.9A08.C6. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


13909 




End 


14283 




GI 


none 




Score 


264 




Exons 


13909. .14283, 13959. 


.14102 








Seq. No. 


5040 




Seq. ID 


OJ990722_12.9A08 


.C6 


Gene No. 


10486 




Strand 






Start 


15449 




End 


15534 




Name 


OJ990722 12.9A08.C6. 


o4 . np 


Method 


AAT/NAP 




Start 


15449 




End 


15534 




GI 


6721561 




Score 


110 




Exons 


15449. .15534 











GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 idbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 5041 Seq. ID 

Gene No. 10487 Strand 

Start 95 End 

Name OJ990722_12 . 9A08 .C7 . ol . gs Method 

Start 95 End 

GI none - Score 

Exons ' 95. .137, 426. .514 



OJ990722_12.9A08.C7 
514 

GENSCAN 

514 

.62 



5167 



Seq. No. 


5041 


Seq. ID 


OJ990722_12.9A08 


.C7 


Gene No. 


10488 


Strand 






Start 


831 


End 


939 




Name 


OJ990722 12.9A08.C7.ol.gp 


Method 


AAT/GAP 




Start 


831 


End 


939 




GI 


uC-osflcyp088bl2bl 


Score 


153 




Exons 


831. .939 








GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genoi 




DNA, chromosome 8, clone : P0026F07 ■ 






Seq. No. 


5042 


Seq. ID 


OJ990722 12.9A08 


.C8 


Gene No. 


10489 


Strand 


+ 






l 


End 


1578 




Name 


ojyyu / zz_iz . 9AU8 . Co . oi . np 


Method 


AAT/NAP 




Start 


i 


T-l„ _1 

End 


1578 




GI 


42UoJUo 


Score 


1209 




Exons 


1 . . 1578 








GI Descrip. 


(ArU4911U) prpol [Zea mays 


J 






Seq. No. 


5042 


Seq. ID 


OJ990722_12.9A08 


.C8 


Gene No . 


10489 


Strand 


+ 




Start . 


i 


End 


1578 




Name „■ 


OjyyO / ZZ_lZ . 9A08 . C8 . ol . gs 


Method 


GEN SCAN 




Start*: 


20 


End 


1548 




GI 


none 


Score 


.91 




Exons 


OR £1 Q C A 1 1 C/iQ 
^0. . DlO, 04±..l04o 








Seq. No. 


5042 


Seq. ID 


OJ990722_12.9A08 


.C8 


Gene No. 


10490 


Strand 


+ 








End 


2606 




Name 


ojyyu /22 12 . yAUo . Co . OZ . np 


Method 


AAT/NAP 




Start 


24Uo 


End 


2606 




GI 


A CO C\ 1 0 a 
4 OoUlo O 


Score 


330 




Exons 


0 ac\cl ocnc 
^4Ub. .zdUd 








GI Descrip. 


(Ai:ill/U9) unknown LOryza 


sativa subsp 


. indica] 




Seq. No. 


5042 


Seq. ID 


OJ990722_12.9A08 


.C8 


Gene No . 




Strand 






Start 


2391 


End 


2539 




Name 


OJ99U 722 12 . 9A08 . C8 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


297 




GI 


none 


Score 


173 




Exons 


1..297 








Seq. No. 


5042 


Seq. ID 


OJ990722JL2.9A08, 


.C8 


Gene No . 


10491 


Strand 






Start 


2391 


End 


2539 




Name 


OJ990722 12.9A08.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


358 


End 


621 




GI 


none 


Score 


206 




Exons 


358. .621, 465. .614 








Seq. No. 


5042 


Seq. ID 


OJ990722_12.9A08, 


,C8 


Gene No. 


10491 


Strand 






Start 


2391 


End 


2539 




Name 


OJ990722 ' r ±2 . 9A08 . C8 . ol . tw 


Method 


TBLASTX: Wheat* 




Start 


466 


End 


.,855 





5168 



GI 


none 








Score 


213 




Exons 


466. .855, 


736. .846 












Seq. No. 


5042 








Seq. ID 


OJ990722_12.9A08 


.C8 


Gene No. 


1U4 yl 








Strand 






Start 


2391 








End 


2539 




Name 


OJ990722 


12.9A08.C8 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


625 








End 


987 




GI 


none 








Score 


340 




Exons 


625. .987, 


717. .986 












Seq. No. 


5042 








Seq. ID 


OJ990722JL2.9A08 


.C8 


Gene No. 


104 91 








Strand 






Start 


2391 








End 


2539 




Name 


OJ990722 


12.9A08.C8 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


628 








End 


1002 




GI 


none 








Score 


89 




Exons 


628. .771, 


654. .773, 


777 


. .995, 


778.. 1002 




Seq. No. 


5042 








Seq. ID 


OJ990722_12.9A08 


.C8 


Gene No. 


10491 








Strand 






Start 


2391 








End 


2539 




Name 


OJ990722 


_12.9A08.C8 


,o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


1018 








End 


1260 




GI 


none 








Score 


198 





Exons 



1018. .1260 



1=1 Seq. No. 5042 * Seq. ID 

Gene No. 10491 Strand 

L 'I Start 2391 End 

^ Name OJ990722_12 . 9A08 . C8 . o4 . tm Method 

riJ Start 1267 End 

a GI none Score 

n Exons 1267.. 1527, 1317.. 1502 



OJ990722_12.9A08.C8 
2539 

TBLASTX: Maize 

1527 

179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5042 Seq. ID OJ990722_12 . 9A08 . C8 

10491 Strand 

2391 End 2539 

OJ990722_12 . 9A08 . C8 . ol . gp Method AAT/GAP 

2391 End 2539 

uC-osflcyp033a04bl Score 249 

2391.. 2539 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



5043 Seq. ID 

10492 Strand 
628 End 
OJ990722_12 . 9A08 . C9 . ol . np Method 
628 End 
4680179 Score 

628.. 1676, 1704.. 1862, 2045.. 2103 

(AF111709) polyprotein [Oryza sativa subsp 



OJ990722_12.9A08.C9 
+ 

2103 
AAT/NAP 
2103 
965 



indica] 



5043 

10492 

628 



Seq. ID OJ990722_12.9A08.C9 
Strand + 
End 2103 



5169 



Name 


OJ990722 12 


.9A08 


.C9.o2.tw 


Method 


TBLASTX : 


Wheat 




Start 


663 






End 


1539 






GI 


none 






Score 


43 






Exons 


663. .731, 824. .1024, 843. .1025, 1495.. 


1539 






Seq. No. 


DU4o 






Seq. ID 


OJ990722 


_12.9A08 


.C9 


Gene No. 


10492 






Strand 


+ 






Start 


coo 






End 


2103 






Name 


ojyyo 1 zz \z 


O 7\ A O 

. 9A0o 


. cy . 01 . tw 


Method 


TBLASTX: 


Wheat 




Start 


1074 






End 


1427 






GI 


none 






Score 


320 






Exons 


10 /4 . . 1Z / 1 , 


1 A*7"7 
1U / / 


. . 14Z / 










Seq. No. 


C A A O 

004 J 






Seq. ID 


OJ990722 


JL2.9A08 


.C9 


Gene No. 


104 92 






Strand 


+ 






Start 


coo 






End 


2103 






Name 


/^taaatoo 10 

OJ990 /^z 12 


. 9A0o 


. C9 . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


1077 






End 


1382 






GI 


none 






Score 


.244 






Exons 


10 / / . . 1 Jo2 














Seq. No. 


5043 






Seq. ID 


OJ990722 


JL2.9A08 


-C9 


Gene No. 


T A VI ft O 

10492 






Strand 


+ 






Start 


/TOO 

628 






End 


2103 






Name 


OJ990722 12 


. 9 AO 8 


. C9 . o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


1593 






End 


1844 






GI 


none 






Score 


82 






Exons 


1593. .1715, 


1607 


..1648, 1701 


..1844, 1760. .1843 






Seq. No. 


5043 






Seq. ID 


OJ990722 


_12.9A08 


-C9 


Gene No. 


10492 






Strand 


+ 






btart 


628 






End 


2103 






Name 


OJ990722 12 


.9A08 


. C9 . o2 . np 


Method 


AAT/NAP 






Start 


1857 






End 


2103 






GI 


4206306 






Score 


193 






Exons 


1857. .2103 














GI Descrip. 


(AF049110) prpol 


[Zea mays] 










Seq. No. 


5044 






Seq. ID 


OJ990722 


_12.9A08 


.C10 


Gene No. 


10493 






Strand 


+ 






Start 


1 






End 


681 






Name 


OJ990722 12 


.9A08 


.C10.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


681 






GI 


5852180 






Score 


403 






Exons 


1..24, 112. 


.242, 


294. .681 










GI Descrip. 


(AL117265) ; 


shbOOOlO.l [Oryza 


sativa] 








Seq. No. 


5044 






Seq. ID 


OJ990722 


_12.9A08 


.C10 


Gene No. 


10493 






Strand 


+ 






Start * 


1 






End 


681^ 






Name 


OJ990722 12 


.9A08 


.C10.ol.gs 


Method 


GEN SCAN 






Start 


312 




End 


672 






GI 


none 






Score 


1 






Exons 


312. .672 














Seq. No. 


5045 






Seq. ID 


OJ990722 


_12. 9A08 


• Cll 


Gene No. " * 


10494 






Strand 









5170 




Start 


3642 




End 


4 / Jo 




Name 


OJ990722 12.9A08.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


3642 




End 


4736 




GI 


4680186 




Score 


372 




Exons 


3642. .3695, 4536. .4736 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


5045 




Seq. ID 


OJ990722_12.9A08 


.Cll 


Gene No. 


10495 




Strand 






Start 


232 




End 


5794 




Name 


OJ990722 12.9A08.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


232 




End 


5794 




GI 


4680179 




Score 


3024 




Exons 


232 . .2416, 5697 . .57 94 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


5045 




Seq. ID 


OJ990722_12 . 9A08 


.Cll 


Gene No. 


10495 




Strand 






Start 


232 




End 


5794 




Name 


OJ990722_12.9A08.Cll.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


277 




End 


610 




GI 


none 




Score 


120 




Exons 


277. .609, 298. .606, .341 


. . 610 








Seq. No. 


5045 




Seq. ID 


OJ990722_12.9A08 


.Cll 


Gene No. 


10495 




Strand 






Start 


232 




End 


5794 




Name 


OJ990722_12 . 9A08 . Cll . ol 


.tm 


Method 


TBLASTX: Maize 




Start 


457 




End 


1055 




GI 


none 




Score 


113 




Exons 


457. .738, 473. .730, 748 


. . 894, 


756. .896 


, 894. .1055, 900. 


.1052 


Seq. No. 


5045 




Seq. ID 


OJ990722_12.9A08 


.Cll 


Gene No. 


10495 




Strand 






Start 


232 




End 


5794 




Name 


OJ990722_12.9A08.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


610 




End 


1235 




GI 


none 




Score 


57 




Exons 


610. .744, 613. .735, 741 


. . 1235, 


742. .972, 845. .1018, 894 


. .1172 


Seq. No. 


5045 




Seq. ID 


OJ990722_12.9A08 


.Cll 


Gene No. 


10495 




Strand 






Start 


232 




End 


5794 




Name 


OJ990722_12 . 9A08 . Cll . o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1 1 n a 

1 ± U fl 




End 


1396 




GI 


none 




Score 


213 




Exons 


1104. .1394, 1108. .1395, 


1244. . 


1396 






Seq. No. 


5045 




Seq. ID 


OJ990722_12. 9A08 


.Cll 


Gene No. 


10495 




Strand 






Start 


232 




End 


.5794 




Name 


OJ990722 12.9A08.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1194 




End 


1454 




GI 


none 




Score 


112 




Exons 


1194. .1397, 1194. .1454, 


-1195. . 


1449 






Seq. No. 


5045 




Seq. ID 


OJ990722JL2.9A08 


.Cll 



5171 






Gene No. 


10495 






Strand 






Start 


232 






End 


5794 




Name 


OJ990722 12.9A08. 


Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1242 






End 


1769 




GI 


none 






Score 


328 




Exons 


1242.. 1769, 1243. 


.1722 










Seq. No. 


5045 






Seq. ID 


OJ990722_12 . 9A08 . Cll 




Gene No. 


10495 






Strand 






Start 


232 






End 


5794 




Name 


OJ990722 12.9A08. 


Cll.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1770 






End 


2234 




GI 


none 






Score 


238 




Exons 


1770. .2234, 1809. 


.2171, 


1813. 


.2202 






Seq. No. 


5045 






Seq. ID 


OJ990722JL2 . 9A08 .Cll 




Gene No. 


10495 






Strand 






Start 


232 






End 


5794 




Name 


OJ990722 12.9A08. 


Cll.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1800 






End 


2163 




GI 


none 






Score 


180 




Exons 


1800.. 2162, 1809. 


.2162, 


1813. 


.2163 




□ 


Seq. No. 


5045 






Seq. ID 


OJ990722_12.9A08.C11 




Gene No. 


10495 






Strand 




.3 El 


Start 


232 






End 


5794 


1,11 


Name 


OJ990722 12.9A08. 


Cll.o2. 


ts 


Method 


TBLASTX : Soybean 


i y 


Start 


1983 






End 


2228 


C3 


GI 


none " 






Score 


95 


! ,S 
'its 


Exons 


1983.. 2228, 1984. 


.2211 








. =t 


Seq. No. 


5045 






Seq. ID 


OJ990722_12 . 9A08 .Cll 


ry 


Gene No. 


10495 






Strand 




1: 


Start 


232 






End 


5794 




Name 


OJ990722 12.9A08. 


Cll.o4. 


tm 


Method 


TBLASTX: Maize 


— 


Start 


2169 






End 


2354 




GI 


none 






Score 


116 




Exons 


2169.. 2354, 2170. 


.2349 








i ; l 


Seq. No. 


5045 






Seq. ID 


OJ990722_12.9A08.C11 




Gene No. 


10495 






Strand 


- 




Start 


232 






End 


5794 




Name 


OJ990722 12.9A08. 


Cll.ol. 


gp 


Method 


AAT/GAP 




Start 


4288 






End 


4669 




GI 


uC-osflcyp033a04bl 




Score 


691 




Exons 


4288. .4669 












GI Descrip. 


'6016845/dbj | AP000570.il 


AP000570 3.0e- 


■59 Oryza sativa genomic 






DNA, chromosome 1 


, clone 


::P0711E10 , 






Seq. No. 


5046 






Seq. ID 


OJ990722JL2 . 9A08 . C12 




Gene No. 


10496 






Strand 


+ 




Start 


3017 






End 


6236 




Name 


OJ990722 12.9A08. 


C12.o2. 


gs 


Method 


GENSCAN 




Start 


3017 




End 


6236 




GI 


none 






Score 


.6 




Exons 


3017. .3073, 3319. 


.3340, 


3680. 


.3931, 3948. .4096, 4801. .4902, 






5276. .5308, 6180. 


. 6236 









5172 





Seq. No. 


5046 








Seq. ID 


OJ990722 


_12 . 9A08 


.C12 




Gene No. 


10497 








Strand 










Start 


1024 








End 


1953 








Name 


OJ990722 12 


. 9A08 


.C12.ol 


. gp 


Method 


AAT/GAP 








Start 


758 








End 


1331 








GI 


none 








Score 


1089 








Exons 


758. .1331 


















Seq. No. 


5046 








Seq. ID 


OJ990722 


12 . 9A08 


. C12 




Gene No. 


10497 








Strand 










Start 


1024 








End 


1953 








Name 


OJ990722 12 


.9A08 


.C12.ol 


. gs 


Method 


GEN SCAN 








Start 


1024 








End 


1877 








GI 


none 








Score 


.87 








Exons 


1024 . .1404, 


1593 


. .1877 














Seq. No. 


5046 








Seq. ID 


OJ990722 


_12 . 9A08 


. C12 




Gene No. 


104 97 








Strand 










Start 


1024 








End 


1953 








Name 


OJ990722 12 


.9A08 


.C12.o2 


. gp 


Method 


AAT/GAP 








Start 


1343 








End 


1953 








GI 


2428783 






■ 


Score 


774 








Exons 


1343. .1404, 


1593 


. .1953 












: ~ 
'be* 

cn 


Seq. No. 


5046 








Seq. ID 


OJ990722 


_12 . 9A08 


.C12 




Gene No. 


10498 








Strand 








ry 


Start 


2891 








End 


3074 






=? 


Name 


OJ990722 12 


. 9A08 


.C12.o3 


. gp 


Method 


AAT/GAP 






Ll! 


Start 


2891 








End 


3074 






; 1 


GI 


none 








Score 


249 






i: 1 : 

i y 


Exons 


2891. .3074 


















Seq. No. 


5046 








Seq. ID 


OJ990722_ 


_12.9A08 


.C12 




Gene No. 


10499 








Strand 










Start 


4909 








End 


14460 








Name 


OJ990722 12 


. 9A08 


,C12.ol 


.np 


Method 


AAT/NAP 








Start 


4909 








End 


11137 






a 


GI 


4680204 








Score 


1080 






q 


Exons 


4909. .4935, 


7467 


. .7577, 


7928. 


.8147, 8244. .8417, 


8527. .9626, 



9701. .11137 



GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 5046 Seq. ID OJ990722_12.9A08.C12 

Gene No. 10499 Strand 

Start 4909 End 14460 

Name OJ990722_12 . 9A08 . C12 . o4 . gp Method AAT/GAP 

Start 6998 End 7098 

GI 21474_1.R1084 Score 147 

Exons 6998.. 7098 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq.. No. 5046 Seq. ID OJ990722_12.9A08.C12 

Gene No. 104 99 Strand 

Start . 4909 End 14460 • 

Name OJ990722_12 . 9A08 . C12 . 63 . gs Method GENS CAN 



5173 



Start 


7425 


End 


14416 




GI 


none 


Score 


.7 




Exons 


7425. .7607, 7687.. 7785, 7880 


..7952, 8037. .8147, 8244. .8417, 




8527.. 9212, 9214.. 9359, 9485 


..9626, 9701.. 11122, 11780. 


.12585, 




12936. .13096, 13282 .. 13399, 


13460. .13727, 13772. .14416 




Seq. No. 


5046 


Seq. ID 


OJ990722_12.9A08 


.C12 


Gene No. 


1U3 y y 


Strand 






Start 


4909 


End 


14460 




Name 


OJ990722 12.9A08.C12.o6.tw 


Method 


TBLASTX : Wheat 




Start 


.8078 


End 


8600 




GI 


none 


Score 


70 




Exons 


8078. .8149, 8249. .8431, 8256 


..8381, 8520.. 8600 




Seq. No. 


5046 


Seq. ID 


OJ99.0722_12.9A08 


.C12 


Gene No. 


10499 


Strand 






Start 


4909 


End 


14460 




Name 


OJ990722 12.9A08.C12.o5.tw 


Method 


TBLASTX: Wheat 




Start 


10091 


End 


10494 




GI 


none 


Score 


83 




Exons 


10091. .10261, 10224. .10391, 


10256. .104 92, 10343. .104 92, 





10354. .10494, 10378.. 10494 



q Seq. No. 
"'i Gene No. 

Start 

Name 
fU Start 
□ GI 
! . i Exons 



5.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



5046 - 
10499 
4909 

OJ990722_12 . 9A08 . C12 . ol . tw 
11768 



none 
11768. 
11927. 
12418. 



End 

_ Method 

End 
Score 

11854, 11775. .11855, 11829 .. 11924 , 11861 
11971, 11932. .11967, 11966 .. 12625 , 11982 
12627, 12620. .12883, 12625 .. 12882, 12626 



Seq. ID OJ990722_12.9A08.C12 
Strand 

14460 

TBLASTX: Wheat 
12883 
99 



,11920, 
,12626, 
,12883 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722 12.9A08.C12 



14460 
AAT/GAP 
14460 
4726 



5046 
10499 
4909 

OJ990722_12 . 9A08 . C12 . 06 . gp 
11778 

342_1.R1084 
11778.. 14460 

1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 

5046 Seq. ID OJ990722_12.9A08.C12 

10499 Strand 

4909 End 14460 

OJ990722_12 . 9A08 . C12 . o7 . gp Method AAT/GAP 

11778 End 14460 

342_1.R1084 Score 4724 

11778. .14460 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



5046 
10499 
'4909 

OJ990722_12 . 9A08 . C12 . o5 . gp 



Seq. ID OJ990722_12.9A08.C12 
Strand 

End 14460 

Method AAT/GAP 



5174 



Start 11780 End 14460 

GI 342_1.R1084 Score 4723 

Exons 11780. .14460 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5046 Seq. ID 

10499 Strand 

4 909 End 
OJ990722_12 . 9A08 . C12 . o2 . np Method 

12051 End 

6742729 - Score 
12051. .14029 

(AF121139) RIM2 protein [Oryza sativa] 



5046 

10499 

4909 

OJ990722_12 . 9A08 . C12 . ol . to 

12148 

none 

12148. .12399, 12149. . 12298, 
12159. .12596, 12418.. 12600 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722_12 . 9A08 . C12 

14460 
AAT/NAP 
14029 
3074 



OJ990722_12.9A08.C12 
14460 

TBLASTX: Cress 

12600 

92 



12149. .12592, 12153. .12596, 



Seq. No. 5046 Seq. ID 

Gene No. 10499 Strand 

Start 4909 End 

Name OJ990722_12 . 9A08 . C12 . o2 . tm Method 

Start 12494 End 

GI none Score 

Exons 12494. .12625, 12625.. 12969 



OJ990722_12.9A08.C12 
14460 

TBLASTX: Maize 

12969 

198 



Seq. No. 5046 
Gene No. 104 99 

Start 4909 

Name OJ990722_12 . 9A08 . C12 . o3 . tw 

Start 12884 
GI none 
Exons 12884. 

13003. 

13119. 



,12970, 12886. .12975, 
13089, 13043. .13087, 
13250, 13121. .13249, 



Seq. ID 

Strand 

End 

Method 
End- 
Score 



OJ990722_12 . 9A08 .C12 
14460 

TBLASTX: Wheat 

13314 

81 



12886. .12969, 13003 .. 13080, 
13108. .13245, 13116. .13241, 
13251. .13313, 13264.. 13314 



Seq. No. 5046 Seq. ID 

Gene No. 104 99 Strand 

Start 4 909 End 

Name OJ990722_12 . 9A08 . C12 . o2 . ts Method 

Start 13347 End 

GI none Score 

Exons 13347.. 13589 



OJ990722_12.9A08.C12 
14460 

TBLASTX : Soybean 

13589 

200 



Seq. No. 5046 

Gene No. 10499 

Start 4909 

Name OJ990722_12 . 9A08 . C12 . ol . tm 

Start 13419 

GI none 
Exons 



Seq. ID OJ990722_12.9A08.C12 
Strand 
End 

Method 
End 
Score 



14460 

TBLASTX: Maize 

13876 

64 



13419. .13613, 13623. .13748, 13742 .. 13864 , 13748.. 13876 



5175 



Seq. No. 5046 
Gene No. 10499 
Start- 4 909 

Name OJ990722_12 . 9A08 . C12 . o2 . tw 

Start 13453 
GI none 
Exons 13453. 

13663. 

13869. 



13659, 13453. .13662, 
13749, 13763. .13867, 
13913 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990722 12.9A08.C12 



14460 

TBLASTX: Wheat 
13921 
161 

13458. .13682, 13662 13748, 
13767. .13856, 13868 13921, 



Seq. No. 5046 

Gene No.- 10499 

Start 4909 

Name OJ990722_12 . 9A08 . C12 . o2 . tc 

Start 13742 

GI none 

Exons 13742. .14050, 13770 .. 13865, 



Seq. ID OJ990722_12.9A08.C12 
Strand 

End 14460 

Method TBLASTX : Cress 

End 14057 

Score 74 
13905. .14057 



•s as- 

cn 
ru 

w 

;. ! 
: — 

ru 



□ 

u 

.SSI 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5046 
10499 • 
4909 

OJ990722_12.9A08.C12.ol.ts 

13790 

none 

13790. .14086, 13808 .. 14032, 
14144. .14218 

5046 

10499 

4909 

OJ990722_12.9A08.C12.o4.tw 

14140 

none 

14140. .14391, 14150. .14401, 

5047 

10500 

34 

OJ990722_12.9A08.C14.ol.gs 
34 

none 

34. .630, 717. .1121 



Seq. ID OJ990722_12.9A08.C12 
Strand 

End 14460 

Method TBLASTX : Soybean 

End 14219 

Score 121 
14081. .14143, 14136. .14219, 



Seq. ID OJ990722_12.9A08.C12 
Strand 

End 14460 

Method TBLASTX : Wheat 

End 14452 

Score 187 
14151. .14393, 14384. .14452 

Seq. ID OJ990722_12.9A08.C14 



Strand 
End 

Method 

End 

Score 



+ 

1121 
GENSCAN 
1121 
.73 



Seq. No. 5048 Seq. ID 

Gene No. 10501 Strand 

Start 61 End 

Name OJ990722_12 . 9A08 .C15.ol.gs Method 

Start 61 End 

GI none Score 

Exons 61.. 136, 222.. 905 



OJ990722_12.9A08.C15 
+ 

905 

GENSCAN 

905 

.96 



Seq. No. 5048 Seq. ID 

Gene No. 10502 Strand 

Start 5858 End 

Name OJ990722_12 . 9A08 . C15 . o3 . gs Method 

Start 5858 * End 



OJ990722_12.9A08.C15 
+ 

9392 

GENSCAN 

9392 



5176 



y 
rii 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq\ No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

5858.. 5940, 6167. .6295, 6484, 
7855.. 7906, 9156. .9392 



Score .5 

.6532, 6636.. 6891, 7135.. 7246, 



5048 
10503 
11114 

OJ990722_12 . 9A08 . CIS . o2 .np 
11114 
3152595 

11114. .11649, 12831. .12899, 13033 .. 13206, 13295.. 13504 
(AC002986) Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722_ 
+ 

13504 
AAT/NAP 
13504 
818 



12.9A08.C15 



5048 Seq. ID 

10504 Strand 
1323 End 
OJ990722_12 . 9A08 . C15 . ol . np Method 
1323 End 
4206306 Score 
1323.. 4455, 6149. .6195 

(AF049110) prpol [Zea mays] 

5048 Seq. ID 

10505 Strand 
10266 End 
OJ990722_12 . 9A08 .C15 .o5 . ts^ Method 
1317 End 
none Score 
1317. .1562, 1321. .1560, 1323. .1562 

5048 Seq. ID 

10505 Strand 

10266 End 

OJ990722_12 . 9A08 . C15 . o4 . ts Method 

1993 End 

none Score 
1993.. 2301, 2083.. 2196 

5048 Seq. ID 

10505 Strand 

10266 End 

OJ990722_12 . 9A08 . C15 . o4 . tw Method 

2071 End 

none Score 
2071. .2127, 2152. .2460 

5048 Seq. ID 

10505 Strand ■ 

10266 End 

OJ990722_12 . 9A08 . C15 . o3 . tm Method 

2134 End 

none Score 
2134.. 2466 



OJ990722_12.9A08.C15 

6195 
AAT/NAP 
6195 
1248 



OJ990722_12.9A08.C15 
13426 

TBLASTX : Soybean 

1562 

131 



OJ990722_12.9A08.C15 
13426 

TBLASTX : Soybean 

2301 

72 



OJ990722_12.9A08.C15 
13426 

TBLASTX: Wheat 

2460 

158 



OJ990722_12.9A08.C15 
13426 

TBLASTX: Maize 

2466 

189 



Seq. No. 



5048 



Seq. ID OJ990722_12.9A08.C15 



5177 




Gene No. 


1UDUD 








Strand 




Start 


10266 








End 


13426 


Name 


OJ990722 12 


.9A08. 


C15.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2722 








End 


3121 




none 








Score 


42 


Exons 


2722. .2991, 


2774. 


.2875, 


2912. 


.2992, 3031.. 3120, 3032.. 3121 


Seq. No. 


5048 








Seq. ID 


OJ990722_12 . 9A08 .C15 


Gene No . 


IUjUj 








Strand 




Start 


10266 








End 


13426 


Name 


OJ990722 12 


.9A08. 


C15.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


2753 








End 


3166 


GI 


none 








Score 


139 


Exons 


2753. .3007, 


2755. 


.3006, 


3028. 


.3165, 3032.. 3166 


Seq. No. 


5048 








Seq. ID 


OJ990722JL2 . 9A08 . C15 


Gene No. 


i ncnR 
1UDUO 








Strand 




Start 


10266 








End 


13426 


Name 


OJ990722 12 


. 9A08. 


C15.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


3316 








End 


3786 


GI 


none 








Score 


83 


Exons 


3316. .3504, 


3323. 


.3460, 


3505. 


.3786, 3524.. 3748 


Seq. No. 


5048 








Seq. ID 


OJ990722_12 . 9A08 . C15 


Gene No. 










Strand 




Start 


10266 








End 


13426 


Name 


OJ990722 12 


.9A08.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3403 








End 


3783 


GI 


none 








Score 


191 


Exons 


3403. .3504, 


3466. 


.3783 








Seq. No. 


5048 








Seq. ID 


OJ990722_12.9A08.C15 


Gene No . 










Strand 




Start 


10266 








End 


13426 


Name 


OJ990722 12 


.9A08. 


CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3472 








End 


3933 


GI 


none 








Score 


283 


Exons 


3472. .3933, 


3473. 


.3931, 


3652. 


.3933 




Seq. No. 


5048 








Seq. ID 


OJ990722_12.9A08.C15 


Gene No. 


IUOUO 








Strand 




Start 


10266 








End 


13426 


Name 


OJ990722 12 


. 9A08. 


CIS.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3802 








End 


4208 


GI 


none 








Score 


266 


Exons 


3802. .4146, 


3803. 


.4135, 


3805. 


.4161, 4119. .4208, 4152. .4208 


Seq. No. 


5048 








Seq. ID 


OJ990722_12 . 9A08 . C15 


Gene No . 


lUOUD 








Strand 




Start 


10266 








End 


13426 


Name 


OJ990722 12 


.9A08. 


C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3934 








End 


4152 


GI 


none 








Score 


205 


Exons 


3934. .4152, 


3935. 


.4135, 


3952. 


.4152 




Seq. No. 


5048 








Seq. ID 


OJ990722_12 . 9A08 . C15 


Gene No. 


10505 








Strand 





5178 





Start 


10266 


End 


13426 




Name 


OJ990722 12.9A08.C15.o6.ts 


Method 


TBLASTX : Soybean 




Start 


4003 


End 


4359 




GI 


none 


Score 


67 




Exons 


4003.. 4137, 4152. .4358, 4180 


. .4359 






Seq. No. 


5048 


Seq. ID 


OJ990722_12.9A08.C15 




Gene No. 


10505 


Strand 






Start 


10266 


End 


13426 




Name 


OJ990722 12.9A08.C15.o4.gs 


Method 


GENSCAN 




Start 


10266 


End 


13389 




GI 


none 


Score 


.69 




Exons 


10266. .10358, 1044 9 .. 10597 , 


11099. . 11255, 11437. .11713, 






12474 . .12576, 13318.. 13389 








Seq. No. 


5048 


Seq. ID 


OJ990722_12.9A08.C15 




Gene No. 


10505 


Strand 






Start 


i a o f r 

10266 


End 


13426 




Name 


OJ990722 12.9A08.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13059 


End 


13426 




GI 


none 


Score 


198 




Exons 


13059. .13205, 13060 .. 13206, 


13063. .13209, 13288. .13401, 


□ 




13292. .13426, 13294.. 13425 








Seq. No. 


5049 


Seq. ID 


OJ990722_12.9A08.C16 


Lfl 


Gene No. 


10506 


Strand 




rlj 


Start 


512 


End 


1289 


!== 


Name 


OJ990722 12.9A08.C16.ol.gs 


Method 


GENSCAN 


! ip 


Start 


512 


End 


1289 


Id 


GI 


none 


Score 


.76 




Exons 


512. .614, 1110. .1289 






ry 


Seq. No. 


5050 


Seq. ID 


OJ990722_12.9A08.C17 




Gene No. 


10507 


Strand 


+ 




Start 


1 


End 


2305 




Name 


OJ990722 12.9A08.C17.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


382 


la 


GI 


LIB3477-003-P1-K1-E9 


Score 


97 


i;3 


Exons 


1..65, 350. .382 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


: 5 

•I =7 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557. (U31771) Ory s 1 [Oryza 






sativa] ' 








Seq. No. 


5050 


Seq. ID 


OJ990722_12.9A08.C17 




Gene No. 


10507 


Strand 


+ 




Start 


1 


End 


2305 




Name 


OJ990722 12.9A08.C17.ol.np 


Method 


AAT/NAP 




Start 


229 


End 


2305 




GI 


3152595 


Score 


448 



Exons 229.. 420, 543.. 620, 2166.. 2305 

GI Descrip. (AC002986) Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



5050 

10507 

1 



Seq. ID OJ990722_12.9A08.C17 
Strand + 
End 2305 



5179 



Name 
Start 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
EN Start 
fU Name 
ri Start 

Exons 

GI Descrip. 



OJ990722_12 . 9A08 . C17 . ol . gs 
239 



Method GENSCAN 
End 1478 
none Score .81 

239. .420, 543. .620, 892. .1088, 1151. .1478 



5050 

10508 

2140 

OJ990722_12 . 9A08 . C17 . o2 . gs 

-2140 

none 

2140. .2254, 2344. .2363 



Seq. ID OJ990722_12.9A08.C17 
Strand 

End 2363 

Method GENSCAN 

End 2363 

Score .86 



5051 Seq. ID 

10509 Strand 
1 End 
OJ990722_12 . 9A08 . C19 . ol . gp Method 
1 End 
2428185 Score 
1. .330 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ990722_12 . 9A08 . C19 
+ 

330 

AAT/GAP 
330 
520 



5051 Seq. ID 

10510 Strand 
317 End 
OJ990722JL2 . 9A08 . C19 . ol . np Method 
317 End 
6063554 Score 
317. .478 

(AP000615) ESTs AU075609 (C63344 ) , C71850 <E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990722_12 . 9A08 . C19 

+ . 

478 

AAT/NAP 

478 

97 



Seq. No. 


5052 




Seq. ID 


OJ990712 


Gene No. 


10511 




Strand 


+ 


Start 


338 




End 


1554 


Name 


OJ990712 13.9A01.C1 


.ol .np 


Method ' 


AAT/NAP 


Start 


338 




End 


1554 


GI 


5852179 




Score 


287 


Exons 


338. .573, 648. .886, 


1527. .1554 




GI Descrip. 


(AL117265) zhb0009. 


1 [Oryza 


sativa] 




Seq. No. 


5052 




Seq. ID 


OJ990712 


Gene No. 


10511 




Strand 


+ 


Start 


338 




End 


1554 


Name 


OJ990712 13.9A01.C1 


. ol . gs 


Method 


GENSCAN 


Start 


463 




End 


1234 


GI 


none 




Score 


.75 


Exons 


463. .569, 574. .1234 








Seq. No. 


5053 




Seq. ID 


OJ990712 


Gene No. 


10512 




Strand 


+ 


Start 


787 




End 


2620 


Name 


OJ990712 13.9A01.C2 


. ol . gs 


Method 


GENSCAN 


Start 


787 




■ End 


1581 


GI 


none. 




Score 


.98 



5180 



Exons 


787. .1581 














Seq. No. 


5053 








Seq. ID 


OJ990712_13.9A01 


.C2 


Gene No. 


10512 








Strand 


+ 




otart 


TOT 

to f 








End 






Name 


OJ990712 13 


.9A01 


.C2.ol, 


.np 


Method 


AAT/NAP 




Start 


787 








End 


1583 




GI 


4512231 








Score 


1294 




Exons 


787. .1583 














GI Descrip. 


(AB014741) < 


ORF0 


protein [Oryza sativa] 






Seq. No. 


5053 








Seq. ID 


OJ990712_13. 9A01 


.C2 


Gene No. 


10512 








Strand 


+ 




oLari. 


TOT 

to 1 








End 


2620 




Name 


OJ990712 13 


.9A01 


.C2.o2< 


.np 


Method 


AAT/NAP 




Start 


1257 








End 


2620 




GI 


4680179 








Score 


715 




Exons 


1257. .1313, 


1865 


. .2620 










GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


5053 








Seq. ID 


OJ990712_13 . 9A01 


.C2 


Gene No. 


10512 








Strand 


+ 




Start ' 


787 








End 


2620 




Name 


OJ990712 13 


. 9A01 


.C2.o2. 


.gs 


Method 


GENSCAN 




Start 


1853 








End 


2488 




GI 


none 








Score 


.84 




Exons 


1853. .2488 














Seq. No. 


5053 








Seq. ID 


OJ990712_13. 9A01 


.C2 


Gene No. 


10512 








Strand 


+ 




Start 


787 








End 


2620 




Name 


OJ990712 13 


. 9A01 


.C2.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


2017 








End 


2215 




GI 


none 








Score 


193 




Exons 


2017. .2214, 


2033 


. .2215 










Seq. No. 


5053 








Seq. ID 


OJ990712_13.9A01 


.C2 


Gene No . 


10512 








Strand 


+ 




Start 


787 








End 


2620 " 




Name 


OJ990712 13 


.9A01 


■C2.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


2264 








End 


2617 




GI 


none 








Score 


314 




Exons 


2264. .2461, 


2267 


. .2617 










Seq. No. 


5053 








Seq. ID 


OJ990712_13.9A01 


.C2 


Gene No . 


10512 








Strand 


+ 




Start 


787 








End 


2620 




Name* 


OJ990712 13 


.9A01 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2267 








End . 


2572 




GI 


none 








Score 


238 




Exons 


2267. .2572 














Seq. No. 


5054 








Seq. ID 


OJ990712_13.9A01 


.C3 


Gene No. 


10513 








Strand 






Start 


288 








End 


65.6 




Name 


OJ990712 13 


.9A01 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


288 








•End 


656 





5181 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6063554 Score 83 

288. .458, 561. .656 

(AP000615) ESTs ACJ075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5055 

10514 

198 

OJ990712_13 . 9A01 . C4 . ol . gs 

198 

none 



Seq. ID OJ990712_13. 9A01.C4 
Strand + 
End 5932 
Method GEN SCAN 
End 5903 
Score .64 

198.. 266, 1365.. 1471, 2083.. 2550, 2720.. 2860, 3297.. 3393, 
3414. .3526, 3642. .3771, 3922. .4257, 4462. .4494, 4732. .5498, 
5532. .5903 



m 



Ld 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5055 
10514 
198 

OJ9907 12_13 . 9A01 . C4 . ol . np 
2149 
5042448 
2149. .2719, 2750. .3036 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ990712_13. 9A01.C4 

Strand + 

End 5932 

Method AAT/NAP 

End 3036 

Score 1351 



5055 
10514 
198 

OJ9907 12JL3 . 9A01 . C4 . o2 . np 
3297 
4680179 
3297. .5932 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990712_13.9A01.C4 

Strand + 

End 5932 

Method AAT/NAP 

End 5932 

Score 4124 



5055 

10514 

198 

OJ990712_13 . 9A01 . C4 . o5 . tw 

3549 

none 



Seq. ID OJ990712_13. 9A01.C4 

Strand + 

End 5932 

Method TBLASTX : Wheat 

End . 3778 

Score 199 



3549.. 3767, 3590.. 3775, 3677.. 3778 



5055 

10514 

198 

OJ990712_13 .9A01.C4.o3. tw 

3801 

none 



Seq. ID OJ990712_13. 9A01.C4 

Strand + 

End 5932 

Method TBLASTX : Wheat 

End 4166 

Score 239 



3801. .4100, 3806. .4012, 4086. .4166 



5055 

10514 

198 

OJ990712_13 . 9A0 1 . C4 . o3 . tm 

3804 

none ' 



Seq. ID OJ990712_13. 9A01.C4 

Strand + 

End 5932 

Me t hod TBLASTX : Ma i z e 

End 4100 

Score 188 



5182 




Exons 


3804. .4100, 


3821. 


.3991 










Seq. No. 


5055 








Seq. ID 


OJ990712__13.9A01 


.C4 


Gene No. 










Strand 


+ 




Start 


198 








End 


5932 




Name 


OJ990712 13, 


.9A01. 


C4. o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4443 








End 


4859 




GI 


none 








Score 


147 




Exons 


4443. .4637, 


4460. 


.4591, 


4698. 


.4859, 4703.. 4858 




Seq. No. 


5055 








Seq. ID 


OJ990712_13.9A01 


.C4 


Gene No. 


luol4 








btrana 


+ 




Start 


198 








T~« _1 

End 






Name 


OJ990712 13, 


.9A01. 


C4.ol. 


tw 


Method 


iD-LAb ix : wneat 




Start 


5022 








End 


ooUl 




GI 


none 








Score 






Exons 


5022. .5501, 


5099. 


.5461, 


5133. 








Seq. No. 


5055 - 








Seq. ID 


OJ990712_13.9A01 


.C4 


Gene No. 


1U514 








btrana 


+ 




Start 


198 








End 






Name 


OJ990712 13, 


,9A01. 


C4.o2. 


tm 


Method 


TBLASTX : Mai ze 




Start 


5033 








hna 


E O O "3 




GI 


none 








Score 


oU 




Exons 


5033. .5314, 


5034. 


.5321, 


5093. 








Seq. No. 


5055 








Seq. ID 


OJ990712_13. 9A01 


.C4 


Gene No. 


1U514 








Strand 


+ 




Start 


198 








End 


5932 




Name 


OJ990712 13, 


.9A01. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5058 








End 


5372 




GI 


none 








Score 


181 




Exons 


5058. .5372, 


5174. 


.5371 










Seq. No. 


5055 








Seq. ID 


OJ990712_13.9A01 


.C4 


Gene No. 


1U014 








Strand 


+ 




Start 


198 








End 


5932 




Name 


OJ990712 13. 


.9A01. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5391 








End 


5891 




GI 


none 








Score 


151 




Exons 


5391. .5570, 


5556. 


.5891, 


5642. 


.5773, 5798. .5848 




Seq. No. 


5055 . 








Seq. ID 


OJ990712_13. 9A01 


.C4 


Gene No. 


1U514 








Strand 


+ 




Start 


198 








End 


5932 




Name 


OJ990712 13. 


.9A01. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5445 








End 


5840 




GI 


none 








Score 


57 




Exons . 


5445. .5477, 


5445. 


.5489, 


5481. 


.5840, 5481. .5711, 5585.-5839 


Seq. No. 


5055 








Seq. ID 


OJ990712_13. 9A01 


.C4 


Gene No. 


10514 








Strand 


+ 




Start 


198 








End 


5932 




Name 


OJ990712 13. 


,9A01. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5553 








End 


5932 




GI 


hone 








Score 


.485 




Exons 


5553. .5930, 


5553. 


.5846, 


5585. 


.5932 







5183 



Seq. No. 


5056 


Seq. ID 


OJ990712 13.9A01 


.C5 . 


Gene No. 


1 A C 1 C 

lOolO 


Strand 


+ 




Start 


1 


End 


4024 




Name 


OJ990712 13.9A01.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


992 




GI 


4680179 


Score 


1603 




Exons 


1. .992 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


5056 


Seq. ID 


OJ990712_13.9A01 


. C5 


Gene No. 


10515 


Strand 


+ 




Start 


1 * 


End 


4024 




Name 


OJ990712 13.9A01.C5.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


4024 




GI 


none 


Score 


.43 




Exons 


154.. 857, 3062.. 3585, 3616.. 4024 






Seq. No. 


5056 


Seq. ID 


OJ990712_13. 9A01 


-C5 


Gene No. 


10516 


Strand 






Start 


4290 


End 


8055 




Name 


OJ990712 13. 9A01.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


5457 




GI 


none 


Score 


48 




Exons 


1.-39, 2. .40, 46. .120, 48. .116, 5166.. 


5456, 5169.. 5324, 






5170. .5457 








Seq. No. 


5056 


Seq. ID 


OJ9907'12_13.9A01 


.C5 


Gene No. . 


10516 


Strand 






Start 


4290 


End 


8055 




Name 


OJ990712 13.9A01.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


5297 




GI 


none 


Score 


37 




Exons 


2. .37, 43. .264, 48. .269, 178. 


.282, 267 


..614, 269. .613, 






4671. .5297, 4672. .4731, 4680. 


.5240, 4792. .5295 




Seq. No. 


5056 


Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No . 


10516 


Strand 






Start 


4290 


End 


8055 




Name 


OJ990712 13.9A01.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


169 


End 


5118 




GI 


none 


Score 


143 




Exons 


169. .264, 175. .258, 177. .269, 


177. .272 


, 267.. 329, 287.. 


322, 




322. .387, 326. .766, 326. .754, 


327. .767 


, 4533.. 4958, 4534.. 4731, 




4554. .4838, 4798. .4959, 4956. 


.5117, 4963. .5118 




Seq. No. 


5056 


Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No. 


10516 


Strand 






Start 


4290 


End 


8055 




Name 


OJ990712 13.9A01.C5.o6.tw 


Method 


TBLASTX: Wheat 




Start 


614 


End 


4671 




GI 


none 


Score 


363 




Exons 


614. .829, 615. .947, 4338. .4670, 4389.. 


4667, 4390. .4671 




Seq. No. 


5056 


Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No. 


10516 


Strand 






Start 


4290 


End 


8055 





5184 




Name 


OJ990712 13.9A01.C5.o2. 


gs 


Method 


GENSCAN 


Start 


4290 




End 


8022 


GI 


none 




Score 


.57 


Exons 


4290.. 6028, 6137.. 7594, 


7616. 


.7831, 7845.. 8022 


Seq. No. 


5056 




Seq. ID 


OJ990712_13. 9A01 


Gene No. 


10516 




Strand 




Start 


a o n n 

4290 




End 


8055 


Name 


OJ990712 13.9A01.C5.o2. 


np. 


Method 


AAT/NAP 


Start 


4293 




End 


8055 


GI 


4680179 




Score 


A O f\ 1 

4 891 


Exons 


4293.. 7673, 7701.. 8055 








GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


5056 




Seq. ID 


OJ990712_13.9A01 


Gene No. 


10516 




Strand 




Start 


4290 




End 


8055 


Name 


OJ990712 13.9A01.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5256 




End 


5516 


GI 


none 




Score 


187 


Exons 


5256. .5516, 5257. .5505 









i.ii 

rU 

Q 



Seq. No. 5056 

Gene No. 10516 

Start ' 4290 

Name * OJ990712_13 . 9A01 .C5 . ol . tc 

Start 5280 

GI none 

Exons 5280.. 5423, 5281.. 5421, 5424. 

Seq. No. 5056 

Gene No. 10516 

Start 4290 

Name OJ990712_13 . 9A01 . C5 . o2 . tw 

Start 5304 

GI none 

Exons 5304.. 5585, 5304.. 5843, 5308. 

Seq. No. 5056 

Gene No. 10516 

Start 4290 

Name OJ990712_13 . 9A01 . C5\ 62 . tm 

Start 5871 

GI none 

Exons 5871.. 6224, 5878.. 5910, 5956. 



Seq. ID 
Strand' 
End 

Method 
End 
Score 
.5606 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5802 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990712_13. 9A01.C5 
8055 

TBLASTX: Cress 

5606 

87 



OJ990712_13.9A01.C5 
8055 

TBLASTX: Wheat 

5843 

197 



OJ990712_13.9A01.C5 
8055 

TBLASTX: Maize 

6224 

43 



.6021, 6061. .6219 



Seq. No. 


5056 




Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No. 


10516 




Strand 






Start 


4290 




End 


8055 




Name 


OJ990712 13 


.9A01.C5.o3. tw 


Method 


TBLASTX: Wheat 




Start 


-5871 




End 


6296 




GI 


none 




Score 


214 




Exons 


5871. .6221, 


5871. .6296, 5878. 


.6294 






Seq. No. 


5056 




Seq. ID 


OJ990712_13.9A01 


C5 


Gene No. 


10516 




Strand 






Start 


4290 




End 


8055 





5185 



Name 


OJ990712 13 


. 9A01 


.C5.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


6042 








End 


6290 




GI 


none 








Score 


187 




Exons 


6042. .6290 














Seq. No. 


5056 








Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No. 


10516 








Strand 






Start 


4290 








End 


8055 




Name 


OJ990712 13 


. 9A01 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6231 








End 


6563 




GI 


none 








Score 


141 




Exons 


6231. .6563, 


6232 


. .6510 










Seq. No. 


5056 








Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No . 


10516 








Strand 






Start 


4290 








End 


8055 




Name 


OJ990712 13 


-9A01 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6297 








End 


6580 




GI 


none 








Score 


250 




Exons 


6297. .6560, 


6298 


. .6558, 


6506. 


.6580 






Seq. No. 


5056 








Seq. ID 


OJ990712_13.9A01 


-C5 


Gene No. 


10516 








Strand.- 






Start- 


4290 








End 


8055 




Name 


OJ990712 13 


.9A01 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6312 








End 


6707 




GI 


none 








Score 


189 




Exons 


6312. .6563, 


6322 


. . 6555, 


6528. 


.6668, 6618.. 6671, 6628.. 6669, 




6675. .6707, 


6675 


. .6707 










Seq. No. 


5056 








Seq. ID 


OJ990712_13.9A01 


-C5 


Gene No . 


10516 








Strand 






Start 


4290 








End 


8055 




Name 


OJ990712 13 


.9A01 


,C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


6618 








End 


7065 




GI 


none 








Score 


76 




Exons 


6618. .7061, 


6823 


. .7065 










Seq. No. 


5056 








Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No. 


10516 








Strand 






Start 


4290 








End 


8055 




Name 


GJ990712 13. 


.9A01 


■C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6648 








End 


7131 




GI 


.none 








Score 


208 




Exons 


6648. .7130, 


6651 


. .7103, 


6691. 


.7131 






Seq. No. 


5056 








Seq. ID 


OJ990712JL3.9A01 


.C5 


Gene No. 


10516 








Strand 






Start 


4290 








End 


8055 




Name 


OJ990712 13. 


, 9A01. 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6780 








End 


7094 




GI 


none 








Score 


199 




Exons 


6780. .7094' 














Seq. No. 


5056 








Seq. ID 


OJ990712_13.9A01 


.C5 


Gene No. 


10516 








Strand 






Start 


4290 








End 


8055 





5186 



1.1 
: c 

.s sl 

Lis 



Li. 



Name 


ujyyu/iz 1 0 . yAui . Co . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


/Ubo 




End 


7259 




GI 


none 




Score 


145 




Exons 


7066.. 7212, 7068.. 7259 










Seq. No. 


OUOD 




Seq. ID 


OJ990712_13. 9A01 . 


C5 


Gene No. 


10516 




Strand 






Start 


4290 




End 


8055 




Name 


OJyyU/lz U.9A01.C5.O/. 


tw 


Method 


TBLASTX: Wheat 




Start 


"7 O *T O 

7263 




End 


7616 




GI 


none 




Score 


242 




Exons 


7263 . .7616 










beq. No. 


C A C ^ 

DUD 1 




Seq. ID 


OJ990712_13. 9A01 . 


C6 


Gene No . 


1051 / 




Strand 


+ 




Start 


5672 




End 


15016 




Name 


OJ990712 13.9A01.C6.o3. 


np 


Method 


AAT/NAP 




Start 


5672 




End 


15016 




GI 


5852175 




Score 


209 




Exons 


5672.. 6011, 8625.. 8761, 


9195. 


.9311, 12382. .12568, 13429. 


. 13567, 




14867. .15016 










GI Descrip. 


(AL117265) zhb0005.1 [Oryza sativa] 






Seq. No. 


5057 




Seq. ID 


OJ990712_13.9A01. 


C6 


Gene No. 


10518 




Strand ' 






Start 


1 




End 


12643 




Name 


OJ990712 13.9A01.C6.ol. 


np 


Method 


AAT/NAP 




otart 


1 




End 


2933 




GI 


4680179 




Score 


1468 




Exons 


1..27, 648.. 1292, 1320. 


.2324, 


2877. .2933 




GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


5057 




Seq. ID 


OJ990712_13. 9A01. 


C6 


Gene No . 


10518 




Strand 






Start 


1 




End 


12643 




Name 


OJ990712 13.9A01.C6.o2. 


np 


Method 


AAT/NAP 




Start 


2607 


End 


3403 




GI 


4512231 




Score 


1266 




Exons 


2607. .3403 











3' GI Descrip. (AB014741) ORF0 protein [Oryza sativa] 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



• 5057 
10518 
1 

OJ990712_13 . 9A01 . C6 . o2 . gs 

2609 

none 



Seq. ID OJ990712_13. 9A01.C6 * 
Strand 

End '12643 

Method GENS CAN 

End 12643 

Score .54 



2609. .3403, 4374. .4462, 5758. .5840, 5894. .6044, 8468.-8644, 
8698. .9304, 9683. .9868, 10064 .. 10219, 10898 10987, 
12373. .12550, 12555.. 12643 



5057 

10518 

1 

OJ990712_13.9A01.C6.ol.gp 

.4727 

2428185 



Seq. ID OJ990712_13. 9A01.C6 
Strand 

End 12643 

Method AAT/GAP 

End 5164 

Score -707 



5187 




Exons 4727.. 5164 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAG clone :t 17 8 04 



Seq. No. 


5057 




Seq. ID 


OJ990712_13. 9A01 


.C6 


Gene No. 


10519 




Strand 


~ 




Start 


14051 




End 


14404 




Name 


OJ990712_13 


. 9A01-C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


44 




End 


301 




GI 


none 




Score 


237 




Exons 


44. .298, 63 


..296, 77. .301 








Seq. No. 


5057 




Seq. ID 


OJ990712_13. 9A01 


.C6 


Gene No. 


10519 




Strand 


— 




Start 


14051 




End 


14404 




Name 


OJ990712_13 


.9A01.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


62 




End 


322 




GI 


none 




Score 


185 




Exons 


62.. 322, 63 


. .311 








Seq. No. 


5057 




Seq. ID 


OJ990712_13. 9A01 


.C6 


Gene No. 


10519 




Strand 


— 




Start 


14051 




End 


14404 




Name ~ 


OJ990712 13 


■9A01.C6.ol.tw 


Method * 


TBLASTX: Wheat 




Start 


110 




End 


682 




GI 


none 




Score 


378 




Exons 


110.. 682, 114. .608 








Seq. No. 


5057 




Seq. ID 


OJ990712_13.9A01 


.C6 


Gene No. 


10519 




Strand 


— 




Start 


14051 




End 


14404 




Name 


OJ990712 13 


. 9A01.C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


882 




End 


1235 




GI 


none 




Score 


247 




Exons 


882. .1235 










Seq. • No. 


5057 




Seq. ID 


OJ990712_13. 9A01 


.C6 


Gene No. 


10519 




Strand 


~ 




Start 


14051 




End 


14404 




Name 


OJ990712 13 


. 9A01.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1569 




End 


1922 




GI 


none 




Score 


71 




Exons 


1569. .1919, 


1725. .1922 








Seq. No. 


5057 




Seq. ID 


OJ990712_13.9A01 


.C6 


Gene No. 


10519 




Strand 


- . 




Start 


14051 




End 


14404 




Name 


OJ990712 13, 


. 9A01.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1614 




End 


1919 




GI 


none 




Score 


106 




Exons 


1614. .1919, 


1683. .1919 








Seq. No. 


5057 




Seq. ID 


OJ990712_13. 9A01 


.C6 


Gene No. 


10519 




Strand 






Start 


14051 




End 


14404 




Name 


OJ990712 13. 


.9A01.C6.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1971 




End 


2169 





5188 



GI 

Exons 



none 

1971.. 2168, 1972.. 2169 



Score 



129 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5057 Seq. ID 

10519 Strand 

14051 End 

OJ990712_13 . 9A01 . C6 . o3 . tm Method 

6022 End 

none Score 



OJ990712_13.9A01.C6 
14404 

TBLASTX: Maize 

6660 

73 



6022.. 61.11, 6022.. 6120, 6085.. 6189, 6110.. 6190, 6113.. 6190, 
6425. .6532, 6426. .6542, 6426. .6545, 6427. .6558, 6530. .6646, 
6536.. 6658, 6538.. 6660, 6540.. 6659 

Seq.- No. 5057 Seq. ID OJ990712_13 . 9A01 . C6 

Gene No. 10519 Strand 

Start 14051 End 14404 

Name OJ990712_13. 9A01 . C6 . o3 . gp Method AAT/GAP 

Start 14051 End 14404 

GI 61605_3.R1084 Score 442 

Exons 14051. .14308, 14371.. 14404 

GI Descrip. ■ 1402920/emb | CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 
□ GI 

Exons 
'h GI Descrip. 

rl! 

i br 



5058 Seq. ID 

10520 Strand 
1 End 
OJ990712_13 . 9A01 . C7 . ol . np Method 
1 End 
4325357 Score 
1..420, 1226. .1853 

(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



OJ990712_13.9A01.C7 
+ 

6020 
AAT/NAP 
1853 
331 



Seq. No. 


5058 






Seq. ID 


OJ990712_13.9A01 


Gene No. 


10520 






Strand 


+ 


Start 


1 






End 


6020 


Name 


OJ990712 13. 


9A01.C7 


. ol .gs 


Method 


GEN SCAN 


Start 


66 






End 


6020 


GI 


none 






Score 


.49 


Exons 


66. .654, 827 


. .1742, 


1748. . 


,1964, 2666.. 


2883, 5002.. 5062, 




5688. .6020 










Seq. No. 


5058 






Seq. ID 


OJ990712_13.9A01 


Gene No. 


10521 






Strand 




Start 


8612 






End 


8803 


Name 


OJ990712 13. 


9A01.C7, 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


69 






End 


344 


GI 


none 






' Score 


184 


Exons 


69. .344 










Seq. No. 


5058 






Seq. ID 


OJ990712_13.9A01 


Gene No. 


10521 






Strand 




Start 


8612 






End 


8803 


Name 


OJ990712 13. 


9A01.C7. 


.ol . tw 


Method 


TBLASTX: Wheat 


Start 


69 






End 


362 


GI 


none 






Score 


185 



5189 





Exons 


69.. 281, 255.. 362 












Seq. No. 


5058 






Seq. ID 


OJ990712_13. 9A01 


.C7 




Gene No. 


10521 






Strand 








Start 


8612 






End 


8803 






Name 


OJ990712 13.9A01 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


81 






End 


374 






GI 


none 






Score 


205 






Exons 


81. .374 














Seq. No. 


5058 






Seq. ID 


OJ990712_13. 9A01 


.C7 




Gene No. 


10521 






Strand 








Start 


8612 






End 


8803 






Name 


OJ990712 13.9A01 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


1162 






End 


1533 






GI 


none 






Score 


107 






Exons 


1162.. 1290, 1354 


.1533, 


1365 . 


. 1517 








Seq. No. 


r AT A 

5058 






Seq. ID 


OJ990712_13. 9A01 


.C7 




Gene No. 


10521 






Strand 








Start 


8612 






End 


8803 






Name 


OJ990712 13.9A01. 


C7.o2. 


gs 


Method 


GENSCAN 






Start 


8612 






End 


8803 






GI 


none 






Score 


. 98 




! isr 

*' 5 


Exons 


8612. .8803 












. '. 


.Seq. No. 


5059 






Seq. ID 


OJ990712_13. 9A01 


-C8 


\"u 


Gene No. 


10522 






Strand 


+ 




i"3 


Start 


2023 






End 


2180 




! ;l 


Name 


OJ990712 13.9A01. 


C8.ol. 


gs 


Method 


GENSCAN 






Start 


2023 






End 


2180 




"l S3 


GI 


none 






Score 


.57 




i*j j 


Exons 


2023. .2180 













i:3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ990712 13.9A01.C8 



5059 Seq. ID _ 

10523 Strand 

691 End 1478 

OJ9907 12_13 .9A01.C8.ol. np Method AAT/NAP 

691 . End 1478 

220579 Score 132 
691. .1150, 1347. .1478 

(D00570) open reading frame (196 AA) [Mus musculus] 



5060 
10524 
2106 

OJ990712_13.9A01.C9.o2.np 
2106 
5295955 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2106.. 2128, 4600.. 4719, 5262. .5376, 6059.. 6184, 6309.. 6577, 
6657.. 6707, 6747.. 7328 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V0 1555) 
[Oryza sativa] 



OJ990712_13.9A01.C9 
+ 

7328 
AAT/NAP 
7328 
915 



5060 

10524 

2106 



Seq. ID OJ990712_13.9A01.C9 
Strand + 
End ' 7328 



5190 



Hi 



! y 



Q 
!?3 



Name 


OJ990712 13.9A01.C9.o2.gs 




Method 


GENSCAN 




Start 


6109 




End 


6525 




GI 


none 




Score 


.98 ' 




Exons 


6109. . 6525 










Seq. No. 


5060 




Seq. ID 


OJ990712_13.9A01 


-C9 


Gene No. 


10525 




Strand 






Start 


1 




End 


5429 




Name 


OJ990712 13.9A01.C9.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


3655 




GI 


4680179 




Score 


4885 




Exons 


1. .3655 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


5060 




Seq. ID 


OJ990712_13.9A01 


.C9 


Gene No. 


10525 




Strand 






Start 


1 




End 


5429 




Name 


OJ990712 13 . 9A01 . C9 .ol . gs 




Method 


GENSCAN 




Start 


454 ~~ 




End 


5429 




GI 


none 




Score 


.5 




Exons 


454. .771, 835. .972, 1068.. 


1619, 1728. 


.3323, 3394.. 3652, 






5362. .5429 










Seq. No. 


5060 




Seq. ID 


OJ990712_13. 9A01 


.C9 


Gene No. 


10526 




Strand 






Start 


7606 




End 


8794 




Name 


OJ990712 13.9A01.C9.o3.tm 




Method 


TBLASTX: Maize 




Start 


15 




End 


8774 




GI 


none 




Score 


78 




Exons 


15. .59, 56. .259, 94. .264, 


109. 


,.195, 8 


482. .8772, 8486. .8671, 




8491. .8703, 8583.. 8774 










Seq. No. 


5060 




Seq. ID 


OJ990712_13.9A01 


-C9 


Gene No. 


10526 




Strand 






Start 


7606 




End 


8794 




Name 


OJ990712 13.9A01.C9.o2.ts 




Method 


TBLASTX: Soybean - 




Start 


65 




End 


8794 




GI 


none 




Score 


54 




Exons 


65. .109, 94. .324, 8572. .8640, 


8572. .8793, 8726. .8794 




Seq. No. 


5060 




Seq. ID 


OJ990712_13.9A01 


.C9 


Gene No . 


10526 




Strand 






Start 


7606 




End 


8794 




Name 


OJ990712 13.9A01.C9.o2.tw 




Method 


TBLASTX: Wheat 




Start 


112 




End 


8793 




GI 


none 




Score 


207 




Exons 


112. .639, 113. .496, 118. .573, 


8620. .8793, 8626. .8787 




Seq. No. 


5060 




Seq. ID 


OJ990712_13.9A01 


.C9 


Gene No . 


10526 




Strand 






Start 


7606 




End 


8794 




Name 


OJ990712 13.9A01.C9.o3.tw 




Method 


TBLASTX: Wheat 




Start 


663 




End 


1103 




GI 


none 




Score 


256 




Exons 


663. .977, 679. .1026, 685.. 


987/ 


686. . 1030, 1023. . 1103 




Seq. No. 


5060 




Seq. ID 


OJ990712_13.9A01 


.C9 



5191 






10526 








Strand 






Start 


7606 








End 


8794 




Name 


OJ990712 13 


. 9A01 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


679 








End 


1026 




GI 


none 








Score 


168 




Exons 


679. .1026, 


694 . . 


990, 764.. 1012 






Seq. No. 


5060 








Seq. ID 


OJ990712_13.9A01 


.C9 




1 0S26 

±.\J -J £. \J 








Strand 






■Start 


7606 








End 


8794 




Name 


OJ990712 13 


.9A01 


.C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


1029 








End 


1385 




GI 


none 








Score 


110 




Exons 


1029. .1385, 


1114 


1374 










Seq. No. 


5060 








Seq. ID 


OJ990712_13. 9A01 


.C9 




10526 








St rand 






Start 


7606 








End 


8794 




Name 


OJ990712 13 


.9A01 


.C9.o5. 


tw 


Method . 


TBLASTX: Wheat 




Start 


1104 








End 


1406 




GI 


none 








Score 


200 




Exons 


1104. .1406, 


1105 


1386 










Seq. No. 


5060 








Seq. ID 


OJ990712_13.9A01 


.C9 


Gene No. 


10526 








Strand 






& UCli u 


7606 
/ \j vj \j 








End 


8794 




Name 


OJ990712 13 


. 9A01 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1110 








End 


1514 




GI 


none 








Score 


104 




Exons 


1110. .1373, 


1119 


. . 1478, 


1120 . 


.1374, 1401. .1475, 1482. .1514 




1482. .1514 














Seq. No. 


5060 








Seq. ID 


OJ990712_13. 9A01 


.C9 




10526 








Strand. 






Start 


. 7606 








End 


8794 




Name 


OJ990712 13 


.9A01 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1401 








End 


1872 




GI 


" none 








Score 


101 




Exons 


1401. .1868, 


1434 


1781, 


14 98 . 


.1872 






Seq. No. - 


'5060 








Seq. ID 


pJ990712_13.9A01 


.C9 




10526 








Strand 






Start 


7606 








End 


8794 




Name 


OJ990712 13 


.9A01 


.C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1455 








End 


1941 




GI 


none 








Score 


207 




Exons 


1455. .1937, 


1497 


. .1937, 


1498. 


.1941 






Seq. No. 


5060 








Seq. ID 


OJ990712_13. 9A01 


.C9 


V_J C1JC L\\J * 


1 0^26 








Strand 






Start 


7606 








End 


8794 




Name 


OJ990712 13 


. 9A01 


.C9.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


2112 








End 


2466 




GI 


none 








Score 


79 




Exons 


- 2112.. 2465, 


2148 


. .2282, 


2371. 


.2466 






Seq. No. 


5060 








Seq. ID 


OJ990712_13.9A01 


.C9 



5192 



Gene No. 10526 Strand 

Start 7606 End 

Name OJ9907 12_13 . 9A01 . C9 . 06 . tm Method 

Start 2199 End 

GI none Score 

Exons 2199.. 2519 



8794 

TBLASTX: Maize 

2519 

209 



Seq. No. 


5060 








Seq. ID 


OJ990712_13.9A01 


.C9 


Gene No. 


10526 








Strand 






Start 


7606 








End 


8794 




Name 


OJ990712JL3. 


9A01 


.C9.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2799 








End 


3161 




GI 


none 








Score 


61 




Exons 


2799. .2879, 


2865 


. .3161, 


2916. 


.3071, 2953.. 3159 




Seq. No. 


5060 








Seq. ID 


OJ990712 13.9A01 


.C9 


Gene No. 


10526 








Strand 






Start 


7606 








End 


8794 




Name ' 


OJ990712_13. 


9A01 


.C9.o7. 


*tm 


Method 


TBLASTX: Maize 




Start 


2865 








End 


3161 




GI 


none 








Score 


107 




Exons 


2865. . 3161, 


2974, 


. .3144 










Seq. No. 


5060 








Seq. ID 


OJ990712__13.9A01 


.C9 


Gene No. 


10526 








Strand 






Start 


7606 








End 


8794 




Name 


OJ990712_13. 


9A01.C9.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


3198 








End 


3417 




GI 


none 








Score 


101 




Exons 


3198. .3416, 


3199. 


. .3417 










Seq. No. 


5060 








Seq. ID 


OJ990712_13.9A01 


.C9 


Gene No. 


10526 








Strand 






Start 


7606 








End 


8794 




Name 


OJ990712 13. 


9A01. 


,C9.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


7599 








End 


7846 




GI 


none 








Score 


41 




Exons 


7599. .7631, 


7599. 


. .7631, 


7633. 


.7845, 7634. .7846 




Seq. No. 


5060 








Seq. ID 


OJ990712_13.9A01 


-C9 


Gene No. 


10526 








Strand 






Start 


7606 








End 


8794 




Name 


OJ990712 13. 


9A01. 


C9.o3. 


gs 


Method 


GEN SCAN 




Start 


7606 






End 


8259 




GI 


none 








Score 


.97 




Exons 


7606. .8259 















Seq. No. 5060 Seq. ID 

Gene No. 10526 Strand 

Start 7606 End 

Name OJ990712_13 . 9A01 . C9 . o3 . np Method 

Start 7609 End 

GI 4680179 Score 

Exons 7609.. 8794 

GI Descrip. (AF1117.09) polyprotein [Oryza sativa subsp. indica] 



OJ990712_13.9A01.C9 

8794 , 
AAT/NAP 
8794 
1902 



Seq. No. 



5060 



Seq. ID OJ990712 13.9A01.C9 



5193 






Gene no. 


10526 


Strand 






Start 


7606 


End 


8794 




Name 


OJ990712 13.9A01.C9.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7654 


End 


7987 




GI 


none 


Score 


53 




Exons 


7654. .7986, 7655. .7735, 7850., 


.7987 






Seq. No. 


5060 


Seq. ID 


OJ990712_13 . 9A01 . C9 




Gene No. 


10526 


Strand 






Start 


7606 


End 


8794 




Name 


OJ990712 13.9A01.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


7846 


End 


8433 




GI 


none 


Score 


135 




Exons 


7846. .8115, 7847. .8107, 8176.. 


.8271, 8177. .8275, 8275.-8433, 






8279. .8425, 8281. .8427 








Seq. No. 


5060 


Seq. ID 


OJ990712_13.9A01.C9 




Gene No. 


10526 


Strand 






Start 


7606 


End 


8794 




Name 


OJ990712 13. 9A01.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7987 


End 


8613 




GI 


none 


Score 


328 




Exons 


7987. .8613, 7988. .8557 








Seq. No. 


5061 


Seq. ID 


OJ990712_13 . 9A01 .C10 




Gene No. 


10527 


Strand 


+ 




Start 


1 


End 


187 


57 


Name 


OJ990712 13. 9A01.C10.ol.np 


Method 


AAT/NAP 


: S7 


Start 


1 


End 


187 


,y 


GI 


5295955 


Score 


177 


.3 


Exons 


1. .187 






! y 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V015i 






[Oryza sativa] 






: C c 
; c? 


Seq. ' No. 


5061 


Seq. ID 


OJ990712_13 . 9A01 . C10 


■ . ! 


Gene No. 


10528 


Strand 




i 


Start 


349 


End 


630 




Name 


OJ990712 13. 9A01.C10.ol.gs 


Method 


GENSCAN 




Start 


349 


End 


630 




GI 


none 


Score 


.48 




Exons 


349. .510, 598. .630 








Seq. No. 


5062 


Seq. ID 


OJ990712_13.9A01.C11 




Gene No. 


10529 


Strand 


+ 




Start 


1474 


End 


2042 




Name 


OJ990712 13.9A01.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1474 


End 


2042 




GI 


4879016 


Score 


840 




Exons 


1474. .2042 








GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 








Seq. No. 


5062 


Seq. ID 


OJ990712_13.9A01.C11 




Gene No. 


10530 


Strand 


+ 




Start 


2313 


End 


3889 




Name 


OJ990712 13.9A01.Cll.ol.gs 


Method 


GENSCAN 



5194 



i;n 
I'U 



ru 

r 5 ! 



I 8 * 



Start 


2313 


End 


3889 


GI 


none 


Score 


. 68 


Exons 


2313.. 2423, 3594.. 3731, 3785 


. .3889 




Seq. No. 


5062 


Seq. ID 


OJ990712_13.9A01.C11 


Gene No. 


10531 


Strand 


+ 


Start 


9643 


End 


10211 


Name 


OJ990712 13.9A01.Cll.o2.gp 


Method 


AAT/GAP 


Start 


9643 


End 


10211 


GI 


4879016 


Score 


844 


Exons 


9643. .10211 






GI Descrip. 


6041757/gb|AC011806.1 IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


5062 


Seq. ID 


OJ990712_13.9A01.C11 


Gene No. 


10532 


Strand 


+ 


Start 


10299 


End 


14965 


Name 


OJ990712 13.9A01.Cll.o3.np 


Method 


AAT/NAP 


Start 


10299 


End 


14965 


GI 


5852181 


Score 


101 


Exons 


10299. .10385, 13482 .. 13722 , 


14939. .14965 


GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 




Seq. No. 


5062 


Seq. ID 


OJ990712_13. 9A01.C11 


Gene No . 


10532 


Strand 


+ 


Start 


10299 


End 


14965 


Name 


OJ990712 13.9A01.Cll.o3.gs 


Method 


GENSCAN 


Start 


13845 


End 


14603 


GI 


none 


Score 


.4 


Exons 


13845. .13961, 14247. .14603 






Seq. No. 


5062 


Seq. ID 


OJ990712_13.9A01.C11 


Gene No. 


10533 


Strand 




Start 


4805 


End 


14363 


Name 


OJ990712 13.9A01.Cll.o2.gs 


Method 


GENSCAN 


Start 


4805 


End 


11950 


GI 


none 


Score 


.63 


Exons 


4805.. 4972, 5065.. 5313, 5639 


..6146, 6360. .6454, 6573. .6764, 




6898. .7194, 7200. .7755, 7791 


..7920, 7960.. 8227, 8256.. 8983, 




10029. .10180, 11059. .11173, 


11421. .11573, 11620. .11736, 




11899. .11950 






Seq. ■ No. 


5062 


Seq. ID 


OJ990712_13.9A01.C11 


Gene No. 


10533 


Strand 




Start 


4805 


End 


14363 - 


Name 


OJ990712 13.9A01.Cll.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7440 


End 


7783 


GI 


none 


Score 


81 


Exons 


7440... 7631, 7441. .7554, 7628 


. .7783 




Seq. No. 


5062 


Seq. ID 


OJ990712_13.9A01.C11 


Gene No. 


10533 


Strand 




Start 


4805 


End 


14363 


Name 


OJ990712 13.9A01.Cll.ol.tw 


1 Method 


TBLASTX: Wheat 


Start. 


8649 


End 


14363 


GI 


none ' 


Score 


166 



5195 



Exons 



8649.-8864, 8880.. 8981, 14010. .14363 



Seq. No. 5063 

Gene No. 10534 
Start " 1 

Name OJ990712_13 . 9A01 . C12 . ol . np 

Start 1 

GI 6691191 

Exons 1..114, 2708.. 5707 

GI Descrip. (AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ990712_13.9A01.C12 

Strand + 

End 6224 

Method AAT/NAP 

End 5707 

Score 2750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5063 

10534 

1 

OJ990712_13 . 9A01 . C12 . ol . gs 
10 

none 



Seq. ID OJ990712_13.9A01.C12 

Strand + 

End 6224 

Method GENSCAN 

End 4051 

Score .49 



10. .138, 281. .392, 2333. .2936, 3147. .3237, 3341. .4051 



□ 
hi 



Seq/ No. 5063 

Gene No. 10534 

Start 1 

Name OJ990712_1 3 . 9A01 . C12 . ol . gp 

Start 1980 

GI uC-osflcyp088bl2bl 

Exons 1980.. 2089 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ? 



Seq. ID OJ990712_13.9A01.C12 

Strand + 

End 6224 

Method AAT/GAP 

End 2089 

Score 153 



i i 

t e? 



Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


.C12 


Gene No. 


10534 








Strand 


+ 




Start 


1 








End 


6224 




Name 


OJ990712 13. 


9A01. 


C12.o2 


. gs 


Method 


GENSCAN 




Start 


4397 








' End 


6224 




GI 


none 








Score 


.62 




Exons 


4397. .4501, 


4688. 


.4893, 


5093. 


.5196, 5503.. 5606, 6012.. 6224 


Seq. No. 


5063 








Seq. ID 


OJ990712_13. 9A01 


.C12 


Gene No. 


10535 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13. 


9A01. 


C12.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2959 








End ' 


3385 *■ • 




GI 


none 








Score 


368 




Exons 


2959. .3363, 


3036. 


.3233, 


3256. 


.3330, 3362.. 3385 




Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


.C12 


Gene No. 


10535 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13. 


9A01. 


C12.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2959 








End 


3363 




GI 


none 








Score 


402 




Exons 


2959. .3363, 


3036. 


.3254 










Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


-C12 


Gene No. 


10535 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13. 


9A01. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 





5196 




Start 


3461 








End 


3892 




GI 


none 








Score 


538 




Exons 


3461. .3892, 


3463 


. .3882 










Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


.C12 




1U JJJ 








jli aiiu 






Start 


5228 








End 


11326 




Name 


OJ990712 13 


.9A01 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3626 








End 


4174 




GI 


none 








Score 


282 




Exons 


3626. .4039, 


3694 


. .4038, 


4058. 


.4174 






Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


.C12 




1UJJJ 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13 


-9A01 


.C12.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


3752 








End 


4105 




GI 


none 








Score 


66 




Exons 


3752. .3817, 


3817 


. .4032, 


3818. 


.4087, 3818. .4105 




Seq. No. 


5063 








Seq. ID 


OJ990712JL3.9A01 


.CI 2 


OC11C V*\J . 


1UJJJ 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13 


.9A01 


,C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3896 








End 


4198 




GI 


none 








Score 


361 




Exons 


3896. .4198, 


3898 


. .4197 










Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


.C12 




1U J J J 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13 


.9A01 


.C12.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


4211 








End 


4681 




GI 


none 








Score 


175 




Exons 


4211. .4411, 


4213 


. .4395, 


4403. 


.4498, 4478. .4681 




Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


-C12 


OCUC LNU ■ 


A. \J J J -J 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13 


.9A01 


.C12.o6 


.ts 


Method 


TBLASTX : Soybean 




Start 


4217 * 








End 


4351 




GI 


none 








Score 


182 




Exons 


4217. .4351, 


4217 


. .4333, 


4231. 


.4338 






Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


.C12 




1UJJJ 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13, 


.9A01 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4394 








End 


4777 




GI 


none 








Score 


66 




Exons 


4394. .4471, 


4520 


. .4777 










Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01 


.C12 


Gene No. 


10535 








Strand 






Start 


5228 








End 


11326 




Name 


OJ990712 13. 


.9A01 


.C12.o5 


. ts 


Method 


TBLASTX: Soybean 




Start 


4772 








End 


5122 





5197 






GI 


none 


Score 


258 






Exons 


4772. .5122, 4798. .5115 










Seq. No. 


5063 


Seq. ID 


OJ990712_13.9A01. 


C12 






1U J J J 


Of- rpriH 

OLi a I Id 








Start 


5228 


End 


11326 






Name 


OJ990712 13.9A01.C12.o7.tw 


Method 


TBLASTX: Wheat 






Start 


4799 


End 


5131 






GI 


none 


Score 


244 






Exons 


4799. .5131, 4804. ,5019 










Seq. No. 


5063 


Seq. ID 


OJ990712_13.9A01. 


C12 








Oil ailU. 








Start 


5228 


End 


11326 






Name 


OJ990712 13.9A01.C12.ol.ts 


Method 


TBLASTX : Soybean 






Start 


5123 


End 


5611 






GI 


none 


Score 


343 






Exons 


5123.. 5512, 5125.. 5511, 5522 


. .5611 








Seq. No. 


5063 


Seq. ID 


OJ990712_13.9A01. 


C12 




belle LNU. 


iu J J J 


OLldllU 








Start 


5228 


End 


11326 






Name 


OJ990712 13.9A01.C12.o4.tw 


Method 


TBLASTX: Wheat 




j- ^ 


Start 


5135 


End 


5515 




. ^ 


GI 


none 


Score 


348 






Exons 


5135. .5515, 5191. .5511 








t £ ! * 

\ y 


Seq. No. 


5063 


Seq. ID 


OJ990712_13.9A01. 


C12 




Gene No. 


10535 


Strand 






i ^ 


Start 


5228 


End 


11326 




hi 


Name 


OJ990712 13.9A01.C12.o2.np 


Method 


AAT/NAP 




Start 


5228 


End 


9132 




; y 


GI 


1709767 


Score 


114 




!5 


Exons 


5228.-5268, 7296.. 7931, 9109 


. .9132 






i : 


GI Descrip. 


36.4 KD PROLINE-RICH PROTEIN gi 1 10024 9 | pir | | S19129 proline-rich 


•; 




protein TPRP-F1 - tomato gi | 


19390 |emb| 


CAA43666] (X61395) 


proline 


^» 




rich protein [Lycopersicon esculentum] 








Seq. No. 


5063 


Seq. ID 


OJ990712_13.9A01. 


C12 


ri 

•s P? 


Gene No. 


10535 


Strand 








Start 


5228 


End 


11326 




; a sr 


Name 


OJ990712 13. 9A01.C12.o3.np 


Method 


AAT/NAP 






Start 


8533 


End 


11326 






GI 


4680203 


Score 


365 






Exons 


8533.. 9461, 11306.. 11326 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


5063 


Seq. ID 


OJ990712_13.9A01. 


C12 






10535 


Strand 








Start 


5228 


End 


11326 






Name 


OJ990712 13.9A01.C12.o6.tw 


Method 


TBLASTX: Wheat 






Start 


8744 


End 


9381 






GI 


none 


Score 


80 






Exons 


8744. .8845, 8861. .8929, 8968 


..9117, 8969. .9118, 9154. .9381 




Seq. No. 


5063 


Seq. ID 


OJ990712_13.9A01. 


C12 




Gene No. " 


10535 


Strand - 







5198 




Start 


5228 








End 


11326 


Name 


OJ990712 13. 


9A01. 


C12.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8975 








End 


9267 


GI 


none 








Score 


81 


Exons 


8975. .9085, 


8977. 


.9084, 


9091. 


.9267 




Seq. No. 


5063 








Seq. ID 


OJ990712_13.9A01.C12 


Gene No. 


10535 








Strand 




Start 


5228 








End 


11326 


Name 


OJ990712 13. 


9A01. 


C12.o8 


. tw 


Method 


TBLASTX : Wheat ... . 


Start 


9463 








End 


9891 


GI 


none 








Score 


35 


Exons 


9463. .9492, 


9469. 


.9588, 


9487. 


.9579, 9637. .9891, 9645. .9887 



Seq. No. 5063 Seq. ID 

Gene No. 10535 Strand 

Start 5228 End 

Name OJ990712_13 . 9A01 .C12 . o4 . ts Method 

Start 964 5 End 

GI none Score 

Exons 9645.. 9890, 9664.. 9879 



OJ990712_13.9A01.C12 
11326 

TBLASTX : Soybean 

9890 

94 



Seq. No. 5063 Seq. ID OJ990712_13.9A01.C12 

Gene No. 10535 Strand 

Start 5228 ' End 11326 

Name OJ990712_13 . 9A01 . C12 . o2 . gp Method AAT/GAP 

Start 10045 End 10154 

GI uC-osflcyp088bl2bl Score 138 

Exons 10045.. 10154 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



V i 

i 

□ 

i:3 



Seq. No. 5063 Seq. ID OJ990712_13.9A01.C12 

Gene No. 10535 Strand 

Start 5228 End 11326 

Name OJ990712_13 . 9A01 . C12 . o5 . np Method AAT/NAP 

Start 10640 End 10729 

GI 6721561 Score 74 

Exons 10640.. 10729 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


5064 




Seq. ID 


OJ990712 


Gene No. 


10536 




Strand 


+ 


Start 


1 




End 


1015 


Name 


OJ990712 13.9A01.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1015 


GI 


6815109 




Score 


167 


Exons 


1..136, 285. .686, 718.. 


1015 






GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


5064 




Seq. ID 


OJ990712 


Gene No. 


10537 . 




Strand 


+ 


Start 


6331 




End 


7269 



5199 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990712_13.9A01.C13.o2.np Method AAT/NAP 
6331 End 7269 

6911845 Score 604 

6331. .7269 

(AL138649) sulfotransf erase-like protein [Arabidopsis thaliana] 



5064 

10537 

6331 

OJ990712_13.9A01.C13.ol.tc 

6364 

none 



Seq. ID OJ990712_13.9A01.C13 

Strand + 

End 7269 

Method TBLASTX : Cress 

End 7089 

Score 121 



6364. .6588, 6589. .6648, 6679. .6726, 6760. .6813, 6826. .6879, 
6891.. 7025, 6892.. 7089. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



5064 

10537 

6331 

OJ9907 12_13 . 9A01.C13.ol. tm 

6412 

none 

6412. .6630, 6414. .6572 
5064 

10537 - 
6331 

OJ9907 12_13 . 9A01 . C13 . ol . tw 

6421 

none 

6421. .6630, 6426. .6578 

5064 

10537 

6331 

OJ990712_13 . 9A01 . CI 3 . o2 . tm 

6706 

none 



Seq. ID OJ990712_13.9A01.C13 

Strand + 

End 7269 

Method TBLASTX : Mai ze 

End 6630 

Score 225 



Seq. ID OJ990712_13.9A01.C13 

Strand + 

End 7269 

Method TBLASTX : Wheat 

End 6630 

Score 258 



Seq. ID OJ990712_13.9A01.C13 

Strand + 

End 7269 

Method TBLASTX : Mai ze 

End 7089 

Score 35 



6706. .6729, 6751. .6810, 6850. .7089, 6864. .7034 



5065 

10538 

1 

OJ9907 12_13 . 9A01 . C14 . o2 . np 
1 

22490 

1..38, 634. .964 

(X01380) ORF1 [Zea mays] 

5065 

10538 

1 

OJ990712_13. 9A01.C14 .o2.tm 
2 

none 



Seq. ID OJ990712_13.9A01.C14 



Strand 
End 

Method 

End 

Score 



+ 

1055 
AAT/NAP 
964 
216 



Seq. ID OJ990712_13.9A01.C14 

Strand + 

End 1055 

Method TBLASTX: Maize 

End 365 

Score 133 



2. .151, 216. .251, 268. .357, 270. .365 

5065 Seq. ID OJ990712_13.9A01.C14 



5200 



Gene No . 


10538 




Strand 


+ 






Start 


1 




End 


1055 






Name 


OJ990712 13.9A01.C14.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


531 




End 


1055 






GI 


none 




Score 


412 






Exons 


531.. 902, 539.-898, 621. 


.902, 


1014. .1055 






Seq. No. 


5065 




Seq. ID 


OJ990712 


_13.9A01 


.C14 


Gene No . 


10538 




Strand 


+ 






Start 


1 ■ - 




End 


£1055* 






Name 


OJ990712 13.9A01.C14.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


534 




End 


800 






GI 


none 




Score 


183 






Exons 


534. .800, 623. .799 












Seq. No. 


5065 




Seq. ID 


OJ990712 


_13.9A01 


.C14 


Gene No. 


10538 




Strand 


+ 






Start 


1 




End 


1055 






Name 


OJ990712 13.9A01.C14.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


612 




End 


878 






GI 


none 




Score 


240 






Exons 


612. .878, 632. .865 








- 




Seq. No. 


5066 




Seq. ID 


OJ990712 


_13.9A01 


.C15 


Gene No. 


10539 




Strand 


+ 






Start 


1798 




End 


7271 






Name 


OJ990712 13.9A01.C15.ol. 


gs 


Method 


GENSCAN 






Start 


1798 




End 


6568 






GI 


none 




Score 


.64 






Exons 


1798. .1845, 2080. .2264, 


2773. 


.2929, 3412. .4224, 


4562. .4702, 




4811. .5299, 5701. .5832, 


5963. 


.6142, 6158. .6568 






Seq. No. 


5066 




Seq. ID 


OJ990712 


_13.9A01 


.CIS 


Gene No. 


10539 




Strand 


+ 






Start 


1798 




End 


7271 






Name 


OJ990712 13.9A01.C15.ol. 


np 


Method 


AAT/NAP 






Start 


2106 




End 


6547 






GI < 


4680203 




Score 


2865 






Exons 


2106. .2130, 3412. .5086, 


5240. 


.5469, 5746. .6547 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


5066 




Seq. ID 


OJ990712 


_13.9A01 


.C15 


Gene No. 


10539 




Strand 


+ 






Start 


1798 




End 


7271 






Name 


OJ990712 13.9A01.C15.ol. 


gp 


Method 


AAT/GAP 






Start 


2956 




End 


3550 






GI 


2310235 




Score 


290 







Exons 2956.. 2993, 3412.. 3550 

GI Descrip. 5852182/emb | CAB55420 . 1 | 
sativa] 



9.0e-13 (AL117265) zhb0012.1 [Oryza 



Seq. No. 5066 Seq. ID 

Gene No. 10539 Strand 

Start 1798 End 

Name OJ9907 12_13 . 9A01 . C15 . o2 . gp Method 

Start . . 3416 End 

GI 342 1.R1084 Score . 



OJ990712_13.9A01.C15 
+ 

7271 
AAT / GAP 
7271 
6504 



5201 




Exons 3416.. 7271 

GI Descrip. 1 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



Seq. No. 


5066 








Seq. ID 


OJ990712_13.9A01.C15 


Gene No. 


10539 








Strand 


+ 


Start 


1798 








End 


7271 


Name 


OJ990712 13. 


9A01 


,C15.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3763 








End 


4114 


GI 


none 








Score 


103 


Exons 


3763. .3870, 


3853 


. .4104, 


3861. 


.4103, 3863. .4114 


Seq. No. 


5066 








Seq. ID 


OJ990712_13.9A01.C15 


Gene No. 


10539 








Strand 


+ 


Start 


1798 








End 


7271 


Name 


OJ990712 13. 


9A01 


.C15.ol 


-ts 


Method 


TBLASTX: Soybean 


Start 


4035 








End 


4464 


GI 


none 








Score 


93 


Exons 


4035. .4118, 


4036 


. .4110, 


4111. 


.4173, 4168. .4464, 4222. .4446 


Seq. No. 


5066 








Seq. ID 


OJ990712_13.9A01.C15 


Gene No. 


10539 








Strand 


+ 


Start 


1798 








End 


7271 


Name 


OJ990712 13. 


9A01 


.C15.ol 


. tc 


Method 


TBLASTX: Cress 


Start ' 


. 4197 








End 


4545 


GI 


none 








Score 


287 


Exons 


4197. 4352. 


4204 


. .4545, 


4389. 


.4526 




Seq. No. 


5066 








Seq. ID 


OJ990712_13 . 9A01 . C15 


Gene No. 


10539 








Strand 


+ 


Start 


1798 








End 


7271 


Name 


OJ990712 13. 


9A01 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4333 








End 


4803 


GI 


none 








Score 


54 


Exons 


4333. .4386, 


4341 


. .4385, 


4387 . 


.4491, 4398. .4487, 4494. .4787, 




4498. .4803, 


4499 


. .4792 








Seq. No. 


5066 








Seq. ID 


OJ990712_13.9A01.C15 


Gene No. 


10539 








Strand 


+ 


Start 


1798 








End 


7271 


Name 


OJ990712 13. 


9A01 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4378 








End 


4837 ■ 


GI 


none 








Score 


150 


Exons 


4378. .4581, 


4390 


. .4575, 


4508. 


.4633, 4643.. 4837 


Seq. No. 


5066 








Seq. ID 


OJ990712_13. 9A01 .CIS 


Gene No. 


10539 








Strand 


+ 


Start 


1798 








End 


7271 


Name 


OJ990712 13. 


9A01, 


.C15.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4667 








End 


4909 


GI 


none 








Score 


193 


Exons 


4667. .4909 












Seq. No. 


5066 








Seq. ID 


OJ990712_13.9A01.C15 


Gene No. 


10539, 








Strand 


+ 


Start ■■ 


1798 








End 


7271 


Name 


OJ990712 13. 


9A01, 


.C15.o3 


.tw 


Method 


TBLASTX: Wheat 



5202 




Start 


4942 








End 


5351 




GI 


none 








Score 


87 




Exons 


4942. .4992, 


4943 


. .5005, 


4991 


..5233, 5011.. 5193, 


5305. .5349, 




5307. .5351 














Seq. No. 


5066 








Seq. ID 


OJ990712 


_13.9A01.C15 


Gene No. 


10539 








Strand 


+ 




Start 


1798 








End 


7271 




Name 


OJ990712 13 


. 9A01 


.CIS.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


5352 








End 


6493 . 




GI 


none 








Score 


320 




Exons 


5352. .5975, 


5352 


. .5981, 


5353 


..5982, 5987. .6094, 


5992. .6078, 




6087. .6128, 


6089 


. . 6133, 


6110 


..6133, 6136. .6231, 


6140. .6199, 




6178. .6303, 


6179 


. . 6319, 


6200 


..6310, 6332. .6412, 


6401. .6493 


Seq. No. 


5066 








Seq. ID 


OJ990712 


_13.9A01.C15 


Gene No. 


10539 








Strand 


+ 




Start ' 


1798 








End 


7271 




Name 


OJ990712 13 


. 9A01 


.CIS.ol 


. tin 


Method 


TBLASTX: 


Maize 


Start 


5395 








End 


5709 




GI 


none 








Score 


302 




Exons 


5395. .5709, 


5406 


. .5681 










Seq. No. 


5066 








Seq. ID 


OJ990712 


_13. 9A01.C15 


Gene No. 


10539 








Strand 


+ 




Start 


1798 








End 


7271 




Name 


OJ990712 13 


.9A01 


.C15.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5636 








End 


5982 




GI 


none 








Score 


151 




Exons 


5636. .5791, 


5640 


. .5975, 


5644 


..5982, 5650.. 5820, 


5664 . .5981, 




5938. .5982 














Seq. No. 


5067 








Seq. ID 


OJ990712 


_13.9A01.C16 


Gene No. 


10540 








Strand 


+ 




Start 


313 








End 


5102 




Name 


OJ990712 13 


.9A01 


.C16.ol 


.np 


Method 


AAT/NAP 




Start 


313 








. jie- .- 
End-" ■ 


2940 




GI 


5852179 








Score 


158 




Exons 


313. .446, 1030.. 


1141, 1216.. 


1431, 2862 


. .2940 




GI Descrip. 


(AL117265) : 


zhb0009.1 [Oryza 


sativa] 






Seq. No. 


5067 








Seq. ID 


OJ990712 


_13.9A01.C16 


Gene No. 


10540 








Strand 


+ 




Start 


313 








End 


5102 




Name 


OJ990712 13 


.9A01 


.C16.ol 


.gs 


Method 


GENSCAN 




Start 


1035 








End 


4692 




GI 


none 








Score 


.58 




Exons 


1035. .1141, 


1146 


. .1447, 


1488 


..1630, 2132. .2205, 


2259. .2383, 




3382. .3573, 


3648 


. .4193, 


4652 


. .4692 






Seq. No. 


5067 








Seq. ID 


OJ990712 


_13.9A01.C16 


Gene No. 


10540 








Strand 


+ 




Start 


313 








End 


5102 




Name 


OJ990712 13 


.9A01 


.C16.o2 


. np 


Method 


AAT/NAP 




Start 


3340 








End 


5102 




GI ■ 


5852179 








Score 


545 




Exons 


3340. .3573, 


3648 


. .3907, 


5082 


. .5102 







5203 



GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
j3a Gene No. 
-rf Start 
W- Name 
til Start 

ru gi 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5068 Seq. ID 

10541 Strand 
1 End 
OJ990712_13 . 9A01 . C17 . ol . np Method 
1 End 
6063554 Score 
1..89, 193. .364 

(AP000615) ESTs AU075609 {C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990712_13 . 9A01 . C17 
+ 

364 

AAT/NAP 

364 

104 



5069 Seq. ID 

10542 Strand 

858 End 
OJ990712_13 . 9A01 . C18 . ol . gs Method 

858 End 

none Score 
858. .935 



OJ990712_13.9A01.C18 
935 

GEN SCAN 

935 

.97 



OJ990712 13.9A01.C20 



5070 Seq. ID 

10543 Strand 
323 * End 790 

OJ990712_13. 9A01.C20.ol.np Method - AAT/NAP 
323 End 790 

6063554 Score 128 

323. .497, 708. .790 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5071 

10544 

1 

OJ990712JL3 . 9A01 . C21 . ol . np 
1 

3080389 



Seq. ID OJ990712_13.9A01.C21 
Strand 

End 2672 

Method AAT/NAP 

End 2672 

Score 77 



1..81, 1448. .1501, 1901. .1976, 2532. .2672 

(AL022603) putative membrane associated protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5071 Seq. ID OJ990712_13.9A01.C21 

10544 Strand 

1 End 2672 

OJ990712_13 . 9A01 . C21 . ol . gp Method AAT/GAP 

384 End 2070 

4811_1.R1084 Score 983 

384. .771, 1901. .2070 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



5071 Seq. ID 

10544 Strand 

1 End 

OJ990712_13. 9A01.C21.ol.gs Method 

582 End 



OJ990712_13.9A01.C21 

2672 

GENSCAN 

800 



5204 



GI 

Exons 



none 

582. .800 



Score 



.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5071 Seq. ID 

10544 Strand 

1 End 
OJ990712_13 . 9A01 . C21 . o2 . gs Method 

2035 End 

none Score 

2035. .2187, 2443. .2572 



OJ990712_13.9A01.C21 

2672 
GENSCAN 
2572 
.96 



5072 
10545 
1 

OJ9907 12_13 . 9A01 . C22 . ol . np 
1 

6063557 
1..178, 427. .608 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. ID OJ990712_13.9A01.C22 
Strand 

End 608 

Method AAT/NAP 

End 608 

Score 393 



5073 

10546 

230 

0 J9907 12_13 . 9A01.C23.ol. gs 

230 

none 

230. .691 



Seq. ID OJ990712_13.9A01.C23 

Strand 

End 8 67 

Method GENSCAN 

End 691 

Score .44 



Seq. No. 5073 
Gene No. 10546 
Start 230 

Name 0 J9 9 0 7 1 2_1 3 . 9 AO 1 . C2 3 . o 1 . np 

Start 387 
GI 6063554 
Exons 387.. 505, 612.. 867 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990712_13.9A01.C23 

Strand 

End 867 

Method AAT/NAP 

End 8 67 

Score 74 



Seq. No. 


5074 


Seq. ID 


OJ990712_ 


_13.9A01 


.C25 


Gene No. 


10547 


Strand 


+ 






Start 


1 


End 


685 






Name 


OJ990712' 13.9A01.C25.o2.np 


■ Method 


AAT/NAP 






Start 


1 


End 


685 






GI 


4680183 


Score 


124 






Exons 


1..27, 596.-685 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


5074 


Seq. ID 


OJ990712_ 


_13.9A01 


.C25 


Gene No. 


10548 


Strand 


+ 






Start 


1937 


End 


2557 






Name 


OJ990712 13.9A01.C25.o3.np 


Method 


AAT/NAP 






Start 


1937 


End 


2557 






GI 


6721559 


Score 


514 






Exons 


1937.. 2396, 2423.. 2557 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 







gi|6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 



5205 



[Oryza sativa] 



U 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5074 Seq. ID OJ990712_13.9A01.C25 

1054 9 Strand- - 

1 End 563 

OJ990712_13. 9A01.C25.ol.np Method AAT/NAP 

1 End 563 

6721561 Score 87 

1..43, 457. .563 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj |BAA90372.1i (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5074 
10550 
7088 

OJ9907 12_13 . 9A01 . C25 . o4 . np 
7088 
6017938 
7088.. 8264 

(AF181456) dehydrin; DHN6 [HordeunT vulgare] 



Seq. ID OJ990712_13.9A01.C25 
Strand 

End 8264 

Method AAT/NAP 

End 8264 

Score 429 



5074 

10551 

12834 

OJ990712_13 . 9A01 . C25 . o2 . gs 

12834 

none 

12834. .13253, 15230.. 15328 



Seq. ID OJ990712_13.9A01.C25 
Strand 

End 15328 

Method GEN SCAN 

End 15328 

Score .53 



OJ990712 13.9A01.C25 



5074 Seq. ID 

10551 Strand 

12834 End 15328 

OJ990712_13 . 9A01 . C25 . o5 . np Method AAT/NAP 

12906 End 13785 

6815097 Score 413 
12906.. 13785 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 5075 

Gene No. 10552 

Start 50 

Name OJ990712_13 . 9A01 . C27 . ol . gs 

Start 50 

GI none 

Exons 50; .157 



Seq. ID OJ990712_13.9A01.C27 

Strand + 

End 157 

Method GENSCAN 

End 157 

Score .73 



Seq. No. 5075 Seq. ID 

Gene No. 10553 Strand 

Start 422 End 

Name OJ990712_13 . 9A01 . C27 . o2 . gs Method 

Start 422 End 

GI none Score 

Exons 422.. 589 



OJ990712_13.9A01.C27 
660 

GENSCAN 

589 

1 



5206 



OJ990712 13.9A01.C27 



Seq. No. 5075 Seq. ID 

Gene No. 10553 Strand 

Start 422 End 660 

Name OJ990712_13 . 9A01 .C27 . ol . np Method AAT/NAP 

Start 425 End 660 

GI 4680179 Score 317 

Exons 425.. 660 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 5076 Seq. ID 

Gene No. 10554 Strand 

Start 1 End 

Name OJ990622_11 . 9A07 . CI . ol . gp Method 

Start 1 End 

GI 17465JL.R1084 Score 

Exons 1..62, 181.. 226, 330.. 400, 680.. 709 
GI Descrip. 



OJ990622_11.9A07.C1 
+ 

709 

AAT/GAP 

709 

264 



•1825727 2.0e-22 (U88308) C32E8.5 gene product [Caenorhabditis 
elegans] • 



Seq. No. 5076 

Gene No. 10554 

Start 1 - . 

Name OJ990622_11 . 9A07 .CI .ol . tm 

Start 2 . 

GI none 

Exons 2.. 64, 10., 75, 12.. 62, 179.. 226, 179. 
321. .410, 333. .398, 334. .399 



Seq. ID OJ990622_11.9A07.C1 



Strand 
End 

Method 

End 

Score 



+ 

709 

TBLASTX: Maize 

410 

41 

,226, 180. .233, 181. .234, 



Seq. No. 5076 Seq. ID 

Gene No. 10554 Strand 

Start " 1 End 

Name OJ990 622_11 . 9A07 . CI . ol . gs Method 

^ Start 14 9 End 

□ GI none Score 

g Exons 149.. 226, 330.. 396 



OJ990622_11. 9A07.C1 
+ 

709 

GENSCAN 

396 

.57 



Seq. No. 5077 
Gene No. 10555 
U Start 14 62 

i:3 Name OJ990622_11 . 9A07 .C2 . ol . gs 

Start 1462 
GI none 
Exons 1462.. 1598, 2033. 

3718.. 3984, 4072. 

6380.. 6520, 7179. 



.2112, 2813.. 2881, 2934 
.4149, 4885.. 4983, 5559 
.7314, 8098.. 8126 



Seq. ID OJ990622_11.9A07.C2 

Strand + 

End 8126 

Method GENSCAN 

End 8126 

Score .77 

3225, 3543.. 3639, 
5667, 5892.. 6295, 



Seq. No. 5077 
Gene No. 10555 
Start 1462 

Name OJ990622_11 . 9A07 .C2 . ol . gp 

Start 2014 
GI 24125_1.R1084 
Exons 2014.. 2112, 2934.. 3225, 3543 

4259. .4344 
GI Descrip. ■ 4 914 429/emb | CAB43632 . 1 | 

[Arabidopsis thaliana] 1 



Seq. ID OJ990622_11.9A07.C2 
Strand + 
End 8126 
Method AAT/GAP 
End 4344 
Score 1663 

.3639, 3718. .3984, 4072. .4149, 
1.0e-118 (AL050351) SEC14-like protein 



5207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5077 

1(T555 

1462 

OJ990622_11 . 9A07 . C2 . ol . np 

2079 

4914429 



Seq. ID OJ990622_11.9A07.C2 

Strand + 

End 8126 

Method AAT/NAP 

End 6553 

Score 1341 



2079.. 2112, 2934.. 3225, 3543.. 3639, 3715.. 3984, 4072.. 4149, 
4259. .4387, 4591. .4722, 4885. .4987, 5084. .5197, 5562. .5655, 
5854.. 6081, 6127.. 6295, 644.6.. 6553 



GI Descrip. (AL050351) SEC14-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5077 Seq. ID 

10555 Strand 

1462 End 

OJ990 622_1 1 . 9A07 . C2 . o2 . gp Method 

5628 End 

4591 1.R1084 Score 



OJ990622_11.9A07.C2 
+ 

8126 
AAT/GAP 
6993 
1714 



5628..S667, 5892.. 6295, 6446.. 6520, 6613.. 6993 
, 4567283/gb|AAD23696.1|AC006841_24 1.0e-35 (AC006841) unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 5077 Seq. ID 

Gene No. 10556 Strand 

Start . 8497 End 

Name OJ990622_1 1 . 9A07 . C2 . o2 . gs Method 

Start 8497 End 

GI none Score 

Exons 8497.. 8805 



OJ990622_11 . 9A07 . C2 

8805 
GENSCAN 
8805 
.74 



Seq. No. 5077 
Gene No. 10557 
Start 10059 

Name OJ990622_11 . 9A07 . C2 . o3 . gs 

Start 10059 

GI none 

Exons 10059. .10275, 12037 

12611. .12660, 13172 
15115. .15377, 16244 
' 17590. .19653, 20030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990622 11.9A07.C2 



12184, 12217. 

13375, 13651. 

16256, 16671. 

20183, 21497. 



28379 
GENSCAN 
21783 
.79 

12313, 12411. .12507, 
13695, 14369. .14543, 
17071, 17363. .17509, 
21783 



5077 

10557 

10059 

OJ990622_11 . 9A07 . C2 . o2 . np ' 

16305 

2244793 

16305. .16416, 16671. .16797, 
17590. .18242, 18288 .. 19272, 
20245. .20331, 207 60 .. 2084 6, 
(Z97336) disease resistance 
thaliana] 



Seq. ID OJ990622_11. 9A07.C2 
Strand 

End 28379 

Method AAT/NAP 

End 26273 

Score 2165 
16828. .17071, 17363. .17509, 
19324. .19561, 19934 .. 2014 6, 
21226. .21321, 26244.. 26273 
N like protein [Arabidopsis 



Seq. No. 
Gene No-. 
Start 
Name 



5077 
10557 
10059 
OJ990622 



11.9A07.C2.o4.gs 



Seq. ID 

Strand 

End 

Method 



OJ990622_11.9A07.C2 

28379 
GENSCAN. 



5208 



Start 
GI 

Exons 



23783 End 28379 

none Score .73 

23783. .23929, 25124 .. 25270, 25303 .. 25452, 26457 2658*6, 

26908.. 28379 



Seq. No. 5077 Seq. ID 

Gene No. 10557 Strand 

Start 10059 End 

Name OJ990622_11 . 9A07 . C2 . o3 . np Method 

Start 26276 End 

GI 3298539 Score 

Exons 26276. .26292, 27466.. 28354 

GI Descrip. (AC004 681) putative protein kinase [Arabidopsis thaliana] 



OJ990622_11.9A07.C2 

28379 
AAT/NAP 
28354 
566 





Seq. No. 


5077 










Seq. 


ID OJ990622 


11.9A07.C2 




Gene No. 


10558 










Strand 








Start 


30855 










End 


35221 








Name 


OJ990622 11 


. 9A07 . 


C2 . ol. 


tm 


Method TBLASTX: 


Maize 






Start 


2010 










End 


6657 








GI 


none 










Score 


76 








Exons 


2010. 


.2111, 


2039. 


.2128, 


2041. 


.2112, 


2079. .2114, 


2915. 


.3229, 






2915. 


.3226, 


3534 . 


. 3641, 


3541. 


.3639, 


3715. .3984, 


3744. 


.3983, 






4068. 


.4148, 


4070. 


.4147, 


4071. 


.4148, 


4072. .4149, 


4245. 


.4361, 






4247. 


.4363, 


4258. 


.4362, 


4422. 


.4577, 


4487. .4537, 


4488. 


.4538, 


; t J 




4621. 


.4656, 


4652. 


.4720, 


4653. 


.4721, 


4654. .4722, 


4876. 


.4983, 


: *"t 




4882. 


.4980, 


4884. 


.4988, 


5080. 


.5196, 


5081. .5185, 


5556. 


.5693, 


:r 
j. f t 




5556. 


.5681, 


5558. 


.5683, 


5890. 


.6036, 


5890. . 6105, 


5891. 


.6094, 


rii 




6026. 


.6295, 


6073. 


.6294, 


6085. 


.6303, 


6440. . 6520, 


6440. 


.6523, 


:. -| 




6610. 


.6657 
















I \ I 


Seq. No. 


5077 










Seq. 


ID OJ990622 


11.9A07.C2 


I J 


Gene No. 


10558 










Strand 






S3 1 I 


Start 


30855 










End 


35221 








Name 


OJ990622 11 


.9A07. 


C2.o2. 


ts 


Method TBLASTX: 


Soybean 


£3 


Start 


2079 










End 


6529 








GI 


none 










Score 


68 








Exons 


2079. 


.2114,- 


2915. 


.3094, 


2935. 


.3048, 


3062. .3229, 


3534 . 


.3635, 


i s * 




3541. 


.3636, 


3715. 


.3795, 


3744. 


.3791, 


3778. .4005, 


3780. 


.3983, 






4071. 


.4148, 


4072. 


.4149, 


4247. 


.4363, 


4258. .4362, 


4490. 


.4537, 


5 




4491. 


.4577, 


4596. 


.4709, 


4621. 


.4728, 


4621. .4725, 


4876. 


.4986, 






4996. 


.5154, 


5083. 


.5196, 


6038. 


.6295, 


6064. .6294, 


6115. 


.6303, 






6440. 


.6529 

















Seq. No. 


5077 








Seq. ID 


OJ990622_11.9A07 


.C2 


Gene No. 


10558 








Strand 






Start 


30855 








End 


35221 




Name 


OJ990622 11. 


9A07. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


3607 








End 


3957 




GI 


none 








Score 


45 




Exons 


3607. .3636, 


3700. 


.3933, 


3715. 


.3957, 3744. .3953 




Seq. No. 


5077 








Seq. ID 


OJ990622_11.9A07 


.C2 


Gene No. 


10558 








Strand 






Start 


30855 








End 


35221 




Name 


OJ990622 11. 


9A07. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3739 








End 


4539 




GI 


none 








Score 


386 





5209 




Exons 3739. .4008, 3744. .3983, 3863. .3988, 4068. .4148, 4071. .4148, 

4072.. 4149, 4076.. 4150, 4247.. 4363, 4258.. 4362, 4490.. 4537, 
4491. .4538, 4492.. 4539 



Seq. No. 


5077 


Seq. ID 


OJ990622JL1.9A07 


.C2 


Gene No. 


10558 


Strand 






Start 


30855 


End 


35221 




Name 


OJ990622 11.9A07.C2.o5.tc 


Method 


TBLASTX: Cress 




Start 


4072 


End 


4725 




GI 


none 


Score 


98 




Exons 


4072. .4149, 4247. .4363, 4590 


..4697, 4621. .4698, 4687. .4725 


Seq. No. 


5077 


Seq. ID 


OJ990622_11.9A07 


.C2 


Gene No. 


10558 


Strand 






Start 


30855 


End 


35221 




Name 


OJ990622 11.9A07.C2.o4.tc 


Method 


TBLASTX: Cress 




Start 


6127 


End 


6505 




GI 


none 


Score 


204 




Exons 


6127.. 6294, 6128.. 6295, 6440 


. .6505 






Seq. No. 


5077 


Seq. ID 


OJ990622_11.9A07 


.C2 


Gene No. 


10558 


Strand 






Start 


30855 


End 


35221 




Name 


OJ990622 11.9A07.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


17365 


End 


17925 




GI 


none 


Score 


97 




Exons 


17365. .17511, 17366. .17512, 


17367. .17516, 17566 .. 17670, 






17588. .17671, 17590 .. 17679, 


17726. .17752, 17755. .17802, 






17790. .17870, 17791 .. 17880, 


17791. .178 


171, 17875. .17922, 





17875. .17925 



OJ990622 11.9A07.C2 



Seq. No. 5077 Seq. ID 

Gene No. 10558 Strand 

Start 30855 End 

Name OJ990622_11 . 9A07 . C2 . o3 . ts Method 

Start 17878 End 

GI none Score 

Exons 17878. .18036, 18032 .. 18223, 18056 18202, 18058 .. 18225, 
18058. .18225 



35221 

TBLASTX : Soybean 

18225 

161 



2 Seq. No. 


5077 




Seq. ID 


OJ990622_11.9A07 


.C2 


Gene No. 


10558 




Strand' 






Start 


30855 




End 


35221 




Name 


OJ990622 11.9A07.C2. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


18047 




End 


18258 




GI 


none 




Score 


229 




Exons 


18047. .18256, 18049. 


.18258, 


18058. .18258 




Seq. No. 


5077 




Seq. ID 


OJ990622_11.9A07 


.C2 


Gene No. 


10558 




Strand 






Start 


30855 




End 


35221 




Name 


OJ990622 11.9A07.C2. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


18229 




End 


19281 




GI 


none 




Score 


385 




Exons 


18229. .18720, 18230. 


.18718, 


18421. .18726, 18430. .18723, 






18763. .18999, 18764. 


.18958, 


18784. .18909, 19042. .19230, 






19045. .19146, 19084. 


.19281, 


19183. .19275 





5210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5077 

10558 

30855 

OJ990622_11 . 9A07 . C2 . o2 . tm 

18259 

none 



Seq. ID OJ990622_11.9A07.C2 
Strand 

End 35221 

Method TBLASTX : Mai ze 

End 19335 

Score 75 



18259. .18462, 18265 .. 18447 , 18265 .. 184 62, 18385 .. 18483, 

18520. .18675, 18577 18720, 18641 18718 , 18752 19159, 

18754. .19335,' 18779. . 18943, 19045 19182, 19087 .. 19314 , 
19226. .19330 



Seq. No. 5077 
Gene No. 10558 
Start 30855 

Name OJ990622_11 . 9A07 . C2 . ol . tc 

Start 18265 
GI none 
Exons 18265. .18429, 

18763. .18930, 

19054. .19227, 



18280. .18456, 
18859. .18999, 
19180. .19281, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990622_11.9A07.C2 
35221 

TBLASTX: Cress 

19335 

390 



18361. .18807, 
18925. .18963, 
19183. .19335 



18362. .18799, 
19045. .19125, 



Seq. No. 5077 
Gene No. 10558 
Start 30855 

Name OJ990622_11 . 9A07 . C2 . o3 . tw 

Start 27375 
GI none 
Exons 27375. 

34712. 

34841. 



.27464, 27394. 
.34786, 34712, 
.34882, 34841, 



.27465, 
.34786, 
,34921, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990622 11.9A07.C2 



35221 

TBLASTX: Wheat 
34921 
79 

27531. .27557, 27535.-27558, 
34720. .34839, 34801 .. 3488 1 , 
34845. .34919 



Seq. No. 5077 
Gene No. 10558 
Start 30855 

Name OJ990622_11 . 9A07 . C2 . o4 . ts 

Start 27598 
GI none 
Exons 27598. 

.27903. 

35073. 



.27762, 27603. 
.28112, 34925. 
.35165, 35183. 



.27755, 
.35077, 
.35212 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27738 

34932 



OJ990622 11.9A07.C2 



35221 

TBLASTX : Soybean 
35212 
81 

27830, 27861. .27890, 
35084, 35072. .35164, 



Seq. No. 5077 

Gene No. 10558 

Start 30855 

Name OJ990622_11 . 9A07 .C2 .o2 . tc 

Start 27603 

GI none 

Exons 27603. .27911, 27607 .. 27834 , 
27919. .28020, 28080 .. 28136, 



Seq. ID OJ990622_11.9A07.C2 
Strand 

End 35221 

Method TBLASTX: Cress 

End 35213 

Score 135 
27856. .27891, 27888 .. 28079, 
34898. .35212, 34926. .35213 



Seq. No. 5077 Seq. ID 

Gene No. 10558 Strand 

Start 30855 End 

Name OJ990622_1 1 . 9A07 . C2 . o3 . tm Method 

Start 27672 ■ End 

GI ~ none Score 



OJ990622_11.9A07.C2 

35221 

TBLASTX: Maize 

35221 

55 



5211 



Exons 



27672. .27740, 27672. .27767 , 27673.-27768, 27739 27 924 , 

27771. .27911, 27816 .. 27944 , 27912 .. 28088, 27912 28091, 

28077. .28115, 28090 .. 28164 , 34994 .. 35116, 34994 .. 35092, 

35061. .35219, 35093 .. 35221, 35096.. 35221 



Seq. No. 5077 Seq. ID 

Gene No. 10558 Strand 

Start 30855 End 

Name OJ990622_11 . 9A07 . C2 . o2 . tw Method 

Start 28016 End 

GI none * Score 
Exons 



OJ990622JL1.9A07.C2 
35221 

TBLASTX: Wheat 

28342 

126 



28016. .28129, 28017 .. 28142, 28017 28148, 28084 .. 28164 , 
28110. .28211, 28117. .28212, 28167 .. 28232, 28289 28333, 
28295. .28342 



Seq. No. 5077 Seq. ID 

Gene No. 10558 Strand 

Start 30855 End 

Name OJ990622_11 . 9A07 . C2 . o5 . gs Method 

Start 30855 End 

GI none Score 
Exons 



OJ990622_11.9A07.C2 

35221 
GENS CAN 
35197 
.48 



30855. 
33647. 



,30998, 32254. 
,33920, 33922. 



,32386, 32703. .32914, 334 62 .. 33612, 
,34045, 34508. .35197 



Seq. No. 5077 Seq. ID 

Gene No. 10558 Strand 

Start 30855 End 

Name OJ990622_1 1 . 9A07 . C2 . o4 . np Method 

Start 33736 End 

GI 3298539 Score 

Exons 33736. .33962, 34812.. 35221 

GI Descrip. (AC004 681) putative protein kinase [Arabidopsis thaliana] 



OJ990622_11.9A07.C2 

35221 
AAT/NAP 
35221 
280 



Seq. No. 5078 Seq. ID 

Gene No. 10559 Strand 

Start 15 End 

Name OJ990 622_11 . 9A07 . C3 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15.. 194 



OJ990622_11. 9A07.C3 
194 

GEN SCAN 

194 

.95 



Seq. No. 5079 Seq. ID 

Gene No. 10560 Strand 

Start 600 End 

Name OJ990 622_11 . 9A07 . C4 . ol . gs Method 

Start 600 End 

GI none Score 

Exons 600.. 674 



OJ990622_11. 9A07.C4 
+ 

674 

GEN SCAN 

674 

.66 



Seq. No. 5080 

Gene No. 10561 

Start 764 

Name OJ990622_11 . 9A07 .C5.ol.gs 

Start 764 

GI none 
Exons 



Seq. ID OJ990622_11.9A07.C5 

Strand + 

End - 904 6 

Method GEN SCAN 

End 7274 

Score . 65 



764. .855, 1055. .1113, 1164..1341, 1486. .1509, 2077. .2203, 
2342. .2470, 3571. .3737, 3835. .3988, 4227. .4420, 4940. .5033, 



5212 



5073. .5540, 5953. .6174, 6306. .6431, 6564. .6726, 6872. .6982, 
7153.. 7274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5080 

10561 

764 

OJ990622_11 . 9A07 . C5 . o2 . np 

3072 

4680199 



Seq. ID OJ990622_11. 9A07.C5 

Strand + 

End 904 6 

Method AAT/NAP 

End 904 6 

Score 57 6 



3072.. 3099, 6243.. 6796, 6872.. 6986, 7159.. 7284, 9016.. 9046 
(AF114171) hypothetical protein [Sorghum bicolor] 





Seq. No. 


5080 








Seq. ID 


OJ990622_11. 9A07.C5 




Gene No. 


10561 








Strand 


+ 




Start 


764 








End 


9046 




Name 


OJ990622 11. 


9 AO 7 


.CS.ol. 


gp 


Method 


AAT/GAP 




Start 


3600 








End 


3980 




GI 


30226 1.R1084 






Score ■.. 


350 




Exons 


3600. . 3723, 


3874 


. .3980 










GI Descrip. 


1 1420932/gb| 


U61383IORU61383 7 


.0e-21 Oryza rufipogon 






4-coumarate- 


■CoA ligase 


gene, 


intron 1, 


partial sequence 1 




Seq. No. ■ 


5080 








Seq. ID 


OJ990622_11.9A07.C5 




-Gene No. 


10561 








Strand 


+ 


: ; ci 

:, |j 


Start 


764 








End 


9046 




Name- 


OJ990622_11. 


9 AO 7 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6444 








End 


6798 


fy 


GI 


none 








Score 


226 


i_ _| 

i . i 


Exons 


6444 . . 6725, 


6452 


. . 6712, 


6717. 


.6797, 6718. .6798 




Seq. No. 


5080 








Seq. ID 


OJ990622_11 . 9A07 . C5 


ru 


Gene No. 


10561 








Strand 


+ 


Start 


764 








End 


9046 




Name 


OJ990622 11. 


9 AO 7 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6504 








End 


6718 




GI 


none 








Score 


215 




Exons 


6504. .6716, 


6551 


. .6718 










Seq. No. 


5080 








Seq. ID 


OJ990622_11. 9A07.C5 




Gene No. 


10561 








Strand 


+ 




Start '* 


764 








End 


9046 




Name 


OJ990622 11. 


9 AO 7 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6533 








End 


6963 




GI 


none 








Score 


191 




Exons 


6533. .6616, 


6537 


. .6716, 


6659. 


.6730, 6721.. 6798, 6871.. 6963 




Seq. No. 


5080 








Seq. ID 


OJ990622_11. 9A07.C5 




Gene No. 


10561 . 








Strand 


+ 




Start, 


764 








End 


9046 




Name 


OJ990622 11. 


9 AO 7 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 




! Start 


6874 








End 


7210 




GI 


none 








Score 


213 




Exons 


6874. .7074, 


6877 


. .7074, 


7082. 


.7210, 7105. .7209 




Seq. No. 


5081 








Seq. ID 


OJ990622_11.9A07.C6 




Gene No. 


10562 








Strand 


+ 




Start 


88 








End 


7910'; 



5213 




Name 


OJ990622 11.9A07. 


C6.ol.gs 


Method 


GENSCAN 


Start 


88 




End 


7591 


GI 


none 




Score 


.51 


Exons 


88. .151, 218. .355 


>, 557.. 610, 


940. .1082, 


1125. . 1270, 1275. .1448, 




1509.. 1739, 1789. 


.1997, 2464. 


.2570, 3429.. 3616, 4224.. 4255, 




4542.. 4608, 4796. 


.4853, 5009. 


.5101, 6046. .6160, 6527. .6574, 




6692..6737, 6841. 


.6907, 7545. 


.7591 




Seq. No. 


5081 




Seq. ID 


OJ990622_11 . 9A07 . C6 


Gene No. 


10562 




Strand 


+ 


Start 


88 




End 


7910 


Name 


OJ990622 11.9A07. 


C6.ol.gp 


Method 


AAT/GAP 


Start 


2457 




End 


2820 


GI 


30226 1.R1084 




Score 


391 


Exons 


2457.. 2570, 2718. 


.2820 






GI Descrip. 


'1420932/gb|U61383|ORU61383 7 


. 0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 


Seq. No. 


5081 




Seq. ID 


OJ990622_11.9A07.C6 


Gene No. 


10562 




Strand 


+ 


Start 


88 




End 


7910 


Name 


OJ990622 11.9A07. 


C6.ol.np 


Method 


AAT/NAP 


Start 


3136 




End 


7633 


GI 


1825727 




Score 


346 


Exons 


3136 3522. 4796 


.4867, 5023. 


.5101, 6049.. 6160, 6527.. 6574, 




6692 6737. 6841 


.6911, 7545. 


.7633 




GI Descrip. 


(U88308) C32E8 5 


gene product 


[Caenorhabditis elegans] 


Seq. No. 


5081 




Seq. ID 


OJ990622_11.9A07.C6 


Gene No. 


10562 




Strand 


+ 


Start 


88 




End 


7910 


Name 


OJ990622 11 9A07 


C6.o2.gp 


Method 


AAT/GAP 


Start 


6102 ~~ 




End 


7910 


GI 


1 74 fiS T Rl 0R4 




Score 


1056 


Exons 


6102.76160, 6527. 


.6574, 6692. 


.6737, 6841. .6911, 7545. .7910 


GI Descrip. 


'1825727 2.0e-22 


(U88308) C32E8.5 gene 


product [Caenorhabditis 




elegans] 1 








Seq. No. 


508T 




Seq. ID 


OJ990622_11.9A07.C6 


Gene No . 


10563 




Strand 


+ 


Start 


8279 




End 


8360 


Name 


OJ990622 11.9A07. 


C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1181 




End 


1427 


GI 


none 




Score 


90 


Exons 


1181. .1369, 1187. 


.1396, 1188. 


.1427 




Seq. No. 


5081 




Seq. ID 


OJ990622_11. 9A07.C6 


Gene No . 


10563 




Strand 


+ 


Start 


8279 




End 


8360 


Name 


OJ990622 11.9A07. 


C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


1187 




End 


1384 


GI 


none 




Score 


153 


Exons 


1187. .1381, 1191. 


.1382, 1211. 


.1384 




Seq. No. 


5081 




Seq. ID 


OJ990622_11. 9A07-.C6 


Gene No. 


10563 




Strand 


+ 


Start 


8279 




End 


8360 



5214 



Name 

Start 

GI 

Exons 



OJ990622_11 . 9A07 . C6 . ol . tm 

3284 

none 

3284.. 3307, 3329.. 3379, 3422. 

4537. .4608, 4537. .4608, 4793. 

5003.. 5065, 5007.. 5096, 6044. 

6512.. 6580, 6522.. 6587, 6524. 

6691.. 6744, 6692.. 6745, 6832. 



Method TBLASTX : Mai ze 
End 6910 
Score 127 

.3622, 3428.-3622, 3534.. 3635, 

.4864, 4795.-4854, 5002. .5097, 

.6160, 6045. .6161, 6045. .6173, 

.6574, 6690.. 6737, 6690.. 6737, 

.6909, 6844. .6909, 6845. .6910 



Seq. No. 5081 

Gene No. 10563 

Start 8279 

Name OJ990622_11 . 9A07 . C6 . o2 . ts 

Start 5047 

GI none 
Exons 



Seq. ID OJ990622_11.9A07.C6 

Strand . + 

End 8360 

Method TBLASTX : Soybean 

End 6165 

Score 71 



5047. .5097, 6044. .6148, 6045. .6161, 6052. .6165, 6075. .6164, 
6079.. 6165 



C3 
.'.3 

ru 



ru 



'4 

!* — 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5081 Seq. ID 

10563 Strand 

8279 End 

OJ990 622_1 1 . 9A07 . C6 . o2 . gs Method 

8279 End 

.none Score 
8279. .8360 



OJ990622_11.9A07.C( 
+ 

8360 
GENSCAN 
8360 
.88 



5082 
10564 
1743 

OJ990622_1 1 . 9A07 . C7 . ol . np 
1743 
6523547 
1743. .2280, 3480. .3639 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990622_ 
+ 

3639 
AAT/NAP 
3639 
85 



11.9A07.C7 



5082 Seq. ID 

10564 Strand 

1743 End 

OJ990622_11 . 9A07 . C7 . ol . gs Method 

1857 End 

none Score 
1857. .2267 



OJ990622_11.9A07.C7 
+ 

3639 
GENSCAN 
2267 
.97 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



5082 
10565 
3081 

OJ990622_11 . 9A07 . C7 . o2 . gs 
3081 
none 



4213 
GENSCAN 
4213 
.65 

3081. .3230, 3272. .3331, 3399. .3675, 4086. .4213 



Seq. ID OJ990622_11.9A07.C7 
Strand 
End 

Method 
End 
Score 



Seq. No. 5082 Seq. ID 

Gene No. 10566 Strand 

Start 4579 End 

Name OJ990622_11 . 9A07 . C7 . o3 . gs. Method 

Start 4579 * End 



OJ990622_11.9A07.C7 

4913 

GENSCAN 

4913 



5215 



GI 


none 


Score 


.43 






Exons 


4579. .4913 










Seq. No. 


5083 


Seq. ID 


OJ990622_11. 


9 AO 7 


,C8 


flpnp Mo 


10567 


o i_ J- auu 


+ 






Start 


795 


End 


1380 






Name 


OJ990622 11.9A07.C8.ol.gs 


Method 


GENSCAN 






Start 


795 


End 


1380 






GI 


none 


Score 


.94 






Exons 


795.. 1071, 1220. .1380 










Seq. No. 


5083 


Seq. ID 


OJ990622_11. 


9 AO 7 


.C8 


Gene No. 


10568 


Strand 


+ 






Start 


6721 


End 


12371 






Name 


OJ990622 11.9A07.C8.o2.np 


Method 


AAT/NAP 






Start 


6721 


End 


7502 






GI 


6002794 


Score 


1273 






Exons 


6721. .7502 










GI Descrip. 


(AF14 9813) unknown [Oryza 


sativa] 








Seq. No. 


5083 


Seq. ID 


OJ990622JL1. 


9 AO 7 


.C8 


Gene No. 


10568 


Strand 


+ 






Start 


6721 


End 


12371 






■ Name 


OJ990622 11.9A07.C8.o3.np 


Method 


AAT/NAP 






Start 


7034 


End 


12371 






GI 


4680179 


Score 


2096 






Exons 


7034.. 7113, 8434.. 10368, : 


L2353. .12371 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


5083 


Seq. ID 


OJ990622_11. 


9A07 


.C8 


VJ CI X C IN \J ■ 


10569 


Strand 


+ 






Start 


14898 


End 


15578 






Name 


OJ990622 11.9A07.C8.o5.gs 


Method 


GENSCAN 






Start 


14898 


End 


15578 






GI 


none 


Score 


.75 






Exons 


14898. .15578 










Seq. No. 


5083 


Seq. ID 


OJ990622_11. 


9A07 


.C8 




10570 


Strand 


+ 






Start 


17650 


End 


18360 






Name 


OJ990622 11.9A07.C8.o6.gs 


Method 


GENSCAN 






Start 


17650 


End 


18360 






GI 


none 


Score 


.58 






Exons 


17650.. 18360 










Seq. No. 


5083 


Seq. ID 


OJ990622_11. 


9 AO 7 


.C8 


Gene No. 


10571 


Strand 


+ 






Start 


21347 


End 


21508 






Name 


OJ990622 11.9A07.C8.o4.np 


Method 


AAT/NAP 






Start 


21347 


End 


21508 






GI 


1825727 


Score 


107 







Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



21347.. 21508 

(U88308) C32E8.5 gene product [Caenorhabditis elegans] 



5083 

10572 

2622 



Seq. ID. 

Strand 

End 



OJ990622 11.9A07.C8 



5858 



5216 




Name 


OJ990622 11 


. 9A07 . C8 . o2 .gs 


Method 


GENSCAN 




Start 


2622 




End 


5858 




GI 


none 




Score 


.42 




Exons 


2622 . . 2736, 


3518 . .4037, 4962 


..5049, 5419.. 5593, 5830.. 5858 


Seq. No. 


5083 




Seq. ID 


OJ990622 11.9A07 


.C8 


Gene No. 


10572 




Strand 






Start 


2622 




End 


5858 




Name 


OJ990622_11 


.9A07.C8.ol.np 


Method 


AAT/NAP 




Start 


4143 




End 


5556 




GI 


6907088 




Score 


957 




Exons 


4143. . 4508, 


5003.. 5243, 5419 


. .5556 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07 


-C8 


Gene No. 


10573 




Strand 






Start 


11894 




End 


14008 




XT m « 

Name 


OJ990622 11 


.9A07.C8.o4.gs 


Method 


GENSCAN 




Start 


11894 


End 


14008 




GI 


none 




Score 


.49 




Exons 


11894. .11956, 12099. .12284, 


13229. .13249, 13889.. 14008 




Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07 


.C8 


Gene No. 


10574 




Strand 






Start 


20155 




End 


21423 




Name 


OJ990622_11 


. 9A07.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


8226 




End 


8591 




GI 


none 




Score 


272 




Exons 


8226. .8591, 


8231. .8332 








Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07 


. C8 


Gene No. 


10574 




Strand 






Start 


20155 




End 


21423 




Name 


OJ990622 11 


. 9A07.C8.o5.tw 


Method 


TBLASTX : Wheat 




Start 


8616 




End 


8903 




GI 


none 




Score 


131 




Exons 


8616. .8729, 


8627.. 8722, 8805 


..8903, 8828.. 8902 




Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07 


-C8 


Gene No. - 


10574 




. Strand 






Start 


20155 




End 


21423 




Name 


OJ990622 11 


. 9A07.C8.o6.tm . 


Method 


TBLASTX: Maize 




Start 


8778 




End 


8975 




GI 


none 




Score 


195 




Exons 


8778. .8975, 


8828. .8974 








Seq. No. 


5083 




Seq. ID 


OJ990622_11. 9A07 


.C8 


Gene No. 


10574 




Strand 






Start 


20155 




End 


21423 




Name 


OJ990622 11. 


. 9A07.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8906 




End 


9389 




GI 


none 




Score 


519 




Exons 


8906. .9361, 


8907. .9389 








Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07 


.C8 


Gene No. 


10574 




Strand 






Start 


20155 




End 


21423 





5217 





Name 


OJ990622_11 . 


9A07 . 


C8.o2.tm 


Method 


TBLASTX: Maize 






Start 


8976 






End 


9443 






GI 


none 






Score 


391 






Exons 


8976. . 9443, 


9035. 


. 9406 










Seq. No. 


5083 






Seq. ID 


OJ990622_11 . 9A07 


.C8 




Gene No. 


10574 






Strand 








Start 


20155 






End 


21423 






Name • 


OJ990622_11. 


9A07. 


C8.ol.ts 


Method 


TBLASTX: Soybean 






Start 


9330 






End 


9725 






GI 


none 






Score 


56 






Exons 


9330. . 9362, 


9330. 


.9362, 9347. 


.9442, 9366.. 9725, 9366.-9674 






9482 . . 9697 














Seq. No. 


5083 






Seq. ID 


OJ990622_11 . 9A07 


.C8 




Gene No. 


10574 






Strand 


— 






Start 


20155 






End 


21423 






Name 


OJ990622_11 . 


9A07. 


C8 .o3 . tw 


Method 


TBLASTX: Wheat 






Start 


9438 






End 


9734 






GI 


none 






Score 


369 






Exons 


9438. . 9734, 


9482. 


.9697 










Seq. No. 


5083 






Seq. ID 


OJ990622_11. 9A07 


.C8 


: 5=f 


Gene No. 


10574 






Strand 






'.3 


Start 


20155 






End- 


21423 






Name 


OJ990622_11. 


9 AO 7 . 


C8 ,o3. tm 


Method 


TBLASTX: Maize 




ru 


Start 


9459 






End 


9806 






GI 


none 






Score 


308 




•=y 


Exons 


9459. . 9806, 


9491. 


.9661 










Seq. No. 


5083 






Seq. ID 


OJ990622_11 . 9A07 


. C8 




Gene No. 


10574 






Strand 








Start 


20155 






End 


21423 






Name 


y*v t rt /™\ rt rt i i 

OJ990622_11 . 


9 AO 7 . 


C8.ol.tw 


Method 


TBLASTX: Wheat 




i s 


Start 


9740 






End 


10166 




S.E 


GI 


■ none 






Score 


606 






Exons 


rt ^ a rt -1 rt «t rt rt 

9740 . . 10129, 


9741 


..10166, 9798.. 10151, 


9802. .10164 




Q 


Seq. No. 


5083 






Seq. ID 


OJ990622_11.9A07 


.C8 




Gene No. 


10574 






Strand 






C3 


Start 


20155 






End 


21423 






Name 


jrt\ ^ rt rt rt /*" rt rt i «t 

OJ990622_11 . 


9 AO 7 . 


C8.o2.ts 


Method 


TBLASTX: Soybean 






Start 


9747 






End ' 


9992 






. GI 


none 






Score * 


213 






Exons 


9747. . 9992 














Seq. No. 


5083 






Seq. ID 


OJ990622_11.9A07 


.C8 




Gene No. 


10574 






Strand 








Start 


20155 






End 


21423 






Name 


OJ990622_11 . 


9A07. 


C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


9813 






End 


10166 






GI 


none 






Score 


474 






Exons 


9813. .10166, 


9815 


. .10114 










Seq. . No. 


5083 






Seq. ID 


OJ990622_11.9A07 


.C8 




Gene No. 


10574 






Strand 








Start 


20155 






End 


21423 





5218 




Name 


OJ990622 11.9A07.C8. 


ol.gp 


Method 


AAT/GAP 


Start 


19965 




End 


20730 


GI 


14578 1.R1084 




Score 


662 


Exons 


19965. .20193, 20466. 


.20537, 


20639. .20730 


GI Descrip. 


'2465151/emb|CAB16880| 2.0e 


-19 (Z99753) hypothetical protei 




[Schizosaccharomyces 


; pombe] 


t 




Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07.C8 


Gene No. 


10574 




Strand 




Start 


20155 




End 


21423 


Name 


OJ990622 11.9A07.C8. 


o7 . gs 


Method 


GENSCAN 


Start 


20155 




End 


21423 


GI 


none 




Score 


.73 


Exons 


20155. .20193, 20466. 


.20537, 


20639. .20730, 21070 .. 21172, 




21379. .21423 








Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07.C8 


Gene No. 


10574 




Strand 




Start 


20155 




End 


21423 


Name 


OJ990622 11.9A07.C8. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


20431 




End 


20731 


GI 


none 




Score 


112 


Exons 


20431. .20538, 20466. 


.20540, 


20467. .20538, 204 96 .. 20540, 




20628 . .20729, 20630. 


. 20731, 


20636. .20731 


Seq. No. 


5083 


• 


Seq. ID 


OJ990622_11.9A07.C8 


Gene No. 


10575 




Strand 




Start 


21343 




End 


21474 


Name 


OJ990622 11.9A07.C8. 


o3. ts 


Method ■ 


TBLASTX: Soybean 


Start 


21343 




End 


21465 


GI 


none 




Score 


186 


Exons 


21343. .21462, 21345. 


. 21449, 


21376. .21465 


Seq. No. 


5083 




Seq. ID 


OJ990622_11.9A07.C8 


Gene No. 


10575 




Strand 




Start 


21343 




End 


21474 


Name 


OJ990622 11.9A07.C8. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


21343 




End 


21474 


GI 


none 




Score 


197 


Exons 


21343. .21462, 21346. 


.21474 






Seq. No. 


5084 




Seq. ID 


OJ990622_11.9A07.C9 


Gene No. 


10576 




Strand 


+ 


Start 


738 




End 


4336 


Name 


OJ990622 11.9A07.C9. 


ol.gs 


Method 


GENSCAN 


Start 


738 




End 


4336 


GI 


none 




Score 


.41 


Exons 


738. .792, 1770. .1822, 2508., 


.2529, 2736. 


.2840, 4005. .4336 


Seq. No. 


5085 




Seq. ID 


OJ990622_11 . 9A07 . C10 


Gene No. 


10577 




Strand 




Start 


1410 




End 


1574 


Name 


OJ990622 11.9A07.C10 


. o2 . gs 


Method 


GENSCAN 


Start 


1410 




End 


1574 


GI 


none 




Score 


.69 


Exons 


1410. .1574 









5219 



ru 



i!3 



Seq. No. 


5086 




Seq. ID 


OJ990622_11.9A07 


.Cll 


Gene No . 


10578 




Strand 






Start 


1225 




End 


1545 




Name 


OJ990622 11. 


9A07.Cll.ol.gs 


Method 


GENSCAN 




Start 


1225 


End 


1545 




GI 


none 




Score 


.92 




Exons 


1225. . 1377, 


1450. .1545 








Seq. No. 


5086 




Seq. ID 


OJ990622_11.9A07 


.Cll 


Gene No . 


10579 




Strand 






Start 


2293 




End 


2626 




Name 


OJ990622 11. 


9A07.Cll.o2.gs 


Method 


GENSCAN 




Start 


2293 


End 


2626 




GI 


none 




Score 


.67 




Exons 


2293. .2495, 


2566. .2626 








Seq. No. 


5087 




Seq. ID 


OJ990622_11.9A07 


.C12 


Gene No. 


10580 




Strand 


+ 




Start 


428 




' End 


748 




Name 


OJ990622 11. 


9A07.C12.ol.gp 


Method 


AAT/GAP 




Start 


428 




End 


748 




GI 


uOosflM202076b06bl 


Score 


610 




Exons 


428. .748 










GI . Descrip. 


■1420932/gb! 


U61383IORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate- 


CoA ligase gene, 


intron 1, 


partial sequence 


i 


Seq. No. 


. 5087 




Seq. ID 


OJ990622_11.9A07 


.C12 


Gene No . 


10581 




Strand 






Start 


548 




End 


913 




Name 


OJ990622 11. 


9A07.C12.ol.gs 


Method 


GENSCAN 




Start 


548 




End 


913 




GI 


none 




Score 


.7 




Exons 


548. .913 










Seq. No. 


5088 




Seq. ID 


OJ990622_11.9A07 


.C13 


Gene No. 


10582 




Strand 






Start 


402 




End 


606 




Name 


OJ990622 11. 


9A07.C13.ol.gs 


Method 


GENSCAN 




Start 


402 


End 


606 




GI 


none 




Score 


.8 




Exons 


402. .606 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 



5088 Seq. ID 

10583 Strand 

' 507 End 683 
OJ990622_11. 9A07.C13.ol.np Method AAT/NAP 

507 End 683 

6006359 Score 58 
507.. 683 

(AP000559) hypothetical protein [Oryza sativa] 



OJ990622 11.9A07..C13 



5089 Seq. ID 

10584 Strand 

1234 End 

OJ990312_01. 9A01.C3.ol.tm Method 

1232 End 

none Score 



OJ990312_01.9A01.C3 
1911 

TBLASTX: Maize 

1878 

221 . 



5220 



Exons 



1232.. 1390, 1233. .1283, 1234.. 1392, 1499.. 1765, 1500.. .1766, 
1849. .1878 



Seq. No. 5089 

Gene No. 10584 

Start 1234 

Name OJ990312_01 . 9A01 . C3 . ol . gs 

Start 1234 

GI none 

Exons 1234.. 1384, 1500 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1765, 1854.. 1856 



OJ990312_01.9A01.C3 

1911 
GENSCAN 
1856 
.82 



Seq. No. 5089 

Gene No. 10584 

Start 1234 

Name OJ990312_01 . 9A01 . C3 . ol . np 

Start 1237 

GI 231509 

Exons 1237.. 1384, 1500.. 1768 

GI Descrip. ACT IN DEPOLYMERI Z ING FACTOR 
actin-depolymerizing factor 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312_01.9A01.C3 

1911 
AAT/NAP 
1768 
585 



(ADF) gi|419809|pir| 
- trumpet lily 



IS30935 



gi I 22748 | emb | CAA78483 I 
[Lilium longiflorum] 



[Z14110) actin depolymerizing factor 



i" "e 


Seq. No., 


5089 




Seq. ID 


OJ990312_01.9A01.C3. 




Gene No. 


10584 




Strand 




hxd 

.; d 


Start 


1234 




End 


1911 


III 


Name 


OJ990312 01.9A01.C3.ol. 


tc 


Method 


TBLASTX: Cress 


\~ • s 
i b~ 


Start 


1240 




End 


1766 


O 


GI 


none 




Score 


131 


LJ 


Exons 


1240. .1380, 1241.. 1381, 


1268. 


.1384, 1497. .1766, 1497. .1529, 


. «: 
s. 




1499. .1765 








fu 


Seq. No. 


5089 




Seq. ID 


OJ990312_01.9A01.C3 




Gene No. 


10584 




Strand 




a 


Start 


1234 




End 


1911 




Name 


OJ990312 01.9A01.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


*3 

! S 4- 


Start 


1240 




End 


1766 


j- — 


GI 


none 




Score 


141 


! ^1 

"i z£ 
□ 


Exons 


1240'. .1392, 1241.. 1396, 


1499. 


.1765, 1500. .1766 




Seq. No. 


5089 




Seq. ID 


OJ990312_01.9A01.C3 




Gene No. 


10584 • 




Strand 






Start 


1234 




End 


1911 




Name 


OJ990312 01.9A01.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


1243 




End 


1911 




GI 


uC-osflm202112gl0bl 




Score 


873 




Exons 


1243.. 1384, 1500.. 1765, 


1854. 


.1911 






GI Descrip. 


, 231509/sp|P30175|ADF_LILLO 1 


. 0e-56 ACTIN DEPOLYMERIZING FACTOR 



(ADF) >gi_419809_pir S30935 actin-depolymerizing factor 

trumpet lily >gi_22748_emb_CAA78483_ (Z14110) actin 
depolymerizing factor [Lilium longiflorum] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5089 Seq. ID 

10584 Strand 

1234 - End 
OJ990312_01 . 9A01 . C3 . ol . tw Method 
1348 End 



OJ990312_01. 9A01.C3 
1911 

TBLASTX :Wheat 
1766 



5221 



cn 



GI 


none 




Score 


59 






Exons 


1348. . 


1395, 1348.. 1392, 1497 


..1529, 1499.. 1765, 


1500. .1766 


Seq. No. 


5090 




Seq. ID 


OJ990312_ 


01. 9A01 


.C4 


Gene No. 


10585 




Strand 


+ 






Start 


8839 




End 


20153 






Name 


OJ990312 01.9A01.C4.o3.gs 


Method 


GEN SCAN 






Start 


8839 




End 


19970 






GI 


none 




Score 


.75 






Exons 


8839. . 


8985, 9123.. 9250, 9367 


..9694, 11618.. 13009 


, 13423 


. . 13545, 




13820. 


.14296, 14393. .14748, 


15732. .15834, 16565. 


.16873, 






16906. 


.17065, 17575. .17630, 


18145. .18316, 18529. 


. 18634, 






19148. 


.19209, 19428. .19546, 


19683. .19850, 19938. 


.19970 




Seq. No. 


5090 




Seq. ID 


OJ990312_ 


01.9A01 


.C4 


Gene No. 


10585 




Strand 


+ 






Start 


8839 




End 


20153 






Name 


OJ990312 01.9A01.C4.o2.np 


Method 


AAT/NAP 






Start 


9326 




End 


16861 






GI 


663384 


8 


Score 


3239 






Exons 


9326. . 


9416, 9483. .9697, 11621 13009, 


13087. .13341, 






13387. 


.13545, 13820. .14296, 


14393. .14786, 16814. 


.16861 




GI Descrip. 


(AC008047) F2K11.18 [Arabidopsis thaliana] 






Seq. No. 


5090 




Seq. ID 


OJ990312_ 


01.9A01 


.C4 


Gene No. 


10585 




Strand 


+ 






Start 


8839 




End 


20153 






Name 


OJ990312 01.9A01.C4.ol.gp 


Method 


AAT/GAP 






Start 


14171 




End 


14958 






GI 


18022 


1.R1084 


Score 


1243 






Exons 


14171. 


".14296, 14393.. 14958 











i3 GI Descrip. 



■4760370/gb|AAD29109.1|AF082565_l 2.0e-49 (AF082565) ATP 

dependent copper transporter [Arabidopsis thaliana] 

>gi_4760380_gb_AAD29115.1_ (AF091112) ATP dependent copper 
transporter [Arabidopsis thaliana] ' 



'4 


Seq. No. 


5090 ■ 




Seq. ID 


OJ990312 


_01.9A01 


.C4 




Gene No. 


10585 




Strand 


+ 








Start 


8839 




End 


20153 






r ^ 


Name 


OJ990312 01.9A01.C4 


. o3.np 


Method 


AAT/NAP 






l ss % 


Start 


15109 




End 


16417 








GI 


5777617 




Score 


71 








Exons 


15109. .15134, 16305, 


. .16417 












GI Descrip. 


(AJ245900) CAA30375, 


. 1 protein [Oryza ; 


sativa] 








Seq. No. 


5090 




Seq. ID 


OJ990312 


_01. 9A01 


.C4 




Gene No. 


10585 




Strand 


+ 








Start 


8839 




End 


20153 








Name 


OJ990312 01.9A01.C4, 


. o4 . np 


Method 


AAT/NAP 








Start 


17059 




End 


19967 








GI 


6179600 




Score 


643 








Exons 


17059. .17180, 18184, 


. .18316, 


18558. .18634, 19148 


. .19209, 








19428. .19546, 19683, 


. .19850, 


19938. .19967 








GI Descrip. 


(AJ238697) GPX12Hv, 


glutathione peroxidase-like 


protein 


[Hordeum 






vulgare] 














Seq. No. 


5090 




Seq. ID 


OJ990312 


_01. 9A01 


.C4 



5222 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10585 
8839 

OJ990312_01 . 9A01 . C4 . o2 . gp 
18020 

5524_1.R1084 
18020. .18086, 18162 
19428. .19546, 19683 



Strand + 
End 20153 
Method AAT/GAP 
End 20153 
Score 1457 
18558. .18634, 19148 19209, 
19938.. 20153 

, 544437/sp|Q06652|GSHZ_CITSI 3.0e-77 GLUTATHIONE PEROXIDASE 
HOMOLOG (SALT-ASSOCIATED PROTEIN) >gi_296358_emb_CAA47018_ 
(X66377) 'CIT-SAP [Citrus sinensis] ' 



18316, 
19850, 



Seq. No. 


5090 








Seq. ID 


OJ990312 


_01.9A01.C4 


L?ene djo . 


10586 








Strand 






Start 


295 








End 


2563 




Name 


OJ990312 01 


.9A01 


,C4.ol. 


gs 


Method 


GEN SCAN 




Start 


295 








End 


2563 




GI 


none 








Score 


.74 




Exons 


295. .479, 1579.. 


1717, 2279.. 


2563 






Seq. No. 










Seq. ID 


OJ990312 


_01.9A01.C4 


Gene No. 


IUjO / 








Strand 






Start 










End 


5613 




Name 


ujyyujiz Ul 


• :?HU J. 


CA r\A 
. K^H .Oft . 


lS 


Method 


TBLASTX : 


Soybean 


Start 


1135 








End 


2567 


GI 


none 








Score 


81 




Exons 


1 1 1 1 Q7 

j.xj j . . 1 1 y / , 


-L O f U 


1 A^ £ 


1 "57 1 


..1472, 1372. .1497, 


1395. .1445, 




1 OQE 1 / /i 9 
IJ JJ . . Ifi H £ , 


10 f H 


• . 1 / 1 4 , 


10// 


..1639, 1577. .1642, 


1578. .1640, 






1 oft U 


171/1 
• .1/14, 


looo 


..1720, 1659. .1697, 


1670. .1723, 




9 97 £ 9 *}QQ 


noon 




9 A QQ 

z fi y O 


..2563, 2499.. 2567 




Seq. No. 


RO on 








Seq. ID 


OJ990312 


_01. 9A01.C4 


bene ino . 


IUjO / 








Strand 






Start 










End 


5613 




Name 


OJ990312 01 


. 9A01 


.C4 .o5. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1383 








End 


2564 




GI 


none 








Score 


82 




Exons 


1383. .1442, 


1395 


. .1442, 


1404 


..1472, 1405. .1464, 


1577. .1720, 




1578. .1715, 


1579 


. .1719, 


1583 


..1714, 2276. .2398, 


2279. .2419, 




2469. .2564, 


2471 


. .2563 










Seq. No. 


5090 








Seq. ID 


OJ990312 


_01. 9A01.C4 


Gene No. - 


10587 








Strand 






Start 


3305 








End 


5613 




Name 


OJ990312 01 


-9A01 


.C4.o2. 


gs 


Method 


GENSCAN 




Start 


3305 






End 


5613 




GI 


none 








Score 


.81 ' 




Exons 


3305. .3376, 


3635 


. .3725, 


3943 


..4129, 4941. .5128, 


5226. .5312, 




5423. .5613 














Seq. No. 


5090 








Seq. ID 


OJ990312 


_01.9A01.C4 


Gene No. 


10587 








Strand 






Start 


3305 








End 


5613 




Name 


OJ990312 01 


.9A01 


,C4.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3468 








End 


4005 




GI 


none 








Score 


357 




Exons 


3468. .3725, 


3470 


. .3664, 


3472 


..3726, 3472.. 3726, 


3941. .4003, 




3942. .4004, 


3942 


. .4004, 


3943 


..4005, 3943.. 4005 





5223 




Seq. No. 


5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No. 


10587 






Strand 






Start 


3305 






End 


5613 




Name 


OJ990312_01 


. 9A01. 


C4 . ol .np 


Method 


AAT/NAP 




Start 


3476 






End 


5590 




GI 


4539455 






Score 


937 




Exons 


3476. . 3725, 


• 3943. 


.4129, 4218 


..4291, 4898. .5128, 5226. .5351, 




5423. .5590 












GI Descrip. 


(AL049500) 


T5C23. 


70 [Arabidopsis thaliana] 




Seq. No. 


5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No. 


10587 






Strand 






Start 


3305 






End 


5613 




Name 


OJ990312 01 


. 9A01. 


C4 . 06 . ts 


Method 


TBLASTX : Soybean 




Start 


4047 






End 


5127 




GI 


none 






Score 


77 




Exons 


4047 . . 4136, 


4048 . 


.4119, 4207 


..4269, 4912. .5127, 4916. .5125 


Seq. No. 


5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No. 


10587 






Strand 






Start 


3305 






End 


5613 




Name 


OJ990312 01 


. 9A01. 


C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


4992 






End 


5564 




GI 


none 






Score 


159 




Exons 


4992 . . 5129, 


4993. 


.5130, 4993 


..5130, 5226. .5312, 5226.. 5306, 




5228 . . 5311, 


5422. 


.5553, 5423 


..5563, 5430. .5564 




Seq. No. 


5090 






Seq. ID 


OJ990312_01. 9A01 


.C4 


Gene No. 


10588 






Strand 






Start 


9566 






End 


14799 




Name 


OJ990312_01 


. 9A01. 


C4.o8.ts 


Method 


TBLASTX : Soybean 




Start 


9566 






End 


11863 




GI 


none 






Score 


74 




Exons 


9566. . 9700, 


11627 


..11698, 11684.. 11860 


, 11687.. 11863 




Seq. No. 


5090 






Seq. ID 


OJ990312_01. 9A01 


.C4 


Gene No . 


10588 






Strand 






Start 


9566 






End 


14799 




Name 


OJ990312 01 


. 9A01. 


C4.o4.tc 


Method 


TBLASTX: Cress 




Start 


11711 






End 


14242 




GI 


none 






Score 


84 




Exons 


11711. .11821, 12899. .13027, 


13189. . 13329, 13212 .. 13328, 






13422. .13502, 13423 .. 13503, 


14057. . 14242 




Seq. No. 


5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No. 


10588 






Strand 






Start 


9566 






End 


14799 




Name 


OJ990312 01 


. 9A01. 


C4.o7.ts 


Method 


TBLASTX: Soybean 




Start 


12403 






End 


12561 




GI 


none 






Score 


207 




Exons 


12403. .12456, 12404 12559, 


12413. . 12556, 12511. .12561 




Seq. No. 


5090 






Seq. ID 


OJ990312_01. 9A01 


.C4 


Gene No. 


10588 






Strand 






Start 


9566 






End 


14799 




Name 


OJ990312 01 


.9A01. 


C4 .o2.tc 


Method 


TBLASTX: Cress 





5224 



Start 
GI 

Exons 



12559 End 12871 

none Score 307 

12559. .12870, 12560. .12871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5090 Seq. ID 

10588 Strand 

9566 End 

OJ990312_01 .9A01.C4.o5. ts Method 

12562 End 

none Score 



OJ990312_01.9A01.C4 
14799 

TBLASTX : Soybean 

12820 

265 



12562. .12636, 12563 .. 12820, 12712.. 12819 



Seq. No. 5090 Seq. ID 

Gene No. 10588 Strand 

Start 9566 • End 

Name OJ990312_01 . 9A01 -C4.ol.tm Method 

Start 12656 End 

GI none Score 
Exons 



OJ990312_01.9A01.C4 
14799 

TBLASTX: Maize 

13159 

568 



12656. .13009, 12658 .. 13011, 12665 .. 13009, 12685 .. 13023, 
13090. .13152, 13094.. 13159 



Seq. No. 5090 

Gene No. 10588 

Start 9566 

Name OJ990312_01 . 9A01 . C4 . o2 . ts 

Start 12931 

GI none 
Exons 



Seq. ID OJ990312_01.9A01.C4 
Strand 

End 14799 

Method TBLASTX : Soybean 

End 13873 

Score 102 



12931. .13026, 12944. .13024, 13082 .. 13240, 13083 .. 13343, 
13086. .13343, 13087 .. 13344 , 13422 .. 13520, 13423 .. 13548, 
13817. .13873, 13819. .13872 



Seq. No. 5090 

Gene No. 10588 

Start 9566 

Name OJ990312_01 . 9A01 . C4 . o7 . tm 

Start 13159 

GI none 

Exons 13159. .13341, 13160 .. 13219, 
13162. .13347, 13423.. 13446 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312_01. 9A01.C4 
14799 

TBLASTX: Maize 

13446 

80 



13161. .13343, 13161. .13346, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5090 

10588 

9566 

OJ990312_01 .9A01.C4.o8. tm 

13498 

none 

13498. .13548, 13806 .. 14009, 
13817. .14017, 13819. .14025, 

5090 
10588 
9566 

OJ990312_01. 9A01.C4 .ol.ts 
13900 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13809 

13819 



OJ990312 01.9A01.C4 



14799 

TBLASTX: Maize 
14043 
68 

14009, 13814. .14041, 
14043 



14799 

TBLASTX : Soybean 
14773 
260 

13900. .14235, 13901 .. 14296, 14369 .. 14770, 14394 .. 144 77 , 
14395. .14769, 14459. .14773 



Seq. ID OJ990312_01. 9A01.C4 
Strand 
End 

Method 
End 
Score 



5225 




Seq. No. 


5090 






Seq. ID 


OJ990312JU.9A01 


.C4 


Gene No. 


10588 






Strand 






Start 


9566 






End 


14799 




Name 


OJ990312 01.9A01.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14060 






End 


14652 




GI 


none 






Score 


149 




Exons 


14060. 


.14296, 14408 


. .14647, 


14410. .14652 




Seq. No. 


5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No . 


10588 






Strand 






Start 


9566 






End 


14799 




Name 


OJ990312 01.9A01.C4 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


14369 






End 


14799 




GI 


none 






Score 


239 




Exons 


14369. 


.14572, 14380 


. . 14658, 


14564. .14779, 14567 .. 14770, 






- 14569. 


.14799 










Seq. No. 


5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No. 


10589 






Strand 






Start 


18200 






End 


19970 




Name 


OJ990312 01.9A01.C4 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


18200 






End 


19970 




GI 


none 






Score 


41 




Exons 


18200. 


.18223, 18238 


. . 18318, 


18551. .18643, 18552 .. 18 632, 






18555. 


.18647, 18556 


. . 18648, 


19144. .19209, 19149. .19235, 






19425. 


.19547, 19426 


. . 19548, 


19427. .19549, 19675 .. 19821, 






19675. 


.19833, 19680 


. . 19850, 


19682. .19849, 19839 .. 19874 , 






19916. 


.19969, 19935 


. . 19970 








Seq. No. 


5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No. 


10589 






Strand 






Start 


18200 






End 


19970 




Name 


OJ990312 01.9A01.C4 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


18551 






End 


19958 




GI 


none 






Score 


105 




Exons 


18551. 


.18643, 18552 


. . 18632, 


19149. .19235, 1942 6 .. 19548 , 






19427. 


.19549, 19673 


. . 19771, 


19675. .19797, 19675 .. 19848 , 






19680. 


.19850, 19682 


. . 19849, 


19920. .19958 




Seq. No. 


■ 5090 






Seq. ID 


OJ990312_01.9A01 


.C4 


Gene No. 


10589 






Strand 






Start 


18200 






End 


19970 




Name 


OJ990312 01.9A01.C4 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


18551 






End 


19958 




GI 


none 






Score 


101 




Exons 


18551. 


.18643, 18552 


. .18632, 


19149. .19202, 19426. .19548, 






" 19427. 


.19549, 19431, 


. .19565, 


19678. .19797, 19679. .1984 9, 






19683. 


.19850, 19920 


. .19958 








Seq. No. 


5091 






Seq. ID 


OJ990312JD1. 9A01 


,C6 


Gene No. 


10590 






Strand 






Start 


1875 






End 


4311 




Name 


OJ990312 01.9A01.C6. 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


1829 






End 


2060 




GI 


none 






Score 


40 




Exons 


1829. . 


1888, 1851. .11 


389, 1926 


..2060, 1927..2058 





5226 




Seq. No. 


5091 








Seq. ID 


OJ990312_01.9A01 


,C6 


Gene No. 


10590 








Strand 






Start 


1875 








End 


4311 




Name 


OJ990312 01 


9A01 


,C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1847 








End 


2256 




GI 


none 








Score 


52 




Exons 


1847. .1888, 


1848 


. .1889, 


1926. 


.2255, 1927.. 2256 




Seq. No. 


5091 








Seq. ID 


OJ990312_^01.9A01 


.C6 


Gene No. 


10590 








Strand 






Start 


1875 








End 


4311 




Name 


OJ990312 01. 


9A01 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1853 








End 


3292 




GI 


6226510 








Score 


664 




Exons 


1853. .3292 















GI Descrip. ZEATIN O-GLUCOSYLTRANSFERASE (ZEATIN 



O-BETA-D-GLUCOSYLTRANSFERASE) gi 14140691 (AF101972) zeatin 
O-glucosyltransf erase [Phaseolus lunatus] 



Seq. No. 


5091 








Seq. ID 


OJ990312_01.9A01.C6 


Gene No. 


10590 








Strand 




Start 


1875 








End 


4311 


Name 


OJ990312 01 


. 9A01 


.C6.o2. 


gs 


Method 


GENSCAN 


Start 


1875 








End 


4311 


GI 


none 








Score 


.65 


Exons 


1875. .2105, 


2250 


. .2631, 


2648. 


.2934, 3113. .3516, 3977. .4035 




4253. .4311 












Seq. No. 


5091 








Seq. ID 


OJ990312_01.9A01.C6 


Gene No. 


10590 








Strand 




Start 


1875 








End 


4311 


Name 


OJ990312 01 


.9A01 


-C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2061 








End 


2531 


GI 


none 








Score 


87 


Exons 


2061. .2255, 


2122 


. .2259, 


2358. 


.2531, 2359.. 2505 


Seq. No- 


5091 








Seq. ID 


OJ990312_01.9A01.C6 


Gene No. 


10590 








Strand 




Start 


1875 








End 


4311 


Name 


OJ990312 01 


9A01 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2061 








End 


2511 ' 


GI 


none 








Score 


98 


Exons 


2061. .2255, 


2095 


. .2256, 


2106. 


.2252, 2122.. 2256, 2274.. 2468 




2351. .2467, 


2358 


. .2510, 


2359. 


.2511 




Seq. No. 


5091 








Seq. ID 


OJ990312_01. 9A01.C6 


Gene No. 


10590 








Strand 




Start 


1875 








End 


4311 


Name 


OJ990312 01. 


9A01 


.C6.ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


2070 








End 


2504 


GI 


none 








Score 


81 


Exons 


2070. .2255, 


2122 


. .2256, 


2358. 


.2504, 2365.. 2502 


Seq. No. 


5091 








Seq. ID 


OJ990312_01.9A01.C6 


Gene No. 


10590 








Strand 




Start 


1875 








End 


4311 



5227 



Name 

Start 

GI 

Exons 



OJ990312_01 .9A01.C6.o2. tm Method TBLASTX : Maize 

2547 End 2917 

none Score 50 

2547.. 2597, 2551.. 2598, 2554.. 2778, 2609.. 2779, 2799.. : 287,3, 
2800.. 2871, 2815.. 2916, 2840.. 2917 



Seq. No. 5092 

Gene No. • 10591 

Start . 2067 

Name OJ990312_01 . 9A01 . C7 . ol . gs 

Start " 2067 
GI none 
Exons 2067.. 3458 



Seq. ID OJ990312_01.9A01.C7 
Strand 

End 3484 

Method GENSCAN 

End 3458 

Score 1 



Seq. No. 5092 
Gene No. 10591 
Start 2067 

Name OJ990312_01 . 9A01 . C7 . ol . np 

Start 2070 
GI 6226510 
Exons 2070.. 3484 

GI Descrip. 'ZEATIN O-GLUCOSYL TRANSFERASE (ZEATIN 

O-BETA-D-GLUCOSYLTRANSFERASE) gi 14140691 (AF101972) zeatin 
O-glucosyltransf erase [Phaseolus lunatus] 



Seq. ID OJ990312_01.9A01.C7 
Strand 

End 3484 

Method AAT/NAP 

End 3484 

Score 806 





Seq. No. 


5092 








Seq. ID 


OJ990312_01.9A01 


.C7 




Gene No. 


10592 








Strand 






rn 


Start 


3709 








End 


4368 




L .J 


Name 


OJ990312 01 


.9A01. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 




! :E 


Start 


2066 








End 


2466 






GI 


none 








Score 


391 




!. 3 

m 


Exons 


2066. .2170, 


2067. 


.2465, 


2068. 


.2466, 2073.. 2465 






Seq. No. 


5092 








Seq. ID 


OJ990312_01.9A01 


.C7 




Gene No. 


10592 








Strand 






t h ■* 


Start 


3709 








End 


4368 




hi 


Name 


OJ990312 01 


.9A01. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




j. JL 


Start 


2068 








End 


2355 




. ^ 


GI 


none 








Score 


283 




i != i 


Exons 


2068. .2355, 


2073. 


.2354 










i!3 


Seq. No. 


5092 








Seq. ID 


OJ990312_01.9A01 


.C7 




Gene No. 


10592 








Strand 








Start 


3709 








End 


4368 






Name 


OJ990312 01 


.9A01. 


C7.ol. 


tc 


Method 


TBLASTX : Cress 






Start 


2271 








End 


2702 






GI 


none 








Score 


98 






Exons 


2271. .2489, 


2332. 


.2490, 


2556. 


.2702 








Seq. No. 


5092 








Seq. ID 


OJ990312_01.9A01 


.C7 




Gene No. 


10592 








Strand 








Start 


3709 








End 


4368 






Name 


OJ990312 01 


. 9A01. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


2280 








End 


2756 






GI 


none 








Score 


95 






Exons 


2280. .2501, 


2332. 


.2490, 


2556. 


.2705, 2556.. 2756 





5228 




Seq. No. 


ouy2 








? Seq . I D 


OJ990312 01.9A01.C7 


Gene No. 


10592 








Strand 




Start 


3709 








End 


4368 


Name 


ujyyuoi2 ui 


. yAUl 


. C / . 04 . 


tm 


Method 


TBLASTX: Maize 


Start 


2361 








End 


2618 


GI 


none 








Score 


95 


Exons 


OQC1 OC^ O 

2361 . . 2o4 y , 


2361 


OC31 

. . 2531, 


A C C A 

2ooU . 


.2609, 2556.. 2618 


Cam XI n 

Seq. No. 


ouy2 








Seq. ID 


.OJ990312_01.9A01.C7 


Gene No. 


10592 








Strand 




Start 


3709 








End 


4368 


Name 


ojyyu3i2 ui 


. yAui 


. C / . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


ZOZ 1 








End 


3101 


GI 


none 








Score 


105 


Exons 


2621 . . 2713, 


A/*Ot 

2626 


A T A A 

. .2700, 


A *T A O 

2628 . 


.2708, 2739.. 3101, 2739.. 3101 


Seq. No. 


ouyz 








Seq. ID 


OJ990312_01.9A01.C7 


Gene No. 


10592 








Strand 




Start 


3709. 








End 


4368 


XI -><m A 

Name 


ojyyujiz ui 


A Ti A 1 

. yAoi 


. C / . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


QIAO 

31U2 








End 


3422 


GI 


none 








Score 


83 


Exons 


31U2 . .3185, 


A 1 A C 

3105 


. . 3191, 


TO * a 

3240 . 


.3422,. 3241. .3291, 3343. .3420 


Seq. No. 


c a a o 








Seq. ID 


OJ990312 01 . 9A01 ,C7 


Gene No. 


10592 








Strand 




Start 


3709 








End 


4368 


Name 


ojyyuoiz ui 


A 7\ A 1 

. yAui 


. C / . 02 . 


gs 


Method 


GENSCAN 


Start 


Art 

3 / 09 








End 


4368 


GI 


none 








Score 


.81 


Exons 


3 /uy . . 3y43, 


A A "1 A 

4214 


A A CO 

. . 4368 








Seq. No. 


C A A "3 

0093 








Seq. ID 


OJ990312_01.9A01.C8 


Gene No. 


10593 








Strand 




Start 


1453 








End 


1747 


Name 


r\ tq on *3 1 o n i 


Q7VA1 

. yAui 


. Co . Ol . 


gs 


Method 


GENSCAN 


Start 


1 A C O 

1453 






End 


1747 


f T 

GI 


none 








Score 


.77 


Exons 


1 / o 1COC 

14t>3 . .1300, 


lby2 


. .174 7 








beq. no. 


C A A Q 

ouy3 








Seq. ID 


OJ990312_01.9A01.C8 


Gene No. 


10594 








Strand ' 




Start 


2206 








End 


2853 


Name 


ujyyuoiz ui 


. yAui 


. Co . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


O A A A 

2200 








End 


2494 


GI 


none 








Score 


278 


Exons 


A A A A A » A O 

2200 . .24 93, 


2207 


A j! A j! 

. . 24 94 








Seq. No. 


C A A *!> 

5093 








Seq. ID 


OJ990312_01.9A01.C8 


oene no . 


1 AC Q >| 

x uo y 4 








Strand 




Start 


2206 








End 


2853 


Name 


OJ990312 01 


.9A01, 


,C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2203 








End 


2605 


GI 


none 








Score 


518 


Exons 


2203. .2604, 


2207, 


. .2605, 


2300. 


.2605 





Seq. No. 5093 Seq. ID OJ990312_01 . 9A01 . C8 



5229 



Gene No. 10594 Strand 

Start 2206 End 2853 

Name OJ990312_01 . 9A01 .C8 . o2 . gs Method GENSCAN 

Start 2206 End 2793 

GI none Score 1 

Exons 2206.. 2793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5093 Seq. ID OJ990312_01 . 9A01 . C8 

10594 Strand 

2206 End 2853 

OJ990312_01 . 9A01 .C8 .ol . np Method AAT/NAP 

2209 End 2853 

6226511 Score 508 

2209. .2853 

Z EAT IN O-XYLOSYLTRANSFERASE ( ZEATIN O-BETA-D-XYLOSYLTRANSFERASE) 
gi|5802783|gb|AAD51778.1|AF116858_l (AF116858) zeatin 
O-xylosyltransferase [Phaseolus vulgaris] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

s s Exons 



5093 
10594 
2206 

OJ990312_01.9A01.C8.ol.tc 
2419 
none 

2419. .2598, 2419. .2598, 2695. .2847 



Seq. ID OJ990312_01.9A01.C8 



Strand 
End 

Method 
End 
Score 



2853 

TBLASTX: Cress 

2847 

66 



e 

. ! t 


Seq. No. 


5093 


Seq. ID 


OJ990312_01.9A01.C8 


: ; « 

y 


Gene No. 


10594 


Strand 




: cs. 


Start . 


2206 


End 


2853 




Name 


OJ990312 01.9A01.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2419 


End 


2841 


; J 


GI 


none 


Score 


94 


'Li 


Exons 


2419.. 2640, 2471.. 2629, 2695. 


.2841 




: » 


Seq. No. 


5093 


Seq. ID 


OJ990312_01.9A01.C8 


r 

''■4 


Gene No. 


10594 


Strand 






Start 


2206 


End 


2853 




Name 


OJ990312 01.9A01.C8.o2.tm 


Method 


TBLASTX: Maize 


3 


Start 


2500 


End 


2847 




GI 


none 


Score 


106 


1 


Exons 


2500.. 2688, 2500.. 2670, 2695. 


.2847 






■Seq. No. 


5094 


Seq. ID 


OJ990312_01.9A01.C9 




Gene No. 


10595 


Strand 






Start 


1 


End 


398 




Name 


OJ990312 01.9A01.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


398 




GI 


6226510 


Score 


181 




Exons 


1. .398 








GI Descrip. 


ZEATIN O-GLUCOSYLT RAN S FE RASE 


( ZEATIN 








O-BETA-D-GLUCOSYLTRANSFERASE) 


gi 14140691 (AF101972) zeatin 






O-glucosyltransferase [Phaseolus lunatus] 




Seq. No. 


5094 


Seq. ID 


OJ990312_01.9A01.C9 




Gene No. 


10595 


Strand 






Start 


1 


End 


398 




Name 


OJ990312 01.9A01.C9.ol.tm 


Method 


TBLASTX: Maize 



5230 



Start 
GI 

Exons 



15 End 347 

none Score 96 

15. .107, 165. .347, 166. .216, 268. .345 



Seq. No. 5094 Seq. ID 

Gene No. 10595 Strand 

Start 1 End 

Name OJ990312_01 . 9A01 .C9. ol .gs Method 

Start 21 " End 

GI none Score 

Exons 21.. 383 



OJ990312_01.9A01.C9 
398 

GENSCAN 

383 

.57 



Id 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
M Start 
i : 3 Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990312_01.9A01.C10 
+ 

5229 
AAT/NAP 
3138 
2758 



5095 Seq. ID 

10596 Strand 
1 End 
OJ990312_01 . 9A01 . C10 . ol . np Method 
1 End 
6069646 Score 
1..44, 1023.. 1871, 2154.. 3138 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



5095 

10596 

1 

OJ990312_01 . 9A01 . C10 . o4 . tm 

433 

none 

433. .552, 550.. 906, 555.-752 

5095 

10596 

1 

OJ990312_01 . 9A01 . C10 . o2 . tm 

910 

none 



Seq. ID OJ990312_01.9A01.C10 

Strand + 

End 5229 

Method TBLASTX: Maize 

End 906 

Score 85 



Seq. ID OJ990312_01.9A01.C10 



Strand 
End 

Method 

End 

Score 



+ 

5229 

TBLASTX: Maize 

1395 

129 



910. .1050, 924. .1034, 1075. .1317, 1312. .1395 



5095 

10596 

1 

OJ990312_01 . 9A01 . C10 . o3 . tw 

973 

none 

973. .1119, 1102. .1308 



Seq. ID OJ990312_01.9A01.C10 

Strand + 

End 5229 

Method TBLASTX : Wheat 

End 1308 

Score 81 



Seq. No. 5095 Seq. ID 

Gene No. 10596 Strand 

Start 1 End 

Name OJ990312_01. 9A01 . C10 . o4 . tw Method 

Start 1333 End 

GI none Score 

Exons 1333.. 1602, 1506.. 1601 



OJ990312_01.9A01.C10 
+ 

5229 

TBLASTX: Wheat 

1602 

186 



5231 



Seq. No. 5095 - Seq. ID OJ990312_01 . 9A01 . CIO 

Gene No. 10596' Strand + 

Start 1 End 5229 

Name 0 J9 9 0 3 1 2_0 1 . 9 AO 1 . C 1 0 . o 1 . t m Method T BLAS TX : Ma i z e 

Start 1399 End 2096 

GI none Score 89 

Exons 1399.. I860, 1403.. 1567, 1408.. 2094, 1587.. 2096 



Seq. ID OJ990312_01.9A01.C10 
Strand + 

5229 



Seq. No. 5095 

Gene No. 10596 

Start 1 End 

Name OJ990312_01 . 9A01 . C10 . ol . tw Method TBLASTX : Wheat 

Start 1735 End 2175 

GI none Score 211 

Exons 1735.. 2037, 1740.. 1994, 2047.. 2175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5095 
10596 
1 

OJ990312 01.9A01.C10.o5.tm Method TBLASTX: Maize 



Seq. ID OJ990312_01.9A01.C10 
Strand + 
End 5229 



2317 
none 

2317.. 2562, 2338.-2529 



End 
Score 



2562 
217 



"■Z_ Seq. No. 

^ Gene No. 

i;H Start 

TiJ Name 

r=j Start 

iTi GI 

'"■'t Exons 



5095 

10596 

1 



Seq. ID OJ990312_01.9A01.C10 
Strand + 
End 5229 



OJ990312 01.9A01.C10.o3.tm Method TBLASTX : Maize 



2563 
none 



End 
Score 



2563.. 2898, 2634.. 2879, 2899.. 3123 



3123 
314 



£3 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5095 Seq. ID OJ990312_01 . 9A01 - C10 

10596 Strand + 

1 End 5229 

OJ990312_01 . 9A01 . C10 . o2 . np Method AAT/NAP 

2642 End 5229 

2130085 Score 447 
2642. .2761, 3795. .4047, 4710. .4806, 5154. .5229 

transcriptional activator Ra - rice gi 11086540 (U39860} Ra 
[Oryza sativa] 



5095 
10596 

1 End 
OJ990312_01 . 9A01 .C10 . o2 . tw Method TBLASTX : Wheat 

2659 End 3012 

none Score 

2659.. 2856, 2688.-2852, 2977.. 3012 



Seq. ID OJ990312_01. 9A01.C10 
Strand + 

5229 



211 



Seq. No. 5096 

Gene No. 10597 

Start 437 End 

Name OJ990312_01 . 9A01 . Cll . ol . gs Method GENSCAN 

Start 437 End 3039 

GI none Score 

Exons 437.. 541, 595.. 1456, 1511.. 3039 



Seq. ID OJ990312_01.9A01.C11 
Strand + 

6575 



, 68 



5232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5096 

10597 

437 

OJ990312_01 . 9A01 .Cll . ol . np 

1118 

6498441 



Seq. ID OJ990312_01.9A01.C11 

Strand + 

End 6575 

Method AAT/NAP 

End 6572 

Score 7059 



1118.. 2182, 2513.. 2976, 3040.. 3413, 3597.. 3731, 3906.. 4628, 
4800.. 6197, 6291.. 6572 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



ru 

id 



'J 



Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01.C11 


Gene No. 


10597 








Strand 


+ 


Start 


437 








End 


6575 


Name- 


OJ990312 01 


.9A01 


.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


3103 








End 


6575 


GI 


none 








Score 


.51 


Exons 


3103. .3889, 


4024 


. .4839, 


4996. 


.5221, 5330.. 6119, 6195.. 6575 


Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01.C11 


Gene No. 


10598 








Strand 




Start 


7196 








End 


7836 


Name 


OJ990312 01 


.9A01 


.CII.06 


.tw 


Method 


TBLASTX: Wheat 


Start 


1270 








End 


1659 


GI 


none 








Score 


54 


Exons 


1270. .1314, 


1321 


. .1419, 


1338. 


.1418, 1386. .1541, 1402. .1659 


Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01.C11 


Gene No. 


10598 








Strand 




Start 


7196 








End 


7836 


Name 


OJ990312 01 


.9A01 


.Cll.o3, 


.tw 


Method 


TBLASTX: Wheat 


Start 


1931 








End 


5960 


GI 


none 








Score 


375 


Exons 


1931. .2011, 


5579 


. .5929, 


5580. 


.5960 




Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01.C11 


Gene No. 


10598 








Strand 




Start 


7196 








End 


7836 


Name 


OJ990312 01 


.9A01 


.Cll.o4, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2397 








End 


2883 


GI 


none - 








Score 


345 


Exons 


2397. .2576, 


2398 


. .2883, 


2592. 


.2852 




Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01.C11 


Gene No. 


10598 








Strand 




Start 


7196 








End 


7836 


Name 


OJ990312 01 


.9A01 


.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3047 








End 


3510 


GI 


none 








. Score 


198 


Exons 


3047. .3490, 


3048 


. .3503, 


3049. 


.3510, 3049.. 3504 


Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01.C11 


Gene No. 


10598 








Strand 




Start 


7196 








End 


7836 


Name 


OJ990312 01 


. 9A01 


.Cll.o3. 


ts 


Method 


TBLASTX : Soybean 



5233 




Start 


3082 








End 


3453 




GI 


none 








Score 


119 




Exons 


3082. .3312, 


3319 


. . 3453 










Seq. No. 


5096 








Seq. ID 


OJ990312_01. 9A01 


.Cll 


Gene No. 


10598 








Strand 






Start 


7196 








End 


7836 




Name 


OJ990312_01. 


9A01 


.Cll.ol 


. tm 


Method ' 


TBLASTX: Maize 




Start 


3178 








End 


3534 




GI 


none 








Score 


391 




Exons 


3178. .3534, 


3213 


. .3524, 


3418. 


.3534 






Seq. No. 


5096 








Seq. ID 


OJ990312_01 . 9A01 


.Cll 


Gene No. 


10598 








Strand 






Start 


7196 








End 


7836 




Name 


OJ990312 01. 


9A01 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3562 








End 


3945 




GI 


none 








Score 


353 




Exons 


3562. .3945, 


3597 


. .3926 










Seq. No. 


5096 








Seq. ID 


OJ990312_01. 9A01 


.Cll 


Gene No. 


10598 








Strand 






Start 


. 7196 








End 


7836 - 




Name " 


OJ990312 01. 


9A01 


.Cll .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3618 








End 


3989 




GI 


none 








Score 


426 




Exons 


3618. .3980, 


3619 


. .3984, 


3622. 


.3981, 3657.. 3989 




Seq. No. 


5096 








Seq. ID 


OJ990312_01. 9A01 


.Cll 


Gene No. 


10598 








Strand 






Start 


7196 








End 


7836 




Name 


OJ990312_01. 


9A01 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3697 








End 


4067 




GI 


none 








Score 


216 




Exons 


3697. .3981/ 


3714 


. .3857, 


3984 . 


.4067 






Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01 


.Cll 


Gene No. 


10598 








Strand 






Start 


7196 








End 


7836 




Name 


OJ990312_01. 


9A01 


.Cll .o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


4476 








End 


4934 




GI 


none 








Score 


239 




Exons 


4476. . 4697, 


4500 


. .4724, 


4565. 


.4741, 47 


85. .4934, 4796. .4933 


Seq. No. 


5096 








Seq. ID 


OJ990312_01.9A01 


.Cll 


Gene No. 


10598 








Strand 






Start 


7196 








End 


7836 




Name 


OJ990312 01. 


9A01 


.Cll.o2 


. ts 


Method- 


TBLASTX : Soybean 




Start 


4623 








End 


5189 




GI 


"5666795 








Score 


68 




Exons 


4623. .4721, 


4797 


. .4934, 


4989. 


.5189 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


5096 








Seq. ID 


OJ990312_01. 9A01 


.Cll 


Gene No. 


10598 








Strand 






Start 


7196 








End 


7836 




Name 


OJ990312 01. 


9A01 


.Cll.08. 


. tw 


■Method 


TBLASTX: Wheat 





5234 




Start 


4937 


End 


5249 




GI 


none 


Score 


192 




Exons 


4937. .5113, 4989. .5249 








Seq. No. 


5096 


Seq. ID 


OJ990312_01.9A01 


.Cll 


Gene No. 


10598 


Strand 






Start 


7196 


End 


7836 




Name 


OJ990312 01.9A01.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


5442 


End 


5785 




GI 


none 


Score 


369 




Exons 


5442. .5753, 5471. .5752, 5636. .5785 






Seq. No. 


5096 


Seq. ID 


OJ990312_01.9A01 


.Cll 


Gene No. 


10598 


Strand 






Start 


7196 


End 


7836 




Name 


OJ990312 01.9A01.Cll.o7.tw 


Method 


TBLASTX: Wheat 




Start 


5961 


End 


6563 




GI 


none 


Score 


253 




Exons 


5961. .6245, 5966. .6064, 6101. .6250, 6437. .6559, 6438. .6563 


Seq. No. 


5096 


Seq. ID 


OJ990312_01. 9A01 


.Cll 


Gene No. 


10598 


Strand 






Start 


7196 


End 


7836 




Name 


OJ990312 01.9A01.Cll.o3.gs 


Method 


GENSCAN 




Start 


7196 


End 


7588 




GI 


none 


Score 


.46 




Exons 


7196. .7342, 7439. .7588 








Seq. No. 


5096 


Seq. ID 


OJ990312_01.9A01 


n i 


Gene No. 


10598 


Strand 






Start 


7196 


End 


7836 




Name 


OJ990312 01.9A01.Cll.o2.np 


Method 


AAT/NAP 




Start 


7199 


End 


7836 




GI 


6907089 


Score 


832 




Exons 


7199. .7836 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5097 


Seq. ID 


OJ990312_01.9A01 


.C12 


Gene No. 


10599 


Strand 


+ 




Start 


1 


End 


211 




Name 


OJ990312 01.9A01.C12.ol.np 


Method 


AAT/NAP 




Start 


.1 


End 


211 




GI 


1362150 


Score 


214 




Exons 


1. .211 








GI Descrip. 


hypothetical protein (clone 


AFN3) - wild oat (fragment) 






gi|726478 (U20000) putative 


ORF1 [Avena fatua] 




Seq. No. 


5097 


Seq. ID 


OJ990312_01. 9A01 


-C12 


Gene No. 


10599 


Strand 


+ 




Start 


1 


End 


211 




Name 


OJ990312 01.9A011C12.ol.gp 


Method 


AAT/GAP 




Start 


47 


End 


181 




GI 


5524 1.R1084 


Score 


226 




Exons 


47. .181 









GI Descrip. 1 544 4 37/sp | Q06652 | GSHZ_CITSI 3.0e-77 GLUTATHIONE PEROXIDASE 
HOMOLOG (SALT -ASSOCIATED PROTEIN) >gi_296358_emb_CAA47 018_ 
(X66377) CIT-SAP [Citrus sinensis] 1 



5235 





Seq. No. 


5097 






Seq. ID 


OJ990312 


_01. 


9A01 


.C12 




Gene No. 


10600 






Strand 












Start 


62 






End 


3301 










Name 


OJ990312 


_01.9A01.C12. 


ol.tc 


Method 


TBLASTX : 


Cress 






Start 


47 






End 


181 










GI 


none 






Score 


210 










Exons 


47. .181, 


48. . 179, 49. 


.180 














Seq. No. 


5097 






Seq. ID 


OJ990312 


_01. 


9A01 


.C12 




Gene No. 


10600 






Strand 












Start 


62 






End 


3301 










Name 


OJ990312 


01.9A01.C12. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


47 






End 


181 










GI 


none 






Score 


221 










Exons 


47. .181, 


49. .180 
















Seq. No. 


5097 






Seq. ID 


OJ990312 


_01. 


9A01 


.C12 




Gene No. 


. 10600 






Strand 












Start 


62 






End 


3301 










Name 


OJ990312 


_01.9A01.C12. 


ol . tm 


Method 


TBLASTX: 


Maize 






Start 


47 






End 


181 










GI 


none 






Score 


229 










Exons 


47. .181, 


49. .180 
















Seq. No. 


5097 






Seq. ID 


OJ990312 


_01. 


9A01 


.C12 




Gene No. 


10600 






Strand 










i y 


Start 


62 






End 


3301 










Name 


OJ990312 


01.9A01.C12. 


o2.np 


Method 


AAT/NAP 








:- ' 


Start 


62 






End 


3301 










GI 


6907089 






Score 


4051 








i, : 

* ST 


Exons 


62. .1936, 


2040. .3301 














m 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








!S 


Seq. No. 


5097 






Seq. ID 


OJ990312 


_01. 


9A01 


.C12 


'i E 


Gene No. 


10600 . 






Strand 












Start 


62 






End 


3301 








i » 

i" " 


Name 


OJ990312 


01.9A01.C12. 


ol . gs 


Method 


GEN SCAN 








"t 


Start 


254 






End 


3301 








.t =~ 


GI 


none 






Score 


. 66 










Exons - 


254. .456, 


535. .1936, 


2040. . 


3301 












Seq. No. 


5098 






Seq. ID 


OJ990312 


_01. 


9A01 


.C13 




Gene No. 


10601 






Strand 


+ 










Start 


228 






End 


2960 










Name 


OJ990312 


01.9A01.C13. 


ol . gs 


Method 


GENSCAN 










Start 


228 






End 


2875 










GI 


none 






Score 


.96 










Exons 


228. .398, 


2008. .2664, 


2742. 


.2875 












Seq. No. 


5098 






Seq. ID 


OJ990312 


_01. 


9A01 


.C13 




Gene No. 


10601 






Strand 


+ 










Start 


228 






End 


2960 










Name 


OJ990312 


01.9A01.C13. 


ol . np 


Method 


AAT/NAP 










Start 


474 






End 


2960 










GI 


-2130085 






Score 


.308 










Exons 


474. .502, 


2311. .2664, 


2742. 


.2960 











5236 



GI Descrip. 



transcriptional activator Ra - rice gi | 1086540 (U39860) Ra 
[Oryza sativa] 



Seq. No. 


5099 


Seq. ID 


OJ990312_01 


. 9A01 


.C16 


Gene No. 


10602 


Strand 


+ 






Start 


236 


End 


424 






Name 


OJ990312_01 . 9A01 . CI 6 . ol . gs 


Method 


GENSCAN 






Start 


236 


End 


424 






GI 


none 


Score 


.54 






Exons 


236.. 424 










Seq. No. 


5100 


Seq. ID 


OJ990312_01 


. 9A01 


.C17 


Gene No. 


10603 


Strand 








Start 


1 


End 


497 






Name 


OJ990312 01.9A01.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


497 






GI 


6633848 


Score 


158 






Exons 


1..72, 192. .497 










GI Descrip. 


(AC008047) F2K11.18 [Arabidopsis thaliana] 






Seq. No. 


5100 


Seq. ID 


OJ990312_01 


. 9A01 


.C17 


Gene No. 


10603 


Strand 








Start 


1 


End 


497 






Name ■ 


OJ990312 01.9A01.C17;ol.gs 


Method 


GENSCAN 






Start ' 


192 


End 


458 






GI 


none 


Score 


. 97 






Exons 


192. .458 










Seq. No. 


5101 


Seq. ID 


OJ990312_01 


.9A01 


.C20 


Gene No. 


10604 


Strand 


+ 






Start 


637 


End 


13184 






Name 


OJ990312 01.9A01.C20.ol.gs 


Method 


GENSCAN 






Start 


637 


End 


12779 






GI 


none 


Score 


.63 






Exons 


637. .721, 854. .997, 1049. .1263, 2926.. 


2956, 5598..! 


5659, 






6175.. 6215, 9846.. 9954, 12147 


. .12445, 


12512. .12779 






Seq. No. 


5101 


Seq. ID 


OJ990312_01 


.9A01 


.C20 


Gene No. 


10604 


Strand 








Start 


637 


End 


13184 






Name 


OJ990312 01.9A01.C20.ol.np 


Method 


AAT/NAP 






Start 


8989 


End 


11385 " 






GI 


6539588 


Score 


152 ' 






Exons 


8989. .9015, 9730. .10002, 11357. .11385 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5101 


Seq. ID 


OJ990312_01 


. 9A01 


-C20 


Gene No. 


10604 


Strand 


+ 






otart 


637 


End 


13184 






Name 


OJ990312 01.9A01.C20.o2.np 


Method 


AAT/NAP 






Start 


12030 


End 


13184 






GI 


5295955 


Score 


367 






Exons 


12030. .12238, 12381. .13184 










GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome .• (V0155. 




[Oryza sativa] 










Seq. No. 


5102 


Seq. ID 


OJ990312_01, 


. 9A01 


.C21 



5237 



m 

m 

. 



Gene No. 


10605 


Strand 


+ 




Start 


1094 


End 


1635 




Name 


OJ990312 01. 9A01.C21.o2.gs 


Method 


GENSCAN 




Start 


1094 


End ' 


1635 




GI 


none 


Score 


.84 




Exons 


1094. .1315, 1543. .1635 








Seq. No. 


5102 


Seq. ID 


OJ990312 


_01.9A01.C21 


Gene No. 


10606 


Strand 






Start 


1175 


End 


2957 




Name 


OJ990312 01. 9A01.C21.ol.np 


Method 


AAT/NAP 




Start 


1175 


End 


2957 




GI 


4680186 


Score 


389 




Exons 


. 1175.. 1331, 1935.. 2091, 2896 


. .2957 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


5103 


Seq. ID 


OJ990312 


_01.9A01.C22 


Gene No. 


10607 


Strand 


+ 




Start 


81 


End 


3885 




Name 


OJ990312 01. 9A01.C22 .ol.nD 


Method 


AAT/NAP 




Start 


81 ~~ 


End 


3885 




GI 


6721547 


Score 


82 




Exons 


81. .165, 3864. .3885 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


5103 


Seq. ID 


OJ990312 


_01.9A01.C22 


Gene No. 


10608 


Strand 


+ 




Start 


4840 


End 


8127 




Name 


OJ990312- 01. 9A01.C22.o2.nD 


Method 


AAT/NAP 




Start 


4840 ~ 


End 


8127 




GI 


2130085 


Score 


526 




Exons 


4840.. 4955, 7524.. 7778, 8031 


. .8127 






GI Descrip. 


transcriptional activator Ra 


- rice gi | 1086540 


(U39860) Ra 




[Oryza sativa] 








Seq. No. 


5103 


Seq. ID 


OJ990312 


_01.9A01.C22 


Gene No. 


10609 


Strand 






Start 


5835 


End 


8121 




Name 


OJ990312 01.9A01.C22.ol.tc 


Method 


TBLASTX: i 


Cress 


Start 


4876 


End 


8121 




GI 


none 


Score 


72 




Exons 


4876.. 4956, 7522.. 7686, 7525 


..7668, 7542. .7694, 


7686. .7778, 




7687.. 7779, 8032.. 8121 








Seq. No. 


5103 


Seq. ID 


OJ990312 


_01.9A01.C22 


Gene No. 


10609 


Strand 






Start 


5835 


End 


8121 




Name 


OJ990312 01.9A01.C22.o2.gs 


Method 


GENSCAN 




Start 


5835 


End 


6298 




GI 


none 


Score 


.53 




Exons 


5835.. 6051, 6057.. 6298 









Seq. No. 5103 Seq. ID 

Gene No. 10609 Strand 

Start 5835 End 

Name OJ990312_01 . 9A01 . C22 . o2 . tm Method 

Start 6555 End 



OJ990312_01.9A01.C22 
8121 

TBLASTX: Maize 
6791 



5238 



GI none Score 187 

Exons 6555.. 6791 



Seq. No. 5103 Seq. ID 

Gene No. 10609 Strand 

Start 5835 End 

Name OJ990312 J)l . 9A01 . C22 . ol . tw Method 

Start 6561 End 

GI none Score 

Exons 6561.. 6800, 6788.. 6865 



OJ990312_01 . 9A01 . C22 
8121 

TBLASTX: Wheat 

6865 

60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5103 Seq. ID 

10609 Strand 

5835 End 
OJ990312_01 . 9A01 . C22 . ol . tm Method 

6912 End 

none Score 

6912. .6971, 6973.. 7224, 7007.. 7207 



OJ990312_01 . 9A01 . C22 
8121 

TBLASTX: Maize 

7224 

101 



Seq. No. 


5104 




Seq. ID 


OJ990312 


_01.9A01 


.C23 


Gene No. 


10610 




Strand 


+ 






Start 


1794 




End 


4734 






Name 


OJ990312 01.9A01.C23.ol 


.np 


Method 


AAT/NAP 






Start 


1794 




End 


4731 






GI 


2130085 




Score 


535 






Exons 


1794. .1826, 3661. .4107, 


4194 


..4568, 4666. .4731 






GI Descrip. 


transcriptional activator Ra 


- rice gi | 1086540 


(U39860) 


Ra 




[Oryza sativa] 












Seq. No. 


5104 




Seq. ID 


OJ990312 


_01.9A01 


.C23 


Gene No. 


10610 




Strand 


+ 






Start 


1794 




End 


4734 






Name 


OJ990312 01.9A01.C23.ol 


gs 


Method 


GEN SCAN 






Start 


2145 




End 


4734 






GI 


none 




Score 


.82 






Exons 


2145. .2153, 3433. .4107, 


4194 


..4568, 4666. .4734 






Seq. No. 


5104 




Seq. ID 


OJ990312 


_01.9A01 


.C23 


Gene No. 


' 10611 




Strand 


+ 






Start 


7446 




End 


7535 






Name 


OJ990312 01. 9A01.C23.ol 


gp 


Method 


AAT/GAP 






Start 


7446 




End 


7535 






GI 


5867 1.R1084 




. Score 


131 






Exons 


7446. .7535 












GI Descrip. 


' 464986/sp | P35132 | UBC9_ARATH 


5.0e-58 UBIQUITIN- 


CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 5104 Seq. ID OJ990312_01.9A01.C23 

Gene No. 10612 Strand 

Start 4163 End 8129 

Name OJ990312_01 . 9A01 .C23 . o2 .np Method AAT/NAP 

Start 4163 End 7580 



5239 



GI ' 4493975 Score 151 

Exons 4163.. 4211, 4422.. 4559, 5879.. 5917, 7446.. 7580 

GI Descrip. (AL034559) predicted using hexExon; MAL3P7.17 (PFC0940c), 
Hypothetical protein, len: 807 aa [Plasmodium falciparum] 



Seq. No. 


5104 








Seq. ID 


OJ990312 


Gene No. 


10612 








Strand 




Start 


4163 








End 


8129 


Name 


OJ990312 01 


.9A01 


.C23.ol. 


. tm 


Method 


TBLASTX :! 


Start 


4398 








End 


4728 


GI 


none 








Score . 


81 


Exons 


4398. .4460, 


4407 


. . 4460, 


4408. 


.4461, 4455. .4568, 




4648. .4728, 


4665 


. .4727 








Seq. No. 


5104 








Seq. ID 


OJ990312 


Gene No. 


10612 








Strand 




Start 


4163 








End 


8129 


Name 


OJ990312 01 


. 9A01 


.C23.o2. 


.gs 


Method 


GENSCAN 


Start 


6630 








End 


8129 


GI 


none 








Score 


.88 


Exons 


6630. .6718, 


7950 


. .8129 








Seq. No. 


5105 








Seq. ID 


OJ990312 


Gene No. 


10613 








Strand 


+ 


Start 


256 








End 


973 


Name 


OJ990312 01 


. 9A01 


.C24.ol. 


.gs 


Method 


GENSCAN 


Start 


256 








End 


973 


GI 


none 








Score 


.5 



Exons 



256..32S, 384. .575, 906. .973 



Seq. No. 5106 Seq. ID 

Gene No. 10614 Strand 
Start . 1 End 

Name OJ990312_01 . 9A01 . C25 . ol . gp Method 

Start 1 End 

GI 4714588 Score 

Exons 1..107, 191. .313 



OJ990312_01 . 9A01 . C25 
+ 

313 

AAT/GAP 

313 

402 



Seq. No. 5106 Seq. ID 

Gene No. 10615 Strand 

Start 343 End 

Name OJ990312_01 . 9A01 . C25 . ol . gs Method 

Start 343 End 

GI none Score 

Exons 343.. 372 



OJ990312_01 . 9A01 .C25 
+ 

372 

GENSCAN 

372 

.88 



Seq. No. 5107 Seq. ID 

Gene No. 10616 Strand 

Start 1 End 

Name OJ990312_01 . 9A01 . C28 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..178, 350.. 516 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990312_01 . 9A01 . C2E 
+ 

516 

AAT/NAP 

516 

361 



5240 




Seq. No. 


5107 


Seq. ID 


OJ990312_01, 


. 9A01.C28 




10616 




+ 




Start 


1 


End 


516 




Name 


OJ990312 01.9A01.C28.ol.tw 


Method 


TBLASTX: Wheat 


Start 


50 


End 


438 




GI 


none 


Score 


~J Z> 




Exons 


50. .274, 50. .247, 115. .291, 


335. .421, 


346. .438 




Seq. No. 


5107 


Seq. ID 


OJ990312_01. 


. 9A01.C28 




10616 




+ 




Start 


1 


End 


516 




Name 


OJ990312 01.9A01.C28.ol.gs 


Method 


GENSCAN 




Start 


53 


End 


389 




GI 


none 


Score 


. 43 




Exons 


53. .389 








Seq. No. 


5108 


Seq. ID 


OJ990312_01, 


.9A01.C30 


Gpne No 


10617 




- 




Start 


565 


End 


1054 




Name 


OJ990312 01. 9A01.C30.ol.gs 


Method 


GENSCAN 




Start 


565 


End 


1054 




GI 


none 


Score 


.72 




Exons 


565;,. 625, 690.. 1054 








Seq. No. 


5109 


Seq. ID 


OJ990312_01, 


, 9A01.C31 


Gene No. 


10618 


Strand 


+ 




Start 


2273 


End 


3973 




Name 


OJ990312 01.9A01.C31.ol.np 


Method 


AAT/NAP 




Start 


2273 


End 


3973 




GI 


81286 


Score 


• 104 




Exons 


2273.. 2444, 2760.. 2800, 3143 


I. .3371, 3832.. 3973 




GI Descrip. 


extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA46283 | 




(X65165) extensin [Volvox carteri] 






Seq. No. 


5110 


Seq. ID 


OJ990312_01. 


.9A01.C32 


Gpnp No 


10619 


Strand 






Start 


145 


End 


2002 




Name 


OJ990312 01.9A01.C32.ol.gs 


Method 


GENSCAN 




Start 


145 


End 


2002 




GI 


none 


Score 


.8 




Exons 


145. .341, 1087. .1141, 1670.. 


2002 






Seq. No. 


5111 


Seq. ID 


OJ990312 01. 


9A01.C33 


Gene No. 


10620 


Strand 


+ 




Start 


271 


End 


3632 




Name 


OJ990312 01.9A01.C33.ol.gs 


Method 


GENSCAN 




Start 


271 


■End 


3364 




GI 


none 


Score 


.92 




Exons 


271. .339, 1210. .1318, 1473.. 


1593, 1905 


..1958, 2213. 


.2216, 




2258. .3364 








Seq. No. 


5111 


Seq. ID 


OJ990312_01. 


9A01.C33 


Gene No. 


10620 


Strand 


+ 




Start 


271 


End 


3632 




Name 


OJ990312 01.9A01.C33.ol.gp 


Method 


AAT/GAP 




Start 


1362 


End 


2602 




GI 


4714587 


Score 


856 





5241 






Exons 


1362. .1472, 


2258 


. . 2602 














Seq. No. 


5111 








Seq. ID 


OJ990312 


_01 . 9A01 


.C33 




Gene No. 


10620 








Strand 


+ 








Start 


271 








End 


3632 








Name 


OJ990312_01 


.9A01 


.C33.o2 


.tm 


Method 


TBLASTX: 


Maize 






Start 


2297 








End 


2605. 








GI 


none 








Score 


114 








Exons 


2297 . . 2521, 


2298 


. . 2507, 


2300. 


.2509, 2502.. 2603, 


2514. .2597, 






2522 . . 2605 


















Seq. No. 


5111 








Seq. ID 


OJ990312 


JH.9A01 


.C33 




Gene No. 


10620 








Strand 


+ 








Start 


271 








End 


3632 








Name 


OJ990312 01 


. 9A01 


. C33 .ol 


. ts 


Method 


TBLASTX : 


Soybean 






Start 


2710 








End 


3346 








GI 


none 








Score 


497 








Exons 


2710 . . 3300, 


2711 


. . 3346, 


3008 . 


. 3325 










Seq. No. 


5111 








Seq. ID 


OJ990312 


_01.9A01 


.C33 




Gene No. 


10620 








Strand 


+ 








Start 


271 








End 


3632 








Name 


OJ990312 01 


. 9A01 


. C33 . ol 


. tm 


Method 


TBLASTX: 


Maize 






Start 


2828 








End 


3298 






j : 
•:w 


GI 


none 








Score 


61 






=r 


Exons 


2828 . . 2896, 


2885 


. . 3298, 


2896. 


. 3276 








Cn 
l~ LI 


Seq. No. 


5111 








Seq. ID 


OJ990312 


_01.9A01 


.C33 




Gene No. 


10620 








Strand 


+ 








Start 


271 








End 


3632 








Name 


/-v T ft ft ft O 1 O /"V 1 

OJ990312 01 


. 9A0 1 


. C33 . o2 


■ gp 


Method 


AAT/GAP 








Start 


2849 








End 


3632 






ru 


GI 


a ^ i /iron 

4714588 








Score 


1287 








Exons 


284 9 . . 3425, 


3509 


. . 3632 














Seq. No. 


5112 








Seq. ID 


OJ990312 


_01.9A01 


.C35 




Gene No. 


10621 








Strand 


+ 








Start 


2469 








End 


4063 








Name 


/"\ TO f\ A ") 1 ft ft 1 

OJ990312 01 


. 9A0 1 , 


. C35 . o2 , 


.gs 


Method 


GENSCAN 








Start 


2469 






End 


3113 






C3 


GI 


none 








Score 


.74 








Exons 


24 69 . . 2541, 


2574 , 


. . 2851, 


2900.. 


.3009, 3056.. 3113 








Seq. No. 


C 1 1 ft 

5112 








Seq. ID 


OJ990312 


_01.9A01 


.C35 




Gene No. 


10621 








Strand 


+ 








Start 


24 69 








End 


4063 








Name 


OJ990312 01. 


.9A01. 


■C35.ol. 


,np 


Method 


AAT/NAP 








Start 


2733 








End 


4063 








GI 


6721512 ' 








Score 


100 








Exons 


2733. .2851, 


2879, 


, .3013, 


3056. 


.3092, 3205.. 3283, 


4032. .4063 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


5112 








Seq. ID 


OJ990312 


_01.9A01 


.C35 




Gene No. 


10622 








Strand 










Start 


8 








End 


1007 








Name 


OJ990312 01, 


. 9A01. 


C35.ol. 


gs 


Method 


GENSCAN 








Start 


8 








End 


1007 







5242 



GI 

Exons 



hone 

8. .134, 303. .1007 



Score 



.93 



Seq. No. 


5112 


Seq. ID 


OJ990312_01 . 9A01 . C35 


Gene No. 


10622 


Strand 


~ 


Start 


8 


End 


1007 


Name 


OJ990312_01 . 9A01 . C35 . ol . tm 


Method 


TBLASTX: Maize 


Start 


81 


End 


306 


GI 


none 


Score 


71 


Exons 


81. .173, 81. .296, 139. .306 






Seq. No. 


5113 


Seq. ID 


OJ990312_01 . 9A01 . C38 


Gene No. 


10623 


Strand 




Start 


249 


End 


373 


Name 


OJ990312_01. 9A01.C38 .ol.gs 


Method 


GENSCAN 


Start 


249 


End 


373 


GI 


none 


Score 


. 47 


Exons 


249. .373 






Seq. No. 


5114 


Seq. ID 


OJ990402_01.9A01.C1 


Gene No. 


10624 


Strand 


+ 


Start 


1 


End 


2355 


Name 


OJ990402 01.9A01.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1832 


GI 


2792238 


Score 


162Q 


Exons 


1..532, 1003. .1832 






GI Descrip. 


(AF032697) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


5114 


Seq. ID 


OJ990402_01.9A01.C1 


Gene No. 


10624 


Strand 


+ 


Start 


1 


End 


2355 


Name 


OJ990402 01.9A01.Cl.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


2355 


GI 


2258317 


Score 


501 


Exons 


1..330, 801. .2355 






GI Descrip. 


(AF004879) resistance complex protein 


I2C-2 [Lycopersicon 


•> 


esculentum] 







Seq. No. 
Gene No. 
Start 
-Name 
Start 
GI 

Exons 

Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5114 

10624 

1 

OJ990402_01 : 9A01 . CI . ol . tm 

214 

none 



Seq. ID OJ990402_01.9A01.C1 

Strand + 

End 2355 

Method TBLASTX: Maize 

End 1219 

Score 39 



214. .252, 349. .447, 469. .543, 816. .1217, 842. .976, 1004. .1219 



5114 

10624 

1 

OJ990402_01 . 9A01 . CI . ol . ts 

361 

none 



Seq. ID OJ990402_01. 9A01.C1 

Strand + 

End 2355 

Method TBLASTX : Soybean 

End 1274 

Score 81 

361. .444, 363. .440, 830. .949, 834. .950, 996. .1229, 1013. .1135, 
1242. .1274 



Seq. No. 
Gene No. 



5114 
10624 



Seq. ID OJ990402_01. 9A01.C1 
Strand + 



5243 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 02_01 . 9A01 . CI . ol . tw 

364 

none 



End 

Method 

End 

Score 



2355 

TBLASTX: Wheat 

1123 

55 



364. .441, 439. .507, 837. .977, 854. .952, 996. .1121, 1013. .1123 



5114 

10624 

1 

OJ990402_01 . 9A01 . CI . o2 . tm 

1487 

none 



Seq. ID OJ990402_01.9A01.C1 

Strand + 

End 2355 

Method TBLASTX: Maize 

End 1928 

Score 252 



1487.. 1795, 1488. .1928, 1539.. 1847, 1823.. 1900 



5115 

10625 

66 

OJ990402_01. 9A01.C2.ol.gs 
66 

none 

66.. 473, 660.. 911 



Seq. ID OJ990402_01.9A01.C2 

Strand 

End 911 

Method GENSCAN 

End 911 

Score .48 



5115 
10626 
1617 

OJ990402_01 . 9A01 . C2 . ol . np 
1617 
3810596 
1617. .1942 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID • OJ990402_01. 9A01.C2 
Strand 

End 1942 
Method AAT/NAP 
End 1942 
Score 190 



=H Seq. No. 5115 

* Gene No. 10626 

L Start 1617 

:3 Name OJ990402_01 . 9A01 . C2 . ol . tm 

Start 1627 

a ^ GI none 

j Exons 1627.. 1782, 1792.. 1941 

:2 Seq. No. 5116 

J Gene No. 10627 

Start 67 

Name OJ990402_01. 9A01.C3.ol.gs 

Start 67 

GI none 

Exons 67.. 278, 660.. 1301 

Seq. No. 5116 

Gene No. 10628 

Start 2456 

Name 0 J9 90 4 02_0 1 . 9A0 1 . C3 . o2 . gs 

Start 2456 

GI none 

Exons 2456. .2752 



Seq. ID OJ990402_01.9A01.C2 
Strand 

End " 1942 

Method TBLASTX : Mai ze 

End 1941 

Score 113 



Seq. ID OJ990402_01.9A01.C3 

Strand + 

End 1301 

Method GENSCAN 

End 1301 

Score .61 



Seq. ID OJ990402_01.9A01.C3 

Strand + 

End 2752 

Method GENSCAN 

End 2752 

Score .84 



Seq. No. 



5117 



Seq. ID OJ990402_01.9A01.C4 



5244 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10629 Strand 
1 End 1775 

OJ990402 J)l . 9A01 . C4 . ol . np Method AAT/NAP 

1 End 1775 

6907086 Score 1341 

1..309, 433. .551, 791. .952, 1012. .1775 
(AP001129) hypothetical protein [Oryza sativa] 



5117 Seq. ID 

10629 Strand 
1 End 
OJ990402_01 . 9A01 . C4 . o2 . gs Method 
618 End 
none Score 
618. .883, 1020.. 1538 

5118 Seq. ID 

10630 Strand 
65 End 
OJ990402_01 . 9A01 . C5 . ol . gs Method 
65 End 
none Score 
65. .117, 301. .347, 787. .860 



OJ990402_01.9A01.C4 

1775 
GENSCAN 
1538 
.69 



OJ990402_01.9A01.C5 
+ 

1135 
GENSCAN 
860 
.78 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5118 
10630 
65 

OJ990402_01 . 9A01 .C5.ol.gp 
651 

38782_1.R1084 
651. .1135 

' 6069643/dbj IAP000616. 1 IAP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ990402 
+ 

1135 
AAT/GAP 
1135 
717 



01.9A01.C5 



Seq. No. 


5118 


Seq. ID 


OJ990402_ 


_01. 


9A01 


.C5 


Gene No. 


10631 


Strand 










Start 


1 


End 


274 








Name 


OJ990402 01.9A01.C5.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


274 








GI 


6907088 


Score 


198 








Exons 


1..36, 137. .274 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


5119 


Seq. ID 


OJ990402_ 


_01. 


9A01 


.C6 


Gene No. 


10632 


Strand 


+ 








Start 


155 


End 


394 








Name 


OJ990402 01.9A01.C6.ol.gs 


Method 


GENSCAN 








Start 


155 


End 


394 








GI 


none 


Score 


.46 








Exons 


155. .394 












Seq. No. 


5119 


Seq. ID 


OJ990402_ 


_01. 


9A01 


.C6 


Gene No. 


10633 


Strand 


+ 








Start 


851 


End 


911 - 








Name 


OJ990402 01.9A01.C6.ol.gp 


Method 


AAT/GAP 








Start 


851 


End 


911 








GI 


4715947 


Score 


75 









5245 




Exons 851.. 911 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


5119 


Seq. ID 


OJ990402_01.9A01 


.C6 


Gene No. 


10634 


Strand 


+ 




Start 


1353 


End 


1519 




Name 


OJ990402 01.9A01.C6.ol.np 


Method 


AAT/NAP 




Start 


1353 


End 


1519 




GI 


5541686 


Score 


95 




Exons 


1353. .1519 








GI Descrip. 


(AL096859) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


5120 


Seq. ID 


OJ990402JD1.9A01 


.C8 


Gene No. 


10635 


Strand 


+ 




Start 


1 


End 


630 




Name 


OJ990402 01.9A01.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


509 




GI 


2792238 


Score 


468 




Exons 


1. .509 








GI Descrip. 


(AF032697) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 




oeq . lu 




. to 


Gene No. 


10635 


Strand 


+ 




Start 


1 


End 


630 




Name 


OJ990402 01.9A01.C8.ol.gs 


Method 


GENSCAN 




Start 


15 


End 


630 




GI 


none 


Score 


.44 




Exons 


15. .630 








Seq. No. 


5120 


Seq. ID 


OJ990402_01.9A01 


C8 


Gene No. 


10635 


Strand 


+ 




Start 


1 


End 


630 




Name 


OJ990402 01.9A01.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


135 


End 


464 




GI 


none 


Score 


184 




Exons 


135. .464 . 








Seq. No. 


5120 


Seq. ID 


OJ990402JU.-9A01 


C8 


Gene No. 


10635 


Strand 


+ 




Start 


1 


End 


630 




Name 


OJ990402 01.9A01.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


162 


End 


563 




GI 


none 


■ Score 


69 




Exons 


162. .257, 165. .563, 218. .472 








Seq. No. 


5121 


Seq. ID 


OJ990402_01.9A01. 


C9 


Gene No. 


10636 


Strand 






Start 


1 


End 


621 




Name 


OJ990402 01.9A01.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


621 




GI 


6573772 


Score 


428 




Exons 


1. .621 








GI Descrip. 


(AC009243) F28K19.27 [Arabidopsis thaliana] 





5246 



Seq. No. 5121 

Gene No. 10636 

Start 1 

Name OJ990402_01 . 9A01 . C9 . ol . tc 

Start 31 

GI none 
Exons 



Seq. ID OJ990402_01.9A01.C9 

Strand 

End 621 

Method TBLASTX : Cress 

End 561 

Score 104 



31. .81, 82. .195, 83. .196, 181. .330, 209. .331, 343. .561, 347. .559 



Seq. No. 5121 

Gene No. 10636 
Start ^ 1 

Name OJ990402_01 . 9A01 . C9 . ol . ts 

Start 31 

GI none 
Exons 



Seq. ID . . OJ990402_01 . 9A01 . C9 
Strand 

End 621 

Method TBLASTX : Soybean 
End 561 
Score 116 



31. .78, 73. .195, 86. .196, 196. .561, 197. .559 



i,3 

en 

ru 
a 

hi 



Seq. No. 5121 

Gene No. 10636 

Start 1 

Name OJ9904 02_01 . 9A01 . C9 . ol . tm 

Start 40 

GI none 

Exons 40.. 195, 181.. 561, 233.. 538 

Seq. No. 5121 

Gene No. 10636 

Start 1 

Name OJ990402_01 . 9A01 . C9 . ol . gs 

Start 89 

GI none 

Exons 89.. 541 



Seq. ID OJ990402_01.9A01.C9 
Strand 

End 621 

Method TBLASTX : Maize 

End 561 

Score 14 3 



Seq. ID OJ990402_01.9A01.C9 
Strand 

End 621 

Method GENS CAN 

End ■ 541 

Score .91 



•ssf 
''J 



Seq. No. 5122 

Gene No. 10637 

Start 1 

Name OJ990402_01. 9A01.C11 .ol.gp 

Start 1 

GI 35419_1.R1084 

Exons 1..171, 945.. 1164, 1991.. 2227 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990402_01.9A01.C1L 
Strand 

End 2227 

Method AAT/GAP 

End 2227 

Score 1184 



Seq. No. 5122 

Gene No. 10637 

Start 1 

Name OJ990402_01 . 9A01 . Cll . ol . gs 

Start 11 

GI none 

Exons 11.. 171, 945.. 1164, 1991.. 2190 



Seq. ID OJ990402_01.9A01.C11 
Strand 

End 2227 

Method GENSCAN 

End 2190 

Score .87 



Seq. No. 5122 

Gene No. 10638 

Start 3375 

Name OJ990402_01 . 9A01 . Cll . ol . tm 

Start 1 

GI none 



Seq. ID OJ990402_01.9A01.C11 
Strand 

End 4020 

Method TBLASTX : Mai ze 

End 2194 

Score 188 



5247 



J 



Exons 


1. .177, 2. . 


172, 


942. .1067, * 942. .1196, 


946. .1197, 1988. .2074 




1990. . 2052, 


2122 


. .2175, 2123. 


.2194, 2168.. 2194 


Seq. No. 


5122 






Seq. ID 


OJ990402_01 . 9A01 .Cll 


Gene No. 


10638 






Strand 




Start 


3375 






End 


4020 


Name 


OJ990402_01 


.9A01 


.Cll.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


2288 


GI 


none 






Score 


172 


Exons 


1. .177, 2. . 


172, 


942.. 1163, 942.. 1193, 


946. .1194, 1979. .2074 




1990. .2055, 


2122 


..2175, 2250. 


.-2288 




Seq. No. 


5122 






Seq. ID 


OJ990402_01.9A01.C11 


Gene No. 


10638 






Strand 




Start 


3375 






End 


4020 


Name 


OJ990402_01 


. 9A01 


.Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


942 






End 


2053 


GI 


none 






Score 


171 


Exons 


942. . 1196, 


946. . 


1197, 949. .1197, 1988. 


.2053, 1990. .2052 


Seq. No. 


5122 






Seq. ID 


OJ990402_01 . 9A01 .Cll 


Gene No. 


10638 






Strand 




Start 


3375 






End 


4020 


Name 


OJ990402_01 


.9A01 


.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


990 






End 


2194 


GI 


none 






Score *. 


164 


Exons 


990. . 1163, 


990. . 


1193, 991. .1194, 1990. 


.2055, 1991. .2074, 




2067. .2084, 


2122 


..2175, 2123. 


.2194 




Seq. No. 


5122 






Seq. ID 


OJ990402_01.9A01.C11 


Gene No. 


10638 






Strand 




Start 


3375 






End 


4020 


Name 


OJ990402_01 


.9A01 


.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


3282 






End 


4020 


GI 


none 






Score 


35 


Exons 


3282. .3320, 


3387 


..3575, 3388. 


.3570, 3630. .3710, 3813.. 3971, 




3859. . 3969, 


3981 


..4019, 3991. 


.4020 




Seq. No. 


5122 






Seq. ID 


OJ990402_01 . 9A01 . Cll 


Gene No. 


10638 






Strand 




Start 


3375 






End 


4020 


Name 


OJ990402_01 


.9A01 


.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3372 






End 


4020 


GI 


none 






Score 


105 


Exons 


3372. .3572, 


3382 


..3570, 3630. 


.3710, 3634. .3684, 3825. .4019, 




3850. .4020 










Seq. No. 


5122 






Seq. ID 


OJ990402_01. 9A01.C11 


Gene No. 


10638 






Strand 




Start 


3375 






End 


4020 


Name 


OJ990402 01 


. 9A01 


.Cll.o2.gs 


Method 


GENS CAN 


Start 


3375 




End 


4018 


GI 


none 






Score 


.86 


Exons 


3375. .4018 










Seq. No. 


5122 






Seq. ID 


OJ990402J31. 9A01.C11 


Gene No. 


10638 






Strand 





5248 



Start 
Name 
Start 
GI 

Exons 



3375 End 

OJ9904 02_01 . 9A0 1 . CI 1 . ol . tc Method 

3378 End 

none Score 



4020 

TBLASTX: Cress 

4020 

103 



3378.. 3572, 3379.. 3570, 3631.. 3711, 3633.. 3710, 3825.. 4019, 
3826.. 4020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5122 

10638 

3375 

OJ990402_01 . 9A01.Cll.o2. tw 

3474 

none 



Seq. ID OJ990402_01.9A01.C11 
Strand 

End. • 4020 

Method TBLASTX : Wheat 

End 3944 

Score 61 



3474. .3572, 3475. .3570, 3630. .3710, 3634. .3708, 3825. .3944, 
3826.. 3933 



! is? 



■J 

ru 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



5122 
10638 
3375 

OJ990402_01 . 9A01 . Cll . o3 . gp 
3630 

uC-osflcyp033h09bl 
3630. .3964 

•4100433 2.0e-10' (AF000378) beta-glucosidase [Glycine max] 1 



Seq. ID OJ990402_01.9A01.C11 
Strand 

End 4020 

Method AAT/GAP 

End 3964 

Score 606 



5122 
10638 
3375 

OJ990402_01. 9A01.Cll.ol.np 
3678 
4100433 
3678.-3744, 3778. .4018 

(AF000378) beta-glucosidase [Glycine max] 



Seq. ID OJ990402_01.9A01.C11 
Strand 

End 4020 

Method AAT/NAP ; 

End 4018 

Score 232 



5123 

10639 

5366 

OJ990402_01 . 9A01 . C12 . o2 . gs 

5366 

none 



Seq. ID OJ990402_01.9A01.C12 

Strand + 

End 8544 

Method GENSCAN 

End 8544 

Score .44 



5366. .5761, 6054. .6105, 7061. .7269, 7461. .7642, 7957. .8113, 
8161. .8544 



Seq. No. 5123 

Gene No. 10640 

Start 9206 

Name OJ990402_01 . 9A01 . C12 . o3 . gs 

Start 9206 

GI none 

Exons 9206. .9314, 9418. .9635 

Seq. No. 5123 

Gene No. 10641 

Start 1 

Name OJ990402_01 . 9A01 . CI 2 . ol . np 

Start 1 

GI 6573772 * 



Seq. ID OJ990402_01.9A01.C12 

Strand + 

End 9635 

Method GENSCAN 

End 9635 

Score .51 



Seq. ID OJ990402_01.9A01.C12 
Strand 

End 4027 

Method AAT/NAP 

End 4015 

Score 441 



5249 



Exons 1..152, 3626.. 4015 

GI Descrip. (AC009243) F28K19.27 (Arabidopsis thaliana] 





Seq. No. 


5123 






Seq. ID 


OJ990402_01. 9A01 


.C12 




Gene No. 


10641 






Strand 








Start 


1 






End 


4027 






Name 


OJ990402 01 


.9A01.C12.ol 


.gs 


Method 


GEN SCAN 






Start 


61 






End 


4027 






GI 


none 






Score 


. 69 






Exons 


61.-. 152, 3626.. 4027 












Seq. No. 


5123 






Seq. ID 


OJ990402_01. 9A01 


.C12 




Gene No. 


10642 






Strand 


— 






Start 


10716 






End 


12717 






Name 


OJ990402 01 


.9A01.C12.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


1 






End 


3835 






GI 


none 






Score 


188 






Exons 


1..150, 3.. 


155, 3612.. 3812, 


3617. .3835, 


3653. .3835 






Seq. No. 


5123 






Seq. ID 


OJ990402_01. 9A01 


- 

.C12 




Gene No. 


10642 






Strand 


— 






Start 


10716 






End 


12717 






Name 


OJ990402 01 


.9A01.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Q 


Start 


1 






End 


165 






GI 


none 






Score 


226 




m 


Exons 


1..165, 3.. 


155 










ry 


Seq. No. 


5123 






Seq. ID 


OJ990402_01. 9A01 


.C12 




Gene No. 


10642 






Strand 






Ly 


Start 


10716 






End 


12717 






Name 


OJ990402 01 


. 9A01.C12.ol 


. ts 


Method 


TBLASTX : Soybean 




is : : 


Start 


75 






End 


3907 




1 y 


GI 


none 






Score 


84 






Exons 


75.. 155, 76 


..147, 3612. 


.3815 


, 3617.. 3907, 3758. .3823 






Seq. No. 


5123 






Seq. ID 


OJ990402_01.9A01 


• C12 




Gene No. 


■ 10642 






Strand- 






i 


Start 


10716 






End 


12717 




hJ 


Name 


OJ990402 01 


.9A01.C12.o2 


.tm 


Method 


TBLASTX: Maize 




i : 
•a cr 


Start 


3617 






End 


3781 




a 




none 






Score 


221 






Exons 


3617. .3775, 


3630. .3773, 


3632 


. .3781 








Seq. No. 


5123 






Seq. ID 


OJ990402_01. 9A01 


.C12 




Gene No. 


10642 






Strand 








Start 


10716 






End 


12717 






Name 


OJ990402 01 


.9A01.C12.o3 


.tm 


Method 


TBLASTX: Maize 






Start 


8331 






End 


8529 






GI 


none 






Score 


77 






Exons 


8331. .8420, 


8335..8424, 


8336 


..8431, 8337. .8423, 8338. .8424, 






8430. .8522, 


8431. .8529 












Seq. No. 


5123 






Seq. ID 


OJ990402_01.9A01 


.C12 




Gene No. 


10642 






Strand 








Start 


10716 






End 


12717 






Name 


OJ990402 01 


.9A01.C12.o4 


.gs 


Method 


GENSCAN 






Start 


10716 




End 


12717 , 





5250 



GI 

Exons 



none Score .41 

10716. .10817, 11298. .11389, 12492. .12717 



Seq. No. 


5124 




Seq. ID 


OJ990402_01 . 9A01 . C13 


Gene No. 


10643 




Strand 


+ 


Start 


1421 




End 


2478 


Name 


OJ990402 01.9A01.C13.o2 


.gs 


Method 


GENSCAN 


Start 


1421 




End 


2445 


GI 


none 




Score 


.9 


Exons 


1421. .2445 . 








Seq. No. 


5124 




Seq. ID 


OJ990402_01 . 9A01 . C13 


Gene No. 


10643 




Strand 


+ 


Start 


1421 




End 


2478 


Name 


OJ990402 01.9A01.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1679 




End 


2478 


GI 


2792222 




Score 


1094 


Exons 


1679. .2478 








GI Descrin 


(AF032689) NBS-LRR tvDe 


resistance protein [Oryza sativa] 


Seq. No. 


5124 




Seq. ID 


OJ990402_01.9A01.C13 


Gene No. 


10644 




Strand 




Start 


210 




End 


4 65 


Name 


OJ990402 01.9A01.C13.ol 


.gs 


Method 


GENSCAN 


Start 


210 




End 


4 65 


GI 


none 




Score 


.61 


Exons 


210. .332, 387. .465 








Seq. No. 


5125 




Seq. ID 


OJ990402_01 . 9A01 . C14 


Gene No. 


10645 




Strand 


+ 


Start 


1 




End 


679 


Name 


OJ990402 01.9A01.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


679 


GI 


2792238 




Score 


1190 


Exons 


1. .679 








GI Descrip. 


(AF032697) NBS-LRR tvne 


resistance protein [Oryza sativa] 


Seq. No. 


5125 




Seq. ID 


OJ990402 01.9A01.C14 


Gene No. 


10645 




Strand 


+ 


Start 


1 




End 


679 


Name 


OJ990402 01. 9A01.C14.ol 


.gs 


Method 


GENSCAN 


Start 


180 


End 


622 


GI 


none 




Score 


.48 


Exons 


180. . 622 








Seq. No. 


5125 




Seq. ID 


OJ990402_01.9A01.C14 


Gene No. 


10645 




Strand 


+ 


Start 


1 




End 


679 


Name 


OJ990402 01.9A01.C14.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


198 




End 


599 


GI 


none 




Score 


83 


Exons 


198. .296, 218. .280, 317, 


. .598, 


318. .599 




Seq. No. 


5125 




Seq. ID 


OJ990402_01 . 9A01 .C14 


Gene No. 


10645 




Strand 


+ 


Start 


1 




End 


679 


Name 


OJ990402 01.9A01.C14.ol, 


.ts 


Method 


TBLASTX: Soybean 



5251 



Start 
GI 

Exons 



231 End 518 

none Score 7 6 

231.. 314, 233.. 289, 309.. 518 



Seq. No. 5126 

Gene No. 1064 6 

Start 108 

Name OJ990402_01 . 9A01 .C15 . ol . gs 

Start 108 

GI .none 

Exons 108.. 437 



Seq. ID OJ990402_01.9A01.C15 

Strand + 

End 4 37 

Method GENSCAN 

End 4 37 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5126 

10647 

2488 

OJ9904 02_01 . 9A01 . C15 . o2 . gs 

2488 

none 



Seq. ID OJ990402_01.9A01.C15 
Strand 

End 6574 

Method GENSCAN 

End 6574 

Score .44 



2488. .3027, 3117. .3470, 3542. .3672, 4068. .4194, 5244. .5427, 
5480. .5490, 6506. .6574 . 



Seq. No. 
Gene No. 
U Start 
; ,3 Name 
Start 
GI 

Exons 
U GI Descrip. 

u 



cn 



5126 
10647 . 
2488 

OJ990402_01 . 9A01 .C15.ol.np 
2770 
6721547 
2770. .2848, 6490. .6574 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990402_01.9A01.C15 
Strand 

End 6574 

Method AAT/NAP 

End 6574 

Score 81 



'■a 


Seq. No. 


5127 




Seq. ID 


OJ990402_01.9A01.C16 




. Gene No. 


10648 




Strand 


+ 


\ y 


Start 


484 




End 


6086 


•3 


Name 


OJ990402 01.9A01.C16.ol 


.gs 


Method 


GENSCAN 




Start 


484 




End 


6086 


4 


GI 


none 




Score 


.7 




Exons 


484. .519, 566. .654, 750 


. .871, 


1449. .1637, 1802. .4421, 






4444. .4548, 5217. .5269, 


5848. 


.6086 




□ 


Seq. No. 


5127 




Seq. ID 


OJ990402_01 . 9A01 .C16 




Gene No. 


10648 




Strand 


+ 




Start 


484 




End " 


6086 




Name 


OJ990402 01.9A01.C16.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2038 




End 


3342 




GI 


none 




Score 


69 




Exons 


2038. .2115, 2134. .2301, 


2359. 


.2601, 2707. .2817, 3121. .3342 




Seq. No. 


5127 




Seq. ID 


OJ990402_01.9A01.C16 




Gene No. 


10648 




Strand 


+ 




Start 


484 




End. 


6086 




Name 


OJ990402 01.9A01.C16.ol 


.np 


Method 


AAT/NAP 




Start 


2056 




End 


3501 




GI 


2792238 




Score 


1603 




Exons 


2056. .3501 










GI Descrip. 


(AF032697) NBS-LRR type 


resistance protein [Oryza sativa] 




Seq. No. 


5127 




Seq. ID 


OJ990402_01 . 9A01 . C16 



5252 



Gene No. 10648 

Start 484 

Name OJ990402_01 . 9A01 . CI 6 . ol . 

Start 2065 

GI none 

Exons 2065.. 2190, 2272.. 2382, 
2506.. 2643, 2670.. 2789 



tm 



Strand 
End 

Method 
End • 
Score 



+ 

6086 

TBLASTX: Maize 

2886 

72 



2347.. 2385, 2416.. 2475, 2485.. 2886, 



ft 

<ssf 

hi 

m 



Seq. No. 5127 

Gene No. 10648 

Start 484 

Name OJ990402_01 .9A01.C16.ol, 

Start 2233 

GI none 

Exons 2233.. 2313, 2359.. 2472, 



Seq. ID OJ990402_01.9A01.C16 

Strand + 

End 6086 

ts Method TBLASTX: Soybean 

End 2805 

Score 59 
2503.. 2619, 2632.. 2805 



Seq. No. 5127 
Gene No. " 10648 

Start 484 

Name OJ990402_01 . 9A01 . C16 . ol . tw 

Start 2503 

GI none 

Exons 2503.. 2649, 2520.. 2618, 

Seq. No. 5127 

Gene No. 10648 

Start 484 

Name OJ990402_01 . 9A01 . C16 . o2 . tm 

Start 2926 

GI none 

Exons 2926..34S3, 3157.. 3444 



Seq. ID OJ990402_01.9A01.C16 



Strand 
End 

Method 

End 

Score 



+ 

6086 

TBLASTX: Wheat 

2789 

92 



2644.. 2787, 2673.-2789 



Seq, ID OJ990402_01.9A01.C16 

Strand + 

End 6086 

Method TBLASTX : Mai ze 

End 3453 

Score 238 



Seq. No. 5128 

ss Gene No. 10649 

C3 Start 865 

G Name OJ990402_01 . 9A01 . C17 . ol . gs 

L 2 Start 865 

r ~ GI none 

; i3 Exons 8 65.. 966 

Q 

Q Seq. No. 5129 

Gene No. 10650 ■ 

Start 7 9 

Name . OJ9904 02_01 . 9A01 . C18 . ol . gs 

Start 79 

GI none 

Exons 79.. 577 



Seq. ID OJ990402_01.9A01.C17 
Strand 

End 966 

Method GENSCAN 

End 966 

Score . 64 



Seq. ID OJ990402_01.9A01.C18 
Strand 

End 817 

Method GENSCAN 

End 577 

Score .46 



Seq. No. 5129 

Gene No. 10650 

Start 79 

Name OJ990402_01 . 9A01 . C18 . ol , 

Start 143 

GI 2792238 

Exons 143.. 817 

GI D.e scrip. (AF032697) NBS-LRR type 



np 



Seq. ID OJ990402_01.9A01.C18 
Strand 

End 817 

Method AAT/NAP 

End 817 

Score 678 



resistance protein [Oryza sativa] 



5253 




Seq. No. 


5130 






Seq. ID 


OJ990402_01.9A01 


.C19 


Gene No. 


10651 






Strand 






Start 


1 






End 


973 




Name 


OJ990402 


01.9A01.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


973 




GI 


. 2792238 






Score 


868 




Exons 


1. .973 












GI Descrip. 


(AF032697) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


5130 






Seq. ID 


OJ990402_01.9A01 


.C19 


Gene No. 


10651 






Strand 






Start 


1 






End 


973 




Name 


OJ990402 


01 9A01 C19 ol 


. qs 


Method 

Liw til 


GEN SCAN 




Start 


38 






End 


251 




GI 


none 






Score 


. 41 




Exons 


38 . . 251 












Seq. No. 


5130 






Seq. ID 


OJ990402JU.9A01 


.C19 


Gene No. 


10651 






Strand 






Start 


1 






End 


973 




Name 


OJ990402 


01 9A01 C19 ol 


. tc 


Met hod 


TBLASTX : Cress 




Start 


56 






End 


532 




GI 


none 






Score 


75 




Exons 


56. . 136, 


152 . . 223, 224 . 


. 355, 


279 . . 350, 


440 . . 532 




Seq. No. 


5130 






Seq. ID 


OJ990402_01.9A01 


.C19 


Gene No. 


10651 






Strand 






Start 


1 






End 


973 




Name 


OJ990402 


01 . 9A01 .C19.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


56 






End 


751 




GI 


none 






Score 


52 




Exons 


56. . 118, 


185. .394, 410. 


. 529, 


557 . . 682, 


716. .751 




Seq. No. 


5130 






Seq. ID 


OJ990402_01.9A01 


.C19 


Gene No. 


10651 






Strand 






Start 


1 






End 


973 




Name 


OJ990402 


01 9A01 C19 ol 


. tm 


Mpt hod - 


TBLASTX ■ Maize 




Start 


14 6 






End 


751 




GI 


none 






Score 


141 




Exons 


146 547 


227 520 536 


..613, 


692 751 






Seq. No. 


5130 






Seq. ID" 


OJ990402JU.9A01 


.C19 


Gene No. 


10651 






Strand 






Start 


1 






End 


973 




Name 


OJ990402 


01.9A01.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


242 






End 


526 




GI 


none 






Score 


53 




Exons 


242. .367, 


282.-368, 386 


. .526, 


411. .509 






Seq. No. 


5131 






Seq. ID 


OJ990402_01. 9A01 


.C20 


Gene No. 


10652 






Strand 






Start 


211 






End 


1233 




Name 


OJ990402 


01.9A01.C20.ol 


.gs 


Method 


GENSCAN 




Start 


211 






End 


1233 




GI 


none 






Score 


.47 





Exons 211.. 1233 



5254 



Seq. No. 5132 

Gene No. 10653 

Start 1220 

Name OJ990402_01.9A01.C22.ol. 

Start 1220 

GI none 

Exons 1220.. 1647, 2169.. 2226, 

Seq. No. 5133 

Gene No. 10654 

Start 1761 

Name OJ990402_01 . 9A01 . C23 . ol . 

Start 1761 

GI . none 

Exons 1761.. 3833 



Seq. ID OJ990402_01.9A01.C22 
Strand + 

3079 
GENSCAN 
3079 
.41 



End 

gs Method 
End 
Score 

2990. .3079 



gs 



Seq. ID OJ990402_01.9A01.C23 

Strand" 

End 3941 

Method GENSCAN 

End 3833 

Score .98 



Seq. No. 5133 

Gene No. 10654 

Start 1761 

Name OJ990402_01 . 9A01 . C23 . ol . 

Start 2529 

GI 2792238 

Exons 2529.. 3941 
3 GI Descrip. (AF032697) NBS-LRR type 

» 

z Seq. No. 5133 

J; Gene No. 10654 

y Start 1761 

3 Name OJ990402_01 . 9A01 . C23 . ol . 

ij Start 2688 

GI none 

f : Exons 2688.. 2906, 3225.. 3320, 



np 



Seq. ID OJ990402_01.9A01.C23 
Strand 

End 3941 

Method AAT/NAP 

End 3941 

Score 1441 



resistance protein [Oryza sativa] 

Seq. ID OJ990402_01.9A01.C23 
Strand 

End 3941 

tc Method TBLASTX: Cress 

End 3884 

Score 58 
3426.. 3668, 3726.. 3884 



Seq. No. 5133 

3 Gene No. 10654 

y Start 1761 

x Name OJ990402_01 . 9A01 . C23 . ol , 

2 Start 3054 
f GI none 

3 Exons 3054.. 3116, 3183.. 3392, 



Seq. ID OJ990402_01.9A01.C23 
Strand 

End 3941 

ts Method TBLASTX : Soybean 

End 3794 

Score 111 
3408.. 3527, 3555.. 3794 



Seq. No. 5133 

Gene No. 10654 

Start 1761 

Name OJ990402_01 . 9A01 . C23 . ol . 

Start 3142 

GI none 

Exons 3142.. 3357, 3144.. 3545, 
3634.. 3675, 3690.. 3761 

Seq. No. 5133 

Gene No. 10654 

Start 1761 

Name OJ990402_01 . 9A01 . C23 . ol . 

Start 3240 

GI none 

Exons 3240.. 3365, 3280.. 3366, 



Seq. ID OJ990402_01.9A01.C23 
Strand 

End 3941 

tm * Method TBLASTX: Maize 

End 3761 

Score 72 
3156. .3518, 3475. .3519, 3609. .3674, 



tw 



Seq. ID OJ990402_01.9A01.C23 
Strand 

3941 

TBLASTX: Wheat 
3524 
61 



End 

Method 
End 
Score 
3384. .3524. 



5255 



Seq. No. 5134 

Gene No. 10655 

Start 1 

Name OJ990402_01 . 9A01 .C24 . ol . np 

Start 1 

GI 2792222 

Exons 1 . . 638 

GI Descrip. (AF032689) NBS-LRR type resistance protein [Oryza sativa] 



Seq. ID OJ990402_01.9A01.C24 
Strand 

End 2777 

Method AAT/NAP 

End 638 

Score 637 



Seq. No. 5134 

Gene No. 10655 

Start 1 

Name OJ9904 02_01 . 9A01 . C24 . ol . gs 

Start 65 

GI none 

Exons 65.. 1123, 2672.. 2735 



Seq. ID OJ990402_01.9A01.C24 
Strand 

End 2777 

Method GENSCAN 

End 2735 

Score .55 



□ 



Seq. No. 5134 

Gene No. 10655 

Start 1 

Name OJ990402_01 . 9A01 . C24 . ol . tm 

Start 2492 

GI none 
Exons 



Seq. ID OJ990402_01.9A01.C24 
Strand 

End 2777 

Method TBLASTX : Mai ze 

End 2777 

Score 98 



2492. .2566, 2494. .2565, 2497. .2592, 2658. .2687, 2697. .2777, 
2707. .2769 



: Lf Seq. No. 5135 

^ Gene No. 10656 

".1 Start 6958 

= * Name OJ990402_01 . 9A01 ,C25 . o2 .gs 

=3 Start 6958 

'y GI none 

E Exons 6958.. 7545 

Seq. No. 5135 

Gene No. 10657 

Start 11880 

Name OJ990402_01 . 9A01 . C25 . o4 . gs 

Start 11880 

GI none 
Exons 



Seq. ID OJ990402_01.9A01.C25 



□ 



□ 



Strand 
End 

Method 

End 

Score 



+ 

7545 
GENSCAN 
7545 
.96 



Seq. ID OJ990402_01.9A01.C25 



Strand 
End 

Method 

End 

Score 



+ 

14144 
GENSCAN 
14144 
.47 



11880. .11957, 12349. .12406, 128 13 .. 12990, 13385 .. 13439, - 
13815. .13949, 14133. .14144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5135 

10658 

1168 

OJ990402_01 . 9A01 . C25 . ol . gs 

1168 

none 



Seq. ID OJ990402_01.9A01.C25 
Strand 

End 4489 

Method GENSCAN 

End 4489 

Score .4 



1168. .1198, 1269. .1471, 1589. .1757, 1917. .2192, 2828. .2917, 
3893. .3959, 4318. .4489 



Seq. No. 5135 

Gene No. 10659 

Start 7689 

Name OJ9904 02_01 . 9A01 . C25 . o3 . gs 



Seq. ID OJ990402_01.9A01.C25 
Strand 

End 10783 

Method GENSCAN 



5256 



• 



! i 



Start 


7689 








End 


10783 




GI 


none 








Score 


.42 




Exons 


7689. .8262, 


8478. 


.10783 










Seq. No. 


5135 








Seq. ID 


OJ990402_01.9A01 


.C25 


Gene No. 


10659 








Strand 








7689 








End 


10783 




Name 


OJ990402 01. 


9A01. 


C25.ol. 


np 


Method 


AAT/NAP 




Start 


9425 








End 


10363 




GI 


2792222 








Score 


969 




Exons 


9425. .10363 














GI Descrip. 


(AF032689) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


5135 








beq. id 


ujyyu4uz ui.yAui 


. LZO 




10660 








Strand 






Start 


14061 










1 A 1 *5 
lfi D 1 J 




Name 


OJ990402 01. 


9A01. 


LZO . Ol • 


gp 


Method 


7\ 7\ rp /pT\n 

A/il / bAr 




Start 


14061 








End 


14513 




GI 


none 








Score 


877 




Exons 


14061. .14513 












Seq. No. 


5135 








Seq. ID 


OJ990402_01.9A01 






10661 








Strand 






Start 


16179 








End 


18900 




Name 


OJ990402 01. 


9A01. 


no ^ r\0 


urn 


Method 


TBLASTX: Maize 




Start 


1912 








End 


2115 




GI 


none 








Score 


306 




Exons 


1912. .2103, 


1913. 


.2104, 


1933. 


.2115 






Seq. No. 


5135 








Seq. ID 


OJ990402_01.9A01 


.C25 


Gene No. 


10661 








Strand 






Of a 


16179 








End 


18900 




Name 


OJ990402 01. 


9A01. 


C25.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8684 








End 


17804 




GI 


none 








Score 


66 




Exons 


8684. .9082, 


8775. 


.9029, 


8990. 


.9085, 17133. .17804, 17161 


. .17; 




17266. .17577 














Seq. No. 


5135 








Seq. ID 


OJ990402_01.9A01 


.C25 


Gene No. 


10661 








Strand 






Start 


16179 








End 


18900 




Name 


OJ990402 01. 


9A01. 


C25.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8783 








End 


17597 




GI 


none 








Score 


179 




Exons 


8783. .9112, 


17274 


. .17597 











Seq. No. 5135 

Gene No. 10661 

Start 16179 

Name OJ9904 02_01 . 9A0 1 . C25 . ol . tc 

Start 8897 

GI none 
Exons 



Seq. ID OJ990402_01.9A01.C25 
Strand 

18900 

TBLASTX: Cress 
18692 
66 



End 

Method 
End 
Score 

8897. .9103, 9434. .9529, 9635.-9877, 9935. .10117, 17388 17 609, 
17400. .17594, 17913 .. 18023, 18129 .. 18371 , 18175 .. 18207, 
18262. .18363, 18432 .. 18614 , 18615.. 18692 



Seq. No. 



5135 



Seq. ID OJ990402_01.9A01.C25 



5257 



m 



Gene No. 


10661 


Strand 




Start 


16179 


End 


18900 


Name 


OJ990402 01.9A01.C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9263 


End 


18497 


GI 


none 


Score 


73 


Exons 


9263.. 9325, 9392.. 9601, 9617 


..9736, 9764.. 9889, 9923.. 10003, 




17757. .17822, 17895. .18098, 


18111. .18230, 18243. .18371, 




18408. .18497 






Seq. No. 


5135 


Seq. ID 


OJ990402_01 . 9A01 . C25 


Gene No. 


10661 


Strand 




Start 


16179 


End 


18900 


Name 


OJ990402 01 9A01 C25 ol tm 


Method 


TBLASTX: Maize 


Start 


9353 


End 


18467 


GI 


none 


Score 


141 


Exons 


9353. .9754, 9434. .9727, 9743 


..9820, 9899. .9970, 9947. .10153, 




17844. .18242, 17928 18035, 


18075. .18242, 18339 .. 18377, 




18393. .18467 






Seq. No. 


5135 


Seq. ID 


OJ990402_01.9A01.C25 


Gene No.. 


10661 


Strand 




Start 


16179 


End 


18900 


Name 


. OJ990402 01.9A01.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9449 


End 


18227 


GI 


none 


Score 


53 


Exons 


9449..9S74, 9489. .9575, 9593 


..9733, 9618. .9716, 17943. .18068 




18082. .18210, 18087.. 18227 






Seq. No. 


5135 


Seq. ID 


OJ990402_01 . 9A01 . C25 


Canp No 


10661 


Strand 




Start 


16179 


End 


18900 


Name 


OJ990402 01.9A01.C25.o5.gs 


Method 


GENSCAN 


Start 


16179 


End 


18900 


GI 


none 


Score 


.59 


Exons 


16179. .18900 






Seq. No. 


5135 


Seq. ID 


OJ990402_01 . 9A01 . C25 


Gene No. 


10661 


- Strand 




Start 


16179 


End 


18900 


Name 


OJ990402 01.9A01'.C25.o2.np 


Method 


AAT/NAP 


Start 


17229 


End • 


18674 


GI ' 


2792238 


Score 


2161 - 


Exons 


17229. .18674 






GI Descrip. 


(AF032697) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


5136 


Seq. ID 


OJ990402_01.9A01.C26 


npnp No 

\J ^ 117 \J . 


10662 


Strand 




Start 


1 


End 


139 


Name 


OJ990402 01. 9A01.C26.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


' 139 


GI 


none 


Score 


249 


Exons 


1..139 






Seq. No. 


5137 


Seq. ID 


OJ990402_01.9A01.C30 


Gene No. 


10663 


Strand 




Start 


1 


End 


704 


Name 


OJ990402 01.9A01.C30.ol.np 


Method 


AAT/NAP 



5258 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



704 
112 



6069659 
1..31, 247. .399, 652. .704 

(AP000616) hypothetical protein [Oryza sativa] 



Seq. No. 


5137 


Seq. ID 


OJ990402 


_01. 


9A01 


.C30 


Gene No. 


10663 


Strand 


- 








Start 


1 


End 


704 








Name 


OJ990402 01.9A01.C30.ol.gs 


Method 


GENSCAN 








Start 


226 


End 


5.91 








GI 


none 


Score 


. 71 








Exons 


226.. 366, 509.. 591 












Seq. No. 


5137 


Seq. ID 


OJ990402 


_01. 


9A01 


.C30 


Gene No. 


10663 


Strand 










Start 


1 


End 


704 








Name 


OJ990402 01.9A01.C30.o2.np 


Method 


AAT/NAP 








Start 


509 


End 


704 








GI 


6907088 


Score 


261 








Exons 


509.. 704 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 











Seq. No. 


5138 


Seq. ID 


OJ990402_01.9A01.C31 




Gene No. 


... 10664 


Strand 






Start 


34 


End 


576 




Name 


OJ990402 01.9A01.C31.ol.np 


Method 


AAT/NAP 




Start 


34 


End 


576 




GI 


2792238 


Score 


571 


: S3 


Exons 


34. .576 






.J 


GI Descrip. 


(AF032697) NBS-LRR type resistance protein [Oryza sativa] 




Seq. No. 


5138 


Seq. ID 


OJ990402_01.9A01.C31 




Gene No. 


10664 


Strand 






Start 


34 


End ■ 


576 




Name 


OJ990402 01.9A01.C31.ol.tm 


Method 


TBLASTX: Maize 


' u 4 


Start 


82 


End 


543 


: £s 


GI 


none 


Score 


104 


S3. 

. Z3 


Exons 


82. .543, 91. .378 








Seq. No. 


5139 


.Seq. ID 


OJ990402_01 . 9A01 . C32 




Gene No. 


10665 


Strand 






Start 


1 


End 


352 




Name 


OJ990402 01.9A01.C32.ol.np 


Method " 


AAT/NAP 




Start 


1 


End 


352 




GI 


1176976 


Score 


640 




Exons 


1..352 








GI Descrip. 


HYPOTHETICAL 29.2 KD PROTEIN 


IN XAPA-LIG INTERGENIC REGION 



(ORF254) gi|929585|emb|CAA52046| (X73828) orf254 [Escherichia 
coli] gi | 1788747 (AE000328) putative sugar hydrolase 
[Escherichia coli] gi | 1799822 | dbj | BAA16279 | (D90870) similar to 
[SwissProt Accession Number P45564] [Escherichia coli] 



Seq. No. 5139 Seq. ID 

Gene No. 10665 Strand 

Start 1 End 

Name OJ9904 02_01 . 9A01 . C32 .ol .gs Method 

Start 7 ■ End 



OJ990402_01 . 9A01 . C32 
352 

GENSCAN 
223 



5259 



GI 

Exons 



none 
7. .223 



Score 



.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5140 Seq. ID OJ990402_01.9A01.C34 

10666 Strand 

1. End 1044 

OJ990402_01 . 9A01 . C34 . ol . np Method AAT/NAP 

1 End . 1044 

6466937 Score 758 

1..1044 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



5140 

10666 

1 

OJ990402_01 . 9A01 . C34 . o2 . ts 
3 

none 
3. .224 



Seq. ID OJ990402_01.9A01.C34 
Strand 

End 104 4 

Method TBLASTX : Soybean 

End 224 

Score 187- 



Seq. No. 

Gene No. 
3 Start 
3 Name 
S Start 

;; GI 

^ Exons 

i 

y Seq. No. 

3 Gene No. 

jl Start 

" Name 

Start 

3 GI 

-j Exons 

JL 

* Seq. No. 
i Gene No. 
f Start 
3 Name 

Start 

GI 
. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



5140 

10666 

1 

OJ990402_01 . 9A01 . C34 . o2 . tw 
12 

none 

12. .197, 12. .194 

5140 

10666 

1 

0 J990402JU . 9A01 . C34 . ol . tm 

147 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 _01 . 9A01 . C34 
1044 

TBLASTX: Wheat 

197 

99 



OJ990402_01.9A01.C34 
1044 

TBLASTX: Maize 

632 

83 



147.. 632, 150. ,332, 190.. 333, 360.. 542 



5140* Seq. ID 

10666 Strand 

1 End 
OJ990402_01 . 9A01 . C34 . ol . tw Method 

201 End 

none Score 

201.. 572, 205.. 333, 243.. 518, 376.. 531 



5140 

10666 

1 

OJ990402_01.9A01.C34.ol.ts 

329 

none 

329..463, 336.. 647, 345.. 569 

5141 

10667 

1 

OJ990402_01 . 9A01 . C37 . ol . np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_01.9A01.C34 
1044 

TBLASTX: Wheat 

572 

65 



OJ990402_01.9A01.C34 
1044 

TBLASTX: Soybean 

647 

56 



Seq. ID OJ990402_01.9A01.C37 

Strand - , 

End- 1418 

Method AAT/NAP 



5260 






Start 


1 


End 


1418 




GI 


6069659 


Score 


103 




Exons 


1..70, 236. .348, 1342. .1418 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5141 


Seq. ID 


OJ990402_01 . 9A01 . C37 




Gene No. 


10667 


Strand 






Start 


1 


End 


1418 




Name 


OJ990402 01.9A01.C37.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1049 




GI 


6907088 


Score 


543 




Exons 


1..62, 497. .736, 912. .1049 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5141 


Seq. ID 


OJ990402_01 . 9A01 . C37 




Gene No . 


10667 


Strand 






Start 


1 


End 


1418 




Name 


OJ990402 01 9A01 C37.ol.as 


Method 

LIU ^XlVu 


GENSCAN 




Start 


215 


End 


580 




GI 


none 


Score 


.41 




Exons 


215. .355, 498. .580 








Seq. No. 


5142 


Seq. ID 


OJ990402_01 . 9A01 . C38 


i" 


Gene No . 


10668 


Strand 




•3 Cf 


Start 


450 


' End 


579 


J. J 


Name 


OJ990402 01.9A01.C38.ol.gs 


Method 


GENSCAN 


i e n 


Start 


450 


End 


579 


i" ! : 


GI 


none 


Score 


.87 


'isJ 


Exons 


450. .579 






J 


Seq. No. 


5143 


Seq. ID 


OJ990402_01 . 9A01 . C39 




Gene No. 


10669 


Strand 


+ 


n I 


Start 


1 


End 


1211 




Name 


OJ990402 01.9A01.C39.ol.np 


Method 


AAT/NAP 


ri 


Start 


1 


End 


1211 




GI 


6466937 


Score 


800 


Li 


Exons 


1. .1211 






i" 


GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 






Q 


Seq. No. 


5143 


Seq. ID 


OJ990402_01 . 9A01 . C39 




Gene No . 


10669 


Strand 


+ 




Start 


1 


End 


1211 




Name 


OJ990402 01.9A01.C39.ol.ts 


Method 


TBLASTX : Soybean 




Start 


58 


End 


283 




GI 


none 


Score 


235 




Exons 


58. .258, 59. .283 








Seq. No. 


5143 


Seq. ID 


OJ990402_01.9A01.C39 




Gene No. 


10669 


Strand 


+ 




Start 


1 


End 


1211 




Name 


OJ990402 01.9A01.C39.ol.tm 


Method 


TBLASTX: Maize 




Start 


60 


End- 


511 




GI 


none 


Score 


82 




Exons 


60. .170, 61. .171, 61. .510, 62 


. .511 





Seq. No. 5143 Seq. ID- OJ990402_01.9A01.C39 



5261 



Gene No . 


10669 


Strand 


+ 




Start 


1 


End 


1211 




Name 


OJ990402 01.9A01.C39.ol.gs 


Method 


GENSCAN 




Start 


68 


End 


1102 




GI 


none 


Score 


.96 




Exons 


68. .1102 








Seq. No. 


5143 


Seq. ID 


OJ990402_01. 9A01 


.C39 


Gene No . 


10669 


Strand 


+ 




Start 


1 


End 


M211 




Name 


OJ990402 01.9A01.C39.ol.tw 


Method 


TBLASTX: Wheat 




Start 


131 


End 


724 




GI 


none 


Score 


256 




Exons 


131. .511, 322. .510, 578. .724 








Seq. No. 


5143 


Seq. ID 


OJ990402_01.9A01 


.C39 


Gene No . 


10669 


Strand 


+ 




Start 


1 


End 


1211 




Name 


OJ990402 01.9A01.C39.o2.tm 


Method 


TBLASTX: Maize 




Start 


578 


End 


1084 




GI 


none 


Score 


260 




Exons 


578. .943, 640. .726, 775. .864, 


953. .1084 




Seq. No. 


5143 


Seq. ID 


OJ990402_01.9A01 


.C39 


Gene No 


10669 


Strand 


+ 




Start 


1 


End 


1211 




Name 


OJ990402 01.9A01.C39.o2. tw 


Method 


TBLASTX: Wheat 




Start 


743 


End 


988 




GI 


none 


Score 


190 




Exons 


743. .988, 775. .855 








Seq. No. 


5144 


Seq. ID 


OJ990402_01.9A01 


.C40 


Gene No . 


10670 


Strand 






Start 


,270 


End 


354 




Name 


OJ990402 01.9A01.C40.ol.gs 


Method 


GENSCAN 




Start 


270 


End 


354 




GI 


none 


Score 


.71 




Exons 


270. .354 








Seq. No. 


5145 


Seq. ID 


OJ990402_01.9A01 


.C41 


Gene No. 


10671 


Strand 






Start 


1 


End 


168 




Name 


OJ990402 01.9A01.C41.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


168 




GI 


5305458 


Score 


177 




Exons 


1..168 








GI Descrip. 


(AF074886) resistance protein 


[Oryza sativa] 




Seq. No. 


5146 


Seq. ID 


OJ990722_05.9A06 


.CI 


Gene No. 


10672 


Strand 


+ 




Start 


299 


End 


1449 




Name 


OJ990722 05.9A06.Cl.ol.gp 


Method 


AAT/GAP 




Start 


299 


End 


1016 




GI 


23825 1.R1084 


Score 


698 




Exons 


299. .321, 501. .696, 814. .1016 









GI Descrip. ' 6056199/gb | AAF02816. 1 | AC009400_12 7 . Oe-30 (AC009400) unknown 
protein-:" [Arabidopsis thaliana] 1 



5262 



Seq. No. 5146 

Gene No. 10672 

Start 299 

Name OJ990722_05 . 9A06 . CI . ol . gs 

Start 502 

GI none 

Exons 502.. 696, 814.. 994, 1080.. 1221 



Seq. ID OJ990722_05.9A06.C1 

Strand + 

End 144 9 

Method GENSCAN 

End 1221 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5146 ' Seq. ID 

10672 Strand . 

299 End 

OJ990722_05 . 9A06 . CI . ol . tm Method 

510 End 

none Score 



OJ990722_05 . 9A06. CI 
+ 

1449 

TBLASTX: Maize 

1223 

254 



510. .710, 513. .695, 790. .981, 815. .991, 831. .992, 1078. .1218, 
1080.. 1220, 1081.. 1221, 1097.. 1222, 1098.. 1223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 
o. Gene No. 
)i Start . 

Name 
13 Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5146 

10672 

299 

OJ990722_05 . 9A06 . CI . ol . np 
522 

6056199 



Seq. ID OJ990722_05.9A06.C1 



Strand 
End 

Method 

End 

Score 



+ 

1449 
AAT/NAP 
1449 
420 



522. .696, 814. .994, 1080. .1221, 1380. .1449 
(AC009400) unknown protein [Arabidopsis thaliana] 



5146 

10672 

299 

OJ990722_05 . 9A0 6 . CI . ol . ts 

531 

none 

531. .695, 647. .694, 815. .997, 
1383. .1448, 1385. .1441, 1395. 

5146 

10672 

299 

OJ990722_05 . 9A06 . CI . ol . tc 

645 

none 

645. .695, 810. .974, 815. .979, 

5146 

10672 

299 

OJ990722_05 . 9A0 6 . CI . ol . tw 

645 

none 

645. .695, 653. .691, 791. .943, 

5147 

10673 

1 

OJ990722_05.9A06.C2.ol.np 
1 



Seq. ID OJ990722_05. 9A06.C1 

Strand + 

End 1449 

Method TBLASTX : Soybean 

End 1448 

Score 87 

831. .992, 1078. .1224, 1087.. 
1448 



1215, 



OJ990722_05.9A06.C1 
+ 

1449 

TBLASTX: Cress 

989 

68 



Seq. ID 
Strand 
End 

Method 
End 
Score 
831. .989 

Seq. ID 
Strand 
End 

Method 
End 
Score 

831.. 974, 1072.. 1230 

Seq. ID OJ990722_05. 9A06.C2 

Strand + 

End 1095 

Method AAT/NAP 

End 1095 



OJ990722J35. 9A06.C1 
+ 

1449 

TBLASTX: Wheat 

1230 

70 



5263 




GI 


34027*4 9 




Score 


893 




Exons 


1. .1095 










GI Descrip. 


(AL031187) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


5147 






OJ990722 05 9A06 


.C2 


Gene No. 


10673 




Qf" rand 






Start 






End 


1095 




Name 


OJ990722 05 9A06 C2 ol 


tw 


Mpthod 


TBT.A^TX 'Wheat 




Start 


66 ~~ 




End 


560 




GI- 


none 




Score 


65 




Exons 


66. .173, 90. .560, 107.. 


184, 


281. .358/ 


443. .556 




Seq. No. 


5147 




OCU • XL/ 


O J9 9 07 22 05 9 AO 6 


• C2 


Gene No . 


10673 




C+- rand 

O L» X 0 1 1U 


-L 




Start 


1 




End 


1095 




Name 


OJ990722 05 9A06 C2 ol 


tc 


Mpt" hoH 


TBLASTX • Cress 




Start 


75 ~ 




End 


728 




GI 


none 




Score 


297 




Exons 


75. .617, 342. .479, 603. 


.728 








Seq. No. 


SI 47 




Ocy. XL/ 


O.T990722 05 QAOfi 


.C2 


Gene No . 


-L U V / »J 




Oil Cll 1LI 


-j. 




Start 






FnH 

L_iiIvX 


1095 

x yj y ■y 




Name 


OJ990722 05 9A06 C2 ol 


tm 


liC L11UU. 


TBLASTX • Maize 




Start 


90 ~ 
y \j 






1001 

X W \J X 




GI 


none 




Score 


68 




Exons 


90.. 224, 90.. 224, 126.. 


1001, 


230. .427, 


233. . 691 




Seq. No. 


5147 




O G \^ . XU 


O J9 90722 05 9 AO 6 

\y kj y y \j i t— \j y • y cwj \j 


.C2 


Gene No . 


10673 






+ 




Start 


1 




End 


1095 




Name 


OJ990722 05 9A06 C2 ol 




Mpf h nH 


ftF.NSCAN 

VJ l_l LN iy V^ILil 




Start 


Ill 




End 


104 9 




GI 


none 




Score 


.83 




Exons 


111. .1049 






- 




Seq. No. 


5147 




Seq. ID 


OJ990722 0 5 9 AO 6 

\y <y y y \J < £~ \j •y * y r\ \j \j 


.C2 


Gene No . 


10673 




^t ranH 


+ 




Start 


1 

X 




FnH 


1 095 

1 U J J 




Name 


OJ990722 05 9A06 C2 ol 


ts 


Lie L- liV/VA 


X U XJXiO X A . <J \J y KJ Cull 




Start 


213 _ 




FnH 


9R9 

3? O y 




GI 


none 




Score 


59 




Exons 


213. .332, 432. .473, 498 


. .989 


, 498. .938 






Seq. No. 






OtS . XL/ 




.C2 


Gene No . 


1 067^ 




Oil dllU 






Start 


1 

X 




FnH 






Name 


niQQn799 or Qzin^ no r\0 




ixie inoa 






Start 


732 




End 


989 




GI 


none 




Score 


209 




Exons 


732. .989, 734. .910 










Seq-. No. 


5148 




Seq. ID 


OJ990722_05. 9A06 


.C3 


Gene No. 


10674 




Strand 


+ 




Start 


229 




End 


'397 




Name 


OJ990722 05.9A06.C3.ol. 




Method 


GEN SCAN y 




Start 


229 




End 


397 





5264 



u 
,3 

i x ! £ 

ry 



i'ij 
1 fi~ 



GI 


none 








Score 


.75 




Exons 


229. .397 














Seq. No. 


5148 








Seq. ID 


OJ990722 


_05.9A06.C3 


Gene No . 


10675 








Strand 


+ 




Start 


4299 








End 


4690 




Name 


OJ990722 05 


. 9A06. 


.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


4299 








End 


4690 




GI 


2311825 








Score 


780 




Exons 


4299. .4690 














Seq. No. 


5148 








Seq. ID 


OJ990722 


_05.9A06.C3 


Gene m 


10676 








Strand 


+ 




Start 


6072 








End 


8241 




Name 


OJ990722 05 


.9A06, 


X3.o4. 


gs 


Method 


GENSCAN 




Start 


6072 








End 


8241 




GI 


none 








Score 


.55 




Exons 


6072. .6145, 


6776. 


. .6806, 


7385. 


.7682, 7719.. 7898, 


8177. .8241 


Seq. No. 


5148 








Seq. ID 


OJ990722_ 


_05.9A06.C3 


Gene No . 


10677 








Strand 






Start 


1806 








End 


2495 




Name 


OJ990722 05 


. 9A06. 


,C3.o2. 


gs 


Method 


GENSCAN 




Start 


1806 








End 


2495 




GI 


none 








Score' 


.99 




Exons 


1806. .1976, 


2334. 


, .2495 










Seq. No. 


5148 








Seq. ID 


OJ990722_ 


_05.9A06.C3 


Gene No. 


10678 








Strand 






Start 


3393 








End 


5240 




Name 


OJ990722 05 


. 9A06. 


,C3.o3. 


gs 


Method 


GENSCAN 




Start 


3393 








End 


5240 




GI 


none 








Score 


.88 




Exons 


3393. .3462, 


3758. 


. .3782, 


3836. 


.3953, 4081. .4155, 


4219. .4314 




4425. .4532, 


4620. 


, .4689, 


4831. 


.4958, 5055.. 5240 





□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5148 Seq. ID OJ990722_05 . 9A06 . C3 

10678 Strand 

3393 End 5240 

OJ990722_05 . 9A06 . C3 . ol . np Method AAT/NAP 

4831 End 5140 

6226027 Score 47 

4831. .5001, 5055. .5140 

PROBABLE RIBOSE 5-PHOSPHATE ISOMERASE ( PHOSPHORIBOISOMERASE) 

gi I 4262236 | gb IAAD14529.il (AC006200) putative ribose 5-phosphate 

isomerase [Arabidopsis thaliana] 



5148 Seq. ID 

10679 Strand 

6476 End 

OJ990722_05 . 9A06 . C3 . o2 . gp Method 

6476 End 

20262_1.R1084 Score 
6476.. 6769, 7800.. 7935 

' 3402817 /emb | CAA077 04 | 1.0e-17 (AJ007829 
pGreen] ' 



OJ990722 05.9A06.C3 



7935 
AAT/GAP 
7935 
716 



lacZ'* [Cloning vector 



5265 





Seq. No. 


r -I j ft 

5148 


Seq. ID 


f\ T A A A T A A 

OJ990722 


AC A TV A /T /~* A 

_05 . 9A06 . C3 . 




Gene No. 


10680 


Strand 








Start 


O C A o 

8523 


End 


10673 






Name 


OJ990722 05.9A06.C3.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


3385 


End 


4323 






GX 


none 


Score 


88 






Exons 


TIOC O ATI lOOC O X Jl *7 O *5 A A 

3385.. 3477, 3385.. 3447, 3399. 


.3458, 3694.. 3759, 


"5 /" A /T A T C A 

3696 . . 3758 , 






o o o c o a c zr oooc *3 ft c a ioo/r 

3825.-3956, 3835.. 3954, 3836. 


.3955, 4074.. 4133, 


4078 . . 4134 , 






40/9. .4135, 422U..4255, 4234. 


.4254, 4258. .4323, 


4258 . .4 311 




Seq. No. 


5148 


Seq. ID 


OJ990722 


AC A Tl A z' /-i A 

05 . 9A06 . C3 




Gene No. 


10680 


Strand 








Start 


o c o o 

8523 


End 


10673 






Name 


OJ990722 05 . 9A06.C3. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


3685 


End 


4991 






GI 


none 


Score 


81 






Exons 


3685. .3/53, 3byU..3/55, 3/02. 


.3758, 3837.. 3956, 


A A A O A A C vl 

3838 . . 3954 , 






o o c c o a c >i A t o ii i o i i n 

3855. .3956, 40/8. .4134, 4079. 


.4132," 4229. .4327, 


A ^ "~i A VI A ~1 1 

4234 . . 4311, 




- 


4422. .4544, 4446. .4499, 4617. 


.4688, 4651.. 4692, 


4833 . . 4 991, 






y| A A ""^ A AC A 

4 903 . . 4 959 










Seq. No. 


514 8 


Seq. ID 


OJ990722 


_05 . 9A06 . C3 




Gene No. 


i neon 

10680 


Strand 








Start 


8523 


End 


10673 




L-i 


Name 


OJ990722_05 . 9A06. C3 . o3 . tm 


Method 


TBLASTX: 


Maize 


: =S 


Start 


A A A C 

4 4 96 


End 


5243 




i 6 n 


GI 


none 


Score 


46 




ru 


Exons 


4496. .4540, 4507. .4539, 4613. 


.4693, 4620. .4694, 


4815 . . 4958, 


;* **j 




/I O "!) A vl A C O JtAAO 4 nr n C A VI A 

4830. .4958, 4903. .4959, 5043. 


.5096, 5223.. 5243 




t ■ 

LU 


Seq. No. 


5148 


Seq. ID 


OJ990722 


_05 . 9A06 . C3 


1 3 


Gene No. 


10680 


Strand 






i y 


Start 


8523 


End 


10673 






Name 


r\ T A A A T O A AC A Ti A C OA _ C _ _ 

OJyyU/22 05 . 9A06 . C3 . 05 . gs 


Method 


GENSCAN 






Start 


O C 1 o 

8523 


End 


10432 






GI 


none 


Score 


.93 






Exons 


O C O A A A O A AlT/i A A O C T A A /T "7 

8523.. 9083, 9174. .9285, 10267 


. .10432 






. ^ 

<s=£ 


Seq. No. 


5148 


Seq. ID 


OJ990722 


_05 . 9A06.C3 


.3 

t I 
I 3S f 


Gene No. 


10680 


Strand 






l!3 


Cf ^vf 

otart 


8523 


End 


10673 






Name 


OJ990722 05.9A06.C3.o3.gp 


Method 


AAT/GAP 






Start 


9992 


End 


10673 






GI 


9148 1.R1084 


Score 


895 






Exons 


9992.. 10432, 10589.. 10673 










GI Descrip. 


, 6056199/gb|AAF02816.1|AC009400 12 2.0e-27 (AC009400) unknown 






protein [Arabidopsis thaliana 


] ' 








Seq. No. 


5148 


Seq. ID 


OJ990722 


_05. 9A06.C3 




bene wo . 


10680 


Strand 








Start 


8523 


End 


10673 






Name 


OJ990722 05.9A06.C3.o2.tm 


Method 


TBLASTX:! 


Maize 




Start 


10254 


End 


10619 






GI 


none 


Score 


168 






Exons 


10254. .10430, 10263. .10433, 10264 104 34 , 10264 


.,10434, 



10587. .10619 



5266 




Seq. No. 


5148 


Seq. ID 


OJ990722_05. 9A06, 


,C3 


Gene No. 


10680 


Strand 






Start 


8523 


End 


10673 




Name 


OJ990722 05.9A06.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10261 


End 


10655 




GI 


none 


Score 


64 




Exons 


10261. .10332, 10263. .10433, 


10587. .10643, 10587 .. 10655, 






10588. .10653 








Seq. No. 


5148 


Seq. ID 


OJ990722_05.9A06. 


,C3 


Gene No. 


10680 


Strand 






Start 


8523 


End 


10673 




Name 


OJ990722 05.9A06.C3.o2.np 


Method 


AAT/NAP 




Start 


10266 


End 


10673 




GI 


6056199 


Score 


221 




Exons 


10266. .10432, 10589. .10673 








GI Descrip. 


(AC009400) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


5149 


Seq. ID 


OJ990722_05.9A06. 


,C4 


Gene No . 


10681 


Strand 


+ 




Start 


1973 


End 


3853 




Name 


OJ990722 05.9A06.C4.o2.gs 


Method 


GENS CAN 




Start ' 


1973 


End 


3853 




GI 


none 


Score 


.46 




Exons 


1973. .2114, 2682. .2700, 2788.-3635, 3714. .3853 




Seq. No. 


5149 


Seq. ID 


OJ990722_05.9A06. 


,C4 


Gene No . 


10682 


Strand 






Start 


230 


End 


526 




Name 


OJ990722 05.9A06.C4.ol.gs 


Method 


GENSCAN 




Start 


230 


End 


526 




GI 


none 


Score 


.67 




Exons 


230.. 377, 516.. 526 








Seq. No. 


5149 


Seq. ID 


OJ990722_05.9A06. 


,C4 


Gene No. 


10683 


Strand 






Start 


4641 


End 


5056 




Name 


OJ990722 05.9A06.C4.ol.gp 


Method 


AAT/GAP 




Start 


4641 


End 


5056 




GI 


8022 1.R1084 


Score 


165 




Exons 


4641. .4673, 4976.. 5056 









GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


5149 








Seq. ID 


OJ990722_05. 


9A06.C4 


Gene No. 


10684 








Strand 






Start 


5507 








End 


10725 




Name 


OJ990722 05. 


>9A06 


.C4 .o3. 


gs 


Method 


GENSCAN 




Start 


5507 








End 


10649 




GI 


none 








Score 


.45 




Exons 


5507. .5526, 


6662 


. .6774, 


6869. 


. 10147, 


10386. .10486, 


10512. . 10649 


Seq. No. 


5149 








Seq. ID 


OJ990722_05. 


9A06.C4 


Gene No. 


10684 








. Strand 






Start 


5507 








End 


10725 




Name 


OJ990722 05. 


.9 AO 6 


.C4.ol. 


np 


Method 


AAT/NAP 




Start 


6355 








End 


10725 





5267 



GI 


6069646 


Score 


986 


Exons 


6355.. 7343, 7626.. 8440, 10697. 


. .10725 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi I 6907112 | dbj I BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non^LTR retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


5149 


Seq. ID 


OJ990722_05 . 9A06 . C4 


Qqj^q No. 


10684 


Strand 




Start 


5507 


End 


10725 


Name 


OJ990722 05.9A06.C4.o4.tm 


Method 


TBLASTX: Maize 


Start 


6557 


End 


6837 


GI 


none 


Score 


102 


Exons 


6557. .6835, 6565. .6837, 6565.. 


,6837 




Seq. No. 


5149 


Seq. ID 


OJ990722_05. 9A06.C4 


Gene No. 


10684 


Strand 




Start 


5507 


End 


10725 


Name 


OJ990722 05.9A06.C4.o5.tm 


Method 


TBLASTX: Maize 


Start 


7177 


End 


7399 


GI 


none 


Score 


105 


Exons 


.7177. .7398, 7178. .7399 






Seq. No. 


5149 


Seq. ID 


OJ990722_05.9A06.C4 


Gene No . 


10684 


Strand 




Start 


5507 


End 


10725 


Name 


OJ990722 05.9A06.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7330 


End 


7770 


GI 


none 


Score 


53 


Exons 


7330. .7488, 7340. .7423, 7474.. 


,7770, 7478. .7591, 7637. .7768 


Seq. No. 


5149 


Seq. ID 


OJ990722_05.9A06.C4 


Gene No . 


10684 


Strand 




Start 


5507 


End 


10725 


Name 


OJ990722 05.9A06.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


7411 


End 


8022 


GI 


none 


, Score 


380 


Exons 


7411. .8022 






Seq. No. 


5149 


Seq. ID 


OJ990722_05.9A06.C4 


Gene No. 


10684 


Strand 




Start 


5507 


End 


10725 


Name 


OJ990722 05.9A06.C4.o3.np 


Method 


AAT/NAP 


Start 


7969 


End 


9513 


GI 


2462134 


Score 


555 


Exons 


7969. .9513 






GI Descrip. 


(Y13368) reverse transcriptase [Beta vulgaris] 


Seq. No. 


5149 


Seq. ID 


OJ990722_05.9A06.C4 


Gene No. 


10684 


Strand 




Start 


5507 


End 


10725 


Name 


OJ990722 05.9A06.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


8026 


End 


8452 


GI 


none 


Score 


291 


Exons 


8026. .8451, 8027.. 8452 







5268 



Seq. No. 


5149 








Seq. ID 


OJ990722_05. 9A06 


.C4 


Cpne No . 


10684 








Strand 






Start 


5507 








End 


10725 




Name 


OJ990722 05 


.9A06 


,C4 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8608 








End 


9039 




GI 


none 








Score 


56 




Exons 


8608. .9039, 


8804 


. .8884, 


8860. 


.9000 






Seq. No. 


5149 








.Seq. ID 


OJ990722_05. 9A06 


.C4 


f^ene No 1 


10684 








Strand 






Start 


5507 








End 


10725 




Name 


OJ990722 05 


. 9 AO 6 


.C4 -o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9034 








End 


9387 




GI 


none 








Score 


183 




Exons 


. 9034.. 9387 














Seq. No. 


5149 








Seq. ID 


OJ990722_05.9A06 


.C4 


fZonp No 


10684 








Strand 






Start 


5507 








End 


10725 




Name 


OJ990722 05 


.9A06 


.C4.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


9253 








End 


9498 




GI 


none 








Score 


130 




Exons 


9253. .9357, 


9370 


. .9498 










Seq. No. 


5150 








Seq. ID 


OJ990722_05.9A06 


.C5 


Gene No. 


10685 








Strand 


+ 




Start 


635 








End 


1377 




Name 


OJ990722 05 


.9A06 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


635 








End 


1377 




GI 


4680183 








Score 


193 





Hi 
! .f 



i k j Exons 

;>m GI Descrip. 



Seq. No. 

i.'3 Gene No. 

Start 
\ z x Name 
!'I Start 

% G1 
M Exons 

i= 3 GI Descrip. 



635.. 705, 1288.. 1377 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



5150 

10686 

712 

OJ990722_05 . 9A06 . C5 . o2 . np 
712 

1150834 



Seq. ID OJ990722_05.9A06.C5 
Strand 

End 2585 

Method AAT/NAP 

End 2585 

Score 41 



712. .751, 2063. .2132, 2342. .2585 

(U42471) Wiscott-Aldrich Syndrome protein homolog [Mus musculus] 



Seq. No. 


5151 




Seq. ID 


OJ990722 


Gene No. 


10687 




Strand 


+ 


Start 


1 




End 


3728 


Name 


OJ990722 05.9A06.C7 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


3728 


GI 


2119175 




Score 


122 - 


Exons 


1..334, 3151. .3728 








GI Descrip. 


elastin precursor - 


chicken 


(fragment) 




Seq. No. 


5151 




Seq. ID 


OJ990722 


Gene No. 


10688 




Strand 




Start 


3036 




End 


4733 


Name 


OJ990722 05.9A06.C7 


. o2 . gs 


Method 


GENSCAN 


Start 


3036 




End 


4733 


GI 


none 




Score 


.83 



5269 



Exons 


3036. . 3732, 3798 , 


. . 3847, 4 689 


A "7 *3 O 

. . 4733 






Seq. No. 


5152 




Seq. ID 


OJ990722_ 


05 . 9A06 . C8 


Gene No. 


10689 




Strand 


+ 




Start 


1244 




End 


1770 




Name 


OJ990722_05 . 9A06 , 


.C8 .ol .gp 


Method 


AAT/GAP 




Start 


1244 




End 


1770 




GI 


none 




Score 


1018 




Exons 


1244 . . 1770 










Seq. No. 


5152 




Seq. ID 


OJ990722 


05 . 9A06 . C8 


Gene No. 


10689 




Strand 


+ 




Start 


1244 




End 


1770 




Name 


OJ990722_05 . 9A06 . 


.C8 .ol . gs 


Method 


GEN SCAN 




Start 


1334 




End 


1741 




GI 


none 




Score 


. 87 




Exons 


1334 . . 1741 










Seq. No. 


5152 




Seq. ID 


OJ990722 


05 . 9A06 . C8 


Gene No. 


10690 




Strand 








1910 






Z1DD 




Name 


OJ990722 05.9A06, 


>C8 .o2.gp 


Method 


AAT/GAP 




Start 


: 1910 




End 


2166 




GI 


uC-osflM202088bllal 


Score 


. 514 




Exons 


1910. .2166 










GI Descrip. 


•2252840 3.0e-09 


(AF013293) 


contains ; 


regions of 


similarity 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to .Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana]' 



'is? 


Seq. No. 


5153 


Seq. ID 


OJ990722 


ry 


Gene No. 


10691 


Strand 


+ 


ii 


Start 


661 


End 


1730 


i 1 "1 


Name 


OJ990722 05. 9A06.C9. ol.gp 


Method 


AAT/GAP 




Start 


661 


End 


1044 


\<i 


GI 


none 


Score 


747 




Exons 


661. .1044 






n 

'•t cf 


Seq. No. 


5153 


Seq. ID 


OJ990722 




Gene No. 


10691 * 


Strand 


+ 




Start 


661 


End 


1730 




Name 


OJ990722 05.9A06.C9.ol.gs 


Method 


GEN SCAN 




Start 


705 


End 


1730 




GI 


none 


Score 


.75 




Exons 


705. .1152, 1699. .1730 








Seq. No. 


5153 


Seq. ID 


OJ990722 




Gene No. 


10692 


Strand 






Start 


747 


End 


1507 




Name 


OJ990722 05.9A06.C9.ol.np 


Method 


AAT/NAP 




Start 


747 


End 


1191 




GI 


3261557 


Score 


91 




Exons 


747. .1191 








GI Descrip. 


(AL022075) PE_PGRS [Mycobacterium tuberculosis] 




Seq. No. 


5153 


Seq. ID 


OJ990722 



05. 9A06.C9 



05. 9A06.C9 



5270 



LJ 



n 



Gene No. 


10692 


Strand 




Start 


747 


End 


1507 


Name 


ujyyu/^^ uo . yAUb . uy . oz . gp 


Metnoa 


AAi /GAP 


Start 


IUI / 


End 


i cm 

lou / 




none . 


Score 


C. C A 
DOU 


Exons 


i ai i 1 "3 y! Q 1 "JTC 1 Cm 

1U1 / . . 1J/0..I0U/ 






beq. no. 


CI CO 


Seq. ID 


ojyyu izz Uo.yAuo.cy 


Gene No. 


10693 


Strand 




Start 


2391 . . 


End 


4512 


Name 


ojyyu/zz uo . yAUo . cy . oz . gs 


Metnoa 


GENSCAN 


Start 




End 


A C 1 O 

4512 


GI 


none 


Score 


. 68 


Exons 


ooqi 0-/111 onoc -31 co >icm 
Zjyi..z411, JUoi). . iloo, 45U/. 


a c i o 
. 40l^ 




Seq. No. 


CI C J| 


Seq. ID 


OJyyo/22 Oo.yA06.cio 


Gene No . 


iu by ft 


Strand 


+ 


Start 


1 


End 


3277 


Name 


OJ990722 05.9A06.C10.ol.np 


Method 


AAT/NAP 


btart 


1 


End 


2005 


GI 


4531445 


Score 


202 


Exons 


1..35, 736. .1298, 1400. .1496, 


1574. .1639, 1821. .1886, 1979. .2005 


GI Descrip. 


(AC006224) unknown protein [Arabidopsis thaliana] 


Seq. No. 


5154 


Seq. ID 


OJ990722_05.9A06.C10 


Gene No . 


10694 


Strand 


+ 


Start 


1 


End 


3277 


Name 


OJ990722 05.9A06.C10.ol.gs 


Method 


GENSCAN 


o tar l 


722 


End 


2469 


GI 


none 


Score 


.89 


Exons 


722. .1304, 1360. .1496, 1516.. 


1639, 1680. .1711, 1821. .1886, 




2033.. 2266, 2347.. 2469 






Seq. No. 


5154 


Seq. ID 


OJ990722_05.9A06.C10 


Gene No. 


10694 


Strand ' 


+ 


Start 


1 


End 


3277 


Name 


OJ990722 05.9A06.C10.ol*.gp 


Method 


AAT/GAP 


Start 


1274 


End 


3277 


GI 


11488 1.R1084 


Score 


1680 


Exons 


1274. .1309, 1395. .1496, 1574. 


.1639, 1821. .1886, 1979. .2266, 




2347.. 2484, 3022.-. 3277 






GI Descrip. 


'4580456/gbl AAD24380.il AC006081_2 l.Oe- 


■32 (AC006081) unknown 




protein [Arabidopsis thaliana] 1 




Seq. No. 


5154 


Seq. ID 


OJ990722_05.9A06.C10 


Gene No. 


10695 


Strand 


+ 


Start ' 


3659 


End 


4819 


Name 


OJ990722 05.9A06.C10.o2.gs 


Method 


GENSCAN 


Start 


3659 


End 


4819 


GI 


none 


Score 


.62 


Exons 


3659. .3758, 4650. .4819 






Seq. No. 


5154 


Seq. ID 


OJ990722_05.9A06.C10 


Gene No. 


10696 


Strand 


+ 


Start 


6726 


End 


8551 


Name 


OJ990722 05. 9A06 . C10 . o3 . gs 


Method 


GENSCAN 


Start 


6726 


End 


8551 



5271 



GI 

Exons 



none Score 
6726.. 6808, 7318.. 7366, 8417.. 8551 



.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5154 Seq. ID 

10697 Strand 

11584 End 

OJ9907 22_05 . 9A06 . CIO . o3 . gp Method 

11584 End 

48475 1.R1084 Score 



OJ990722_05 . 9A06 . CIO 
+ 

16335 
AAT/GAP 
13224 
1115 



11584. .11874, 11974. .12186, 13128.. 13224 

'6007450/gb|AAF00921.1|AF188159_l 1.0e-08 (AF188159) actin I 
[Hypotrichida sp. 1 'unknown F 1 1 ] 1 



5154 

10697 

11584 

0 J9907 22_05 . 9A0 6 . CIO . o2 . np 

11782 

5823597 



Seq. ID OJ990722_05.9A06.C10 

Strand + 

End 16335 

Method AAT/NAP 

End 16335 

Score 2 95 



11782. .11914, 11987. .12186, 13128 .. 13263 , 14 631 14881., 
15103. .15286, 16035. .16106, 16193.. 16335 



GI Descrip. (AJ236897) actin [Candida dubliniensis] 



i»n Seq. No. 

Gene No. 
'j^ Start 

Name * 
['[J Start 
ri GI 
j-i Exons 



:y Seq. No. 

is Gene No. 

£3 Start 

j Name 

, : Start 

2 GI 

l *J Exons 



5154 Seq. ID 

10697 Strand 

11584 End 

OJ990722_05.9A06.C10.o5.gs Method 

11797 End 

none Score 



OJ990722_05. 9A06.C10 
+ 

16335 
GENS CAN 
15291 
.74 



11797. .11874, 11974, 
15103. .15291 



,12342, 13128. .13269, 14 637 .. 1488 1, 



5154 Seq. ID 

10698 Strand 

16237 End 
OJ990722_05.9A06.C10.o4 .gp Method 

16237 End 

6024916 Score 

16237. .16376, 16485.. 16583 



OJ990722_05.9A06.C10 
+ 

16583 
AAT/GAP 
16583 
357 



Seq. No. 5154 Seq. ID 

Gene No. 10699 Strand 

Start 16582 End 

Name OJ990722_05 . 9A06.C10 .o5 . gp Method 

Start 16582 End 

GI none Score 

Exons 16582.. 16923 



OJ990722_05. 9A06.C10 
+ 

16923 
AAT/GAP 
16923 
644 



Seq. No. 5154 Seq. ID 

Gene No. 10700 Strand 

Start 8341 End 

Name OJ990722_05 . 9A06 . C10 . o2 . gp Method 

Start 8341 End 

GI 701929 Score 

Exons 8341.. 8600 



OJ990722_05.9A06.C10 

8600 
AAT/GAP 
8600 
512 



Seq. No. 



5154 



Seq. ID OJ990722_05. 9A06.C10 



5272 



Gene No. 10701 Strand 

Start 9876 End 11411 

Name . OJ990722_05 . 9A06 . CIO . o4 . gs Method GENSCAN 

Start 9876 End 11411 

GI none Score . 81 

Exons 9876.. 11411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5154 
10702 
16320 . 

OJ990722_05. 9A06 . C10 . o5 . tm 
582 
none 



Seq. ID OJ990722_05.9A06.C10 
Strand 

16849 

TBLASTX: Maize 
1084 
50 



End 

Method 
End 
Score 

582. .629, 695. .772, 740. .772, 868. .954, 869. .943, 1046. .1084, 
1048. .1083 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hJ Seq. No. 

rn Gene No. 

py Start 

J s ^ Name 

; 3= ? Start 

W GI 

; s3 Exons 
! 3 jj 



5154 

10702 

16320 

OJ990722_05 . 9A06 . C10 . ol . tm 

1811 

none 



Seq. ID OJ990722_05.9A06.C10 
Strand 

End 16849 

Method TBLASTX: Maize 

End 2194* 

Score 105 



1811. .1879, 1815. .1889, 1819. .1884, 1949. .2032, 1972. .2178, 
'1975. .2187, 1976. .2188, • 2081. .2194 



5154 

10702 

16320 

OJ990722_05.9A06.C10.o4.tm 

9900 

none 



Seq. ID OJ990722_05. 9A06.C10 
Strand 

End 16849 

Method TBLASTX : Maize 

End 10829 

Score 108 



9900. .10112, 9936. .10406, 10008 10217, 10128 .. 104 66, 
10503. .10829 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5154 

10702 

16320 

OJ990722_05.9A06.C10.o4.ts 

9948 

none 



Seq. ID OJ990722_05. 9A06.C10 
Strand 

End 16849 

Method TBLASTX : Soybean 

End 10829 

Score 82 



9948.. 10304, 9981.. 10208, 9996.. 10409, 10563.. 10829 



5154 

10702 

16320 

OJ990722_05.9A06.C10.o3.tc 

9951 

none 



Seq. ID OJ990722_05.9A06.C10 
Strand 

End 16849 

Method TBLASTX : Cress 

End 10838 

Score 67 



9951. .10139, 9954. .10325, 10110 10421, 10578 .. 10838 , 
10693. .10827, 10698.. 10826 



Seq. No. 5154 

Gene No. 10702 

Start 16320 

Name- OJ990722_05 . 9A06 . C10 . o2 . tm 

Start 11739 

GI hone 



Seq. ID OJ990722_05. 9A06.C10 
Strand 

End 16849 

Method TBLASTX : Mai ze 

End 14725 

Score 35 



5273 




Exons 


11739. 


.11768, 11740. 


. 11862, 


11782. .11877, 11816. .11887, 






11823. 


.11879, 11973. 


. 12182, 


11974. .12192, 13119. .13265, 






13125. 


.13268, 13130. 


. 13270, 


13133. .13273, 14585 .. 14713, 






14612. 


.14725, 14632. 


. 14724 








Seq. No. 


5154 






Seq. ID 


OJ990722_05.9A06 


.C10 


Gene No. 


10702 






Strand 






Start 


16320 






End 


16849 




Name 


OJ9907 


22 05.9A06.C10 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


11797 






End 


14826 




GI 


none 






Score 


107 




Exons 


11797 . 


.11877, 12061. 


.12192, 


12072. .12191, 13113. .13268, 






13115. 


.13270, 13125. 


.13262, 


13135. .13272, 13136 .. 13273, 






14612. 


.14821, 14632. 


. 14826 








Seq. No. 


5154 






Seq. ID 


OJ990722J35.9A06 


.C10 


Gene No. 


10702 






Strand 






Start 


16320 






End 


16849 ' 




Name 


OJ990722 05.9A06.C10 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11797 






End 


12189 




GI 


none 






Score 


76 




Exons 


11797. 


.11877, 11974. 


. 12030, 


12061. .12189, 12064. .12153, 






12072. 


.12188 










Seq. No. 


5154 






Seq. ID 


OJ990722_05.9A06 


.C10 


Gene No. 


10702 






Strand 






Start 


16320 






End 


16849 




Name 


OJ990722 05.9A06.C10 


,o3. ts 


Method 


TBLASTX: Soybean 




Start 


13113 






End 


14728 




GI 


none 






Score 


220 




Exons 


13113. 


.13268, 13124. 


.13273, 


13127. .13270, 14612. .14728, 






14632. 


.14724 










Seq. No. 


5154 






Seq. ID 


OJ990722_05.9A06 


,C10 


Gene No. 


10702 






Strand 






Start 


16320 






End 


16849 




Name 


OJ990722 05.9A06.C10 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


14759 






End 


16084 




GI 


none 






Score 


195 




Exons 


14759. 


.14884, 14759. 


.14884, 


15100. .15288, 15100. .15252, 






15102. 


.15287, 16033. 


.16083, 


16034. .16084 




Seq. No. 


5154 






Seq. ID 


OJ990722_05.9A06 


.C10 


Gene No. 


10702 






Strand 






Start 


16320 






End 


16849 




Name 


OJ990722 05.9A06.C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15099 






End 


16349 




GI 


none 






Score 


310 




Exons 


15099. 


.15287, 15100. 


.15288, 


15101. .15289, 16033. .16101, 






16034. 


.16102, 16045. 


.16107, 


16129. .16338, 16131. .16334, 






16157. 


.16336, 16158. 


.16349 








Seq. No. 


5154 






Seq. ID 


OJ990722_05.9A06 


.C10 


Gene No. 


10702 






Strand 






Start 


16320 






End 


16849 




Name 


OJ990722 05.9A06.C10 


.ol.tc 


Method- 


TBLASTX: Cress 




Start 


15100 






. End 


16338 





5274 



GI 

Exons 



none 



Score 



223 



15100. .15288, 15102. .15287, 16033 .. 16101, 16034 16102, 
16126. .16338, 16182.. 16337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5154 

10702 

16320 

OJ990722_05 . 9A06 . C10 . ol . ts 

15244 

none 



Seq. ID OJ990722_05.9A06.C10 
Strand 

End 16849 

Method TBLASTX : Soybean 

End 16346 

Score 64 



15244. .15288, 16034 .. 16102, 16129 1 6338, 16185 .. 1634 6, 
16185. .16334 



Seq. No. 5154 

Gene No. 10702 

Start 16320 

Name OJ990722_05 . 9A06 . C10 . 06 . gs 

Start 16320 

GI none 

Exons 16320. .16501, 16722.. 16849 



Seq. ID OJ990722_05. 9A06.C10 
Strand 

End 16849 

Method GENSCAN 

End 16849 

Score .69 



'is? 

c 3 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



q GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990722_05.9A06.C11 
Strand + 

847 

AAT/GAP 
847 
351 



5155 
10703 
605 

OJ990722_05 . 9A06 . Cll . ol . gp 
605 

8022_1.R1084 
605.. 847 

, 509149'6/"dbj | AB023482 .2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



End 

Method 

End 

Score 



5156 

10704 

1 

OJ990722_05 . 9A06 . C15 . o2 . np 
1 

4680186 



Seq. ID OJ990722_05.9A06.C15 

Strand + 

End 2058 

Method AAT/NAP 

End 2058 

Score 149 



1..35, 492. .632, 1232. .1299, 1953. .2058 
(AF111709) unknown [Oryza sativa subsp. indica] 



5156 

10704 

1 

OJ990722_05 . 9A0 6 . C15 . ol . gs 

930 

none 



Seq. ID OJ990722_05.9A06.C15 

Strand + 

End 2058 

Method GENSCAN 

End 2046 

Score .46 



930. .1091, 1681. .1849, 1989. .2046 



5156 
10705 
2394 

OJ990722_05 . 9A0 6 . C15 . o3 . np 
2394 
6069654 
2394. .2679 

(AP000616) hypothetical protein [Oryza sativa] 



Seq. ID OJ990722_05.9A06.C15 

Strand + 

End 2679 

Method AAT/NAP 

End 2679 

Score 142 



5275 



en 

ni 



Li. 



Seq. No. 


5156 


Seq. ID 


OJ990722_ 


05.. 


9A06.C15 


Gene No. 


10706 


Strand. 








Start 


179 


End 


289 




_ 


Name 


OJ990722 05.9A06.C15.ol.np 


Method 


AAT/NAP 






Start 


179 


End 


289 






GI 


4539662 


Score 


62 






Exons 


179. .289 










GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 






Seq. No. 


5157 - 


Seq. ID 


OJ990722 


05. 


9A06.C16 


Gene No. 


10707 


Strand 


+ 






Start 


368 


End 


754 






Name 


OJ990722 05. 9A06.G16.ol.gs 


Method 


GENSCAN 






Start 


368 ~~ 


End 


754 






GI 


none 


Score 


.75 






Exons 


368. .754 










Seq. No. 


5157 


Seq. ID 


OJ990722_ 


_05. 


9A06-C16 


Gene No. 


10708 


Strand 


+ 






Start 


6955 


End 


9319 






Name 


OJ990722 05.9A06.C16.o3.gs 


Method 


GENSCAN 






Start 


6955 


End 


9319 






GI 


none 


. Score 


.94 






Exons 


6955.. 6976, 7133.. 8393, 8405 


..8717, 8744. .9319 






Seq. No. 


5157 


Seq. ID 


OJ990722_ 


_05. 


9A06.C16 


Gene No. 


10709 


Strand 


+ 






Start 


17181 


End 


18612 






Name 


OJ990722 05.9A06.C16.o4.np 


Method 


AAT/NAP 






Start 


17181 


End 


18612 






GI 


6907088 


Score 


1242 






Exons 


17181. .17318, 17494. .17731, 


18226. .18612 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5157 


Seq. ID 


OJ990722_ 


_05. 


9A06.C16 


Gene No. 


10709 


Strand 


+ 






Start 


17181 


End 


18612 






Name 


OJ990722 05.9A06.C16.ol.gp 


Method 


AAT/GAP 






Start 


17992 


End 


18183 






GI 


5667165 


Score 


364 






Exons 


17992. .18183 










GI Descrip. 


5670155/gb|AF1612 69.1|AF161269 4.0e-86 


Oryza sativa 


subsp. 




japonica BAC clone 34K24, complete sequence 






Seq. No. 


5157 


Seq. ID 


OJ990722_ 


_05. 


9A06-C16 


Gene No. 


10710 


Strand 








Start 


466 


End 


18716 






Name 


OJ990722 05.9A06.C16.o3.np 


Method 


AAT/NAP 






Start 


466 


End 


18716 






GI 


3935164 


Score 


2221 






Exons 


466. .568, 1988. .3502, 3569.. 


6218, 10136 


t. .10207, 


18659. .18711 


LjJl uescrip. 


(AC004557) F17L21.7 [Arabidopsis thaliana] 






Seq. No. 


5157 


Seq. ID 


OJ990722_ 


_05. 


9A06.C16 


Gene No. 


10710 


Strand 








Start 


466 


End 


18716 






Name 


OJ990722 05.9A06.C16.ol.np 


, Method 


AAT/NAP 







5276 



Start "1387 -' v End 6219 

GI 2586082 Score 4373 

Exons 1387.. 1491, 1990.. 6219 

GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. No. 


5157 








Seq. ID 


0 J9 907 2 2_0 5 . 9A0 6 . C 1 6 


Gene No. 


10710 








Strand 




Start 


466 








End 


18716 


Name 


OJ990722_05 


.9 AO 6 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1987 








End 


2365 


GI 


none 








Score 


103 


Exons 


1987. .2229, 


2005 


. .2109, 


2180. 


.2230, 2231.. 2365, 2236.. 2364 


Seq. No. 


5157 








Seq. ID 


OJ990722_05.9A06.C16 


Gene No. 


10710 








Strand 




Start 


466 








End 


18716 


Name 


OJ990722 05 


.9A06 


.CI6.0I 


.ts 


Method 


TBLASTX : Soybean 


Start 


1999 








End 


2532 


GI 


none 








Score 


187 


Exons 


1999. .2532, 


2015 


. .2335, 


2402. 


.2530 





Seq. No. 5157 

Gene No. 10710 

Start 466 

Name OJ990722_05 . 9A06 . C16 . o3 . tc 

Start 2008 

GI none 

Exons 2008.. 2103, 2131.. 2259, 2269. 

Seq. No. 5157 

Gene No. 10710 

Start 466 

Name OJ990722_05 . 9 AO 6 . CI 6 . o2 . gs 

Start 2092 

GI none 

Exons 2092.. 2373, 2470.. 2589, 2701. 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Cress 

2553 

130 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2358, 2374.. 2553 

Seq. ID OJ990722_05.9A06.C16 
Strand 

End 18716 

Method GEN SCAN 

End 6213 

Score .82 

2885, 3282.. 4688, 5166.. 6213 



Seq. No. 5157 Seq. ID 

Gene No. 10710 Strand 

Start 4 66 End 

Name OJ990722_05 . 9A06 . C16 . ol . tw Method 

Start 2295 End 

GI none Score 

Exons 2295.. 2342, 2296.. 2733, 2297.. 2725 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Wheat 

2733 

58 



Seq. No. 5157 Seq. ID 

Gene No. 10710 Strand 

Start 466 End 

Name OJ990722_05 . 9A06 . CI 6 . o3 . tm Method 

Start 2368 End 

GI none Score 

Exons 2368.. 2598, 2405.. 2599 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Maize 

2599 

185 



Seq. No. 5157 Seq. ID 

Gene No. 10710 Strand 

Start 466 End 

Name OJ990722 05 . 9A06 . C16 . o2 . tm Method 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Maize 



5277 



Start 
GI 

Exons 



2668 End 3114 

none Score 53 

2668. .3114, 2714. .2761, 2819. .3091 



Seq. No. 5157 

Gene No. 10710 

Start 466 

Name OJ990722_05 . 9A06 . C16 . o3 . tw 

Start 2902 

GI none 

Exons 2902.. 3246, 2938.. 3087, 3023. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3088, 3149.. 3247 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Wheat 
3247 
83 



U 

VS. 

m 
y 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5157 Seq. ID 

10710 Strand 

4 66 End 
OJ990722_05. 9A06 .C16. o2 . ts Method 

2911 End 

5509260 Score 

2911. .3429, 2924. .2968, 3023. .3277 



5157 Seq. ID 

10710 Strand 

4 66 - End 
OJ990722_05 . 9A06 .C16 . o2 .tc Method 

3028 End 

none Score 

3028. .3288, 3029. .3283 

5157 Seq. ID 

10710 Strand 

4 66 End 
OJ990722_05.9A06.C16.o7.tm Method 

3118 End 

none Score 

3118.. 3366, 3119.. 3367 

5157 Seq. ID 

10710 Strand 

4 66 End 
OJ990722_05. 9A06 . C16 . o4 . tw Method 

4009 End 

none Score 

4009. .4377, 4022. .4162, 4184. .4378 



OJ990722_05.9A06.C16 
18716 

TBLASTX : Soybean 

3429 

48 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Cress 

3288 

156 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Maize 

3367 

136 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Wheat 

4378 

98 



Seq. No. 5157 

Gene No. 10710 

Start 466 

Name OJ990722_05 . 9A06 . C16 . ol . tc 

Start 4018 

GI none 

Exons 4018.. 4482, 4123.. 4470 

Seq. No. 5157 

Gene No. 10710 

Start 4 66 

Name OJ990722 05 . 9A06 . C16 . o5 . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Cress 

4482 

103 



OJ990722_05.9A06.C16 
18716 

TBLASTX: Maize 



5278 




Start 


4036 








End 


4363 




GI 


none 








Score 


109 




Exons 


4036. .4362, 


4088. 


.4363 










Seq. No. 


5157 








Seq. ID 


OJ990722_05. 9A06. 


C16 


Gene No. 


10710 








Strand 






Start 


466 








End 


18716 




Name 


OJ990722 05. 


9A06. 


C16.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


4039 








End 


4470 




GI 


none 








Score 


264 




Exons 


4039. .4470 














Seq. No. 


5157 








Seq. ID 


OJ990722_05.9A06. 


C16 


Gene No. 


10710 








Strand 






Start 


466 " 








End 


18716 




Name 


OJ990722 05. 


9A06. 


C16.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4955 








End 


5325 




GI 


none 








Score 


229 




Exons 


4955. .5308, 


4960. 


.5325 










Seq. No. 


5157 








Seq. ID 


OJ990722JD5.9A06. 


C16 


Gene No . 


10710 








Strand 






Start 


466 








End 


18716 




Name 


OJ990722 05. 


9A06. 


CI6.06 


.tm 


Method 


TBLASTX: Maize 




Start 


4960 








End . 


5250 




GI 


none 








Score 


116 




Exons 


4960. .5250, 


4961. 


.5245 










Seq. No. 


5157 


- 






Seq. ID 


OJ990722_05.9A06. 


C16 


Gene No. 


10710 








Strand 






Start 


466 








End 


18716 




Name 


OJ990722 05. 


9A06. 


C16.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


5566 








End ■ 


5874 




GI 


none 








Score 


60 




Exons 


5566. .5874, 


5569. 


.5808 










Seq. No. 


5157 








Seq. ID 


OJ990722_05.9A06. 


C16 


Gene No. 


10710 








Strand 






Start 


466 








End 


18716 




Name 


OJ990722 05. 


9A06*. 


C16.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


5695 








End 


6123 




GI 


none 








Score 


159 




Exons 


5695. .6000, 


5696. 


.6004, 


6049. 


.6123 






Seq. No. 


5157 








Seq. ID 


OJ990722_05.9A06. 


C16 


Gene No . 


10710 








Strand 






Start 


466 








End 


18716 




Name 


OJ990722 05. 


9A06. 


C16.o5 


.gs 


Method 


GENSCAN 




Start 


12420 






End' 


14056 




GI 


none 








Score 


.88 




Exons 


12420. .12530 


, 13787. .14056 








Seq. No. 


5157 








Seq. ID 


OJ990722_05.9A06. 


C16 


Gene No. 


10710 








Strand 






Start 


466 








End 


18716 




Name 


OJ990722 05. 


9A06. 


CI6.06, 


.gs 


Method 


GENSCAN 




Start ' 


14775 








End 


15334 





5279 



i Li 



GI 


none 


Score 


.9 


Exons 


14775. .14927, 14 984 .. 15015, 


15271. .15334 


Seq. No. 


5157 


Seq. ID 


OJ990722 05.9A06.C16 


Gene No . 


10710 


Strand 




Start 


466 


End 


18716 


Name 


OJ990722 05.9A06.C16.o7.gs 


Method 


GENSCAN 


Start 


16625 


End 


18446 


GI 


none 


Score 


. 99 


Exons 


16625. .16698, 18392. .18446 






Seq. No. 


5158 


Seq. ID 


OJ990722_05 . 9A06 . C17 


Gene No. 


10711 


Strand 


+ 


Start 


1172 


End 


2719 


Name 


OJ990722 05.9A06.C17.ol.gs 


Method 


GENSCAN 


Start 


1172 


End 


2719 


GI 


none 


Score 


.86 


Exons 


1172. .1232, 1557. .1659, 2224. .2289, 2656.. 2719 


Seq. No. 


5158 


Seq. ID 


OJ990722_05.9A06.C17 


Gene No. 


10711 


Strand 


4* 


Start 


1172 


End 


2719 


Name 


OJ990722 05.9A06.C17.ol.gp 


Method 


AAT/GAP 


Start 


1436 


End 


1501 


GI 


4715947 


Score 


66 


Exons 


1436.. 1501 






GI Descrip. 


2252840 3.0e-09 (AF013293) 


contains regions of similarity to 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



5159 

10712 

213 

OJ990722_05.9A06.C18.ol.gs 

213 

none 

213.. 323 



Seq. ID OJ990722_05.9A06.C18 

Strand + 

End 323 

Method GENSCAN 

End 323 

Score . 62 



Seq. No. 5160 Seq. ID 

Gene No. 10713 Strand 

Start 484 End 

Name OJ990722_05. 9A06.C19.ol.gs Method 

Start 484 End 

GI none Score 

Exons 484.. 493 



OJ990722_05.9A06.C19 
4 93 

GENSCAN 

493- 

.47 



"Seq. No. 5161 Seq. ID 

Gene No. 10714 Strand 

Start 1 End 702 

Name OJ990722_05 . 9A06 .C20 . ol .np Method AAT/NAP 

Start 1 End 7 02 

GI 6907088 Score 328 

Exons 1..102, 473.. 702 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990722 05.9A06.C20 



5280 






Seq. No. 


5161 


Seq. ID 


OJ990722_05.9A06 


-C20 




OCilC IN^J • 












Start 


1 


End 


702 






Name 


OJ990722 05.9A06.C20.ol.gs 


Method 


GENSCAN 






Start 


359 


End 


702 






GI 


none 


Score 


.44 






Exohs 


359.. 569, 662.. 702 










Seq. No. 


5162 


Seq. ID 


OJ990722_05.9A06 


.C23 






1071^ 


OLl al IkJl 








Start 


-198 


End 


680 






Name 


OJ990722 05.9A06.C23.ol.gs 


Method 


GENSCAN 






Start 


198 


End 


680 






GI 


none 


Score 


.5 






Exons 


198. .680 










Seq. No. 


5163 


Seq. ID 


OJ990722_05.9A06 


.C24 






10716 


OLI ai L\J. 








Start 


57 


End 


114 






Name 


OJ990722 05.9A06.C24.ol.gs 


Method 


GENSCAN 






Start 


57 


End 


114 






GI 


none 


Score 


.84 




Q 


Exons 


57. .114 










Seq. No. 


5164 


Seq. ID 


OJ990612_45.9B12 


.C2 




Gene No. 


10717 


Strand 








J Lai L 




FnH 


739 






Name 


OJ990612 45.9B12.C2.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


601 




i=y 


GI 


31987 1.R1084 


Score 


1187 






Exons 


1. .601 








ru 


GI Descrip. 


•3063469 2.0e-25 (AC003981) 


F22013.31 


[Arabidopsis thaliana] ' 




Seq. No. 


5164 


Seq. ID 


OJ990612_45.9B12 


.C2 




Gene No. 


10717 


Strand 






V! 


Start 


1 


End 


739 




u 

I 


Name 


OJ990612 45.9B12.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


739 






GI 


3063469 


Score 


161 




: -J 


Exons 


1..366, 709. .739 










GI Descrip. 


(AC003981) F22013.31 [Arabidopsis thaliana] 






Seq. No. 


5164 


Seq. ID 


OJ990612_45.9B12 


.C2 




Gene No. 


10717 


Strand 








uLai U 


1 


End 


739 






Name 


OJ990612 45. 9B12 . C2 . ol . tm 


Method 


TBLASTX: Maize 






Start 


6 


End 


731 






GI 


none 


Score 


105 






Exons 


6. .182, 11. .97, 12. .179, 160 


..231, 175 


..231, 177. .299, 


197. .418, 






226. .603, 240. .602, 705. .731 










Seq. No. 


5164 


Seq. ID 


OJ990612__45.9B12 


.C2 




Gene No. 


10717 


Strand 








Start 


1 


End 


739 






Name 


OJ990612- 45.9B12.C2.ol.gs 


Method 


GENSCAN 






Start 


71 


■ End 


604 






GI 


none 


Score 


.91 





5281 



Exons 



71. .604 



Seq. No. 5165 

Gene No. 10718 

Start 14690 

Name OJ990612_4 5 . 9B12 . C3 . o2 . gs 

Start 14690 

GI none 

Exons 14690. .14758, 14879 .. 14956, 
17067.. 17273 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_ 
+ 

17273 
GENSCAN 
17273 
.78 



45.9B12.C3 



15486. .15510, 16063. .16280, 



Seq. No. 5165 
Gene No. 10719 
Start 18858 

Name OJ990612_45 . 9B12 . C3 . o3 . gs 

Start 18858 
GI none 

Exons 18858. .18881, 18918 .. 19060, 

22963. .23078, 2324 6 .. 23312, 
24346. .24495, 24 691 25001, 
26424. .26841 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21201 

23336 



OJ990612_ 
+ 

26846 
GENSCAN 
26841 
.62 

21259, 22596. 
23536, 23596. 



45.9B12.C3 



25125. .25333, 25987. 



.22952, 
.23948, 
.26101, 



Id 
rii 



Seq. No. 5165 Seq. ID OJ990612_45 . 9B12 . C3 

Gene No. 10719 Strand + 

Start 18858 End 26846 

Name OJ990612_45 . 9B12 . C3 . olO . np Method AAT/NAP 

Start 21314 End 23084 

GI 5922620 Score 182 

Exons 21314. .21402, 22952.. 23084 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj | BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



"4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990612_45.9B12.C3 
+ 

26846 
AAT/GAP 
22507 
119 



5165 Seq. ID 

10719 Strand 
18858 End 
OJ990612_4 5 . 9B12 . C3 . 08 . gp Method 
22409 End 
5867_1.R1084 Score 
22409.. 22507 

1 4 64986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 

10719 

18858 

OJ990612_45.9B12.C3.ol2.np 

23361 

5922620 



Seq. ID OJ990612_45. 9B12.C3 

Strand + 

End 26846 

Method AAT/NAP 

End 26846 

Score 4 95 



23361. .23399, 23442 .. 23519, 23961 24018 , 248 90 .. 24 923, 



5282 



25086. .25402, 26630.. 26846 
GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 5165 Seq. ID OJ990612_4 5 . 9B12 . C3 

Gene No. 10720 Strand + 

Start 28891 . . End 32974 . 

Name OJ990612_45 . 9B12 .C3 .o4 . gs Method GENSCAN 

Start 28891 End 30935 

GI none Score . 52 

Exons 28891. .28951, 29114 .. 29239, 29661 .. 30077 , 30145 .. 30342, 
30805.. 30935 



Q 



Seq. No. 5165 Seq. ID OJ990612_4 5 . 9B12 . C3 

Gene No. 10720 Strand + 

Start 28891 End 32974 

Name OJ990612_45 . 9B12 .C3 . o9 .gp Method AAT/GAP 

Start 29777 End 32974 

GI uC-osroM202018c07bl Score 1033 

Exons 29777. .30254, 32911.. 32974 

GI Descrip. 1 3130064/emb | CAA06835 | 1.0e-51 (AJ006055) glutathione reductase 
[Zea mays] 1 



hi 



ri? 



Seq. No. 5165 Seq. ID 

Gene No. 10721 Strand 

Start 38973 End 

Name OJ990612_45 . 9B12 .C3 . 06 .gs Method 

Start 38973 End 

GI none Score 

Exons 38973. .39113, 39174.. 39440 



OJ990612_45.9B12.C3 
+ 

39440 
GENSCAN 
39440 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 Seq. ID 

10722 Strand 

40547 End 

OJ990612_4 5 . 9B12 . C3 . ol3 . np Method 

40211 End 

2425107 Score 



OJ.990612_45.9B12.C3 
+ 

45205 
AAT/NAP 
43558 
1731 



40211. .40458, 40500 .. 40653, 41238 .. 41463, 41569. . 41847, 
41947. .42123, 42228 .. 42281, 42429 .. 42577 , 42992 43055, 
43129. .43299, 43383.. 43558 



GI Descrip. (AF019907) glutathione reductase (NADPH) [Vitis vinifera] 



Seq. No. 5165 

Gene No. 10722 

Start 40547 

Name OJ990612_45 . 9B12 .C3 . o7 . gs 

Start 40547 

GI none 
Exons 



Seq. ID OJ990612_45.9B12.C3 

Strand + 

End 45205 

Method GENSCAN 

End 45205 

Score .75 



40547. .40653, 4 1238 .. 414 63, 41569 .. 41847 , 4 1947 .. 42123, 
42228. .42281, 42429 .. 42577 , 42992 .. 43055, 4 3129 ., 43299, 
43383. .43520, 44142 .. 44273, 45080.. 45205 



Seq. No. 
Gene No,. 



5165 
10722 



Seq. ID OJ990612_45.9B12.C3 
Strand + 



5283 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



40547 End 45205 

OJ990612_45. 9B12 . C3 . olO . gp Method AAT/GAP 

41952 End 42598 

2310074 Score 681 

41952. .42123, 42228 .. 42281, 42429.. 42598 

3130064/emb|CAA06835| 1.0e-51 (AJ006055) glutathione reductase 
[Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5165 Seq. ID 

10723 Strand 

4 6643 End 

OJ990612_45 . 9B12 . C3 . ol4 . np Method 

46619 End 

3193284 Score 



OJ990612_45.9B12.C3 
+ 

49012 
AAT/NAP 
49009 
1650 



46619. .47560, 47612 .. 47814 , 47863. .49009 

(AF069298) No definition line found [Arabidopsis thaliana] 



Seq.. No. 


5165 


Seq. ID 


OJ990612 


_4 5.9B12 


.C3 


Gene No. 


10723 


Strand 


+ 






Start 


46643 


End 


49012 






Name 


OJ990612 45.9B12.C3.o8.gs 


Method 


GEN SCAN 






Start 


46643 


End 


49012 






GI 


none 


Score 


1 






Exons 


46643. .49012 










Seq. No. 


5165 


Seq. ID 


OJ990612 


_45.9B12 


.C3 


Gene No. 


10723 


Strand 


+ 






Start 


46643 


End 


49012 






Name 


OJ990612 45.9B12.C3.oll.gp 


Method 


AAT/GAP 






Start 


47242 


End 


47979 






GI 


31041 1.R1084 


Score 


1442 






Exons 


47242 47979 










GI Descrip. 


'3193284 1.0e-52 (AF069298) 


No definition line 


found 






[Arabidopsis thaliana] 1 










Seq. No. 


5165 


Seq. ID 


OJ990612 


_45.9B12 


.C3 


Gene No. 


10723 


Strand 


+ 






Start 


46643 


End 


49012 






Name 


OJ990612 45.9B12.C3.ol2.gp 


Method 


AAT/GAP 






Start 


47968 


End 


48493 






GI 


LIB3434-015-P1-K1-G9 


Score 


983 






Exons 


47968. .48493 










GI Descrip. 


'3193284 2. 0e-36 (AF069298) 


No definition line 


found 






[Arabidopsis thaliana] ' 










Seq. No. 


5165 


Seq. ID 


OJ990612 


_45. 9B12 


.C3 


Gene No. 


10724 


Strand 


+ 






Start 


71404 


End 


74793 






Name 


OJ990612 45. 9B12 . C3 . oil . gs 


Method 


GEN SCAN 






Start 


71404 


End 


74793 






GI 


none 


Score 


.81 






Exons 


71404. .71568, 72140 .. 72204 , 


72811. .72907, 73020 


. .73148, 






73429. .73537, 73617 .. 73761, 


73953. .73995, 74388 


. .74561, 






74713. .74793 










Seq. No. 


5165. 


Seq. ID 


OJ990612 


_45.9B12 


.C3 


Gene No. 


10724 


Strand 


+ 







5284 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



71404 End 74793 

OJ990612_45 . 9B12 .C3 . ol9 . np Method AAT/NAP 

72116 End 73775 

1176814 Score 308 

72116. .72204, 72811 .. 72907 , 73020 .. 73148, 73429 73537, 

73617. .73775 

HYPOTHETICAL 31.3 KD PROTEIN IN AGAI-MTR INTERGENIC REGION 
(F286) gi|606086|gb|AAA57949.1| (U18997) ORF_f286 [Escherichia 
coli] gi | 1789535 (AE000395) orf, hypothetical protein 
[Escherichia coli] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5165 Seq. ID 

10725 Strand 
79080 End 
OJ990612_45.9B12.C3.ol7.gp Method 
79080 End 
35479_1.R1084 Score 
79080. .79212 

, 2982431/emb|CAA18239.1| 2.0e-31 (AL022224) leucine rich 
repeat-like protein [Arabidopsis thaliana] ' 



OJ990612_45.9B12.C3 
+ 

79212 
AAT/GAP 
79212 
231 



Seq. No. 
Gene No. 
.•g Start 
Name 
Start 
GI 

rU Exons 

ri GI Descrip. 

Ly 

ry 

i5 
.: 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 



5165 Seq. ID 

10726 Strand 
475 End 
OJ990612_45.9B12.C3.ol.np Method 
475 End 
5852084 Score 
475. .566 

(AL117264) zwh0007.1 [Oryza sativa] 

5165 Seq. ID 

10727 Strand 
1418 End 
OJ990612_45 . 9B12 . C3 . o2 . gp Method 
1257 End 
none Score 
1257.. 1505, 1659.. 1735, 1984.. 2050 



OJ990612__45.9B12.C3 
566 

AAT/NAP 

566 

79 



OJ990612_45.9B12.C3 

17223 
AAT/GAP 
2050 
702 



5165 
10727 
1418 

O J990612_45 . 9B12 . C3 . ol . gs 
1418 



Seq. ID OJ990612_45.9B12.C3 
Strand 

17223 
GENSCAN » 
13469 
.82 



End 

Method 
End 

none Score 
1418. .1505,. 1659. .1735, 1984. .2052, 2230. .2427, 2545.-2667, 
2748. .2808, 2887. .3055, 3139. .3217, 3329. .3453, 3546. .3628, 
3714. .3895, 3943. .4138, 4175. .4252, 4414. .4653, 4746. .4967, 
5058. .5367, 5460. .5583, 8066. .8305, 9129. .9251, 9358. .9418, 
9560.. 9728, 10170 10248 , 10354 .. 10475, 10561 .. 10643, 
10885. .10930, 10949. .10985, 11226 .. 11361 , 118 61 .. 11935, 
12259. .12483, 12566 12787 , 12931 1324 0 , 13310.. 13469 



Seq. No. 5165 

Gene No. 10727 

Start 1418 

Name OJ990612_45 . 9B12 . C3 . o2 . np 

Start 1442 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 17223 

Method AAT/NAP 

End 5227 



5285 



Q 



□ 



GI 

Exons 



GI Descrip. 



1703089 ' Score 366 

1442. .1505, 1659.. 1735, 1984. .2052, 2230. .2427, 2545. .2667, 
2748.. 2808, 2887.. 3130, 3365.-3453, 3546.. 3628, 3714.. 3840, 
4244.. 4653, 4746.. 4967, 5058.. 5227 

ACYLAMINO-ACID- RELEASING ^ENZYME (ACYL- PEPTIDE HYDROLASE) (APH) 
(ACYLAMINOACYL-PEPTIDASE) { DNF15S2 PROTEIN) 

gi I 2118063 | pir | | JC4655 acylaminoacyl-peptidase (EC 3.4.19.1) - 
human gi | 556514 | dbj | BAA0747 6 1 (D38441) acylamino acid-releasing 
enzyme [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 

10727 

1418 

OJ990612_45.9B12.C3.o3.np 

1442 

1619608 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 17223 

Method AAT/NAP 

End 6255 

Score 310 



1442. .1505, 1659. .1735, 1984. .2052, 2230. .2427, 2545. .2667, 
2748. .2808, 2887. .3130, 3365. .3453, 3546.-3628, 3714. .3840, 
4244. .4653, 4746.-4967, 5058. .5083, 6200. .6255 



GI Descrip. (X14915) acyl-peptide hydrolase [Rattus norvegicus] 



Seq. No. 5165 

Gene No. 10727 

Start 1418 

Name OJ990612_4 5 . 9B12 .C3 . o3 .gp 

Start 2750 

GI 17463_1.R1084 

Exons 2750.. 2808, 2887.. 3055, 3139. 
GI Descrip. ' 170308 9 /sp | PI 37 98 | ACPH_HUMAN 



Seq. ID 
Strand 
End 

Method 
End . 
Score 



OJ990612 45.9B12.C3 



17223 
AAT/GAP 
3443 
755 

3217, 3329. .3443 

2.0e-10 ACYLAMINO-ACID- RELEASING 
ENZYME (ACYL-PEPTIDE HYDROLASE) (APH) (ACYLAMINOACYL-PEPTIDASE) 

(DNF15S2 PROTEIN) >gi_2118063_pir JC4 655 

acylaminoacyl-peptidase (EC 3.4.19.1) - human 
>gi_556514_dbj_BAA07476_ (D38441) acylamino acid-releasing 
enzyme [Homo sapiens] 1 



Seq. No. 5165 

Gene No. 10727 

Start 1418 

Name OJ990612_45 . 9B12 .C3.o4 .np ■ 

Start 31'4 8 

GI 2244813 

Exons 3148.. 3217, 3335.. 3453, 3546. 

4746.. 4967, 5058.. 5360, 5459. 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3628, 4175 
.5610 



OJ990612 45.9B12.C3 



17223 
AAT/NAP 
5610 
832 

4236, 



4422. .4653, 



(Z97336) acylaminoacyl-peptidase like protein [Arabidopsis 
thaliana] 



OJ990612 45.9B12.C3 



Seq. No. 5165 
Gene No. 10727 
Start 1418 

Name OJ990612_45 . 9B12 .C3 .o5 .np 

Start 3235 
GI 2244813 

Exons 3235.-3453, 3546.. 3628, 4175. 

5058. .5360, 5459. .5610 
GI Descrip. (Z97336) acylaminoacyl-peptidase like protein [Arabidopsis 

thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



17223 
AAT/NAP 
5610 
800. 



.4236, 4422. .4653, 4746. .4967, 



5286 



i!3 
iTi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



: 'f Seq. No. 
! ;f Gene No. 
Cn Start 
I s U Name 
Start 
GI 

Exons 



iS GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



5165 

10727 

1418 

OJ990612_45 . 9B12 . C3 . 06 . np 
3333 
2244813 
3333. .3453, 
5058. .5360, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_45.9B12.C3 

17223 
AAT/NAP 
5610 
818 



3546. .3628, 4175, 
5459. .5610 



.4236, 4422. .4653, 4746. .4967, 



(Z97336) acylaminoacyl-peptidase like protein [Arabidopsis 
thaliana] 



5165 

10727 

1418 

OJ990612_45 . 9B12 . C3 . o4 . gp 
7186 

13056 1.R1084 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 17223 

Method AAT/GAP 

End 8263 

Score 1115 



7186. .7453, 7551. .7627, 7867. .7935, 8066. .8263 

1 113178/sp|P13676|ACPH_RAT 9.0e-24 ACYLAMINO-AC ID- RELEASING 

ENZYME (ACYL-PEPTIDE HYDROLASE) (APH) (ACYLAMINOACYL-PEPTIDASE) 

>gi_91923_pir S07624 acylaminoacyl-peptidase (EC 3.4.19.1) - 

rat >gi_202932 (J04733) acyl-peptide hydrolase [Rattus 
norvegicus] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7935, 



OJ990612 45.9B12.C3 



5165 
10727 
1418 

OJ990 612_4 5 . 9B12 . C3 . o7 . np 
7390 
113178 

7390.. 7453, 7551.. 7627, 7867. 
9358.. 9418, 9560.. 9728, 10389. 
12199. .12483, 12566 .. 12629, 15625.. 15710 

ACYLAMINO-AC ID- RELEASING ENZYME (ACYL-PEPTIDE HYDROLASE) 
(ACYLAMINOACYL-PEPTIDASE) gi | 91923 | pir | | S07 624 

acylaminoacyl-peptidase (EC 3.4.19.1) - rat gi 1202932 (J04733) 
acyl-peptide hydrolase [Rattus norvegicus] 



17223 
AAT/NAP 
15710 
414 
8066. .8263, 



9129. .9251, 



10643, 10729. .10930, 



(APH) 



5165 

10727 

1418 

OJ990612_45 . 9B12 . C3 . 08 . np 

9590 

2244813 



OJ990612_45.9B12.C3 

17223 
AAT/NAP 
13460 
926 

9590.. 9629, 10166 .. 10248 , 10354 .. 10475, 10561 .. 10643, 
11861. .11929, 12271. .12483, 12566 .. 12787 , 12931 .. 13232, 
13308.. 13460 

(Z97336) acylaminoacyl-peptidase like protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 5165 

Gene No. 10727 

Start 1418 

Name OJ990612_4 5 . 9B12 . C3 . o5 . gp 

Start 10338 

GI 25148_1.R1084 
Exons 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 17223 

Method AAT/GAP 

End 12780 

Score 1832 



10338. .10475, 10561 .. 10643, 10729 .. 10880, 11226 .. 11361, 



5287 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11861. .11935, 12259. .12483, 12566.. 12780 
, 2244813/emb|CAB10236.1| 2.0e-4i (Z97336) 

acylaminoacyl-peptidase like protein [Arabidopsis thaliana] 1 



5165 Seq. ID 

10727 Strand 

1418 End 

OJ990612_4 5 . 9B12 . C3 . 06 . gp Method 

13057 End 

uC-osflM202097b03bl Score 



OJ990612_45.9B12.C3 

17223 
AAT/GAP 
17223 
852 



13057. .13240, 13310 .. 13500, 17122.. 17223 
, 2244813/emb|CAB10236.1| 4.0e-15 (Z97336) 

acylaminoacyl-peptidase like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612 45.9B12.C3 



17223 
AAT/NAP 
14616 
202 



5165 
10727 
1418 

OJ990612_4 5 . 9B12 . C3 . o9 . np 
14394 
132675 
14394.. 14616 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 gi | 71222 | pir | | R5NT14 
ribosomal protein L14 - common tobacco chloroplast 
gi 1 11864 |emb|CAA77379| (Z00044) ribosomal protein L14 [Nicotiana 
tabacum] gi | 225233 | prf | | 1211235BQ ribosomal protein L14 
[Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5165 Seq. ID OJ990612_45 . 9B12 . C3 

10728 Strand 

20589 End 21011 

OJ990612_4 5 . 9B12 . C3 . o7 . gp Method AAT/GAP 

20589 End 21011 

LIB3477-003-P1-K1-E9 Score 127 

20589. .20661, 20989.. 21011 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 Seq. ID OJ990612_45 . 9B12 . C3 

10729 Strand 

23223 End 24567 

OJ990612_45 . 9B12 . C3 . oil . np Method AAT/NAP 

23223 End 24567 

6630699 Score 83 
23223. .23305, 24519. .24567 

(AP000969) hypothetical protein [Oryza sativa] 

gil 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 

5165 Seq. ID OJ990612_4 5 . 9B12 . C3 

10730 Strand 

35350 End 36957 

OJ990612_4 5 . 9B12 . C3 . o5 . gs Method GENSCAN 

35350 End 36957 

none Score .47 

35350. .35535, 36522 .. 36686, 36730 .. 36957 . 



5288 



Seq. No. 5165 Seq. ID 

Gene No. 10731 Strand 

Start 48764 End 

Name OJ990612_4 5 . 9B12 . C3 . o!3 . gp Method 

Start 487 64 End 

GI none Score 

Exons 48764. .49285 



OJ990612_45.9B12.C3 

49285 
AAT/GAP 
49285 
980 



Seq. No. 5165 

Gene No. 10732 

Start 49539 

Name OJ990612_45 . 9B12 .C3.o9.gs 

Start 49539 

GI none 

Exons ' 49539.-49922, 50002 .. 50217 , 
51467. .51545 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_45.9B12.C3 

52130 
GENSCAN 
51545 
.59 



50291. .50421, 50513 .. 50800, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 . Seq. ID 

10732 Strand 

49539 End 52130 

OJ990612_45 . 9B12 . C3 . ol5 . np Method AAT/NAP 

49542 End 52130 

6579208 Score 402 

49542. .49922, 50002 .. 50217 , 50291 50421, 50513 
52027. .52130 

(AC011438) T23G18.9 [Arabidopsis thaliana] 



OJ990612 45.9B12.C3 



.50800, 



5165 

10733 

54303 

OJ990612_45.9B12.C3.ol.tw 

1443 

none 

1443. .1511, 1448. .1513, 1670. 
1985.. 2053, 2224.. 2382, 2227. 
7377. .7451, 7385. .7456, 7388. 
7545. .7628, 7550. .7642, 7550. 
7869. .7955, 8022. .8225, 8063. 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 69879 
Method TBLASTX: Wheat 
End 8226 
Score 101 

.1738, 1674.. 1736, 1984.. 2055, 
.2388, 2228. .2389, 7363. .7452, 
.7456, 7390. .7461, 7536. .7631, 
.7642, 7867.. 7938, 7868.. 7936, 
.8224, 8092.. 8226 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 

10733 

54303 

OJ9'90612_45. 
1448 
none 
1448. . 
1984. , 
2543. , 
2856. , 
3137. . 
7553. , 
9124. , 
9559. , 
10168. 



Seq. ID OJ990612_ 
Strand 



45.9B12.C3 



1504, 
2055, 
2668, 
3020, 
3220, 
7642, 
9207, 
9696, 
.1024 



9B12.C3.o2.tm 



1449. .1505, 1634. 

1985.. 2053, 2213. 

2545.. 2670, 2546. 

2886.. 3023, 2887. 

3138.. 3209, 3326. 

7563. .7631, 7867. 

9129.. 9254, 9133. 

9562.. 9675, 9563. 
2, 10348. .10401 



End 

Method 
End 
Score 

.1738, 1665 
.2431, 2227 
.2668, 2748 
.3021, 3010 
.3352, 7393 
.7938, 8063 
.9252, 9358 



69879 
TBLASTX: 
10401 
87 

1736, 
2430, 
2810, 
3060, 
7452, 
8266, 
9420, 



,9676, 9692. .9730, 



Maize 



1984. 
2240. 
2752. 
3018. 
7400. 
8064. 
9362. 
9694. 



.2049, 
.2431, 
.2820, 
.3056, 
,7453, 
,8264, 
,9418, 
,9738, 



Seq. No. 
Gene No. 



5165 
10733 



Seq. ID OJ990612_45.9B12.C3 
Strand 



5289 



Start 
Name 
Start 
GI 

Exons 



54303 End 

OJ990612_4 5 . 9B12 . C3 . ol3 . tm Method 

3557 End 

none Score 



69879 . 

TBLASTX: Maize 

10881 

46 



3557. .3616, 3558.. 3617, 3565.. 3630, 3711.. 3863, 3714.. 3863, 
3716. .3865, 3925. .3990, 10572 .. 1064 6, 10574 .. 1064 5, 
10585. .10650, 10723. .10881, 10731.. 10880 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 45.9B12.C3 



Seq. No. 5165 
Gene No. 10733 
Start **" 54303 

Name OJ990612_45 . 9B12 .C3 . 06 . ts 

Start 3806 
GI none 

Exons 3806.. 3865, 3919.. 4023, 4005. 

4175. .4225, 4177.'. 4224, 10821 
11250. .11303, 11254 .. 11307, 11310 .. 11366, 11314 .. 11364 , 
11320.. 11367 



69879 

TBLASTX : Soybean 
11367 
35 

4028, 4030. .4083, 4034. .4078, 
.10880, 11248. .11304, 



11 



Seq. No. 5165 

Gene No. 10733 

Start 54303 

Name r . - OJ990612_45 . 9B12 . C3 . ol2 . tm 

Start 4473 

GI none 
Exons 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 69879 

Method TBLASTX: Maize 

End 12684 

Score "56 



4473. .4565, 4473. .4559, 4474. .4566, 4574. .4618, 4574. .4654, 
4576. .4656, 4578. .4661, 4748. .4804, 4778. .4861, 12315 12482, 
12315. .12485, 12319 .. 12489, 12566 .. 12610, 12566 .. 12613, 
12568. .12669, 12571 12612, 12628 .. 12684 , 12656. .12682 



i ,s i 

':=? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 

10733 

54303 

OJ990612_45 . 9B12 . C3 . o3 . tc 

4590 

none 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 69879 

Method TBLASTX: Cress 

End 13010 

Score 65 



4590. .4661, 4757. .4873, 4853. .4960, 4884. .4961, 5057. .5137, 
12402. .12485, 12577 .. 12693, 12673 .. 12783, 12930.. 13010 



5165 Seq. ID 

10733 Strand 

54303 End 

OJ990612_45. 9B12 . C3 . o4 . tm Method 

5055 End 

none Score 



OJ990612_45.9B12.C3 
69879 

TBLASTX: Maize 

13503 

90 



5055. .5366, 5056. .5256, 5057. .5368, 5058. .5372, 5461. .5586, 
12929. .13219, 12930 .. 13223, 12930 .. 13241 , 12931 .. 13245, 
13310. . 13489, 13314. .13472, 13314 .. 134 96, 13315. .13503 



Seq. No. 5165 

Gene No. 10733 

Start 54303 

Name OJ990612_4 5 . 9B12 . C3 . o2 . tw 

Start 9635 

GI none 
Exons 



Seq. ID OJ990612_45. 9B12.C3 
Strand 
End 

Method 
End 
Score 



69879 

TBLASTX: Wheat 

42470 

165 



9635. .9685, 4 1658 .. 4 1783, 41659 .. 4 1850, 4 1947 .. 42054 , 
42043. .42165, 42429. .42470 



5290 



Seq. No. 


5165 








Seq. ID 


OJ990612 


_45.9B12 


.C3 


Gene No. 


10733 








Strand 








Start 


54303 








End 


69879 






Name 


OJ990612 45.9B12.C3. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


10821 








End 


47035 






GI 


none 








Score 


67 






Exons 


10821. 


.10928, 


46730. 


. 47035 










Seq. No. 


5165 








Seq. ID 


OJ990612 


_45. 9B12 


.C3 


Gene No. 


10733 








Strand 








Start 


54303 








End 


69879 






Name 


OJ990612 45.9B12.C3. 


o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


14395 








End 


14605 






GI 


none 








Score 


69 






Exons 


14395. 


.14442, 


14395. 


.14451, 


14396. .14452, 14444 


. .14572, 






14447. 


.14560, 


14564. 


. 14605, 


14569. .14604 






Seq. No. 


5165 








Seq. ID 


OJ990612 


45. 9B12 


-C3 


Gene No. * 


. 10733 








Strand 








Start 


54303 








End 


69879 






Name 


OJ990612 45.9B12.C3. 


ol6. tm 


. Method 


TBLASTX: 


Maize 




Start . 


40502 








End 


40651 




GI 


none 








Score 


203 






Exons 


40502. 


.40651, 


40516. 


.40545, 


40597. .40650 






Seq. No. 


5165 








Seq. ID • 


OJ990612 


_45. 9B12 


.C3 


Gene No. 


10733 








Strand 








Start 


54303 








End 


69879 






Name 


OJ990612 45.9B12.C3. 


ol. tc 


Method 


TBLASTX: 


Cress 




Start 


40505 








End 


43516 






GI 


none 








Score 


100 






Exons 


40505. 


.40591, 


40516. 


.40545, 


40568. .40654, 40594 


. .40659, 






41235. 


.41465, 


41238. 


.41399, 


41239. .41466, 41566 


. .41871, 






41566. 


.41847, 


41583. 


. 41891, 


41937. .42122, 41947 


. .42123, 






42224. 


.42307, 


42228. 


. 42314, 


42428. .42577, 42429 


. .42602, 






42986. 


.43051, 


42987. 


. 43070, 


43116. .43295, 43129 


. .43299, 






43380. 


.43511, 


43382. 


. 43516 










Seq. No. 


5165 








Seq. ID 


OJ990612 


__45.9B12 


.C3 


Gene No. 


10733 








Strand 








Start 


54303 








End 


69879 s 




- * 


Name 


OJ990612 45.9B12.C3. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


40505 








End 


43520 






GI 


none 








Score 


96 






Exons 


40505. 


40573, 


40568. 


.40639, 


41235. .41462, 41238 


. .41360, 






41239. 


41466, 


41239. 


.41466, 


41566. .41871, 41566 


. .41694, 






-41583. 


41891, 


41753. 


.41893, 


41937. .42119, 41947 


. .42123, 






42227. 


42316, 


42228. 


.42314, 


42426. .42575, 42428 


. .42589, 






42428. 


42577, 


42429. 


.42602, 


42986. .43051, 42987 


. .43070, 






43116. 


43292, 


43129. 


.43299, 


43138. .43299, 43380 


. .43520, 






43380. 


43496 














Seq. No. 


5165 








Seq. ID 


OJ990612 


_45. 9B12 


.C3 


Gene No. 


10733 








Strand 








Start 


54303 








End 


69879 






Name 


OJ990612 45.9B12.C3. 


o3. tm 


Method 


TBLASTX: 


Maize 





5291 






Start 


41355 




End 


42087 






GI 


none 




Score 


144 






Exons 


41355. .41462, 41356. 


, .41466, 


41566. .41871, 4 1566 4 1856, 








41583. .41879/ 41937, 


. .42086, 


41945. .42085, 41947. .42087 






Seq. No. 


5165 




Seq. ID 


OJ990612_45. 9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


o7. tm 


Method 


TBLASTX: Maize 






Start 


42088 




End 


43523 






GI 


none 




Score 


56 






Exons 


42088. .42123, 42088. 


.42117, 


42221. .42316, 42228 42314, 








42428. .42577, 42428. 


.42577, 


42429. .42602, 42429 42584, 








42965. .43051, 42987. 


.43070, 


42987. .43082, 43116 43298, 








43129. .43299, 43138. 


.43317, 


43377. .43490, 43379 .. 43507, 








43380. .43523, 43382 . 


.43522 










Seq. No. 


5165 




Seq. ID 


OJ990612_45. 9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.'C3. 


o9.tm 


Method 


TBLASTX: Maize 






Start 


46634 




End 


47074 






GI 


none 




Score 


44 




1=3 


Exons 


46634. .46666, 46689. 


.46739, 


46694. ,46963, 46730 .. 47074, 




i, "J 
: st 




46794. .47063 










in 


Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


o4 . ts 


Method 


TBLASTX : Soybean 






Start 


46700 




End 


47059 




r y 


GI 


none 




Score 


249 






Exons 


46700. .46963, 46730. 


.47059 








. _ 


Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 


H J 


Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 




;.l 


Name 


OJ990612 45.9B12.C3. 


08. tm 


Method 


TBLASTX: Maize 




ss. 


Start 


47194 




End 


47563 






GI 


none 




Score 


431 




□ 


Exons 


47194. .47508, 47195. 


.47563, 


47201. .47563 






Seq. No. 


5165 ■ 




Seq. ID 


OJ990612_45. 9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


o2. tc 


Method 


TBLASTX: Cress 






Start 


47552 




End 


48037 






GI 


none 




Score 


515 






Exons 


47552. .48037, 47554. 


.47988 










Seq. No. 


5165 




Seq. ID 


OJ990612_45. 9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


47566 




End 


48081 






GI 


none 




Score 


633 






Exons 


47566. .48081, 47567. 


.48079, 


47572. .48081 





5292 






Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


47804 




End 


48894 






GI 


none 




Score 


107 






Exons 


47804. .47908, 47815. 


.47910, 


47933. .48382, 47935 .. 47979, 








47936. .48085, 48013. 


.48201, 


48235. .48 


315, 48365. .48715, 








48409. .48708, . 48416. 


.48712, 


48770. .48889, 48784. .48894 






Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 




Gene No . 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


06. tm 


Method 


TBLASTX: Maize 






Start 


48083 




End 


49012 






GI 


none 




Score 


79 






Exons 


48083. .48211, 48206. 


.48334, 


48365. .48709, 48418 .. 48717, 








48770. .49012, 48772. 


.49008 










Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 




Q 


Name 


OJ990612 45.9B12.C3. 


ol7.tm 


Method 


TBLASTX: Maize 




:. "1 


Start 


49539 




End 


49841 




rn 


GI 


none 




Score 


48 




t a 


Exons 


49539. .49571, 49539. 


.49577, 


49582. .49686, 49596 .. 49691, 




i ! S 




49700. .49738, 49701. 


.49745, 


49701. .49739, 49724 .. 49828, 








49734. .49841, 49747. 


.49836 








i a d 

. == 
! ==# 


Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 


ru 


Gene No . 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


06 . tc 


Method 


TBLASTX: Cress 




.>=. 


Start 


49684 




End 


51107 




''J 


GI 


none 




Score 


67 






Exons 


49684. .49848, 49698. 


.49850, 


50020. .50226, 50282 504 13, 




;.l 




51054. .51107 












Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 




Gene No. 


10733 




Strand 








Start 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


o3. ts 


Method 


TBLASTX : Soybean 






Start 


50014 




End 


50675 






GI 


none 




Score 


109 






Exons 


50014. .50064, 50074. 


.50226, 


50282. .50401, 50511.. 50675 






Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


. C3 




Gene No. 


10733 




Strand 








Start. 


54303 




End 


69879 






Name 


OJ990612 45.9B12.C3. 


ol4 . gp 


Method 


AAT/GAP 






Start 


53365 




End 


54596 






GI 


none 




Score 


1253 






Exons 


53365, .53767, 54268. 


.54596 










Seq. No. 


5165 




Seq. ID 


OJ990612_45.9B12 


.C3 




Gene No. 


10733 




Strand 







5293 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



54303 

OJ990612_45.9B12.C3.ol6.np 

54288 

3063469 



End 69879 
Method AAT/NAP 
End 59544 
Score 413 
54288. .54497, 54 675 .. 55376, 59481.. 59544 
(AC003981) F22013.31 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5165 

10733 

54.303 

OJ990612_45.9B12.C3.ol0.gs 
54303 



none 

54303. 

57667. 

61096. 

64964. 

69798. 



,55603, 55971. .56124, 

,57698, 58230. .58421, 

,61327, 61874; .62207, 

,65015, 66903. .67070, 
,69879 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_45.9B12.C3 

69879 
GENSCAN 
69879 
.52 



56664 . .56716, 57358 57581, 

58565. .59272, 59382 .. 59533, 

62941. .63122, 63512. .64105, 

67325. .67577, 67788. .68039, 



Seq. No. 5165 

Gene No. 10733 

Start 54303 

Name OJ990612_45 . 9B12 . C3 . o5 . tc 

Start 54306 

GI none 
Exons 



Seq. ID OJ990612_45.9B12.C3 
Strand 
End 

Method 
End 
Score 



69879 

TBLASTX: Cress 

55106 

80 



54306. .54491, 54316 544 68 , 54843 .. 55106, 54897.. 55091 



m Seq. No. 
Gene No. 
Start 
Name 
hi Start 

fy gi 

s Exons 

u 



; :3 



5165 

10733 

54303 

OJ990612_45. 9B12 . C3 . ol . tm 

54310 

none 

54310. .54477, 54311 .. 54478 , 
54348..5448S, 54 615 54767, 
54834. .55178, 54837 .. 55181, 
55176. .55298, 55196 .. 554 17, 
55704. .55730 



Seq. ID OJ990612_45.9B12.C3 
Strand 

End 69879 

Method TBLASTX : Maize 

End 55730 

Score 133 
54318. .54497, 54322 .. 54483, 
54626. .54760, 54 639 .. 547 67 , 
55159. .55230, 55174 .. 55230, 
55225. .55602, 55239. . 55601, 



Seq. No. 


5165 


Seq. ID 


OJ990612_45.9B12.C3 


Gene No. 


10733 


Strand 




Start 


54303 


End' 


69879 


Name 


OJ990612 45.9B12.C3.ol5.gp 


Method 


AAT/GAP 


Start 


54794 


End 


55600 


GI 


31987 1.R1084 


Score 


1582 


Exons 


54794.. 55600 






GI Descrip. 


'3063469 2.0e-25 (AC003981) 


F22013.31 


[Arabidopsis thaliana 


Seq. No. 


5165 


Seq. ID 


OJ990612_45.9B12.C3 


Gene No. 


10733 


Strand 




Start 


54303 


End 


69879 


Name 


OJ990612 45.9B12.C3.o5.ts 


Method 


TBLASTX : Soybean 


Start 


54846 


End 


55106 


GI 


none 


Score 


124 


Exons 


54846. .55106, 54894. .55100 






Seq. No. 


5165 


Seq. ID 


OJ990612_45.9B12.C3 



5294 



Gene No. 


10733 




Strand 






Start 


54303 




End 


69879 




Name 


OJ990612_45 . 9B12 . C3 . 


ol6.gp 


Method 


AAT/GAP 




Start 


55717 




End 


56082 




GI 


none 




Score 


517 




Exons 


55717 . . 56082 










Seq. No. 


5165 




Seq. ID 


OJ990612_ 


45. 9B12.C3 


Gene No. 


10733 




Strand 






Start 


54303 




End 


69879 




Name 


OJ990612_45.9B12.C3. 


olO. tm 


Method 


TBLASTX: Maize 


Start 


55798 




End 


56209 




GI 


none 




Score 


49 




Exons 


55798. .55833, 55800. 


. 55841, 


55857. .55991, 55879. 


.55992, 




55880. .56005, 55975. 


. 56208, 


55995. .56207, 55997. 


.56209 


Seq. No. 


5165 




Seq. ID 


OJ990612__ 


_45.9B12.C3 


Gene No. 


10733 




Strand 






Start 


54303 




End 


69879 




Name 


OJ990612 45.9B12.C3. 


ol7 .np 


Method 


AAT/NAP 




Start 


56957 




End 


59533 




GI 


4538929 




Score 


80 




Exons 


56957. .56975, 58230. 


.58475, 


58986. .59187, 59387. 


.59533 


GI Descrip. 


( AL04 9483 ) putative 


nucleic 


acid binding protein 


[Arabidops. 




thaliana] 










Seq. No. 


5165 




Seq. ID 


OJ990612_ 


_45.9B12.C3 


Gene No. 


10733 




Strand 






Start 


54303 




End 


69879 




Name 


OJ990612 45.9B12.C3. 


ol4 . tm 


Method 


TBLASTX: Maize 


Start 


58871 




End 


59283 




GI 


none 




Score 


78 




Exons 


58871.. .58933, 58872. 


.58919, 


58873. .58932, 58939. 


.58980, 




58961. .59008, 58961. 


.59029, 


59009. .59122, 59020. 


.59118, 




59023. .59046, 59028. 


. 59123, 


59119. .59283, 59150. 


.59275 


Seq. No. 


5165 




Seq. ID 


OJ990612_ 


_45.9B12.C3 


Gene No. 


10733 




Strand 






Start 


54303 




End 


69879 




Name' 


OJ990612 45.9B12.C3. 


ol8 .np 


Method 


AAT/NAP 




Start 


59749 




End 


62961 




GI 


4538929 




Score 


194 




Exons 


.59749. .59772, 61064. 


.61327, 


61874. .62077, 628X4. 


.62961 


GI Descrip. 


(AL049483) putative nucleic 


acid binding protein 


[Arabidops. 




thaliana] 










Seq. No. 


5165 




Seq. ID 


OJ990612_ 


45.9B12.C3 


Gene No. 


10734 




Strand 






Start 


72139 




End 


73150 




Name 


OJ990612 45.9B12.C3. 


oll.tm 


Method v 


TBLASTX: Maize 


Start 


72139 




End 


73150 




GI 


none 




Score 


103 




Exons 


72139. .72204, 72140. 


.72205, 


72140. .72205, 72805. 


.72906, 




72805. .72912, 72809. 


.72913, 


72809. .72928, 72936. 


.72983, 




73020. .73148, 73049. 


.73150, 


73061. .73147 




Seq. No. 


5165 




Seq. ID 


OJ990612_ 


45.9B12.C3 



5295 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



10735 Strand 

73619 End 

OJ990612_45 . 9B12 . C3 . ol5 . tm Method 

73619 End 

none Score 



74498 

TBLASTX: Maize 

74498 

216 



73619. .73762, 73620 73757, 73621 73761, 73951 73995, 
74387. .74497, 74387 74 497, 74388.-74498 



Seq. No. 5166 Seq. ID 

Gene No. 10736 Strand ; 

Start 1 End 

Name OJ990612_4 5 . 9B12 . C4 . ol . np Method 

Start 1 End 

GI 3152583 Score 

Exons 1 . . 170 

GI Descrip. (AC002986) Contains similarity to inhibitor of apoptosis protein 
gb|U45881 from D. melanogaster . [Arabidopsis thaliana] 



OJ990612_45.9B12.C4 
+ 

170 

AAT/NAP 

170 

102 



Seq. No. 5166 

Gene No. 10737 

Start 92 

Name OJ990612_4 5 . 9B12 . C4 . ol . gs 

Start 92 

ri Gi none 

Exons 92.. 211, 224.. 283 



Seq. ID OJ990612_45.9B12.C4 

Strand + 

End 283 

Method GENSCAN 

End 283 

Score .52 



!=l§ 



Seq. No. 5166 Seq. ID 

Gene No. 10738 Strand 

□ Start 914 End 

hi Name OJ990612_45 . 9B12 . C4 . o2 . gs Method 

I* Start 914 End 

;f. GI none Score 

Exons 914.. 1321 



OJ990612_45.9B12.C4 

1321 
GENSCAN 
1321 
.98 



Seq. No. 5167 

Gene No. 10739 

Start 1520 

Name OJ990612_45 . 9B12 .C5.ol.gs 

Start 1520 

GI none 
Exons 



Seq. ID OJ990612_45.9B12.C5 

Strand + 

End 14700 

Method GENSCAN 

End 12880 

Score .41 



1520. .1565, 2221. .2300, 3444. .3564, 4643. .4857, 5023. .5400, 
5518. .5696, 6331. .6417, 10558 10687, 12764. .12880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5167 

10739 

1520 

OJ990612_45.9B12.C5.o3.np 

5194 

6498458 



Seq. ID OJ990612_45.9B12.C5 



Strand 
End 

Method 

End 

Score 



+ 

14700 
AAT/NAP 
14700 
52 



5194. .5357, 11514 .. 11632, 13402 .. 13557 , 14663. .14700 
(AP000816) hypothetical protein [Oryza sa.tiva] 



5167 Seq. ID 

10740 Strand 

1274 End 

OJ990612_45 . 9B12 .C5 . ol . np Method 

1274 End 



OJ990612_45.9B12.C5 

1713 

AAT/NAP 

1713 



5296 





GI 


6539570 


Score 


164 






Exons 


1274.. 1360, 1520.. 1713 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5167 


Seq. ID 


OJ990612_45 


9B12 . C5 




Gene No. 


10741 


Strand 








Start 


1847 


End 


ly^y 






Name 


OJ990612 45.9B12.C5.o2.np 


Method 


AAT/NAP 






Start 


1847 


End 


1929 






GI 


6630699 


Score 


84 






Exons 


1847.. 1929 




- 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi |672 1536 | db j | BAA89566.il 


(AP001073) 


hypothetical 


protein 






[Oryza sativa] 










Seq. No. 


5167 


Seq. ID 


OJ990612_45 


9B12 ,C5 




Gene No. 


10742 


Strand 








Start 


13167 


End 


13604 






Name 


OJ990612 45.9B12.C5.o2.gs 


Method 


GEN SCAN 






Start 


13167 


End 


13604 






GI 


none 


Score 


. 69 






Exons 


13167. .13604 










Seq. No. 


5168 


Seq. ID 


OJ990612_4 5 . 


9B12 .C6 




Gene No. 


10743 


Strand 


+ 






Start 


136 


End 


332 




S3. 


Name 


OJ990612 45.9B12.C6.ol.gs 


Method 


GEN SCAN 






Start 


136 


End 


318 




E 


GI 


none 


Score 


.85 






Exons 


136. .318 









Seq. No. 5168 Seq. ID 

Gene No. 1074 3 Strand 

Start 136 End 

Name OJ990612_4 5 . 9B12 . C6 . ol . gp Method 

Start 139 End 

GI 31987_1.R1084 Score 

Exons 139.. 332 

GI Descrip. '3063469 2.0e-25 (AC003981) F22013.31 [Arabidopsis thaliana] ' 



OJ990612_45.9B12.C6 
+ 

332 

AAT/GAP 

332 

380 



i Seq. No. 


5169 


Seq. ID 


OJ990612_45.9B12.C7 


" Gene No. 


10744 


Strand 


+ 


Start 


297 


End 


377 


Name 


OJ990612 45.9B12.C7.ol.gs 


Method 


GENSCAN 


Start 


297 


End 


377 


GI 


none 


Score 


.82 


Exons 


297. .377 






Seq. No. 


5170 


Seq. ID 


OJ990612_45.9B12.C10 


Gene No. 


10745 


Strand 




Start 


1 


End 


330 


Name 


OJ990612 45.9Bl2.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


330 


GI 


2498930 


Score 


214 


" Exons 


1..101, 269. .330 






GI Descrip. 


DORSAL-VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GASTRULATION 



PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



5297 




ru 



Seq. No. 


5170 


Seq. ID 


OJ990612 45.9B12.C10 


Gene No. 


10745 


Strand 


- 


Start 


1 


End 


330 


Name 


OJ990612 45.9B12.C10.ol.gs 


Method 


GEN SCAN 


Start 


10 


End 


328 


GI 


none 


Score 


. 74 


Exons 


10 . . 101, 269. . 328 






Seq. No. 


5171 


Seq. ID 


OJ990612 44.9B05.C1 


Gene No. 


10746 


Strand 


+ 


Start 


491 


End 


755 


Name 


OJ990612 44.9B05.Cl.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


755 


GI 


2498930 


Score 


92 


Exons 


491. .551, 719. .755 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi | 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


5171 


Seq. ID 


OJ990612_44.9B05.C1 


Gene No. 


10746 


Strand 


+ 


Start 


491 


End 


755 


Name 


OJ990612_44 . 9B05 . CI . ol . gs 


Method 


GEN SCAN 


Start 


492 


End 


551 


GI 


none 


' Score 


.94 


Exons 


492 . . 551 






Seq. No. 


5172 


Seq. ID 


OJ990612_44.9B05.C2 


Gene No. 


10747 


Strand 




Start 


3433 


End 


3617 


Name 


OJ990612 44.9B05.C2.o2.gs 


Method 


GENSCAN 


Start 


3433 


End 


3617 


GI 


none 


Score 


.41 


Exons 


3433. .3617 






Seq. No. 


5173 


Seq. ID 


OJ990612_44.9B05.C3 


Gene No. 


10748 


Strand 


+ 


Start 


2 


End 


1103 


Name 


OJ990612 44.9B05.C3.ol.gs 


Method 


GENSCAN 


Start 


2 


End 


1103 


GI 


none 


Score 




Exons 


2. .68, 1036. .1103 






Seq. No. 


5173 


Seq. ID 


OJ990612_44.9B05.C3 


Gene No. 


10749 


Strand 




Start 


285 


End 


4463 


Name 


OJ990612 44.9B05.C3.ol.np 


Method 


AAT/NAP 


Start 


285 


End 


4463 


GI 


423,4852 


Score 


4162 


Exons 


285. .4260, 4303. .4463 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 


Seq. No. 


5173 


Seq. ID 


OJ990612_44.9B05.C3 


Gene No. 


10749 


Strand 




Start 


285 


End 


4463 


Name 


OJ990612 44.9B05.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


336 


End 


728 



5298 




GI 


none 




Score 


89 




Exons 


336.. 602, 600.. 728, 601.. 717 






Seq. No. 


5173 




Seq. ID 


OJ990612_44.9B05. 


C3 


Gene No . 


10749 




Strand 






Start 


285 




End 


4463 




Name 


OJ990612 44 


.9B05.C3.o4.ts 


Method 


TBLASTX: Soybean 




Start 


339 




End 


913 




GI 


none 




Score 


59 




Exons 


339.. 521, 618.. 719, 622. .723, 734.. 913 






Seq. No. 


5173 




Seq. ID 


OJ990612_44.9B05. 


C3 


Gene No . 


10749 




Strand 






Start 


285 




End 


4463 




Name 


OJ990612 44 


9B05 . C3 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


803 ~~ 




End 


1228 




GI 


none 




Score 


111 




Exons 


803. . 1099, 


804 . . 959, 1073. , 


. 1228 






Seq. No. 


5173 




Seq. ID 


OJ990612_44.9B05. 


C3 


Gene No . 


-10749 




Strand 






Start 


285 




End 


4463 




Name 


OJ990612 44 


9B05 C3 ol tw 


Method 


TBLASTX: Wheat 




Start 


899 _ 




End 


1679. 




GI ■■•■V 


none 




Score 


132 




Exons 


899. . 1348, 


903. . 1319, 1325 . 


. . 1678, 1332 


..1679, 1334. .1678 ' 


Seq. No. 


5173 




Seq. ID 


OJ990612_44 .9B05. 


C3 


Gene No. 


10749 




Strand 






Start 


285 




End 


4463 




Name 


OJ990612 44 


. 9B05.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1370 ~ 




End 


1807 




GI 


5509260 




Score 


138 




Exons 


1370. . 1807, 


1446. . 1718 








GI Descrip. 












Seq. No. 


5173 




Seq. ID 


OJ990612_44 .9B05. 


C3 


Gene No . 


10749 




Strand 






Start 


285 




End 


4463 




Name 


OJ990612 44 


9B05 C3 ol tc 


Method 


TBLASTX: Cress 




Start 


14 60 _ 




End 


1720 




GI 


none 




Score 


106 




Exons 


1460. .1720, 


1482. .1718 








Seq. No. 


5173 




Seq. ID 


OJ990612_44.9B05. 


C3 


Gene Wo 


10749 




Strand 






Start 


285 




End 


4463 




Name 


OJ990612 44 


. 9B05.C3.o3. tm 


Method 


TBLASTX: Maize 




Start 


1499 




End 


1807 




GI 


none 




Score 


125 




Exons 


1499. .1807, 


1503. .1799 








Seq. No. 


5173 




Seq. ID 


OJ990612_44 .9B05. 


C3 


Gene No. 


10749 




Strand 






Start 


285 




End 


4463 




Name 


OJ990612 44 


.9B05.C3.o3.ts 


Method 


TBLASTX: Soybean 




Start 


2318 




End 


2668 





5299 



GI 

Exons 



none 

2318. .2491, 2495. .2668 



Score 



151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5173 

10749 

285 

OJ990612_44, 

2321 

none 

2321. .2419, 
2742. .2981, 



9B05.C3.o2.tw 



2346. 
2743. 



,2420, 2399. 
,2967 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_44.9B05.C3 
4463 

TBLASTX: Wheat 

2981 

36 



.2668, 2430.. 2669, 2735.. 2953, 



Seq. No. 5173 Seq. ID 

Gene No. 1074 9 Strand 

Start 285 End 

Name OJ990612_4 4 . 9B05 . C3 . o4 . tm Method 

Start 2510 End 

GI none Score 

Exons 2510.. 2668, 2742.. 2966 



OJ990612_44.9B05.C3 
4463 

TBLASTX: Maize 

2966 

123 



Seq. No. 5173 Seq. ID 

Gene No. 1074 9 Strand 

Start 285 End 

Name OJ990612_4 4 . 9B05 . C3 . o2 . ts Method 

Start ' 2757 End 

GI none Score 

Exons 2757.. 3143, 2926.. 3132 



OJ990612_44.9B05.C3 
4463 

TBLASTX : Soybean 

3143 

113 



^ Seq. No. 
is 2 Gene No. 
W Start 
ry Name 
Start 

n gi 

Exons 

r *~ 

! s 3 Seq. No. 

Gene No. 
I'? Start 
!: ~ Name 

Start 

GI 

Exons 



5173 

10749 

285 

OJ990612_44.9B05.C3.ol.tm 

3421 

none 

3421. .3513, 3463. .3513, 3618. 
3802. .4266, 3810. .4331, 4288. 

5174 

10750 

135 

OJ990612_44 . 9B05 . C4 . ol . gs 

135 

none 

135. .204, 266. .312 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 44.9B05.C3 



4463 

TBLASTX: Maize 
4371 
58 

,3707, 3637. .3678, 3792.. 4370, 
,4371 



Seq. ID OJ990612_44.9B05.C4 

Strand + 

End 312 

Method GENSCAN 

End 312 

Score . 65 



Seq. No. 5175 

Gene No. 10751 

Start 11698 

Name OJ990612_44 . 9B05 . C5 . o2 . np 

Start 11679 

GI 6539570 

Exons 11679. .11872, 12023 .. 12093, 

21684. .22000, 23147. .23278 

GI Descrip. (AP000836) hypothetical protein [Oryza- sativa] 



Seq. No, 
Gene No.. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_ 
+ 

23278 
AAT/NAP 
23278 
181 



44.9B05.C5 



21126. .21298, 21435 .. 21530, 



.5175 
10751 



Seq. ID OJ990612_44 . 9B05.C5 
Strand + 



5300 



Start 


11698 




End 


23278 




Name 


OJ990612 44 


.9B05.C5.o3.gs 


Method 


GENSCAN 




Start 


11698 




End 


12676 




GI 


none 




Score 


.71 




Exons 


11698. .11734, 12347. .12396, 


12572. .12676 




Seq. No. 


5175 




Seq. ID 


OJ990612 


_4 4 . 9B05.C5 


Gene No. 


10752 




Strand 






Start 


4558 




End 


7959 




Name 


OJ990612 44 


.9B05.C5.ol.gp 


Method 


AAT/GAP 




Start 


4558 




End 


5513 




GI 


LIB3433-060 


-P1-K1-E11 


Score 


650 




Exons 


4558. .4782, 


5353. .5513 








GI Descrip. 


, 4768916/gb|AAD29679.1|AF133209 1 9.0e 


-22 (AF133209) CLC-Nt2 




protein [Nicotiana tabacum] 1 








Seq. No. 


5175 




Seq . ID 


OJ990612 


_4 4 . 9B05 ,C5 


Gene No. 


10752 




Strand 






Start 


4558 




End 


7959 




Name 


OJ990612 44 


.9B05.C5.ol.np 


Method 


AAT/NAP 




Start 


4676 




End 


7929 




GI 


4768916 




Score 


2589 




Exons 


4676. .4782, 


5353.. 7013, 7128 


..7305, 7390.. 7590, 


7748. .7929 


GI Descrip. 


(AF133209) ' 


CLC-Nt2 protein [Nicotiana 


tabacum] 




Seq. No. 


5175 




Seq. ID 


OJ990612 


_44.9B05.C5 


Gene No. 


10752 




Strand 






Start 


4558 




End 


7959 




Name 


OJ990612 44 


. 9B05.C5.o2.gs 


Method 


GENSCAN 




Start 


5275 




End 


7959 




GI 


none 




Score 


.78 




Exons 


5275. .7002, 


7128.. 7384, 7391 


..7590, 7748. .7959 




Seq. No. 


5175 




Seq. ID 


OJ990612 


_44.9B05.C5 


Gene No. 


10753 




Strand 






Start 


22855 




End 


23375 




Name 


OJ990612 44 


.9B05.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


4684 




End 


5716 




GI 


none 




Score 


133 




Exons 


4684. .4785, 


4688.. 4783, 4693 


..4788, 5347. .5520, 


5353. .5424, 




5354. .5491, 


5512.. 5715, 5564 


. .5716 






Seq. No. 


5175 




Seq. ID 


OJ990612 


_44.9B05.C5 


Gene No. 


10753 




Strand 






Start 


22855 




End 


23375 




Name 


OJ990612 44 


.9B05.C5.ol.tc 


Method 


TBLASTX:' 


Cress 


Start 


4696 




End 


7876 




GI 


none 




Score 


80 




Exons 


4696. .4776, 


4715.. 4783, 5362 


..5679, 5369.. 5680, 


5692. .6537, 




5693. .6595, 


6583.. 6873, 6668 


..6841, 6915. .7016, 


6922. .7014, 




7125. .7307, 


7129. .7314, 7419 


..7589, 7432. .7590, 


7747. .7866, 




7748. .7876 










Seq. No. 


5175 




Seq. ID 


OJ990612 


_44.9B05.C5 


Gene No. 


10753 




Strand 






Start 


22855 




End 


23375 




Name 


OJ990612 44 


. 9B05.C5.o5.ts 


Method 


TBLASTX: , 


Soybean 



5301 




Start 


5359 








End 


5529 




GI 


none 








Score 


82 




Exons 


5359. .5529, 


5360 


. .5485 










Seq. No. 


5175 








Seq. ID 


OJ990612_44.9B05 


.C5 


Gene No. 


10753 








Strand 






Start 


22855 








End 


23375 




Name 


OJ990612 44 


.9B05 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5545 








End 


6126 




GI 


none 








Score 


97" 




Exons 


5545. .5679, 


5558 


. .5776, 


5692. 


.6126, 5693.. 6064 




Seq. No. 


5175 








Seq. ID 


OJ990612_44.9B05 


.C5 


Gpne No 


10753 








Strand 






Start 


22855 








End 


23375 




Name 


OJ990612 44 


. 9B05 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5608 








End 


5947 




GI 


none 








Score 


54 




Exons 


5608. .5670, 


5624 


. .5701, 


5686. 


.5775, 5791. .5946, 5798. .5947 


Seq. No. 


5175 








Seq. ID 


OJ990612_44.9B05 


.C5 


fionp No 


10753 








Strand 






Start 


22855 








End 


23375 




Name 


OJ990612 44 


. 9B05 


.C5.ol. 


tm * 


Method 


TBLASTX: Maize 




Start 


5936 








End 


6873 




GI 


none 








Score 


239 




Exons 


5936. .6409, 


5980 


. .6873, 


6677. 


.6841 






Seq. No. 


5175 








' Seq. ID 


OJ990612_44.9B05 


.C5 


Gpnp No 


10753 








Strand 






Start 


22855 








End 


23375 




Name 


OJ990612 44 


.9B05 


.C5.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


6178 








End 


6433 




GI 


none 








Score 


180 




Exons 


6178. .6417, 


6182 


. .6433 










Seq. No. 


5175 








Seq. ID 


OJ990612_44.9B05 


.C5 


Gpne* No 


10753 








Strand 






Start 


22855 








End 


23375 




Name 


OJ990612 44 


.9B05 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6915 








End 


7295 




GI 


none 








Score 


111 " 




Exons 


6915. .7016, 


6916 


. .7014, 


7123. 


.7251, 7125. .7295 




Seq. No. 


5175 








Seq. ID 


OJ990612_44.9B05 


.C5 


Gene No. 


10753 








Strand 






Start 


22855 
t— \j «-/ +j 








End 


23375 




Name 


OJ990612 44 


.9B05 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


7153 








End 


7839 




GI 


none 








Score 


91 




Exons 


7153. .7308, 


7167 


. .7307, 


7395. 


.7589, 7420. .7590, 7744. .7839 




7747. .7839 














Seq. No. 


5175 








Seq. ID 


OJ990612_44. 9B05 


.C5 


Gene No. 


10753 








Strand 






Start 


22855 








End 


23375 




Name 


OJ990612 44 


.9B05 


.C5.o3. 


tm 


* Method 


TBLASTX: Maize 





5302 



ry 

i . I 



Start 


20329 




End 


20619 




GI 


none 




Score 


248 




Exons 


20329. .20619, 20373 


. .20618 








Seq. No. 


5175 




Seq. ID 


OJ990612_44.9B05. 


C5 


Gene No. 


10753 




Strand 






Start 


22855 




End 


23375 




Name 


OJ990612 44.9B05.C5 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20376 




End 


20619 




GI 


none 




Score 


125 - 




Exons 


20376. .20618, 20383 


. .20520, 


20406. .20537, 20599.. 20619 




Seq. No. 


5175 




Seq. ID 


OJ990612_44.9B0S. 


C5 


Gene No . 


10753 




Strand 






Start 


22855 




End 


23375 




Name 


OJ990612 44.9B05.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20382 r 




End 


20613 




GI 


none 




Score 


194 




Exons 


20382. .20534,. 20382 

j 


. .20612, 


20383. .20613 




Seq. No. 


5175 » 




Seq. ID 


OJ990612_44. 9B05>. 


C5 


Gene No . 


10753 




Strand. 






Start 


22855 




End 


23375 




Name 


OJ990612 44. ; 9B05.C5 


. o5 . gs 


Method 


GEN SCAN 




Start 


22855 




End 


23375 






none 




Score 


.54 




Exons 


22855. .23058, 23182 


. .23375 








Seq. No. 


5176 




Seq. ID 


OJ990612_44. 9B05. 


C6 


Gene No. 


10754 




Strand 


+ 




Start 


493 




End 


1356 




Name 


OJ990612 44.9B05.C6 


. o2.np 


Method 


AAT/NAP 




Start 


4 93 




. End 


1356 




GI 


5042448 




Score 


1020 




Exons 


493.. 1356 











vj GI Descrip. 



t : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



5176 
10755 
1605 

OJ990612_44 . 9B05 . C6 . o3 . np 
1605 
4680179 
1605.. 3287, 3591.. 3656 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990612_44.9B05.C6 

Strand + 

End 3656 

Method AAT/NAP 

End 3656 

Score 2501 



5176 
10756 
337 

OJ990612_4 4 . 9B05 . C6 . ol . np 
337 

4680183 
337. .407 

(AF111709) gag-pol protein [Oryza sativa subsp. indica J 



Seq. ID OJ990612_44 . 9B05.C6 
Strand 

End 4 07 

Method AAT/NAP 

End 4 07 

Score 4 9 



Seq. No". 



5176 



Seq. ID OJ990612_44.9B05.C6 



5303 



;==( 
a, 



tu 

□ 

□ 



Gene No. 


10757 




Strand 






Start 


1884 




End 


2384 




Name 


OJ990612 44.9B05.C6.ol.tw 




Method 


TBLASTX: Wheat 




Start 


1884 




End 


2231 




GI 


none 




Score 


285 




Exons 


1884.. 2231, 1898.. 1972, 1902. 


.2006, 2003.. 2230 




Seq. No. 


5176 




Seq. ID 


OJ990612_44 . 9B05 


.C6 


Gene No. 


10757 




Strand 






Start 


1884 




End 


2384 




Name 


OJ990612 44 . 9B05.C6.ol. tm 




Method 


TBLASTX: Maize 




Start 


2112 




End 


2384 




GI 


none 




Score 


188 




Exons 


2112.. 2384, 2129.. 2293 










Seq. No. 


5176 




Seq. ID 


OJ990612_44 . 9B05 


.C6 


Gene No. 


10758 




Strand 






Start 


2802 




End 


3155 




Name 


OJ990612 44 .9B05 . C6 . o2 . tw 




Method 


TBLASTX: Wheat 




Start 


2802 




End 


3155 




GI 


none 




Score 


257 




Exons 


2802.. 3155 










Seq. No. 


5177 




Seq. ID 


* OJ990612_44 . 9B05 


,C7 


Gene No. 


10759 




Strand 


+ 




Start 


171 




End 


6162 




Name 


OJ990612 44 . 9B05 .C7 . ol . gs 




Method 


GENSCAN 




Start 


171 




End 


1442 




GI 


none 




Score 


.48 




Exons 


171. .235, 1325. .1442 










Seq. No. 


5177 




Seq. ID 


OJ990612_44.9B05 


.C7 


Gene No. 


10759 




Strand 


+ 




Start 


171 




End 


6162 




Name 


OJ990612 44.9B05.C7.o2.np 




Method 


AAT/NAP 




Start 


303 




End 


2364 




GI 


6721561 




Score 


129 




Exons 


303. .393, 2322. .2364 










GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gil 6815086 |dbj | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetic^ 




protein [Oryza sativa] 










Seq. No. 


5177 




Seq. ID 


OJ990612_44.9B05 


.C7 


Gene No. 


10759 




Strand 


+ 




Start 


171 




End 


6162 




Name 


OJ990612 44.9B05.C7.o3.np 




Method 


AAT/NAP 




Start 


1224 




End 


5789 




GI 


18734 




Score 


111 




Exons 


1224. .1248, 4896. .5398, 5470. 


.5789 






\jl uescrip. 


(X524 93) DNA-directed RNA polymerase 


[Glycine max] 




Seq. No. 


5177 




Seq. ID 


OJ990612_44 .9B05 


,C7 


Gene No. 


10759 




Strand 


+ 




Start 


171 




End 


6162 




Name 


OJ990612 44 . 9B05 . C7 . o2 . gs 




Method 


GENSCAN 





the 



5304 





2006 


End 


6162 






none 


Score 


.65 




Exons 


2006. .2081, 2534. .2676, 3167.. 3265, 4946.. 5071, 5528.. 5603 




SfiQ7 S7Q0 607*3 fil 69 








oeq . iNO . 


5177 


Seq. ID 


OJ990612_44.9B05 


.CI 


(~1 and XT 


i 0760 


Strand 






Start 


1 ft 1 


End 


268 




Name 


piTQQ0£i9 44 Qnn^ p*7 no 
uj jjuoiz ft ft . you o ■ o / . oj. . np 


Method 


AAT/NAP 




OLaL L 


1 ft 1 — 

X O X 


End 


268 




bl 


4 fiftOI ft ^ 


Score 


124 




Exons 


1 ft 1 9fift 
lOl • . LOO 








ui uescnp. 




[Oryza sativa subsp. indica] 




OcCJ. IN O . 


5177 


Seq. ID 


OJ990612_44.9B05 


.CI 


otJIlt; 1NL/ • 


1 07 fi1 


Strand 






Start 


fift77 

DO f 1 


End 


7023 




Name 


Pi TQQOfil 9 44 QRO^ P7 r\A no 


Method 


AAT/NAP 




D Lai U 


fift77 ~~ 
DO / / 


End 


7023 




P T 


a fift m ft ^ 

4DOU10J 


Score 


150 




Exons 


COT! 7097 
DO it../ U^J 








o± UcbCtip. 


(At in /uy/ gag poi protein 


[Oryza sativa subsp. indica] 




oeq. no. 


5178 


Seq. ID 


OJ990612_44.9B05 


-C8 


bene ino . 


10762 


Strand 


+ 




Start 


1 


End 


7192 




Name 


OJ990612 44.9B05.C8.ol.np 


Method 


AAT/NAP 






1 


End 


3689 




P T 


4680179 


Score 


2229 




Exons 


1..1452, 3654. .3689 








P T Hd c t i -r> 

\j± uesciip* 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




jeq> in o • 


5178 


Seq. ID 


OJ990612_44.9B05 


.C8 


Gene No 


10762 


Strand 


+ 




Start 


1 


End 


7192 




Name 


OJ990612 44.9B05.C8.ol.gs 


Method 


GENSCAN 




Start 


32 


End 


7192 




GI 


none 


Score 


.44 




Exons 


32. .463, 605. .1258, 1823..: 


1988, 2082.. 


2147, 2249. .2401, 





2407.. 2531, 4619.. 4708, 4831.. 5017, 6699.. 6815, 7068.. 7192 



Seq. . No. 


5178 


Seq. ID 


OJ990612 


_44 .9B05 


Gene No. 


10763 


Strand 


+ 




Start 


9614 


End 


15197 




Name 


OJ990612 44.9B05.C8.o2.np 


Method 


AAT/NAP 




Start 


9614 


End 


15197 




GI 


4585.985 


Score 


701 




Exons 


9614.. 9681, 11201. .12781, 


15140. .15197 






GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis 


thaliana 


Seq. No. 


5178 


Seq. ID 


OJ990612 


_44.9B05 


Gene No. 


10763 


Strand 


+ 




Start 


9614 


End 


15197 




Name 


OJ990612 44 . 9B05 . C8 . o3 . gs 


Method 


GENSCAN 




Start 


10068 


End 


12095 




GI 


none 


Score 


. 66 




Exons 


10068. .10148, 10948. .11029, 11388 .. 11567 , 11847 


. .11956, 



5305 




11997. .12095 



Seq. No. 


5178 






Seq. ID 


OJ990612_44.9B05 


.C8 


Gene No. 


10764 






Strand 






Start 


7608 






End 


9643 




Name 


OJ990612 44.9B05.C8 


.o2. 


gs 


Method 


GENSCAN 




Start 


7608 






End 


9643 




GI 


none 






Score 


.72 




Exons 


7608.. 7705, 7999.. 8201, 


8207. 


.8409, 9396.. 9499, 9613.. 9643 


Seq. No. 


5178 






Seq. ID 


OJ990612_44 . 9B05 


.C8 


Gene No. 


10765 






Strand 






Start 


13919 






End 


14233 




Name 


OJ990612 44.9B05.C8 


.o4. 


gs 


Method 


GENSCAN 




Start 


13919 






End 


14233 




GI 


none 






Score 


.89 




Exons 


13919. .14233 












Seq. No. 


5178 






Seq. ID 


OJ990612_44 . 9B05 


.C8 


Gene No. 


10766 






Strand 






Start 


17367 






End 


17605 




Name 


OJ990612 44.9B05.C8 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


334 




GI 


none 






Score 


381 




Exons 


1..291, 2. .334 












Seq. No. 


5178 






Seq. ID 


OJ990612_44 . 9B05 


.C8 


Gene No. 


10766 






Strand 






Start 


17367 






End 


17605 




Name 


OJ990612 44.9B05.C8 


.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


214 




GI 


none 






Score 


198 




Exons 


2. .175, 5. .214 












Seq. No. 


5178 






Seq. ID 


OJ990612_44 . 9B05 


,C8 


Gene No. 


10766 






Strand 






Start 


17367 






End 


17605 




Name 


OJ990612 44.9B05.C8 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


221 






End 


721 




GI 


none 






Score 


125 ' 




Exons 


221. .358, 431. .721, 


472 


. . 600 








Seq. No. 


5178 






Seq. ID 


OJ990612__44. 9B05 


.C8 


Gene No. 


10766 






Strand 






Start 


17367 






End 


17605 




Name 


OJ990612 44.9B05.C8 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


275 






End 


670 




GI 


none 






Score 


51 




Exons 


275. .307, 277. .306, 


293 


. .355, 


311. .541, 


394. .669, 428.. 


670 


Seq. No. 


5178 






Seq. ID 


OJ990612_44.9B05 


.C8 


Gene No. 


10766 






Strand 






Start 


17367 






End 


17605 




Name 


OJ990612 44.9B05.C8 


.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


383 






End 


685 




GI 


none 






Score ' 


54 




Exons ■ 


383. .676, 394. .456, 


394 


. .684, 


428. . 685 







5306 




Seq. No. 


5178 




Seq. ID 


OJ990612_44.9B05. 


C8 


Gene No. 


10766 




Strand 






Start 


17367 




End 


17 du5 




Name 


OJ990612 44.9B05.C8. 


ol . tw 


Method 


mnT TV f>tT\\r _ TVTl_ _ _ 

TBLASTX : Wheat 




Start 


686 




End 


1 1 1 1 
1111 




GI 


none 




Score 


CO/"" 

586 




Exons 


686.. .1111, 694.. 1104, 764.. 


1111 






Seq. No. 


5178 




Seq. ID 


OJ990612_44.9B05. 


C8 


Gene No. 


10766 




Strand 






Start 


17367 




End 


i i c r\ c 

17605 




Name 


OJ990612 44.9B05.C8. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


692 




End 


937 




GI 


none 




Score 


o rt i 

201 




Exons 


692. .937 










Seq. No. 


5178 




Seq. ID 


OJ990612_44 .9B05. 


C8 


Gene No. 


10766 




Strand 






Start 


17367 




End 


i *"7 1~ rt n. 

17605 




Name 


OJ990612 44.9B05.C8. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


758 




End 


1111 




GI 


none 




Score 


4 55 




Exons 


758. .1111, 760. .1104 










Seq. No. 


5178 




Seq. ID 


OJ990612 44.9B05. 


C8 


Gene No. 


10766 




Strand 


- 




Start 


17367 




End 


17605 




Name 


4 OJ990612 44.9B05.C8. 


o5 . tw 


Method 


TBLASTX : Wheat 




Start 


1136 




End 


1447 




GI 


none 




Score 


249 




Exons 


1136. .1447 










Seq. No. 


5178 




Seq. ID 


OJ990612_44.9B05. 


C8 


Gene No. 


10766 




Strand 






Start 


17367 




End 


17605 




Name 


OJ990612 44.9B05.C8. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


11239 




End 


11661 




GI 


none 




Score 


64 




Exons 


11239. .11316, 11313. 


.11465, 


11315. .11659, 11317.. 11661 




Seq. No. 


' 5178 




Seq. ID 


OJ990612_44.9B05. 


C8 


Gene No. 


10766 




Strand 






Start 


17367 




End 


17605 




Name 


OJ990612 44.9B05.C8. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12525 




End 


12787 




GI 


none 




Score 


216 




Exons 


12525. .12785, 12594. 


.12785, 


12653. .12787 




Seq. No. 


5178 




Seq. ID 


OJ990612_44.9B05. 


Co 


Gene No. 


10766 




Strand 






Start 


17367 




End 


17605 




Name 


OJ990612 44.9B05.C8. 


o5 .gs 


Method 


GENSCAN 




Start 


17367 




End 


17605 




GI 


none 




Score 


.83 




Exons 


17367. .17395, 17515. 


.17605 









5307 



Seq. No. 


5179 




Seq. ID 


OJ990612 


44 . 


9B05 . C9 


Gene No. 


10767 




Strand 


+ 






Start 


839 




End 


4442 






Name 


OJ990612 44.9B05.C9.ol.gs 


Method 


GENSCAN 






Start 


839 




End 


4442 






GI 


none 




Score 


.69 






Exons 


839.. 899, 1388.. 1576, 


2631. . 


2679, 3279 


..3343, 3880. 


.4442 


Seq. No. 


5180 




Seq. ID 


OJ990612 


_4 4. 


9B05 . C10 


Gene No. 


10768 




Strand 


+ 






Start 


11635 




End 


16991 






Name 


OJ990612 44.9B05.C10. 


ol . np 


Method 


AAT/NAP 






Start 


11635 ' 




End 


16268 






GI 


4680203 




Score 


3175 






Exons 


11635. .11660, 12959.. 


14631, 


14785. .15015, 15291 


. .16268 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


5180 




Seq. ID 


OJ990612 


_44. 


9B05.C10 


Gene No. 


10768 




Strand 


+ 






Start 


11635 




End 


16991 






Name 


OJ990612 44.9B05.C10. 


ol.gp 


Method 


AAT/GAP 






Start 


12511 




End 


13098 






GI 


2310235 




Score 


291 






Exons 


12511. .12548, 12959.. 


13098 










GI Descrip. 


5852182/emb|CAB55420. 


11 9.0e 


-13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 












Seq. No. 


5180 




Seq. ID 


OJ990612; 


_44. 


9B05.C10 


Gene No. 


10768 




Strand 


+ 






Start 


11635 




End 


16991 






Name 


OJ990612 44.9B05.C10. 


o3.gs 


Method 


GENSCAN 






Start 


12959 




End 


16289 






GI 


none 




Score 


.65 






Exons 


12959. .14029, 14074.. 


15111, 


15246. .16289 






Seq. No. 


5180 




Seq. ID 


OJ990612 


_44. 


9B05.C10 


Gene No. 


10768 




Strand 


+ 






Start 


11635 




End 


16991 






Name 


OJ990612 44.9B05.C10. 


o2.gp 


Method 


AAT/GAP 






Start 


12963 




End 


16991 






GI 


342 1.R1084 




Score 


6967 






Exons 


12963. .16991 












GI Descrip. 


'4574406/gb|AAD24042. 


1| 0.0e+00 (AF121139) RIM2 


protein [Or 




sativa] 1 












Seq. No. 


5180 




Seq. ID 


OJ990612_ 


_44. 


9B05.C10 


Gene No. 


10769 • 




Strand 








Start 


2636 




End 


6603 






Name 


OJ990612 44.9B05.C10. 


ol . gs 


Method 


GENSCAN 






Start 


2636 




End 


6603 






GI 


none 




Score 


.64 






Exons 


2636.-2765, 4114.. 4250, 4295 


. .4419, 5762. .5795, 


5833. .5948, 




6522.. 6603 












Seq. No. 


. 5180 




Seq. ID 


OJ990612_ 


_4 4. 


9B05.C10 


Gene No . 


10770 




Strand 








Start 


13310 




End 


13653 







5308 



Name 

Start 

GI 

Exons 



OJ990612_4 4 . 9B05 . CIO . o4 . tw Method TBLASTX : Wheat 

13310 End 13653 

none Score 87 

13310. .13399, 13408. .13650, 13409. . 13651, 13411.. 13653 



Seq. No. 5180 Seq. ID OJ990612_44 . 9B05 .C10 

Gene No. 10771 Strand 

Start 13582 End 14454 

Name OJ990612_4 4 . 9B05 . C10 . ol . ts Method TBLASTX : Soybean 

Start - 13582 End 14011 

GI none Score 91 

Exons 13582. .13665, 13583 .. 13657, 13658 .. 13720 , 13715 .. 14011, 
13769. .13993 



Seq. No. 5180 

Gene No. 10771 

Start 13582 

Name OJ990612_44 . 9B05 . C10 . o2. tc 

Start 13744 

GI none 

Exons 13744. .13896, 13751 .. 14059, 13945.. 14031 



Seq. ID OJ990612_44.9B05.C10 



Strand 
End 

Method 

End 

Score 



14454 

TBLASTX: Cress 
14059 
286 



Seq. No. 
i;3 Gene No. 

Start 
rq Name 
Start 



Exons 



5180 

10771 ■ - v- 

13582 

OJ990612_44 . 9B05 . C10 . o2 . tw 

13880 

none 

13880. .13933, * 13888 .. 13917, 
14052. .14138, 14053. .14139, 
14142. .14348 



Seq. ID OJ990612_44.9B05.C10 
Strand 

End 14454 

Method TBLASTX : Wheat 

End 14348 

Score 66 
13934. .14038, 13945 .. 14034 , 
14119. .14346, 14140. .14346, - 



: * Seq. No. 5180 Seq. ID 

L Gene No. 10771 Strand 

Q Start 13582 End 

H Name OJ990612_44 . 9B05 . C10 . ol . tm Method 

j s £ Start 13937 End 

GI none Score 
Exons 



OJ990612_44.9B05.C10 
14454 

TBLASTX: Maize 

14382 

103 



13937. .14059, 14053 .. 14178, 14188. .14382 



Seq. No. 5180 Seq. ID 

Gene No. 10771 Strand 

Start 13582 End 

Name OJ990612_44 . 9B05 . C10 . o2 . ts Method 

Start 14212 End 

GI none Score 

Exons 14212.. 14454 



OJ990612_44.9B05.C10 
14454 

TBLASTX : Soybean 

14454 

188 



Seq. No. 5180 Seq. ID 

Gene No. 10772 Strand 

Start 14487 End 

Name OJ990612_44 . 9B05 . C10 . o3 . tw Method 

Start 14487 End 

GI none Score 

Exons 14487.. .14534, 14 488 .. 14550, 14556 

14806. .14895, 14 811 .. 14897, 14812 



14738, 
14895 



OJ990612_44.9B05.C10 
14897 

TBLASTX: Wheat 

14897 

74 

14560. .14778, 



5309 






Seq. No. 


5180 


Seq. ID 


OJ990612_44 . 9B05.C10 




Gene No. 


10773 


Strand 






Start 


14875 


End 


16214 




Name 


OJ990612 44.9B05.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


14875 


End 


15254 




GI 


none 


Score 


42 




Exons 


14875. .14925, 14941. .15144, 


14952. .15113, 15126. .15254, 






15143. .15226 








Seq. No. 


5180 


Seq. ID 


OJ990612_44.9B05.G10 




Gene No. 


10773 


Strand 






Start 


14875 


End 


16214 




Name 


OJ990612 44 .9B05. CIO. ol.tw 


Method 


TBLASTX: Wheat 




Start 


14898 


End 


16214 




GI 


none 


Score 


301 




Exons 


14898. .15143, 14899. . 15144, 


15129. .15365, 15143 .. 15628, 






15144. .15317, 15223. .15342, 


15299. .15622, 15363 .. 15815, 






15483. .15800, 15810. .15854, 


15813. .15854, 15857 .. 15952, 






15861. . 15920, 15899. .16024, 


15900. .16028, 15921. .16031, 






16071. .16133, 16122. .16214 








- 

Seq. No. 


5180 


Seq. ID 


OJ990612_44.9B05.C10 




Gene No. 


10773 


Strand 






Start 


14875 


End 


16214 




Name 


OJ990612 44.9B05.C10.ol.tc 


Method 


TBLASTX: Cress 


Cn 


Start 


15185 


End 


15633 




GI 


none 


Score 


160 


i & 


Exons 


15185. .15628, 15189. .15317, 


15190. .15342, 15363. .15632, 






15382. .15633, 15483. .15632 






t °* 


Seq. No. 


5181 


Seq. ID 


OJ990612_44. 9B05.C11 




Gene No. 


10774 


Strand 


+ 


rli 


Start 


252 


End 


8853 


!f 


Name 


OJ990612 44 . 9B05 . Cll . ol . gs 


Method 


GENSCAN 


U 


Start 


252 - 


End 


8350 


■ S.3 

*s 


GI 


none 


Score 


.51 


j.£ 


Exons 


252.. 325, 1162.. 1379, 1431.. 


2482, 2698 


. .3797, 3907. .4036, 






4142. .4287, 4372. .4444, 4717 


..4901, 6246.. 6304, 6453.. 6734, 


J. s 

ri 




6927. .8350 






U 


Seq. No.' 


5181 


Seq. ID 


OJ990612_44.9B05.C11 




Gene No. 


10774 


Strand 


+ 




Start 


252 


End 


8853 




Name 


OJ990612 44.9B05.Cll.ol.np 


Method 


AAT/NAP 




Start 


1166 


End 


4884 




GI 


4680204 


Score 


1007 




Exons 


1166.. 2602, 2698.. 3851, 3949 


..4080, 4177. .4396, 4747. .4884 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


5181 


Seq. ID 


OJ990612_44.9B05.C11 




Gene No. 


10774 


Strand 


+ 




Start 


252 


End 


8853 




Name 


OJ990612 44.9B05.Cll.o3.np 


Method 


AAT/NAP 




Start 


5417 


End 


8853 




GI 


6705984 


Score 


1212 




Exons 


5417. .5448,' 6817. .8341, 8805 


. .8853 





GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



5310 



Seq. No. 


5181 








Seq. ID 


OJ990612_44.9B05.C11 


Gene No. 


10775 








Strand 




Start 


8477 








End 


8725 


Name 


OJ990612 44 


. 9B05. 


Cll.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1809 








End 


2212 


GI 


none 








Score 


62 


Exons 


1809. .1949, 


1809. 


. 1925, 


1811. 


.2047, 1811. .1960, 1912.. 2079, 




2117. .2212, 


2120. 


.2212 








Seq. No. 


5181 








Seq. ID 


OJ990612_44.9B05.C11 


Gene No. 


10775 








Strand 




Start 


8477 








End 


8725 


Name 


OJ990612_44 


. 9B05. 


Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6811 








End 


7039 


GI 


none 








Score 


70 


Exons 


6811. .7032, 


6821. 


.7039, 


6865. 


.7038, 6866.. 7039 


Seq. No. 


5181 








Seq. * ID 


OJ990612_44 . 9B05 .Cll 


Gene No. 


10775 








. Strand 




Start 


8477 








End 


8725 


Name 


OJ990612 44 


. 9B05. 


Cll.ol 


.tw 


Method 


TBLASTX : Wheat 


Start 


6854 








End 


7366 


GI 


none 








Score 


490 


Exons 


6854 . .7366, 


6866. 


.7360, 


7324 . 


.7365 




Seq. No. 


5181 








Seq. ID 


OJ990612_44.9B05.C11 


Gene No. 


10775 








Strand 




Start 


8477 








End 


8725 


Name 


OJ990612 44 


. 9B05. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6872 








End 


7255 


GI 


none 








Score 


159 


Exons 


6872. .7042, 


7067. 


.7255, 


7067. 


.7246 




Seq. No. 


5181 








Seq. ID 


OJ990612_44.9B05.C11 


Gene No. 


10775 








Strand 




Start 


8477 








End 


8725 


Name 


OJ990612 44 


. 9B05. 


Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7772 








End 


8230 


GI 


none 








Score 


281 


Exons 


7772. .8053, 


7841. 


. 8041, 


8058. 


.8201, 8059.. 8226, 8060.. 8230 


Seq. No. 


5181 








Seq. ID 


OJ990612_44.9B05.C11 


Gene No. 


10775 








Strand 




Start 


8477 








End 


8725 


Name 


OJ990612 44 


. 9B05. 


Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


8009 








End 


8245 


GI 


none 








Score 


265 


Exons 


8009. .8245, 


8014. 


.8136, 


8039. 


.8239 




Seq. No. 


5181 








Seq. ID 


OJ990612_44.9B05.C11 


Gene No. 


10775 








Strand 




Start 


8477 








End 


8725 


Name 


OJ990612 44 


. 9B05. 


Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


8009 








End 


8245 


GI 


none 








Score 


257 . 


Exons 


8009. .8245, 


8014. 


.8136, 


8039. 


.8239 





5311 



Seq. No. 


5181 


Seq. ID 


OJ990612 44. 


9B05.C11 


Gene No. 


10775 


Strand 


- 




Start 


8477 


End 


8725 




Name 


OJ990612 44 . 9B05.Cll.o2.gs 


Method 


GENSCAN 




Start 


8477 


End 


8725 




GI 


none 


Score 


. 62 




Exons 


8477. .8617, 8678. .8725 








Seq. No. 


5182 


Seq. ID 


OJ990612_44 . 


9B05.C12 


Gene No. 


10776 


Strand 


+ 




Start 


112 


End 


3844 




Name 


OJ990612_44 . 9B05 .C12 .ol . gs 


Method 


GENSCAN 




Start 


112 


End 


3844 




GI 


none 


Score 


. 66 




Exons 


112. .238, 1583. .1685, 1889.. 


2050, 2823. 


. 3209, 3238 . 


.3844 


Seq. No. 


5182 


Seq. ID 


OJ990612 44. 


9B05 . C12 


Gene No. 


10777 


Strand 






Start 


.1 


End 


165 




Name 


OJ990612 44.9B05.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


165 




GI 


6498436 


Score 


83 




Exons 


1. .165 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5182 


Seq. ID 


OJ990612_44 . 


9B05 .C12 


Gene No. 


10778 


Strand 






Start 


1122 


End 


1380 




Name 


OJ990612 44.9B05.C12.ol.gp 


Method 


AAT/GAP 




Start 


1122 " ' 


End 


1380 




GI 


• 61605 3.R1084 


Score 


417 




Exons 


1122. .1380 








GI Descrip. 


, 1402920/emb|CAA66965| 2.0e- 


20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] ' 








- 

Seq. No. 


5182 


Seq. ID 


OJ990612_44 . 


9B05 . C12 


Gene No. 


10779 


Strand 






Start 


2471 


End 


338 6 




Name 


OJ990612 44.9B05.C12.o2.np 


Method 


AAT/NAP 




Start 


2471 


End 


3386 




GI 


5852178 


Score 


313 




Exons 


2471.. 2579, 2965.. 3049, 3081 


. .3386 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


5182 


Seq. ID 


OJ990612_44. 


9B05.C12 


Gene No. 


10780 


Strand 






Start 


7288 


End 


10859 




Name 


■ OJ990612 44.9B05.C12.o2.gs 


Method 


GENSCAN 




Start 


7288 


End 


10849 






none 


Score 






Exons 


7288. .7392, 10481. .10849 








Seq. No. 


5182 


Seq. ID 


OJ990612_44. 


9B05.C12 


Gene No. 


10780 


Strand 






Start 


7288 


End 


10859 




Name 


OJ990612 44.9B05.C12.o3.np 


Method 


AAT/NAP 





5312 



Start 8943 End 10859 

GI 6063554 Score 161 

Exons 8943.. 9118, 10629.. 10859 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


5182 


Seq. ID 


OJ990612 


_44 


. 9B05 


. C12 


Gene No. 


10780 


S.trand 










Start 


7288 


End 


10859 








Name 


OJ990612 44 . 9B05 .C12 ,o4 . np 


Method 


AAT/NAP 








Start 


9673 


End 


10859 








GI 


5852178 


Score 


130 








Exons 


9673.. 9808, 10534.. 10859 












GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 










Seq. No. 


5182 


Seq. ID 


OJ990612 


44 


. 9B05 


. C12 


Gene No. 


10780 


Strand 










Start 


7288 


End 


10859 








Name 


OJ990612 44.9B05.C12.o5.np 


Method 


AAT/NAP 








Start 


10463 


End 


10859 








GI 


4680185 


Score 


417 








Exons 


10463. .10859 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica]" 








Seq. No. 


5183 


Seq. ID 


OJ990612 


_44 


.9B05 


.C13 


Gene No. 


10781 


Strand 


+ 








Start 


671 


End 


1052 








Name 


OJ990612 44.9B05.C13.o2.gp 


Method 


AAT/GAP 








Start 


671 


End 


1052 








GI 


uC-osflcyp033a04bl 


Score 


667 








Exons 


671. .1052 












GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genom. 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


5183 


Seq. ID 


OJ990612 


_44 


.9B05 


.C13 


Gene No. 


i0782 


Strand 


+ 








Start 


1990 


End 


2875 








Name 


OJ990612 44.9B05.C13.o2.np 


Method 


AAT/NAP 








Start 


1990 


End 


2875 








GI 


5852180 


Score 


59 








Exons 


1990. .2473, 2810. .2875 












GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










o e q . in o . 


5183 


Seq. ID 




_44 


.9B05 


.C13 


Gene No. 


10783 


Strand 










Start 


604 


End 


1693 








Name 


OJ990612 44.9B05.C13.ol.np 


Method 


AAT/NAP 








Start 


604 


End 


1693 








GI 


4680186 


Score 


356 








Exons 


604. .804, 1642. .1693 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


5183 


Seq. ID 


OJ990612 


_4 4 


.9B05 


.C13 


Gene No. 


10784 


Strand 










Start 


3730 


End 


4215 








Name 


OJ990612 44.9B05.C13.o3.np 


Method 


AAT/NAP 









5313 



Start 3730 End 4215 

GI 6598399 Score 60 

Exons 3730.. 3969, 4177.. 4215 

GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 5183 

Gene No. 10784 

Start 3730 

Name OJ990 612_4 4 . 9B05 . C13 . ol . tw 

Start 3780 

GI none 
Exons 



Seq. ID OJ990612_44.9B05.C13 
Strand 

End 4215 

Method TBLASTX : Wheat 

End 4144 

Score 94 



3780.. 3950, 3782.. 3907, 3962.. 4144 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5183 

10784 

3730 

OJ990612_44 . 9B05 . C13 . ol . tm 

3875 

none 



Seq. ID OJ990612_44.9B05.C13 
Strand 

End 4215 

Method TBLASTX: Maize 

End 4213 

Score 62 



3875.. 3907, 3876.. 3956, 3974.. 4213 



5184 

10785 

16 

OJ990612_44 . 9B05 . C14 .ol . gs 
16 

none 
16. .195 



Seq. ID OJ990612_44.9B05.C14 

Strand + 

End 195 

Method GENSCAN " 

End 195 

Score . 64 



P 



Seq. No. 5185 

Gene No. 10786 

Start 1279 

Name OJ990612_43 . 9B01 . CI . ol . gs 

Start 1279 

GI none 
Exons 



Seq. ID OJ990612_43.9B01.C1 
Strand 

End 4976 

Method GENSCAN 

End 4976 

Score .81 



1279.. 1414, 2454.. 2587, 2592.. 2700, 2934.. 3056, 34*30. .3475, 
4412. .4976 



: cs. 

. —I 


Seq. No. 


5185 


Seq. ID 


OJ990612 


_43.9B01.C1 


= 


Gene No. 


10787 


Strand 






i J 


Start 


5747 


End 


8082 






Name 


OJ990612 43.9B01.Cl.o2.gs 


Method 


GENSCAN 






Start 


5747 


End 


8082 






GI 


none 


Score 


.75 






Exons 


5747.. 5878, 6284.. 6440, 6751. 


.6855, 7680. .7784, 


7877. .8082 




Seq. No. 


5185 


Seq. ID 


OJ990612 


_43.9B01.C1 




Gene No. 


10787 


Strand 








Start 


5747 


End 


8082 






Name 


OJ990612 43.9B01.Cl.ol.gp 


Method 


AAT/GAP 






Start 


6630 


End 


6800 






GI 


uC-osflcyp033a04bl 


Score 


283 






Exons 


6630. .6800 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



5314 



Seq. No. 5185 

Gene No. 10788 

Start 12275 

Name OJ990612_4 3 . 9B01 . CI . o3 . tw 

Start 5713 

GI none 
Exons 



17752 

TBLASTX: Wheat 
17707 
69 

5713.. 5814, 12067. .12249, 17175 .. 17597 , 17194 .. 17511, 
17597. .17707 



Seq. ID OJ990612_43.9B01.C1 
Strand 
End 

Method 
End 
Score 



Seq. No. . 5185 Seq. ID 

Gene No. 10788 Strand 

Start 12275 End 17752 

Name OJ990612_43 . 9B01 . CI . o4 . gs Method GENSCAN 

Start 12275 End 17540 

GI none ' Score ^46 

Exons 12275. .12494, 12499. . 12607, 12653 12718 , 12811 

13766. .13835, 14061 14457, 14 650 14909, 14964 

15770. .16088, 16374 .. 1 6679, 16916 .. 16941 , 16993 
17154. .17540 



OJ990612 43.9B01.C1 



12934, 
15668, 
17075, 



Seq. No. 

Gene No. 

Start 

Name 

Start 
U GI 
£fi Exons 

f u 

I* 2 GI Descrip. 



5185 
10788 
12275 

OJ990612_43 . 9B01 .CI . ol . np 
12661 
6498441 

12661. .12708, 13922. .15385, 
16703. .17075, 17139 .. 17589, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 43.9B01.C1 



17752 
AAT/NAP 
17752 
3504 

15572. .16205, 16385 .. 16519, 
17690. .17752 

(APQ00815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5185 Seq. ID 

10788 Strand 

12275 End 

OJ990612_43.9B01.Cl.o4 .tw Method 

14205 End 

none Score 



OJ990612_43.9B01.C1 
17752 

TBLASTX: Wheat 

14606 

200 



14205. .14321, 14225. .14605, 14256 14 606, 14370. .14606 



5185 

10788 

12275 

OJ990612_43 . 9B01 . CI . o2 . tm 

14411 

none 

14411. .14743, 14433. .14630 

5185 

10788 

12275 

OJ990612_43. 9B01.Cl.o6. tw 

14957 

none 

14957. .15196 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_43.9B01.C1 
17752 

TBLASTX: Maize 

14743 

173 



OJ990612_43. 9B01.C1 
17752 

TBLASTX: Wheat 

15196 

184 



Seq. No. 



5185 



Seq. ID OJ990612 43.9B01.C1 



5315 






Gene No. 


10788 




Strand 








Start 


12275 




End 


17752 






Name 


OJ990612 43.9B01.C1. 


o5 . tw 


Method 


TBLASTX : Wheat 






Start 


15251 




End 


15700 






GI 


none 




Score 


96 






Exons 


15251. . 15391, 15252. 


. 15392, 


15456. .15629, 15476. .15700 






Seq. No. 


5185 




Seq. ID 


OJ990612_43.9B01. 


CI 




Gene No. 


10788 




Strand 








.Start 


12275 




End 


17752 






Name 


OJ990612 43.9B01.C1. 


o2 . tw 


Method 


TBLASTX: Wheat 






Start 


16116 




End 


16497 






GI 


none ' 




Score 


94 






Exons 


16116. . 16253, 16133. 


*1 ^ AT/" 

. 16276, 


16276. .16497, 16277.. 16492 






Seq. No. 


5185 




Seq. ID 


OJ990612_43.9B01. 


CI 




Gene No. 


10788 




Strand 








Start 


12275 




End 


17752 






Name 


OJ990612_43 . 9B01 . CI . 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


16169 




End 


16554 






GI 


none 




Score 


161 






Exons 


16169. . 16276, 16276. 


. 16554, 


16277.. 16513 






Seq. No. 


5185 




Seq. ID 


OJ990612_43.9B01. 


CI 




Gene No. 


10788 




Strand 






'ssf 


Start 


12275 




End 


17752 






Name 


OJ990612_43 . 9B01 . CI . 


ol . ts 


Method 


TBLASTX : Soybean 




ry 


Start 


16285 




End 


16521 






GI 


none 




Score 


71 




j . : 


Exons 


16285. . 16521, 16286. 


. 16402 










Seq. No. 


5185 




Seq. ID 


OJ990612_43.9B01. 


CI 


ril 


Gene No. 


10788 




Strand 








Start 


12275 




End 


17752 






Name 


OJ990612_43 . 9B01 .CI . 


ol . tm 


Method 


. TBLASTX: Maize 




C3 


Start 


16582 




End 


16938 




us 


GI 


none 




Score 


103 




i J 


Exons 


16582 16884 , 16582. 


. 16938, 


16625. .16903 




43 


Seq. No. 


5185 




Seq. ID 


OJ990612_43.9B01. 


CI 




Gene No. 


10788 




Strand 








Start 


12275 




End 


17752 






Name 


OJ990612_43.9B01.C1. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


16612 




End 


17067 






GI 


none 




Score 


239 






Exons 


16612. .17001, 16625. 


. 17002, 


16633. .17010, 16899. .17009, 








16998. .17066, 16999. 


. 17067 










Seq. No. 


5186 




Seq. ID 


OJ990612_43. 9B01. 


/-I rt 

C2 




Gene No. 


10789 




Strand 


+ 






0 tar t 






End 


20602 






Name 


OJ990612 43.9B01.C2. 


o3.np 


Method 


AAT/NAP 






Start 


16396 




End 


20602 






GI 


6539238 




Score 


1646 






Exons 


16396. .18553, 20581. 


.20602 










GI Descrip. 


(AC011765) putative 


receptor protein ] 


kinase [Arabidopsis 



thaliana] 



5316 



Seq. No. 5186 Seq. ID 

Gene No. 10790 Strand 

Start 24015 End 

Name OJ990612_43. 9B01.C2.o5.np Method 

Start 24015 End 

GI 5922623 Score 
Exons 24015. .24095, 24464.. 24572 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 |dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990612_43.9B01.C2 
+ 

24572 
AAT/NAP 
24572 
185 



Seq. No. 5186 

Gene No. 10791 Strand 

Start 195 . End 

Name OJ990612_43 .9B01.C2.ol. gs Method 

Start 195 End 

GI none Score 

Exons 195. .659, 867. .974, 1040. .1688, 2124. 
4238.. 4319, 5112.. 5248 



Seq. ID OJ990612_43.9B01.C2 



5248 
GENSCAN 
5248 
.65 

.2205, 3840. .4158, 



ru 



Seq. No. 5186 Seq. ID OJ990612_43 . 9B01 . C2 

Gene No. 10791 Strand 

Start 195 • End 5248 

Name OJ990612_43 . 9B01 .C2 . ol .np Method AAT/NAP 

Start 432 End 1654 

GI 6721562 Score .1067 

Exons 432.. 1654 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5186 Seq. ID OJ990612_43 . 9B01 . C2 

10792 Strand 

5262 End 5931 

OJ990612_43.9B01.C2.o2.np Method AAT/NAP 

5262 End 5931 

5441880 Score 633 

5262.. 5931 

(AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


5186 






Seq. ID 


OJ990612_43. 9B01 


.C2 


Gene No. 


10793 






Strand 






Start 


21994 






End 


24220 




Name 


OJ990612 


43. 9B01.C2 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


630 






End 


935 




GI 


none 






Score 


114 




Exons 


630. .902, 


664. .903, 


870. .935 








Seq. . No. 


5186 






Seq. ID 


OJ990612_43. 9B01 


.C2 


Gene No. 


10793 






Strand 






Start 


21994 






End 


24220 




Name 


OJ990612 


43.9B01.C2 


.ol.tc 


Method 


TBLASTX: Cress 





5317 



i i 

! y 

P 



i "1 

rjj 





• 16568 


- . ^j* 




** ■ 


End 


- 18367' 


* 




none 








Score 


107 




P, vr»n s 

DAUUO 


16568 


. 16756/ 


16571 . 


. 16771, 


16574 


16756, 


16574 . 


16690. 




16583 . 


. 16756, 


16583 . 


. 16762, 


16583 . . 


16756, 


16766. 


16840. 




16850 

X V U J V • 


. 16996, 


16856 


. 16975, 


16985 


17044, 


16988 . 


17050. 




17003 . 


. 17038, 


17042 . 


. 17329, 


17066 


17401, 


17069. 


. 17395, 




17069 . 


. 17404 


17069. 


. 17401, 


17077 


17295, 


17093. 


. 17200, 




17093 . 


17401 


17143 . 


. 17352, 


17176 . . 


17352, 


17320. 


. 17394 , 




J- / JU 7 • 


. 17707 


17378 . 


. 17767 , 


17384 


17551, 


17396. 


. 17785, 




17420 . 


. 17692 


17425 . 


. 17553, 


174 29. . 


17767, 


17438 . 


. 17500, 




17441 . 


. 17782 


17456 . 


. 17827, 


17456 . . 


17602, 


17461. 


. 17562, 




17501 . 


. 17836 


17513 . 


. 17785, 


17530 


17793, 


17530. 


. 17640, 




17533. 


.17694' 


17569. 


.17784, 


17570. . 


17785, 


17576. 


.17767, 




17584. 


.17766, 


17978. 


.18127, 


17978. . 


18145, 


18002. 


.18145, 




18002 . 


. 18361, 


18017 . 


. 18139, 


18017 . . 


18175, 


18017. 


. 18196, 




18023 . 


. 18145, 


18043 . 


. 18138, 


18146. . 


18361, 


18149. 


. 18319, 




18149. 


. 18325, 


18149 . 


18325. 


18149. . 


18289, 


18149. 


18328 . 




18149. 


.18325^ 


18149. 


. 18367, 


18158. . 


18325, 


18158. 


.18319 


LfCV^ • L X \J . 


5186 








Seq. 


ID OJ990612 


43.9B01.C2 


CliC IN k_/ » 


10793 








Strand 






Start 


21994 








End 


24220 




Name 


OJ990612 43.9B01.C2. 


ol . tm " 


Method TBLASTX : Mai ze 


Start 


16574 








End 


18334 




GI 


none 








Score 


107 






16574. 


.16762, 


16580. 


. 16762, 


16583. . 


16744, 


16843. 


.16968, 




16856. 


.16969, 


17015. 


. 17062, 


17042. . 


17401, 


17060. 


.17350, 




17066. 


.17338, 


17069. 


1 7 ^QS 


17072. . 


17329, 


17210. 


.17395, 




17222. 


.17401, 


17366. 


.17632, 


17384 . . 


17632, 


17431. 


.17703, 




17438. 


.17695, 


17440. 


.17637, 


17441. . 


17782, 


17510. 


.17785, 




17570. 


.17788, 


17573. 


.17854, 


17584 . . 


17787, 


17611. 


.17766, 




17624. 


.17785, 


17672. 


.17716, 


18008. . 


18148, 


18017. 


.18139, 




18017. 


.18334 















£5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



5186 
10793 
21994 

OJ990612_43.9B01.C2.ol.ts 
17060 
none 

17060. .17239, 17093 .. 17191, 17150 .. 17311, 17222 
17285. .17395, 17291 .. 17395, 17432 17638, . 17441 
17464. .17640, 17570 .. 17785, 17585 .. 17704 , 17662 



Seq. ID OJ990612_43.9B01.C2 
Strand 

24220 

TBLASTX: Soybean 
18406 
75 



End 

Method 

End 

Score 



,17323, 
,17554, 
,17775, 



17666. .17785, 18010 .. 1817 1, 18011 .. 18406, 18229. . 18393 



5186 

10793 

21994 

OJ990 612_43 . 9B01 . C2 . o2 . tm 

21612 

none 



Seq. ID OJ990612_43.9B01.C2 
Strand 

End 24220 

Method TBLASTX: Maize 

End 22375 

Score 44 



21612. .21806, 22007. .22054, 2204 6 .. 2218 6, 22048 .. 22206, 
22048. .22206, 22048 .. 22206, 22183 .. 22317 , 22184 .. 22315, 
22193. .22291, 22208 .. 22315, 22343.. 22375 



Seq. No. 
Gene No. 



5186 
10793 



Seq. ID 
Strand 



OJ990612 43.9B01.C2 



5318 





. Start 


" 21994 * " . " 


End 


24220 






Name 


OJ99Uolz 4 3 . 9BU1 . Cz . o4 . gs 


Method 








Start 


21994 


End 


24220 






GI 


none 


Score 


. 75 






Exons 


21994 .. 22554 , 24048. .24220 










Seq. No. 


5187 


Seq. ID 


OJ990ol2_4 3 . yBUl 


. C3 




Gene No. 


10794 


Strand 


+ 






Start 


998 


End 


4234 






Name 


OJ990612 43 . 9B01 . C3 . ol . gs 


Method 


GENSCAN 






Start 


998 


End 


A O "3 A 

4234 






GI 


none 


Score 


. 94 






Exons 


998 . .4234 










Seq. No. 


5187 


Seq. ID 


ojyyuDiz 43. yBUl 


. C3 




Gene No. 


10794 


Strand 


+ 






Start 


998 


End 


4234 






Name 


OJ990612 43.9B01.C3.ol.np 


Method 


AAT/NAP 






Start 


998 


End 


4231 






GI 


6907089 


Score 


414 6 






Exons 


998..22S9, 2353.. 4231 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




.; «. 
; t 
! =sf 


Seq. No. 


5187 


Seq. ID 


A T A A A T1 O yiO An A 1 

OJ990612 43.9B01 


. C3 


u3 


Gene No. 


10795 


Strand 


+ 






Start 


11080 


End 


.11920 






Name 


OJ990612 43.9B01.C3.o3.np 


Method 


AAT/NAP 




• ~ 


Start 


11080 


End 


11920 






GI 


5922623 


Score 


346 




L J 


Exons 


11080. .11160, 11529. .11676, 


11845. .11920 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




i*i * 
i er 




gil 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical protein 






[Oryza sativa] 








-i r 


Seq. No. 


5187 


Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 


Strand 








Start 


4851 


End 


21337 






Name 


OJ990612 43.9B01.C3.o8.tm 


Method 


TBLASTX: Maize 






Start 


4824 


End 


4994 






GI 


none 


Score 


125 






Exons 


4824. .4994, 4825. .4989 










Seq. No. 


'5187 


Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 


Strand 








Start 


4851 


End 


21337 






Name 


OJ990612 43.9B01.C3.o2.gs 


Method 


GENSCAN 






Start 


4851 


End 


21337 






GI 


none 


Score 


.7 






Exons 


4851. .8579, 8658. .11021, 11077 .. 11285, 


11825. . 11901, 








12061. .12160, 15864. .15999, 


17013. .17148, 1724 5. .17478, 








17505. .17723, 17846. .18024, 


18292. .18536, 19207 .. 19316, 








20047. .20182, 20500 .. 20663, 


21048. .21337 






Seq. No. 


5187 


Seq. ID 


OJ990612_43. 9B01 


.C3 




Gene No. 


10796 


Strand 








Start 


4851 


End 


21337 






Name 


OJ990612 43.9B01.C3.o2.np 


Method 


AAT/NAP 





5319 




Start ' ' "** 48 r 54' End 10500 " * 

GI 6498441 Score 6805 

Exons 4854.. 5135, 5229.-6626, 6798.. 7195, 7388.. 7713, 7888.. 8022, 

8206. .8579, 8643. .9106, 9437.. 10500 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 


Gene No. 


10796 








Strand 






Start 


4851 








End 


21337 




Name 


OJ990612_43. 


9B01 


.C3.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


4863 








End 


5465 




GI 


none 








Score 


83 




Exons 


4863. .4988, 


4867 


. .4989, 


5019. 


.5078, 5174.. 5464, 5175.. 5465 




5182. .5460 














Seq. No. 


5187 








Seq. ID 


OJ990612 43. 9B01 


.C3 


Gene No. 


10796 








Strand 






Start 


4851 








End 


21337 




Name 


OJ990612 43. 


9B01 


.C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5466 








End 


5847 




GI 


none 








Score 


165 




Exons 


5466. .5846, 


5497 


. .5745, 


5791. 


.5847 






Seq. No. 


5187 








Seq. ID 


OJ990612_43. 9B01 


.C3 


Gene No. 


10796 








Strand 






Start 


4851 








End 


21337 




Name 


OJ990612_43. 


9B01 


.C3.o4 . 


tm 


■Method 


TBLASTX: Maize 




Start 


5661 








End 


5984 




GI 


none 








Score 


200 




Exons 


5661. .5984, 


5674 


. .5967 










Seq. No. 


5187 . 








Seq. ID 


OJ990612_43. 9B01 


.C3 


Gene No. 


10796 








Strand 


— 




Start 


4851 








End 


21337 




Name 


,OJ990612_43. 


9B01 


.C3.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


6177 








End 


* 6489 




GI 


none 








Score 


66 




Exons 


6177 . . 6437, 


6313 


..6489 










Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 


Gene No. 


10796 








Strand 






Start 


4851 








End 


21337 




Name 


OJ990612 43. 


9B01 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6237 








End 


6803 




GI 


5666795 








Score 


68 




Exons 


6237. .6437, 


6492 


• .6629, 


6705. 


.6803 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 


"Gene No. 


10796 








Strand 






Start 


4851 








End 


21337 




Name 


OJ990612 43. 


9B01 


.C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6492 








End 


6950 




GI 


none 








Score 


92 




Exons 


6492. .6632, 


6493 


. .6630, 


6688. 


.6861, 6702.. 6950, 6702.. 6926 



5320 



Seq. No. 5187 Seq. ID 

Gene No. 10796 Strand 

Start -4851 End 

Name OJ990612_4 3 . 9B01 . C3 . o7 . tw Method 

Start 7351 End 

GI none Score 
Exons 



OJ990612_43.9B01.C3 
21337 

TBLASTX: Wheat 

21107 

95 



7351. .7428, 9960. .10217, 9994. .10233, 10200 .. 10298 , 
10201. .10281, 10305. .10352, 21021.. 21107 





Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 








Strand 








Start 


4851 








End 


21337 






Name 


OJ990612_43. 


9B01 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


7551 








End 


7922 






GI 


none 








Score 


90 






Exons 


7551. .7922, 


7762 


. .7905 












Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 








Strand 


— 






Start 


4851 








End 


21337 






Name 


OJ990612_43. 


9B01 


.C3 .o2 . 


tw 


Method 


TBLASTX: Wheat 






Start 


7576 








End 


8000 




'•: =f 

=1 


GI 


none 








Score 


330 






Exons 


7576. .7995, 


7581 


. . 8000 










k> ■ 

rl | 

S st 


Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 


i"1 


Gene No. 


10796 








Strand 






•t St 


Start 


4851 








End 


21337 




i-li 


Name 


OJ990612_43. 


9B01 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




"2 J 


Start 


7674 








End 


8058 




: sS 


GI 


none 








Score 


221 






Exons 


7674 . . 8057, 


7693 


. . 8058 










: ssr 


Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 








Strand 






!. JL 


Start 


4851 








End 


21337 






Name 


OJ990612_43. 


9B01 


. C3.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


8085 








End 


8441 




C3 


GI 


none 








Score 


112 






Exons 


8085. .8390, 


8085 


. . 8441, 


8095. 


.8406 








Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 








Strand 








Start 


4851 








End 


21337 






Name 


OJ990612 43. 


9B01 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


8109 








End 


8571 






GI 


none 








Score 


400 






Exons 


8109. .8570, 


8110 


. .8571 












Seq. No. 


5187 








Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 








Strand 








Start 


4851 








End 


21337 






Name 


OJ990612 43. 


9B01 


.C3.o4. 


ts 


Method 


TBLASTX : Soybean 






Start 


8166 








End 


8531 






GI 


none 








Score 


117 






Exons 


8166. .8300, 


8307 


. .8531 











5321 




Seq. No. 


5187 




Seq. ID 


OJ990612_43.9B01 


.C3 


Gene No. 


10796 




Strand 






Start 


4851 




End 


21337 




Name 


OJ990612 43.9B01.C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


8739 




End 


9222 




GI 


none 




Score 


70 




Exons 


8739.. 9221, 8793.. 8957, 8794 


. .9027, 9049. . 9222 




Seq. No. 


5187 




Seq. ID. 


OJ990612_43.9B01 


.C3 


Gene No. 


10796 




Strand 






Start 


4851 




End 


21337 




Name 


OJ990612 43.9B01.C3. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


10062 ~~ 




End 


10347 




GI 


none 




Score 


64 




Exons 


10062. .10346, 10062. 


• 10310, 


10063. . 10347 




Seq. No. 


5187 




Seq. ID 


OJ990612_43.9B01 


.C3 


Gene No. 


10796 




Strand 






Start 


4851 




End 


21337 




Name 


OJ990612 43.9B01.C3. 


ol . ap 


Method 


AAT/GAP 




Start 


14621 




End 


15592 




GI 


none 




Score 


124 3' 




Exons 


14621. . 14894, 15214 . 


. 15592 








Seq. No. 


5187 




Seq. ID 


OJ990612_43. 9B01 


.C3 


Gene No. 


10796 




Strand 






Start 


4851 




End 


21337 




Name 


OJ990612 43.9B01.C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


15461 




End 


15768 




GI 


none 




Score 


110 




Exons 


15461. .15589, 15520. 


. 15591, 


15671. .15766, 15671 .. 15766, 






15673. .15768 










Seq. No. 


5187 




Seq. ID 


OJ990612_43.9B01 


.C3 


Gene No. 


10796 




Strand 






Start 


4851 




End 


21337 




Name 


OJ990612 43.9B01.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15769 




End 


16380 




GI 


none 




Score 


190 




Exons 


15769. .15795, 15842. 


.16018, 


15857. .15985, 15859. .16026, 






16046. .16234, 16046. 


..16234, 


16060. .16236, 16077. .16241, 






16089. .16241, 16312. 


.16347, 


16324. .16347, 16347 .. 16376, 






16348. .16377, 16351. 


.16380 








Seq. No. 


5187 




Seq. ID 


OJ990612_43.9B01 


.C3 


Gene No. 


10796 




Strand 






Start 


4851 




End 


21337 




Name 


OJ990612 43.9B01.C3. 


o4 .np 


Method 


AAT/NAP 




Start 


15856 




End 


17432 




GI 


4454035 




Score 


784 




Exons 


15856. .15999, 16085. 


.16257, 


16318. .16409, 16653. .16774, 






17013. .17148, 17245. 


.17432 









GI Descrip. (AL035394) polyprenyltransf erase like protein [Arabidopsis 
thaliana] 

Seq. No. 5187 Seq. ID OJ990612_43 . 9B01 . C3 



5322 





" Gene No. ^ 


10796 


Strand " 








Start 


4851 


End 


21337 






Name 


OJ990612_4 3.9B01.C3.ol.tc 


Method 


TBLASTX: Cress 






Start 


16695 


End 


17333 






GI 


none 


Score 


76 






Exons 


16695. .16778, 17003. .17044, 


17010. .17147, 17050. .17148, 








17244. .17333, 17251. .17280 










Seq. No. 


5187 


Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 


Strand 








Start 


4851 


End 


21337 






Name 


OJ990612_43. 9B01 . C3 . ol . ts 


Method 


TBLASTX : Soybean 






Start 


17019 


End 


17333 






GI 


none 


Score 


101 






Exons 


17019. . 17147, 17050. .17148, 


17232. .17333 






Seq. No. 


5187 


Seq. ID 


OJ990612_43.9B01 


.C3 




Gene No. 


10796 


Strand 








Start 


4851 


End 


21337 






Name 


OJ990612 43.9B01.C3.o5.np 


Method 


AAT/NAP 






Start 


17260 


End 


20760 






GI 


6523547 


Score 


230 






Exons 


17260. .17704, 17860 .. 18024 , 


20659. .20760 




s J 


GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 


-.2 




carteri f. nagariensis] 








in 

~i i 


Seq. No. 


5187 


Seq. ID 


OJ990612_43. 9B01 


.C3 


Lr 


Gene No. 


10796 


Strand 








Start 


4851 


End 


21337 




.y 


Name 


OJ990612 43.9B01.C3.o7.tm 


Method 


TBLASTX: Maize 






Start 


19151 


End 


19378 . 




! ii 


GI 


none 


Score 


66 






Exons 


19151. .19378, 19224.. 19370 










Seq. No. 


5187 


Seq. ID 


OJ990612_43. 9B01 


.C3 


■J 


Gene No. 


10796 


Strand 






.J. 


Start- 


4851 


End 


21337 




>3 


Name 


OJ990612 43.9B01.C3.o5.tm 


Method 


TBLASTX: Maize 






Start 


19468 


End 


19749 




■=f 


GI 


none 


Score 


221 






Exons 


19468.. 19749 










Seq. No. 


5188 


Seq. ID 


OJ990612_43. 9B01 


-C4 




Gene No. 


10797 


Strand 


+ 






Start 


1 


End 


9121 






Name 


OJ990612 43.9B01.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4079 






GI 


4680203 


Score 


1695 






Exons 


1..38, 577.. 2195, 2352. .2569 


, 2846. .3693, 3970. .4079 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


5188 


Seq. ID 


OJ990612_43.9B01 


.C4 




Gene No. 


10797 


Strand 


+ 






Start 


1 


End 


9121 






Name 


OJ990612 43.9B01.C4.ol.gs 


Method 


GEN SCAN 






Start 


644 


End ' 


9121 






GI . 


none 


Score 


.56 





5323 



Exons 



644. .3756, 4361. .4543, 4602. .4821, 5428. .5483, 5509. .5632, 
5723. .6395, 7419. .7719, 8042. .8293, 8574. .8655, 8930. .9121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5188 

10797 

1 

OJ990612_4 3 . 9B01 . C4 . o2 . tw 

950 

none 



Seq. ID OJ990612_43.9B01.C4 

Strand + 

End 9121 

Method TBLASTX : Wheat 

End 1543 

Score 230 



950. .1240, 952, ,1242, 1298. .1414, 1301.. 1399, 1418.. 1543, 
1435. .1542 



Seq. No. 5188 

Gene No. 10797 

Start 1 

Name OJ990612_4 3 . 9B01 . C4 . ol . ts 

Start 1118 

GI none 
Exons 



Seq. ID OJ990612_43.9B01.C4 

Strand + 

End 9121 

Method TBLASTX : Soybean 

End 1558 

Score 108 



1118.. 1240, 1123.. 1239, 1283. .1558, 1318. .1557 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



; ! =j Seq. No. 

Gene No. 
(J Start 
r[j Name 
• Start 
GI 

Exons 



5188 

10797 

1 

OJ990612_43.9B01.C4.o2.tc 

1307 

none 



5188 

10797 

1 

0 J990612_4 3 . 9B01 . C4 . o2 . tm 

1445 

none 



Seq. ID OJ990612_43.9B01.C4 

Strand + 

End 9121 

Method TBLASTX : Cress 

End 1639 

Score 288 



1307. .1639, 1393. .1443, 1477. .1584 



Seq. ID OJ990612_43.9B01.C4 

Strand + 

End 9121 

Method TBLASTX : Mai ze 

End 1930 

Score 102 



1445. .1549, 1453. .1548, 1552. .1644, 1556. .1645, 1713. .1748, 
1742. .1789, 1790. .1837, 1837. .1926, 1841. .1930 



..J Seq. No. 
,U Gene No. 
[:z Start 
^ Name 

Start 

GI 

Exons 



5188 

10797 

1 

OJ990612_43 . 9B01 . C4 . o3 . tw 

1544 ; " ; 

none 



Seq. ID OJ990612_43.9B01.C4 

Strand + 

End 9121 

Method TBLASTX : Wheat 

End 1879 

Score 57 



1544. .1585, 1589. .1687, 1591. .1686, 1733. .1831, 1744. .1815, 
1841. .1879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5188 

10797 

1 

OJ990 612_4 3 . 9B01 . C4 . ol . tm 

2435 

none 



Seq. ID OJ990612_43.9B01.C4 

Strand + 

End 9121 

Method TBLASTX : Mai ze 

End 2818 

Score 59 



2435. .2503, 2503. .2817, 2504. .2818 



Seq. No. 
Gene No. 
Start 



5188 

10797 

1 



Seq. ID OJ990612_43. 9B01.C4 
Strand + 
End 9121 



5324 



Name 

Start 

GI 

Exons 



OJ990612_43 . 9B01 . C4 . ol . tw Method TBLASTX : Wheat 

2459 End 3592 

none Score 551 

2459. .3175, 2512. .3087, 3184. .3366, 3194. .3382, 3359. .3460, 
3370.. 3489, 3491.. 3592, 3493.-3585 



Seq. No. 


5188 


Seq. ID 


OJ990612 


43 . 9B01 


. C4 


Gene No. 


10797 


Strand 


+ 






Start 


1 


End 


9121 






Name 


OJ990612 43.9B01.C4 .ol.tc 


Method 


TBLASTX : 


Cress 




Start 


2750 


End 


3175 






GI 


none 


Score 


317 






Exons 


2750. .3175, 2758.. 3087 










Seq. No. 


5188 


Seq. ID 


OJ990612 


_43 . 9B01 


. C4 


Gene No. 


10797 


Strand 


+ 






Start 


1 


End 


9121 






Name 


OJ990612 43.9B01.C4.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


3068 


End 


3358 






GI 


none 


Score 


146 






Exons 


3068. .3238, 3116.. 3232, 3250 


..3357, 3251.. 3358 






Seq. No. 


5188 


Seq. ID 


OJ990612 


_43 . 9B01 


. C4 


Gene No. 


10797 


Strand 


+ 






Start 


1 


End 


9121 






Name 


OJ990612 43.9B01.C4.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


3439 


End 


3652 






GI 


none 


Score 


187 






Exons 


3439. .3621, 3440. .3652 










Seq. No. 


5189 


Seq. ID 


OJ990612 


43 . 9B01 


. C5 


Gene No. 


10798 


Strand 


+ 






Start 


19020 


End 


20548 






Name 


OJ990612 43.9B01.C5.o5.gs 


Method 


GENSCAN 






Start 


19020 


End 


20548 






GI 


none 


Score 


.47 






Exons 


19020 19081, 19205 .. 19502, 


19508. .19847, 20460 


. . 20548 




Seq. No. 


5189 


Seq. ID 


OJ990612 


_43 . 9B01 


. C5 


Gene No. 


10799 


Strand 


+ 






Start 


25596 


End 


26639 






Name 


OJ990612 43. 9B01 . C5 . o7 . gs 


Method 


GENSCAN 






Start 


25596 


End 


26639 






GI 


none 


Score 


.83 






Exons 


25596. .25645, 26438.. 26639 










Seq. No. 


5189 


Seq. ID 


OJ990612 


_43.9B01 


.C5 


Gene No. 


10800 


Strand 








Start 


3815 


End 


26474 






Name 


OJ990612 43.9B01.C5.ol.np 


Method 


AAT/NAP 






Start 


3815 


End 


6037 






GI 


6907086 


Score 


486 






Exons 


3815. .3904, 3996. .4219, 4363 


..4699, 4759. .5464, 


5968. .6037 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5189 


Seq. ID 


OJ990612 


_4319B01 


.C5 


Gene No. 


10800 


Strand 









5325 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



3815 End 26474 ' 

OJ990612_43 . 9B01 . C5 . o2 . np Method AAT/NAP 

5792 End 8716 

4680186 Score 168 

5792. .5814, 6438. .6608, 7209. .7338, 8656. .8716 
(AF111709) unknown [Oryza sativa subsp. indica] 



5189 

10800 

3815 

OJ990612_43.9B01.C5.o3.np 

6023 

932 



OJ990612 43.9B01.C5 



Seq. ID 
Strand 

End 26474 
Method AAT/NAP 
End 26474 
Score 395 

6023.. 6049, 10265 .. 10434 , 11590 .. 117 92 , 13750 .. 138 17 , 
14350. .14421, 14510. .14659, 14732 .. 14 947, 15172 .. 15283, 
17308. .17500, 17665. .17750, 17885 .. 18079, 18820 .. 18 925, 
21643. .21734, 26345. .26474 

(X53744) 68kDA subunit of signal recognition particle [Canis 
f amiliaris] 



ry 

U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
hJ Start 
Name 
Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5189 

10800 

3815 

OJ990612_43 . 9B01 . C5 . o3 . gs 

8647 

none 



Seq. ID OJ990612_43. 9B01.C5 



Strand 
End 

Method 

End 

Score 



26474 
GENSCAN 
15244 
.73 



8647. .8843, 10282 .. 10474 , 11600 .. 11736, 13310 .. 134 94 , 
14350. .14459, 14533 14739, 14832 .. 14 959, 15172.. 15244 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612 43.9B01.C5 



5189 
10800 
3815 

OJ990612_4 3 . 9B01 . C5 . ol . gp 
12031 

69953_1.R1084 
12031. .12113 

•5295936/dbj | AB026295.2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



26474 
AAT/GAP 
12113 
91 



5189 

10800 

3815 

0 J9 90 612_4 3 . 9B01 . C5 . o4 . gs 

16609 

none 



Seq. ID OJ990612_43.9B01.C5 
Strand 

End 26474 

Method GENSCAN 

End 18025 

Score .91 



16609. .16701, 17308. .17500, 17665 .. 17750, 17885.. 18025 



5189 

10800 

3815 

OJ990612_43 . 9B01 . C5 . 06 . gs 

21564 

none 

21564. .21709, 21810 .. 22066, 
24904. .25053 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_43. 9B01.C5 

26474 
GENSCAN 
25053 
.77 



23891. .23969, 24363 .. 24417, 



Seq. No. 



5189 



Seq. ID OJ990612_43.9B01.C5 



5326 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



10801 Strand 

27061 End 

OJ990612_43 . 9B01 . C5 . o2 . tm Method 

10201 End 

none Score 



29907 

TBLASTX: Maize 

11746 

35 



10201. .10218, 10238. .10477, 10254 .. 10421, 10255 .. 104 61, 
11600. .11746, 11607. .11744, 11609.. 11746 



Seq. No. 5189 

Gene No. 10801 

Start 27061 

Name OJ990612_43 . 9B01 .C5.ol.tc 

Start 10213 

GI none 
Exons 



Seq. ID OJ990612_43.9B01.C5 
Strand 

End 29907 

Method TBLASTX: Cress 

End 11746 

Score 116 



10213. .10257, 10268. .10444, 10289 .. 10480, 10294 104 4 6, 
11612. .11746, 11613. .11735 



;S =5. 

Mi 



*:t7 

I'M 



Q 

J. 1 

.5 ~ 

i-J 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5189 
10801 
■27061 

OJ990612_43 . 9B01 .C5.ol.tm 
13655 
none 
13655 
14340 



End 

Method 
End 
Score 

13825,. 13689. .13832, 13690 .. 13833, 14339 
14462, 14341. .14466, 14521 .. 14739, 14530 



Seq. ID OJ990612_43.9B01.C5 
Strand 

29907 

TBLASTX: Maize 
14960 
132 

14461, 
14739, 



14830. .14946, 14832 .. 14960, 14833.. 14955 



5189 
10801 
27061 

OJ990612_43 . 9B01 . C5 . o2 . tc 
14385 



none 
14385. 
14635. 
14833. 



,14465, 14395, 
,14697, 14657. 
,14961, 15164. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14463, 14533. .14637, 14543 
14698, 14832. .14960, 14832 



OJ990612 43.9B01.C5 



29907 

TBLASTX: Cress 
15259 
72 

14635, 
14960, 



15259, 15174.. 15257 



5189 

10801 

27061 

OJ990612_43 . 9B01 .C5.ol.ts 

14403 

none 

14403. .14465, 14404 14463, 
14539. .14709, 14543. .14728 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ990612_43.9B01.C5 
29907 

TBLASTX : Soybean 

14728 

66 



14514. .14720, 14533. .14727, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5189 
10801 
27061 

OJ990612_43.9B01.C5.o2.ts 
15164 
none 

15164. .15286, 15174. 
17361. .17507, 17372. 
17885. .17989, 17886. 



Seq. ID OJ990612_43.9B01.C5 
Strand 

End 29907 
Method TBLASTX : Soybean 
End 17989 
Score 108 
,15272, 17308. .17346, 17353 .. 17502, 
,17503, 17664. .17753, 17 665 .. 17736, 
,17975 



Seq. No. 



5189 



Seq. ID OJ990612_43.9B01.C5 



5327 



Gene No. 10801 
Start 27061 

Name 0 J990 612_4 3 . 9B0 1 . C5 . o3 . tm 

Start 15164 
GI none 
Exons 15164 . 

17308. 

17424. 

17715. 

17884, 

18814. 

21811. 



,15286, 15165. 

,17337, 17356. 

,17507, 17664. 

.17753, 17719. 

,18093, 17885. 

.18927, 18814. 
,21888 



.15284, 
.17502, 
.17723, 
.17751, 
.18091, 
.18927, 



Strand 
End 

Method 

End 

Score 

17283. .17 

17364. .17 

17664 

17880 

18801 

21642 



,17 
,18 
,18 
,21 



29907 

TBLASTX: Maize 

21888 

172 

336, 17307. .17339, 
17369. .17503, 
17665. .17724, 
17880. .18077, 
18812, 



501, 
723, 
092, 
926, 
710, 



,18925, 
21646. .21711, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
,»3 Start 
"'2 Name 

Start 

cn gi 

fy Exons 



Seq. ID OJ990612_43.9B01.C5 



5189 

10801 Strand 

27061 End 29907 

OJ990612_43 . 9B01 . C5 . 08 . gs Method GENSCAN 

27061 End 29907 

none Score . 55 

27061. .27165, 28038 .. 28105, 29784.. 29907 



5190 Seq. ID 

10802 Strand 

74 End 

OJ990612_43 . 9B01 . C6 . ol . gs Method 

74 End 

none Score 
74. .127 



OJ990612_43.9B01.C6 
+ 

127 

GENSCAN 

127 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3 Seq. No. 
i Gene No. 
" Start 

Name 

Start 

GI 

Exons 



5191 Seq. ID 

10803 Strand 

1 End 

OJ990612_4 3 . 9B01 .C8 . ol .np Method 

1 End 

2498930 Score 
1..403, 571. .675 

DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990612_43.9B01.C8 
675 

AAT/NAP 

675 

720 



5191 Seq. ID 

10803 Strand 

1 End" 

OJ990612_43. 9B01 . C8 . ol . gs Method 

10 End 

none Score 

10. .191, 206. .403, 571. .630 



OJ990612_43.9B01.C8 

675 ■ 
GENSCAN 
630 
.81 



Seq. No. 5192 Seq. ID 

Gene No. 10804 Strand 

Start 129 End 

Name OJ990612_43 . 9B01 .C10 . ol . np Method 

Start 129 End 

GI 5922623 Score 
Exons 129.. 207, 705.. 743 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] . 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990612_43.9B01.C10 
+ 

743 

AAT/NAP 
743 
61 



5328 



Seq. No. 


5192 


Seq. ID 


OJ990612 


Gene No. 


10805 


Strand 




Start 


112 


End 


449 


Name 


OJ990612 43.9B01.C10.ol.gs 


Method 


GEN SCAN 


Start 


112 


End 


449 


GI 


none 


Score 


.62 


Exons 


112. .188, 350. .449 






Seq. No. 


5193 


Seq. ID 


OJ990612 


Gene No. 


10806 


Strand 




Start 


1 


End 


195 


Name 


OJ990612 43.9B01.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


195 


GI 


6539586 


Score 


232 


Exons 


1. .195 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Sea. No. 


5193 


Seq. ID 


OJ990612 


Gene No. 


10806 


Strand 




Start 


1 


End 


195 


Name 


OJ990612 43.9B01.C12.ol.gs 


Method 


GEN SCAN 


Start 


45 


End 


93 


GI 


none 


Score 


.96 


Exons 


4S..93 






Sea No 


5194 


Seq. ID 


OJ990612 


Gene No. 


10807 


Strand 




Start 


202 


End 


372 


Name 


OJ990612 30.9B05.C2.ol.gs 


Method 


GENSCAN 


Start 


202 


End 


372 


GI 


none 


Score 


.51 


Exons 


202. .372 






Seq. No. 


5195 


Seq. ID 


OJ990612 


Gene No. 


10808 


Strand 




Start 


428 


End 


478 


Name 


OJ990612 30.9B05.C3.ol.gs 


Method 


GENSCAN 


Start 


428 


End 


478 


GI 


.none 


Score 


.47 


Exons 


.428. .478 







Seq. No. 5196 

Gene No. 10809 

Start 1 

Name OJ990612_30 . 9B05 . C4 . ol . np 

Start 1 

GI 6899926 

Exons 1..41, 1347.. 1602 

GI Descrip. (AL138651) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990612_30. 9B05.C4 
Strand 

End 1602 

Method AAT/NAP 

End 1602 

Score 74 



Seq. No. 5197 

Gene No. 10810 

Start 319 

Name OJ990612_30 . 9B05 .C5.ol.gs 

Start 319 

GI none 



Seq. ID OJ990612_30. 9B05.C5 
Strand 

End 703 

Method GENSCAN- 

End 703 

Score .93 



5329 




Exons 319.. 444, 551.. 703 



Seq. No. 


5198 








Seq. ID 


OJ990612 


_30.9B05 


.C6 


Gene No. 


10811 








Strand 


+ 






Start 


780 








End 


1539 






Name 


OJ990612 30 


.9B05 


.C6.ol. 


gs 


Method 


GENSCAN 






Start 


780 








End 


1539 






GI 


none 








. Score 


.46 






Exons 


780. .988, 1116.. 


1539 


* 










Seq. No. 


5198 








Seq 5 ; ID 


OJ990612 


_30. 9B05 


.*C6 


Gene No. 


10812 








Strand 


- 






Start 


2762 








End 


3879 






Name 


OJ990612 30 


. 9B05 


.C6.o2. 


gs 


Method 


GENSCAN 






Start 


2762 ~~ 








End 


3879 






GI 


none 








Score 


. 92 






Exons 


2762. .2920, 


3682 


. .3879 












Seq. No. 


5199 








Seq. ID 


OJ990612 


_30.9B05 


.C8 


Gene No. 


10813 








Strand 


+ 






Start 


1042 








End 


7997 * 






Name 


OJ990612 30 


. 9B05 


.C8.ol. 


gp 


Method 


AAT/GAP 






Start 


1042 ~~ 








End 


1492 






GI 


none 








Score 


839 






Exons 


1042 . . 1492 
















Seq. No. 


5199 








Seq. ID 


OJ990612 


_30.9B05 


.C8 


Gene No. 


10813 








■ Strand 


+ 






Start 


1042 








End 


7997 






Name 


OJ990612 30 


.9B05 


.C8.ol. 


gs 


Method 


GENSCAN 






Start 


1077 








End 


7938 






GI 


none 








Score 


.75 






Exons 


1077. .2151, 


2200 


. .2507, 


3905 


..3950, 4532.. 4636, 


5045. .5049 




5079. .5217, 


5905 


. .5962, 


6147 


..6175, 6736. .7010, 


7122. .7182 




7285. .7379, 


7457 


. .7569, 


7665 


. .7938 








Seq. No.' 


5199 








Seq. ID 


OJ990612 


_30.9B05 


.C8 


Gene No. 


10813 








Strand 


+ 






Start 


1042 








End 


7997 






Name 


OJ990612 30 


.9B05 


.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1133 ~~ 








End 


2501 






GI 


6899923 








Score 


1366 






Exons 


1133. .2501 
















GI Descrip. 


(AL138651) ] 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


5199 








Seq. ID 


OJ990612 


_30.9B05 


.C8 


Gene No. 


10813 








Strand 


+ 






Start 


1042 








End 


7997 






Name 


OJ990612 30 


.9B05 


.C8.ol. 


ts 


Method 


TBLASTX : , 


Soybean 




Start 


1208- 








End 


1912 






GI 


none 








Score 


808 






Exons 


1208. .1912, 


1215 


. .1910 












Seq. No. 


5199 








Seq. ID 


OJ990612 


_30.9B05 


.C8 


Gene No. 


10813 








. Strand 


+ 






Start 


1042 








End 


7997 






Name 


OJ990612 30 


.9B05 


.C8.o3. 


tc 


Method 


TBLASTX : i 


Cress 





5330 




Start 


1212 








End 


1493 




GI 


none 








Score 


317 




Exons 


1212 . . 1493, 


1229. 


. 1486 










Seq. No. 


5199 








Seq. ID 


OJ990612_30 . 9B05 


.C8 


Gene No. 


10813 








Strand 


+ 




Start 


1042 








End 


7997 




Name 


OJ990612 30 


. 9B05 . 


C8 .o2 . 


tin 


Method 


TBLASTX: Maize 




Start 


1401 








End 


1886 




GI 


none 








Score 


710 




Exons 


1401 . . 1886, 


1403. 


. 1885 










Seq. No. 


5199 








Seq. ID 


OJ990612_30 . 9B05 


-C8 


Gene No. 


10813 








Strand 


+ 




Start 


1042 








End 


7.997 




Name 


OJ990612_30 


. 9B05. 


C8 .o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


1542 








End 


2009 




GI 


none 








Score 


470 




Exons 


1542. . 1949, 


1571 . 


. 1936, 


1728. 


.1940, 1965.. 2000, 1968.. 2009 


Seq. No. 


5199 








Seq. ID 


OJ990612 30.9B05 


.C8 


Gene No. 


10813 








Strand 


+ 




Start . 


1042 








End 


7997 




Name 


OJ990612 30 


. 9B05. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


19.48 




- 




End 


2189 




GI 


none 








Score . 


89 




Exons 


1948. .2058, 


1955. 


. 2188, 


1955. 


.2188, 1956.. 2189 




Seq. No. 


5199 








Seq. ID 


OJ990612_30.9B05 


. C8 


Gene No . 


10813 








Strand 


+ 




Start 


1042 








End 


7997 




Name 


OJ990612 30 


. 9B05. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1968 








End 


2234 




GI 


none 








Score 


378 




Exons 


1968. .2231, 


1971 . 


.2234, 


1979. 


.2233 






Seq. No. 


5199 








Seq. ID 


OJ990612_30.9B05 


-C8 


Gene No. 


10813 








Strand 


+ 




Start 


1042 








End 


7997 




Name 


OJ990612_30 


. 9B05. 


C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2292 








End 


2517 




GI 


none 








Score 


323 




Exons 


2292 . .2507, 


2292. 


. 2507, 


2293. 


.2517 






Seq. No. 


5199 








Seq. ID 


OJ990612_30.9B05 


.C8 


Gene No. 


10813 








Strand 


+ 




Start 


1042 








End 


7997 




Name 


OJ990612 30, 


. 9B05. 


C8.o2. 


gp 


Method 


AAT/GAP 




Start 


2294 








End 


4780 




GI 


2312321 








Score 


840 




Exons 


2294. .2507, 


4535. 


. 4780 










Seq. No. 


5199 








Seq. ID 


OJ990612 30.9B05 


.C8 


Gene No. 


10813 








Strand 


+ 




Start 


1042 








End 


7997 




Name 


OJ990612 30, 


. 9B05. 


C8.o3. 


gp 


Method 


AAT/GAP 




Start 


6065 








End 


7997 





5331 



GI 

Exons 

GI Descrip. 



2255jL.R1084 Score 1873 \ 

6065.. 6175, 6667. .7010/ 7122. .7182, 7285.. 7379, 7457.. 7569, 

7665. .7997 

' 1168537/sp|P42211|ASPR_ORYSA 0.0e+00 ASPARTIC PROTEINASE 

PRECURSOR >gi__82458_pir JS0732 aspartic proteinase (EC 

3.4.23.-) - rice >gi_218143_dbj_BAA02242_ (D12777) aspartic 
proteinase [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5199 

10813 

1042 

OJ990612_30.9B05.C8.o2.ts 

6672 

none 

6672.. 6740, 6738.. 6851, 6774. 
7116. .7184, 7281. .7379, 7283. 
7449. .7544, 7454. .7573, 7454. 
7672.. 7938, 7701.. 7937 



Seq. ID OJ990612_30.9B05.C8 

Strand + 

End 7997 

Method TBLASTX : Soybean 

End 7938 

Score 7 4 

.7013, 6862.. 6993, 6863.. 7090, 
.7369, 7304. .7381, 7306. .7404, 
.7543, 7462. .7563, 7663. .7935, 



Seq. No. 5199 

Gene No. 10813 

Start 1042 

Name OJ9*90612_30 . 9B05 . C8 . o2 . tw 

Start 6672 

GI none 

Exons 6672.. 6743, 6695.. 6742, 6746. 

6866.. 7009, 6867.. 7013, 6868. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6850, 6747 
.7014, 7116 



OJ990612_30. 9B05.C8 
+ 

7997 

TBLASTX: Wheat 
7173 
77 

6851, 6757. 



6873, 
.7142, 7120. .7173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5199 Seq. ID 

10813 Strand 
1042 End 
OJ990 612_30 . 9B05 . C8 . o2 . np Method 
6681 End 
1168537 Score 
6681.. 7010, 7122. .7182,, 7285. .7379, 7457.. 7569, 7665.-7997 
ASPARTIC PROTEINASE.;- PRECURSOR gi | 82458 l.pir || JS0732 aspartic,, . 
proteinase (EC 3.4^23%) . - rice gi | 218143 |dbj | BAA02242 I 4 (D12777 ) 
aspartic proteinase [Oryza sativa] 



OJ990612_30.9B05.C8 
+ 

7997 
AAT/NAP 
7997 
1020 



Seq. No. 
!=? Gene No. 
Start 
Name 
Start 
GI 

Exons 



5199 Seq. ID 

10813 . Strand 

1042 - End 

OJ990612_30 . 9B05 . C8 . ol . tm Method 

6726 End 

none Score. 



OJ990612_30.9B05.C8 
+ 

7997 

TBLASTX: Maize 

7938 

142 



6726. .6860, 6728. .6859, 6866. .7009, 6867. .7013, 7120. .7182, 
7121. .7183, 7281. .7379, 7283. .7378, 7452. .7568, 7453. .7569, 
7454. .7582, 7663. .7935, 7664. .7936, 7666.-7938, 7701. .7937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990612_30. 9B05.C8 
Strand 
End 

Method 
End 
Score 

6840. .7013, 6866. .7018, 7122. .7184, 7281. .7379, 7284. .7397, 
7454.. 7570, 7459.. 7569, 7672.. 7938, 7707.. 7934 



5199 
10813 
1042 . 

OJ990 6 12__30 . 9B0 5 . C8 . ol . tc 

6840 

none 



+ 

7997 

TBLASTX: Cress 

7938 

222 



5332 



Seq. No. 5199 Seq. ID 

Gene No. 10813 Strand 

Start 1042 End 

Name 0 J990612_30 . 9B05 . C8 . ol . tw Method 

Start 74 63 End 

GI none Score 

Exons 7463.. 7570, 7464.. 7568, 7465.. 7569, 7664.. 7852, 7666. .7857, 
7707. .7856 



OJ990612_30.9B05.C8 
+ 

7997 

TBLASTX: Wheat 

7857 

170 



Seq. No. 5200 

Gene No. 10814 

Start 1 

Name OJ990612_30 . 9B05 . C9 . ol . gp 

Start 1 . 
GI . 2255_1.R1084 

Exons 1..131, 240.. 304, 411. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.551, 639..758, 

* 1168537/sp|P42211|ASPR_ORYSA 0.0e+00 ASPARTIC PROTEINASE 

PRECURSOR >gi_82458_pir JS0732 aspartic proteinase (EC 

3.4.23.-) - rice >gi_218143_dbj_BAA02242_ (D12777) aspartic 
proteinase [Oryza sativa] 1 



OJ990612__30.9B05.C9 
+ 

1544 
AAT/GAP 
1544 
1883 

848. .936, 1052. .1544 





Seq. No. 


5200 


Seq. ID 


OJ990612_30.9B05.C9 


i; ;=? 


Gene No. 


10814 


Strand 


+ 


'). 1 


Start 


1 " 


End 


1544 


rrs 

1,1 s 


Name 


OJ990612 30.9B05.C9Lol.np 


Method 


AAT/NAP 




Start 


1 


End 


934 


□ 


GI 


1363504 


Score 


688 




Exons 


1..131, 240. .304, 411. .551, 


639. .758, 


848. . 934 


y 


GI Descrip. 


aspartic proteinase (EC 3.4 


.-.-) L5 - 


rice (fragment) 


i 


Seq. No. 


5200 


Seq. ID 


OJ990612_30.9B05.C9 




Gene No. 


10814 


Strand 


+ 




Start 


1 


End 


1544 


! -i 


Name 


OJ990612 30.9B05.C9.ol.tm 


Method 


TBLASTX: Maize 


"t u s 


Start 


. 21 * . \ 


End 


1136 


{•A 


GI . : 


.hone 


■ - Score 


135 " 




Exons 


21. .131, 24. .137, 227. .304, 


236. .310, 


412. .519, 417. .509, ' 






424. .519, 636. .758, 637. .756, 638. .757 


, 844. .936, 845. .937 






846. .938, 1041. .1124, 1042. 


.1110, 1052 


..1132, 1053.. 1136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



5200 Seq. ID 

10814 Strand 

1 End 

OJ990612_30 . 9B05 . C9 . ol . ts Method 

21 End 

none Score 



OJ99.0612_30.9B05.C9 
+ 

1544 

TBLASTX: Soybean 
1136 

107. 



21. .134, 246. .278, 459. .518, 463. .519, 636. .758, 638. .757, 
824. .937, 844. .936, 1041. .1124, 1053. .1136 



5200 Seq. ID 

10814 Strand 

1 End 

OJ990612J30 . 9B05 . C9 . ol . tc Method 

408 End 

none Score 



OJ990612_30.9B05.C9 
+ 

1544 

TBLASTX: Cress 

1136 

43 



408. .452, 418. .453, 453. .512, 454. .546, 636. .758, 644. .754, 



5333 



845. .937, 847. .936, 1041. .1121, 1052. .1126, 1052. .1126, 
1053. .1136 



1 ~i 



Seq. No. 


5200 


Seq. ID 


OJ990612 30.9B05.C9 


Gene No. 


10814 


Strand 


+ ~ 


Start 


1 


End 


1544 


Name 


OJ990612 30. 9B05.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


445 


End 


1136 


GI 


none 


Score 


100 


Exons 


445. .519, 454. .516,. 518. .574, 


518. .553, 


635. .778, 636. .758, 




637. .765, 844. .936, 844. .936, 


845. .937, 


1036. .1110, 1041. .1121, 




1052.. 1135, 1052.. 1135, 1053. 


.1136 




Seq. No. 


5200 


Seq. ID 


OJ990612_30.9B05.C9 


Gene No. 


10814 


Strand 


+ 


Start 


1 


End 


1544 


Name 


OJ990612 30.9B05.C9.ol.gs 


Method 


GENSCAN 


Start 


478 


End 


1136 


GI 


none 


Score 


.79 


Exons 


478. .551, 659. .758, 848. .936, 


1052. .1136 


Seq. No. 


5201 


Seq. ID 


OJ990612_30 . 9B05 .C10 


Gene No. 


10815 


Strand 


+ 


Start 


1106 . 


End 


2824 


Name 


OJ990612 30. 9B05.C10.ol.gs 


Method 


GENSCAN 


Start 


1106 


End 


2824 


GI 


none 


Score 


.41 


Exons 


1106.. 1127, 2274.. 2368, 2465. 


.2824 




Seq. No. 


5201 


Seq. ID 


OJ990612_30.9B05.C10 


Gene No . 


10816 


Strand 


+ 


Start 


8487 


End 


15464 


Name 


OJ990612 30.9B05.C10.o3.gs 


Method 


GENSCAN 


Start 


8487 


End 


15464 


GI 


none 


Score 


.69 


Exons 


8487.. 8883, 8981.. 9156, 9254. 


.9475, 9598. .9836, 10626 11151 , 




. 11261.. 11534, 11638.. 11841, 11854 .. 11967 , 12160 12482, 




12560. .12826, 12952 .. 13215, 13300 .. 13593, 14 613 .. 14 74 6, 




15173. .15464 






Seq. No. 


5201 


Seq. ID 


OJ990612_30.9B05.C10 


Gene No. 


10816 


Strand 


+ 


Start 


8487 


End 


15464 


Name 


OJ990612 30.9B05.C10.ol.np 


Method 


AAT/NAP 


Start 


8616 


End 


14043 


GI 


6899925 


Score 


3997 


Exons 


8616. .8883, 8981. .9156, 9254. 


.9475, 9598. .9836, 10626 .. 11151 , 



GI Descrip. 



11261. .11534, 11638. .12482, 12572 .. 12826, 12952 .. 13215, 
13300. .13593, 13693.. 14043 

(AL138651) P-glycoprotein-like proetin [Arabidopsis thaliana] 



Seq. No. 5201 Seq. ID 

Gene No. 10816 Strand 

Start 8487 End 

Name OJ990612_30 . 9B05 . C10 . o2 . gp Method 

Start- 13105 End 

GI LIB3434-043-P1-K1-B6 Score 



OJ990612_30.9B05.C10 
+ 

15464 
AAT/GAP 
13462 
499 



5334 



Exons 13105. .13215, 13300.. 13462 

GI Descrip. ' 5816991/emb | CAB5364 6 . 1 | 1.0e-34 (AL110123) multidrug resistance 
protein/P-glycoprotein-like [Arabidopsis thaliana] 1 



Seq. No. 


5201 


Seq. ID 


OJ990612_30.9B05.C10 


Gene No. 


10817 


Strand 


- 


Start 


4823 


End 


6389 


Name 


OJ990612 30.9B05.C10.o2.gs 


Method 


GEN SCAN 


Start 


4823 


End 


6389 


GI 


none 


Score 


. 97 


Exons 


4823.. 5006, 6304.. 6389 






Seq. No. 


5201 


Seq. ID 


OJ990612_30.9B05.C10 


Gene No. 


10818 


Strand 


- 


Start 


11421 


End 


11872 


Name 


OJ990612 30.9B05.C10.ol.gp 


Method 


AAT/GAP 


Start 


11421 


End 


11872 


GI 


none 


Score 


757 


Exons 


11421.. 11872 






Seq. No. 


5201 


Seq. ID 


OJ990612_30'. 9B05.C10 


Gene No. 


10819 


Strand 




Start 


13687 


End 


14699 


Name 


OJ990612 30.9B05.C10.o3.gp 


■Method 


AAT/GAP 


Start 


13687 


End 


14699 


GI 


31724 1.R1084 


Score 


965 


Exons 


13687. .13906, 13980 14074 , 


14309. .144 4 6, 14 542. .14 699 


GI Descrip. 


M558552/gb|AAD22645.1|AC007138 9 7 . 0e- 


-27 (AC007138) putative 




P-glycoprotein-like protein 


[Arabidopsis thaliana] ' 


Seq. No. 


5201 


Seq. ID 


OJ990612_30 . 9B05 . C10 


Gene No. 


10820 


Strand 




Start 


19288 


End 


20671 


Name 


OJ990612 30.9B05.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


8658 


End 


14007 


GI 


none 


Score 


107 


Exons 


8658.. 8786, 8973.. 9158, 8974 


..9159, 8980. . 9105, 9176. .9205, 



9296. .9364, 
10738. .11151, 
11258. .11536, 
11637. .11702, 
13045. .13218, 
13299. .13547, 
13692. .14000, 



9598.. 9837, 9598 
, 10764. .11060, 



11258. 
11910. 
13105. 
13303. 
13693. 



,11560, 
,12386, 
,13215, 
13530, 
14007, 



..9771, 10609. .11151, 10632 .. 11060, 

10870. .11097, 10921. .11154, 

11260. .11538, 11260. . 11535, 

12566. .12673, 12566 .. 12679, 

13110. .13214, 13297. .13548, 

13305. . 13520, 13692 .. 14000, 
13693. .14007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5201 

10820 

19288 

OJ990612_30 . 9B05 . C10 . o3 . tm 

9060 

none 



OJ990612 30.9B05.C10 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9060. .9137, 9061. .9141, 9061. .9141, 11729 .. 11779, 11729 11773, 
11784. .12068, 11816. .12076, 11822 .. 12070, 11832.. 12077 



20671 

TBLASTX: Maize 

12077 

128 



Seq. No. 
Gene No. 
Start 



5201 

10820 

19288 



Seq. ID 

Strand 

End 



OJ990612 30.9B05.C10 



20671 



5335 




Name 


OJ990612 30.9B05.C10 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


9254 






End " **" 


13499 




GI 


none 






Score 


116 




Exons 


ft O C A 

9254 . . 


9481, 9598.-9837, 10630 .. 11058, 


10689. .11048, 






10753 . 


.11049, 11906. 


1 O ft Q.*7 


11907. .12104, 12105. .12485, 






12131 . 


.12481, 12420. 


. 12485, 


12557. .12682, 12559 .. 12678 , 






12602. 


.12826, 12724. 


.12828, 


12755. .12829, 1294 9 .. 13215, 






12951. 


.13211, 13288. 


.13497, 


13289. .13450, 13299.. 13499 




Seq. No. . 


5201 






Seq. ID 


OJ990612_30.9B05 


r* i ft 
. LI U 


Gene No . 


10820 






Strand 






Start 


19288 






End 


20671 




Name 


OJ990612 30.9B05.C10 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


9598 






End 


14303 




bl 


none 






Score 


123 




Exons 


9598. . 


9837, 10630. .11076, 10677.. 11060 


, 10678. .11076, 






11080. 


.11151, 11255. 


T T C O ft 

. 11539, 


11257. .11535, 11637. .11705, 






12079. 


.12249, 12080. 


. 12160, 


12080. .12481, 12084. .12485, 






12084. 


.12485, 12558. 


. 12827, 


12559. .12681, 12599 .. 12826, 






12721. 


.12828, 12755. 


. 12829, 


12950. .13210, 12951. .13214, 






12951. 


.13214, 12952. 


.13215, 


13277. .13507, 13288 .. 13572 , 






13299. 


.13583, 13691. 


.13927, 


13692. .14000, 13692. .14000, 






■ 13693. 


.14007, 13964. 


. 14047, 


13973. .14050, 14070 .. 14 14 4 , 






14109. 


.14240, 14116. 


. 14241, 


14202. .14249, 14280. .14303 




O a a- Ma 

beq. No. 


5201 






Seq. ID 


OJ990612_30..9B05 


. CI U 


bene no . 


10820 






Strand 






Start 


19288 






End 


20671 




Name 


OJ990612 30.9B05.C10 


. ol . tw 


Method 


TBLASTX: Wheat 




btiart 


11269 






End 


13950 




bl 


none 






Score 


307 




Exons 


11269. 


.11505, 11270. 


. 11518, 


11294 . .11515, 13702. .13950, 






13710. 


.13949 










O A A- XT A 

beq. no. 


5201 






Seq. ID 


OJ990612_30.9B05 


r*i ft 
. LIU 


/'"atia XT a 

bene no. 


10820 






Strand 






Start • 


19288 






End 


20671; 




Name " 


OJ990612 30.9B05.C10 


.o3.ts 


Method 


TBLASTX : Soybean 




Of -1 vf 

otart 


11318 






End 


14007 




bl 


none 






Score 


313 




Exons 


11318. 


.11536, 11318. 


.11512, 


11320. .11538, 11636. .11707, 






■11637. 


.11726, 13749. 


.14000, 


13750. .-14007* 




O A J-W XT A 

beq. No. 


5201 






Seq. ID 


OJ990612_30.9B05 


ft 

.LIU 


Gene No. 


10820 






Strand 






Start 


19288 






End 


20671 




Name 


OJ990612 30.9B05.C10 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


19273 






End 


19506 




GI - 


none 






Score 


120 




Exons 


19273. 


.19422, 19282. 


.19440, 


19465. .19506 




Seq. No. 


5201 






Seq. ID 


OJ990612_30.9B05 


. C10 


Gene No. 


10820 






Strand 






Start 


19288 






End 


20671 




Name 


OJ990612 30.9B05.C10 


. o2 . np 


Method 


AAT/NAP 




Start 


19288 






End 


20671 




GI 


6899923 




Score 


1266 





5336 



□ 

i. 1 



Exons 


19288 . . 20671 










GI Descrip. 


(AL138651) putatxve 


protein 


[Arabidopsis thaliana] 




Seq. No. - 


. 5201 




Seq. ID 


OJ990612_30.9B05 


.C10 


Gene No. 


10820 




Strand 






Start 


19288 




End 


20671 




Name 


OJ990612 30.9B05.C10 


. o4 . gp 


Method 


AAT/GAP 




Start 


19510 




End 


19900 




GI 


LIB3433-012-Q6-K1-F2 




Score 


766 




Exons 


19510. .19900 










GI Descrip. 


'4521193/dbj |AB013450.1|AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 1 






Seq. No. 


5201 




Seq. ID 


OJ990612_30 . 9B05 


.C10 


Gene No. 


10820 




Strand 


— 




Start 


19288 




End 


20671 




Name 


OJ990612_30. 9B05.C10 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


19564 




End 


19827 




GI 


none 




Score 


252 




Exons 


19564. .19827, 19565. 


.19819 








Seq. No. 


5201 




Seq. ID 


OJ990612_30. 9B05 


.C10 


Gene No. 


10820 




Strand 






Start 


19288 




End 


20671 




Name 


OJ990612_30. 9B05.C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


19609 




End 


19843 




GI 


none 




Score 


234 




Exons 


19609. .19842, 19610. 


. 19843 








Seq. No. 


5201 




Seq. ID 


OJ990612_30.9B05 


-C10 


Gene No. 


10820 




Strand 






Start 


19288 




End 


20671 




Name 


OJ990612_30. 9B05 .C10 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


19798 




End 


20259 




GI 


none 




Score 


166 




Exons 


19798. .19833, 19822. 


.20067, 


19880. .20083, 20125.. 20259 




Seq. No. 


5201 




Seq. ID 


OJ990612_30.9B05 


.C10 


Gene No. 


10820 




Strand 






Start 


19288 




End 


20671 




Name 


OJ990612 30.9B05.C10 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


19886 




End 


20586 




GI 


none 




Score 


204 




Exons 


19886. .20080, 19888. 


.20067, 


20093. .20350, 20125 .. 2058 6, 






20432. .20560 










Seq. No. 


5201 




Seq. ID 


OJ990612_30.9B05 


.C10 


Gene No. 


10820 




Strand 






Start 


19288 




End 


20671 




Name 


OJ990612 30.9B05.C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


19912 




End 


20358 




GI . 


none 




Score 


240 




Exons 


19912. .20067, 19913. 


.20131, 


20090. .20350, 20125.. 20358 




Seq. No. 


5201 




Seq. ID 


OJ990612_30.9B05 


.C10 


Gene No. 


10820 




Strand 






Start 


19288 




End 


20671 





5337 






Name 


OJ990612 30.9B'05.Cl-0;-o3 


.tc 


Method 


TBLASTX : Cress 






Start 


20302 




End 


20586 






GI 


none 




Score 


93 






Exons 


20302. .20586, 20432.. 20560 










Seq. No. 


5202 




Seq. ID 


OJ990612_30. 9B05 


.Cll 




Gene No. 


10821 




Strand 


+ 






Start 


1 




End 


1788 






Name 


OJ990612 30.9B05.Cll.oL 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1788 






GI 


6735290 




Score 


196 






Exons 


1..33, 219. .290, 1387.. 


1788 










GI Descrip. 


(AL137079) putative transposase [Arabidopsis thaliana] 






Seq. No. 


5202 




Seq. ID 


OJ990612_30.9B05 


.Cll 




Gene No. 


10821 




Strand 


+ 






Start 


1 




End 


1788 






Name 


OJ990612 30.9B05.Cll.ol 


. as 


Method 


GENSCAN 






Start 


304 




End 


1516 






GI 


none 




Score 


.62 






Exons 


304. .442, 492. .550, 558 


. .701, 


916. .1213, 1250. .1516 






Seq. No . 


5202 




Seq. ID- 


OJ990612_30. 9B05 


. Cll 


□ 


Gene No. 


10821 




Strand 


+ 






Start 


1 




End 


1788 




= c r= 


Name 


OJ990612 30. 9B05.Cll.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1142 




End 


1433 




I y 


GI 


none 




Score 


82 






Exons 


1142. .1309, 1143. .1322, 


1144. 


.1323, 1354. .1431, 1354. .1431, 


y 




1371.. 1433 












Seq. No. 


5202 




Seq. ID 


OJ990612 30.9B05 


.Cll 


r! I 


Gene No. 


10821 




Strand 


+ 




L 


Start 


1 




End 


1788 




□ 


Name 


OJ990612 30.9B05.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


1405 




End 


1788 




Ljl 


GI 


none 




Score 


92 - . 




'■ 1 

'=;=r 


Exons 


1405 1581. 1603 1788 












Seq. No. 


5202 




Seq. ID 


OJ990612_30. 9B05 


.Cll 




Gene No. 


10821 




Strand 


+ 




Start 


1 




End 


1788 






Name 


OJ990612 30.9B05.Cll.o2 


.tm' 


Method 


TBLASTX: Maize 






Start 


1435 




End 


1788 






GI 


none 




Score 


104 






Exons 


1435.. 1593, 1603.. 1788, 


1605. 


.1742 








Seq. No. 


5203 




Seq. ID 


OJ990612_30.9B05 


.CIS 




Gene No. 


10822 




Strand 


+ 






Start 


96 




End 


818 






Name 


OJ990612 30.9B05.C15.ol 


.gs 


Method 


GENSCAN 






Start 


96 




End 


818 






GI 


none 




Score 


.76 






Exons 


96.. 426, 655.. 702, 793. 


.818 










Seq. No. 


5204 




Seq. ID 


OJ990612_30.9B05 


.C16 




Gene No. 


10823 




Strand 







5338 




Start 


37 


End 


801 


Name 


OJ990612 30.9B05.C16.ol.gs 


Method 


GEN SCAN 


Start 


37 


End 


801 


GI 


none 


Score 


.52 


Exons 


37. .801 






Seq. No. 


5205 


Seq. ID 


OJ990612_30.9B05.C17 


Gene No . 


10824 


Strand 


+ 


Start 


491 


End 


1131 


Name 


OJ990612 30.9B05.C17.ol.gs 


Method 


GENSCAN 


Start 


491 


End 


1111 


GI 


none 


Score 


.9 


Exons 


491. .550, 718. .915, 930. .1111 




Seq. No. 


5205 


Seq. ID 


OJ990612_30. 9B05.C17 


Gene No. 


10824 


Strand 


+ 


Start 


491 


End 


1131 


Name 


OJ990612 30.9B05.C17.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


1131 


GI 


2498930 


Score 


708 


Exons 


491. .550, 718. .1131 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


5206 


Seq. ID 


OJ990612_30.9B05.C18 


Gene No. 


10825 


Strand 


+ 


Start 


1 


End 


605 


Name 


OJ990612 30.9B05.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


605 


GI 


5091513 


Score 


722 


Exons 


1. .605 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


5206 


Seq. ID 


OJ990612_30.9B05.C18 


Gene No . 


10825 


Strand 


+ 


Start 


1 


End 


605 


Name 


OJ990612 30.9B05.C18.ol.gs 


Method 


GENSCAN 


Start 


126 


End ' 


542 


GI 


none 


Score 


.91 


Exons 


126. .542 






Seq. No. 


5207 


Seq. ID 


OJ990612_30.9B05.C19 


Gene No. 


10826 


Strand 




Start 


1 


End 


547 


Name 


OJ990612 30.9B05.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


547 


GI 


2498930 


Score 


940 


Exons 


1. .547 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


5207 


Seq. ID 


OJ990612_30.9B05.C19 


Gene No. 


10826 


Strand 




Start 


1 


End 


547 


Name 


OJ990612 30.9B05.C19.ol.gs 


Method 


GENSCAN 


Start 


11 


End 


485 


GI 


none 


Score 


.95 



5339 



Exons 



11. .485 



Seq.. No. 5208 

Gene No. 10827 

Start 397 

Name OJ990612_30 . 9B05 . C20 . ol . gs 

Start 397 

GI none 

Exons 397.. 502 



Seq. ID OJ990612_30.9B05.C20 

Strand + 

End 502 

Method GENSCAN 

End 502 

Score . 6 



Seq. No. 5209 

Gene No. 10828 

Start 447 

Name OJ990612_30 . 9B05 . C21 . ol . gs 

Start < 447 

GI none 

Exons 447.. 574, 918.. 985 



Seq. ID OJ990612_30.9B05.C21 

Strand + 

End 985 

Method GENSCAN 

End 985 

Score . 7 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



5210 
10829 
373 

OJ990612_30 . 9B05 . C22 . ol . np 
373 

4773884 



Seq. ID OJ990612_30.9B05.C22 
Strand + 

7829 
AAT/NAP 
7829 
332 



End 

Method 
End 
Score 

373. .688, 895. .1097, 2393. .2741, 3113. .3226, 7765.-7829 
(AF076243) putative DNA-binding protein [Arabidopsis thaliana] 



ru 


Seq. No. 


5210 




Seq. ID 


OJ990612_30.9B05.C22 




Gene No. 


10829 




Strand 


+ 


□ 


Start 


373 




End 


7829 


i ,i 


Name 


OJ990612 30.9B05.C22.ol. 


gs 


Method 


GENSCAN 


",3 


Start 


503 




End 


5120 


ru 


GI 


none 




Score 


.57 




Exons 


503. .583, 659. .754, 832. 


.868, 


892. .1097, 2406. .2718, 2894.. 






3113.. 3226, 5000.. 5120 










Seq. No. 


-5210. 




Seq. ID 


OJ990612_30.9B05.C22 


u& 

t* ■*" 


Gene No. 


10830 




Strand 




sr. 

■iJ 


Start 


6031 




End 


7827 


□ 


Name 


OJ990612 30.9B05.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2697 




End 


7827- 


IJ 


GI 


none 




Score 


68 




Exons 


2697. .2744, 3092. .3235, 


3100. 


.3228, 7761. .7826, 7762. .7827 




Seq. No. 


5210 




Seq. ID 


OJ990612_30.9B05.C22 




Gene No. 


10830 




Strand 






Start 


6031 




End 


7827 




Name 


OJ990612 30.9B05.C22.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2697 




End 


7827 




GI 


none 




Score 


68 




Exons 


2697. .2744, 3092. .3235, 


3100. 


.3228, 7761. .7826, 7762. .7827 




Seq. No. 


5210 




Seq. ID 


OJ990612_30.9B05.C22 




Gene No. 


10830 




Strand 






Start 


6031 




End 


7827 




Name 


OJ990612 30.9B05.C22.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3092 




End 


7827 



5340 




GI 


none 




Score 


227 






Exons 


3092. .3235, 3100. .3228, 


3113 


..3229, 7761.. 7826, 7762.. 7827 


Seq. No. 


5210 




Seq. ID 


OJ990612_3.0, 


>9B05 


.C22 


Gene No . 


10830 




Strand 








Start 


6031 




End 


7827 






Name 


OJ990612 30. 9B05.C22 .o2 


.gs 


Method 


GENSCAN 






Start 


6031 




End 


6985 






GI 


none 




Score 


.72 






Exons 


6031. . 6081, 6192. . 6338, 


6881 


. .6985 








Seq. No. 


5211 




Seq. ID 


OJ990612_30, 


. 9B05 


.C23 


Gene No. 


10831 




Strand 


•f 






Start 


92 




End 


3370 






Name 


OJ990612 30.9B05.C23.ol 


.gs 


Method 


GENSCAN 






Start 


92 




End 


3370 






GI 


none 




Score 


.61 






Exons 


92.. 232, 1739.. 1863, 2297.. 2373, 2420. 


.2523, 2891.. 


.3370 




Seq. No. 


5212 




Seq. ID 


OJ990612_30. 


. 9B05 


.C24 


Gene No . 


10832 




Strand 


+ 






Start 


94 




End 


249 






Name 


OJ990612 30.9B05.C24.ol 


.gs 


Method 


GENSCAN 






Start 


94 




End 


24 9 






GI 


none 




Score 


.43 






Exons 


94. .249 












Seq. No. 


5213 




Seq. ID 


OJ990612_30, 


, 9B05 


.C25 


Gene No. 


10833 




Strand 








Start 


169 




End 


483 






Name 


OJ990612 30.9B05.C25.ol 


.gs 


Method 


GENSCAN 






Start 


169 




End 


483 






GI 


none 




Score 


.61 






Exons 


169. .483 












Seq. No. 


5214 




Seq. ID 


OJ990612_30, 


. 9B05 


.C26 


Gene No. 


10834 




Strand 


+ 






Start 


674 




■ End 


1789 






Name 


OJ990612 30.9B05.C26.ol 


.gp 


Method 


AAT/GAP 






Start 


674 




End 


1789 






GI 


18039- 1.R1084 




Score 


2170 






Exons 


674. .1789 












GI Descrip. 


'4521193/dbj IAB013450.1 


IAB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene 


i 








Seq. No. 


5214 




Seq. ID 


OJ990612_30. 


9B05 


.C26 


Gene No. 


10834 




Strand 


+ 






Start 


674 




End 


1789 






Name 


OJ990612 30.9B05.C26.ol 


.np 


Method 


AAT/NAP 






Start 


684 




End 


1572 






GI 


6899926 




Score 


478 






Exons 


684. .1100, 1126. .1572 












GI Descrip. 


(AL138651) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


5214 




Seq. ID 


OJ990612_30. 


9B05 


.C26 


Gene No. 


10834 




Strand 


+ 






Start 


674 




End 


1789 







5341 





Name 


OJ990612 30.9B05.C26.ol, 


>gs 


Method 


GENSCAN 




Start 


743 




End 


1560 




GI 


none 




Score 


.83 




Exons 


743. .997, 1012. .1560 










Seq. No. 


5214 




Seq. ID 


OJ990612_30.9B05.C26 




Gene No . 


10835 




Strand 






Start 


1844 




End 


7076 




Name 


OJ990612 30.9B05.C26.o2. 


,tm 


Method 


TBLASTX: Maize 




Start 


686 




End 


841 




GI 


none 




Score 


191 




Exons 


686. .841, 691. .840 










Seq. No. 


5214 




Seq. ID 


OJ990612_30 . 9B05 . C26 




Gene No. 


10835 




Strand 






Start 


1844 




End 


7076 




Name 


OJ990612 30.9B05.C26.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


973 




End 


1536 




GI 


none 




Score 


79 




Exons 


973. .1011, 1008. .1091, 1009.. 


1101, 1156. .1299, 1309.. 1536, 






1344. .1505 










Seq. No. 


5214 




Seq. ID 


OJ990612_30.9B05.C26 




Gene No . 


10835 




Strand 




Q 


Start 


1844 




End 


7076 




Name 


OJ990612 30.9B05.C26.ol. 


,tw • 


Method 


TBLASTX: Wheat 


i'jl 

•s ' - 


Start 


1252 




End 


1488 


ru 


GI 


none 




Score 


50 


u 


Exons 


1252.. 1299, 1287.. 1487, 


1309. 


.1488 




LJ 


Seq. No. 


5214 




Seq. ID 


OJ990612_30.9B05.C26 




Gene No. 


10835 




Strand 




ru 


Start 


1844 




End 


7076 




Name 


OJ990612 30.9B05.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1305 




End 


1520 


Q 


GI 


none 




Score 


204 


! ■ 


Exons 


1305. .1418, 1306. .1518, 


1437. 


.1520 






Seq. No. 


5214 




Seq. ID 


OJ990612_30.9B05.C26 


: " s 


Gene No. 


10835 




Strand 




•S ST 

ri 


Start 


1844 




End 


7076 




Name 


OJ990612 30.9B05.C26.o2. 


gs- 


Method 


GENSCAN 




Start 


1844 




End 


7076 




GI 


none 




Score 


.64 




Exons 


1844. .1926, 2108. .2356, 


2496. 


.2704, 2890.. 3366, 3905.. 4049, 






4190. .4302, 4352. .4452, 


4562. 


.4689, S644..5827, 6071. .6105, 






6845. .7076 










Seq. No. 


5215 




Seq. ID 


OJ990612_30.9B05.C27 




Gene No. 


10836 




Strand 


+ 




Start 


245 




End 


14140 




Name 


OJ990612 30.9B05.C27.ol. 


gs 


Method 


GENSCAN 




Start 


245 




End 


14140 




GI 


none 




Score 


.41 




Exons 


245..3S7, 1209.. 1302, 3163.. 3406, 3596. 


.3624, 5759. .5885, 






6639. .6751, 7237. .7398, 


7759. 


.7790, 804 


8. .8645, 8890. . 9260, 






9306.:9459, 9631. .10249, 


10426. . 10976, 


11172. .11312, 



5342 



11466. .12024, 12186. .12889, 13030 13366, 13495 .. 13525, 
13668. . 13859, 13887 .. 13952, 14032.. 14140 





Seq. No. 


5215 


Seq. ID 


OJ990612_30.9B05 


.C27 




Gene No. 


10836 


Strand 


+ 






Start 


245 


End 


14140 






Name 


OJ990612 30.9B05.C27.ol.np 


Method 


AAT/NAP 






Start 


8366 


End 


13468 






GI 


6498441 


Score 


4424 






Exons 


8366.-9422, 9759 .. 10206, 10270 10639, 


10823. .10957, - 








11132. .11804, 11991. .13468 










GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 






Seq. No. 


5215 


Seq. ID 


OJ990612_30.9B05 


.C27 




Gene No. 


10837 


Strand 


+ 






Start 


17026 


End 


18933 






Name 


OJ990612 30.9B05.C27.o3.gs 


Method 


GENSCAN 






Start 


17026 


End 


18933 






GI 


none 


Score 


.68 






Exons 


17026. . 17258, 18290. .18401, 


18466. .18565, 18852. .18933 






Seq. No. 


5215 


Seq. ID 


OJ990612_30.9B05 


.C27 




Gene No. 


10838 


Strand 






* t 


Start 


11798 


End 


16055 




i;n 


Name 


OJ990612 30. 9B05.C27.o6. tw 


Method 


TBLASTX: Wheat 




ry 


Start 


8517 


End 


8919 






GI 


none 


Score ■ 


53 






Exons 


8517. .8564, 8564. .8653, 8568 


..8654, 8683. .8919, 8688. .8885 


d 

hJ 


Seq. No. 


5215 


Seq. ID 


OJ990612_30.9B05 


.C27 


! : ! 1 


Gene No. 


10838 


Strand 






i: 


Start 


11798 


End 


16055 




C3 


Name 


OJ990612 30. 9B05.C27.o3.tw 


Method 


TBLASTX: Wheat 






Start 


9642 


End 


10278 






GI 


none 


Score 


173 




12. 


Exons 


9642.. 9815, 9643,. .9894, 9837 


..9890, 9894. .10154, 9895.. 


10170, 


! b J 




10168.. 10278 










Seq. No. 


5215 


Seq. ID 


OJ990612_30.9B05 


.C27 


.J 


Gene No . 


10838 


Strand 








Start 


11798 


End 


16055 






Name 


OJ990612 30.9B05.C27.ol.tw 


Method 


TBLASTX: Wheat 






Start 


10279 


End 


10736 






GI 


none 


Score 


78 






Exons 


10279. .10353, 10343 .. 104 68 , 


10344. .10469, 10445 10735, 








10446. .10736 










Seq. No. 


5215 


Seq. ID 


OJ990612_30.9B05 


.C27 




Gene No. 


10838 


Strand 








Start 


11798 


End 


16055 






Name 


OJ990612 30.9B05.C27.ol.tm 


Method 


TBLASTX: Maize 






Start 


10445 


End 


10760 






GI 


none 


Score 


363 






Exons 


10445. .10750, 10446. .10760, 


10458. .10760 





5343 




Seq. No". 


5215 




Seq. ID 


OJ990612_30. 9B05 


.C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612_30 . 9B05 . C27 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


10787 




End 


11171 




GI 


none 




Score 


339 




Exons 


10787 . . 11044, 10788 . 


. 11171 








Seq. No. 


5215 




Seq. ID 


OJ990612_30. 9B05 


.C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612_30 . 9B05 . C27 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


10845 




End 


11246 




GI 


none 




Score 


452 




Exons 


10845. .11246, 10850. 


. 11212 








Seq. No. 


5215 




Seq. ID 


OJ990612_30. 9B05 


.C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612_30 . 9B05 . C27 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10923 




End 


11292 




GI 


none 




Score 


216 




Exons 


10923. . 11246, 11242 . 


. 11292 








Seq. No. 


5215 




Seq. ID 


OJ990612_30. 9B05 


.C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612_30.9B05.C27 


. oS.tw 


Method 


TBLASTX: Wheat 




Start 


11676 




End 


12125 




GI 


none 




Score 


228 




Exons 


11676. . 11900, 11744 . 


. 11917, 


11973. .12125, 11984.. 12124 




Seq. No. 


5215 




Seq. ID 


OJ990612_30.9B05 


.C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612 30.9B05.C27 


. o3 . np 


Method 


AAT/NAP 




Start 


11798 




End 


16055 




GI 


6907089 




Score 


1066 




Exons 


11798. .11954, 14777. 


.15086, 


15123. .16055 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5215 




Seq. ID 


OJ990612_30.9B05 


.C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612 30.9B05.C27 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11799 




End 


12361 




GI 


5666795 




Score 


62 




Exons 


11799. .11897, 11988. 


.12125, 


12125. .12361 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


5215 




Seq. ID 


OJ990612_30.9B05 


.C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612 30.9B05.C27 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12137 




End 


12430 




GI 


none 




Score 


214 




Exons 


12137. .12430 











5344 



Seq. No. 


5215 




Seq. ID 


OJ990612_30. 9B05. 


C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612 30.9B05.C27 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


12632 




End 


12955 




GI 


none 




Score 


334 




Exons 


12632. .12955, 12724. 


.12945 








Seq. No. 


5215 




Seq. ID 


OJ990612_30. 9B05. 


C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612 30.9B05.C27 


.o4.tw 


Method 


TBLASTX: Wheat 




Start 


12769 




End 


13163 




GI 


none 




Score 


283 




Exons 


12769. . 13014, 12770. 


. 13015, 


13021. .13149, 13038. .13163, 






13044 . . 13118 










Seq. No. 


5215 




Seq. ID 


OJ990612_30.9B05. 


C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612 30.9B05.C27 


. o2 . np 


Method 


AAT/NAP 




Start 


13188 




End 


16055 




GI 


6539586 




Score 


750 




Exons 


13188. .13215, 15099. 


.15537, 


15583. .16055 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5215 




Seq. ID 


OJ990612_30.9B05. 


C27 


Gene No. 


10838 




Strand 






Start 


11798 




End 


16055 




Name 


OJ990612 30.9B05.C27 


.o2.gs 


Method 


GEN SCAN 




Start 


14169 


End 


15965 




GI 


none 




Score 


.6 




Exons 


14169. .14292, 14777. 


.15302, 


15320. .15524, 15741.. 15965 




Seq. No. 


5216 




Seq. ID 


OJ990612_30. 9B05. 


C29 


Gene No. 


108-39 




Strand ■ 


+ 




Start 


188 




End 


778 




Name 


OJ990612 30.9B05.C29 


.ol.gs 


Method 


GENSCAN 




Start 


188 




End 


778 




GI 


none 




Score 


.51 




Exons 


188. .287, 669. .778 










Seq. No. 


5216 




Seq. ID 


OJ990612_30.9B05. 


C29 


Gene No. 


10839 




Strand 


+ 




Start 


188 




End 


778 




Name 


OJ990612 30.9B05.C29 


. ol .gp 


Method 


AAT/GAP 




Start 


257 


End 


505 




GI 


3761181 




Score 


392 




Exons 


257. .505 










kjI uescrip. 


4521193/dbj IAB013450 


. HAB013450 1.0e-99 Oryza sativa DNA 






similar sequence to : 


Pib gene 








Seq. No. 


5216 




Seq. ID 


OJ990612 30.9B05. 


C29 


Gene No. 


10839 




Strand 


+ 




Start 


188 




End 


778 - 




Name 


OJ990612 30.9B05.C29 


. o3 . gp 


Method 


AAT/GAP 





5345 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



514 End .614 

5816518 Score 143 

514. .614 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

5216 Seq. ID OJ990612_30.9B05.C29 

10840 Strand 

313 End 1240 

OJ990612_30 . 9B05 . C29 . o2 . gp Method AAT/GAP 

313 End 1240 

72524_1.R1084 Score 411 

313. .614, 1216. .1240 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5217 Seq. ID 

10841 Strand" 

1075 End 

OJ990612_30 . 9B05 . C30 . ol . np Method 

1075 End 

5091513 Score 



OJ990612_30.9B05.C30 

4468 
AAT/NAP 
4468 
1871 



1075. .1141, 1859. .2050, 2189. .3269, 3738. .4468 
(AB023482) Hypothetical protein [Oryza sativa] 



5218 

10842 

1 

OJ990612_30 . 9B05 . C31 . ol . np 
1 

4584539 



Seq. ID OJ990612_30.9B05.C31 



Strand 
End 

Method 

End 

Score 



+ 

2718 
AAT/NAP 
2718 
102 



1..45, 1324. .1526, 1674. .2063, 2679. .2718 

(AL049608) extensin-like protein [Arabidopsis thaliana] 



5218 Seq. ID 

10842 Strand 
1 End 
OJ990612_30 . 9B05 . C31 . ol . gs Method 
117 End 
none Score 
117. .414, 1319. .1526, 1830. .1996 

5218 Seq. ID 

10843 Strand. 
384 End 
OJ990612_30 . 9B05 . C31 . ol . gp Method 
384 End 
3761181 Score 
384. .632 

4521193/dbj IAB013450. 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990612_30.9B05.C31 
+ 

2718 
GENSCAN 
1996 
.5 



OJ990612 30.9B05.C31 



758 

AAT/GAP 

632 

395 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5218 Seq. ID 

10843 Strand . 

384 End 

OJ990612_30 . 9B05 . C31 . o2 . gp Method 

.440 End 



OJ990612_30.9B05.C31 
758 

AAT/GAP 
758 



5346 



GI 72524_1.R1084 Score 426 

Exons 440.. 758 

GI Descrip. 1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


5219 






Seq. ID 


OJ990612_ 


_30. 


9B05 


.C32 


Gene No. 


10844 






Strand 


+ 








Start 


103 






End 


544 








Name 


OJ990612 30.9B05.C32. 


ol 


.gs 


Method 


GENSCAN 








Start 


103 




End 


544 








GI 


none 






Score 


.82 








Exons 


103. .159, 452. .544 
















Seq. No. 


5219 






Seq. ID 


OJ990612 


_30. 


9B05 


.C32 


Gene No. 


10845 






Strand 










Start 


987 






End 


1222 








Name 


OJ990612 30.9B05.C32. 


o2 


.gs 


Method 


GENSCAN 








Start 


987 






End 


1222 








GI 


none 






Score 


.47 








Exons 


987. .1222 

















Seq. No. 

Gene No. 
ll i Start 
W Name 
£*5 Start 
:U GI 
r=i Exons 
j"^ GI Descrip. 



f LS 



5220 

10846 

1760 

OJ990612_30.9B05.C33.ol.np 

1760 

1076211 



OJ990612 30.9B05.C33 



Seq. ID _ 
Strand 

End 5162 
Method AAT/NAP 
End 5162 
Score 130 

1760. .1880, 1928. .2259, 3335.-3446, 3977. .4057, 5129. .5162 
hypothetical protein VSP-3 - Chlamydomonas reinhardtii gi 1530876 





(L29029) amino acid feature: 


Rod protein domain, 


aa 


266 . . 468; 




amino acid feature: globular protein < 


domain, aa 


32 


. . 265 




[Chlamydomonas reinhardtii] 










Seq. No. 


5221 


Seq. ID 


OJ990612 


30. 


9B05.C36 


Gene No. 


10847 


Strand 


+ 






Start 


249 


End 


735 






Name 


OJ990612 30.9B05.C36.ol.gs 


Method 


GENSCAN 






Start 


249 


End 


735 






GI 


none 


Score 


.62 






Exons 


249.. 326, 719. .735 










Seq. No. 


5222 


Seq. ID 


OJ990612_ 


30. 


9B05.C39 


Gene No. 


10848 


Strand 








Start 


315 


End 


516 






Name 


OJ990612 30. 9B05.C39.ol.gs 


Method 


GENSCAN 






Start 


315 


End 


516 






GI 


none 


Score 


.65 






Exons 


315. .389, 394. .516 










Seq. No. 


5223 


Seq. ID 


OJ990612_ 


30. 


9B05.C40 


Gene No. 


10849 


Strand 


+ 






Start 


100 


End 


332 






Name 


OJ990612 30.9B05.C40.ol.gs 


Method 


GENSCAN 






Start 


100 


End 


332 






GI 


none 


Score 


.81 






Exons 


100. .332 











5347 



ru 

Is - 

a 

*4 



■s =r 



Seq. No. 


5223 


Seq. ID 


OJ990612 


Gene No. 


10850 


Strand 




Start 


1 


End 


379 


Name 


OJ990612 30.9B05.C40.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


379 


GI 


6689616 


Score 


115 


Exons 


1. .379 






GI Descrip. 


(AJ012301) proline-rich protein [Zea mays] 


Seq. No. 


5224 


Seq. ID 


\JKJ If -J\J \J ± £- 


Gene No. 


10851 


Strand 




Start 


1 


End 


870 


Name 


OJ990612 30.9B05.C41.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


O / \J 


GI 


5091513 


Score 


± -J Z* 


Exons 


1. .870 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 




Seq. No. 


. 5224 


Seq. ID 


OJ990612 




10851 


Strand 




Start 


1 


End 


870 


Name 


OJ990612 30.9B05.C41.ol.gs 


Method 


GENSCAN 


Start 


173 


End 


703 


GI 


none 


Score 


.99 


Exons 


173.. 703 






Seq. No. 


5225 


Seq. ID 


OJ990502 


Gene No. 


10852 


Strand 




Start 


6577 


End 


13379 


Name 


OJ990502 27.9B05.Cl.o5.tm 


Method 


TBLASTX : 1 


Start 


5887 


End 


13379 


GI 


none 


Score 


63 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. : 
Gene No. 
Start 



5887. .5982, 5897. .5998, 5899 
6039. .6089, 6084. .6410, 6085 
12855. .12950, 12867 .. 12950, 12952 
13052. .13378, 13053 .. 13376, 13059 



5982, 5982.. 6089, 5984.. 6088, 
6408, 6091.. 6411, 12853 12948 , 
13056, 13004. .13057, 
13379 



5225 



Seq. ID OJ990502_27.9B05.C1 



10852 
6577 

OJ990502_27 . 9B05 . CI . ol . np 
6577 
6705984 

6577. .7950, 8117. .11017, 1104 4 .. 11311, 12179. .12313 
(AB033235) gag-pol polyprotein [Oryza sativa] 



Strand 

End 13379 

Method AAT/NAP 

End 12313 

Score 4742 



5225 

10852 

6577 

OJ990502_27 . 9B05 . CI . o4 . tm 

6601 

none 

6601.. 6846, 6602.. 6847 

5225 

10852' 

6577 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Maize 

6847 

214 



OJ990502 27.9B05.C1 



13379 



5348 



''••4 



hi 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " T 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990502_27, 

6766 

none • 

6766. .7164, 

5225 

10852 

6577 

OJ990502_27. 

7003 

none 

7003. .7296, 



9B05.Cl.ol.tw 



6776. .7162 



9B05.Cl.o7.tm 



7148. .7288 



Method 

End 

Score 



TBLASTX: Wheat 

7164 

319 



Seq. ID OJ990502_27.9B05.C1 
Strand 

End 13379 

Method TBLASTX : Mai ze 

End 7296 

Score 83 



5225 

10852 

6577 

OJ990502_27 . 9B05 . CI . o2 . tw 

7195 

none 

7195.. 7554, 7202.. 7549, 7204. 



5225 

10852 

6577 

OJ990502_27, 

7231 

none 

7231. .7413, 



Seq. ID OJ990502_27. 9B05.C1 
Strand 

13379 

TBLASTX: Wheat 
7554 
254 



End 

Method 
End 
Score 
.7554 



5225 

10852 

6577 

OJ990502_27. 

7299 

none 

7299. .7637, 

5225 

10852 

6577 

OJ990502_27. 

7366 

none 

7366. .7740, 

5225 

10852 

6577 

OJ990502_27. 

7681 

none 

7681. .7950, 

5225 

10852 

6577 

OJ990502 27. 



9B05.Cl.o4.ts 
7426. .7500, 7519. 

9B05.Cl.ol.tm 
7303. .7647, 7304. 

9B05.Cl.ol.tc 
7367. .7693 

9B05.Cl.o4.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7584 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.7648 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Soybean 

7584 

67 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Maize 

7648 

324 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Cress 

7740 

277 



Seq. ID OJ990502_27. 9B05.C1 
Strand 

End 13379 

Method TBLASTX: Wheat 

End 8273 \ 

Score 227 
7682. .7948, 8051. .8260, 8103. .8273, 8108. .8272 

Seq. ID OJ990502_27.9B05.C1 
Strand • ' - 
End 13379 
9B05 . CI . o5 . ts Method TBLASTX : Soybean 



5349 



Start v " 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
*S Start 

s!: Exons 



: ^ 



P Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



< ss j 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7690 
none 

7690. .7746, 

5225 

10852 

6577 

OJ990502_27, 

8193 

none 

8193. .8423, 

5225 

10852 

6577 

OJ990502_27, 

8210 

none 

8210. .8737, 

5225 

10852 

6577 

OJ990502_27. 

8360 

none 

8360. .8761/ 

5225 

10852 

6577 

OJ990502_27. 

8486 

none 

8486. .8833, 

5225 

10852 

6577 

OJ990502_27. 

8756 

none 

8756. .9223, 

5225 

10852 

6577 

OJ990502_27. 

8810 

none 

8810. . 9292, 

5225 

10852 

6577 

OJ990502_27. 
9248 



7759. .7932, 7766. 

9B05.Cl.o2.ts 
8195. .8452 

9B05.Cl.o2. tm 
8292. .8672 

9B05.Cl.o7.tw 
8525. .8704 

9B05.Cl.ol.ts 
8487. .8717 

9B05.Cl.o3. tm 
8787.. 9089, 8849. 

9B05.Cl.o5. tw 
8811. .9188 

9B05.Cl.o6.tm 



End . 7932 
Score 83 
,7927 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9175 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990502_27.9B05.C1 
13379 

TBLASTX : Soybean 

8452 

180 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Maize 

8737 

136 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Wheat 

8761 

78 



OJ990502_27.9B05.C1 
13379 

TBLASTX : Soybean 

8833 

128 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Maize 

9223 

148 



OJ990502_27.9B05".C1 
13379 

TBLASTX: Wheat 

9292 

152 



OJ990502_27.9B05.C1 
13379 

TBLASTX: Maize 
9448 



5350 



GI 


none 




Score 


159 




Exons 


'9248. .9391, 


9255.. 9392, 9325 


..9408, 9404. .9448 




Seq. No. 


5225 




Seq. ID 


OJ990502_27.9B05 


.CI 


Gene No. 


10852 




Strand 






Start 


6577 




End 


13379 




Name 


OJ990502 27 


.9B05.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9602 




End 


10093 




GI 


none 




Score 


116 




Exons 


9602. .9778, 


9608.. 9811, 9772 


..9810, 9818. .10093, 9846.. 


10073 


Seq. No. 


5225 




Seq. ID 


OJ990502_27.9B05 


.CI 


Gene No. 


10852 




Strand 






Start 


6577 




End 


13379 




Name 


OJ990502 27 


.9B05.Cl.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9633 




End 


10042 




GI 


none 




Score 


72 




Exons 


9633. .9761, 


9635.. 9763, 9807 


..9827, 9815.. 10042, 9816.. 


9977 


Seq. No. 


5225 • 




Seq. ID 


OJ990502_27.9B05 


.CI 


Gene No . 


10852 




Strand 






Start 


6577 




End 


13379 




Name 


OJ990502 27 


.9B05.Cl.o6.tw 


Method 


TBLASTX: Wheat 




Start 


10466 




End 


10958 




GI 


none 




Score 


95 




Exons 


10466. .10894, 10535 .. 10783, 


10569. .10808, 10878.. 10958 




Seq. No. 


5226 




Seq. ID 


OJ990502_27.9B05 


.C2 


Gene No. 


10853 




Strand 


+ 




Start 


1 




End 


838 




Name 


OJ990502 27 


.9B05.C2.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


838 




GI 


3777527 




Score 


299 




Exons 


1..353, 513 


. .838 








GI Descrip. 


(AF053008) 


gag-pol polyprotein [Glycine max] 




Seq. No. 


5226 




Seq. ID 


OJ990502_27.9B05 


.C2 


Gene No . 


10853 




Strand 


+ 




Start 


1 




End 


838 




Name 


OJ990502 27 


.9B05.C2.ol.tm 


Method 


T B LAS TX : Ma i z e 




Start 


1 




End 


328 




Gi 


none 




Score 


202 




Exons 


1..180, 2.. 


181, 176.. 328 








Seq. No. 


5226 




Seq. ID 


OJ990502_27.9B05 


.C2 


Gene No 


10853 




Strand 


+ 




Start 


1 




End 


838 




Name 


OJ990502 27 


.9B05.C2.ol.gs 


Method 


GENSCAN 




Start 


78 




End 


643 




GI 


none 




Score 


.58 




Exons 


78. .643 










Seq. No. 


5227 




Seq. ID 


OJ990502_27.9B05 


.C3 


Gene No. 


10854 




Strand 


+ 




Start 


1 




End 


729 




Name 


OJ990502 27 


. 9B05.C3.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


729 





5351 





GI 


4416302 


Score" 


733 . 






Exons 


1. .729 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 






Seq. No. 


5227 


Spa TD 


OJ990502_27.9B05 


.C3 




Gene No . 


10854 

X \J O J *± 


rand 

jLiai iu 


+ 






Start 




End 


729 






Name 


OJ990502 27 9B05 C3 ol as 


M^r hod 


GENSCAN 






Start 


14 9 ~~ 
i i ^ 


End 


729 






GI 


none 


Score 


.83 ■ 






Exons 


149. .729 










Seq. No. 


5227 


Seq. ID 


OJ990502_27.9B05 


.C3 




Gene No . 


10855 


Qf rand 


+ 






Start 


1935 


End 


10370 






Name 


OJ990502 27 9B05 C3 ol ts 


Method 


TBLASTX : Soybean 






Start 


94 ~~ 


End 


738 






GI 


none 


Score 


258 






Exons 


94. .459, 174. .416, 478. .738, 


492. .662 








Seq. No. 


5927 


Q^n TD 

OC^j • J. u 


OJ990502_27.9B05 


.C3 






10855 


Qf rand 


+ 






Start 


1 9^5 


End 


10370 






Name 


OJ990502 27 9B05 C3 ol tm 


Mpr hod 


TBLASTX: Maize 




L Ji 


Start 


96 ~ 


End 


708 




. === 
U_| 


GI 


none 


Score 


656 




• s fs 


Exons 


96. .677, 97. .708, 340. .693 








ru 


Seq. No. 


5227 


Qprr TD 


OJ990502_27.9B05 


.C3 


! : 5 


Gene No . 


10855 


St rand 


+ 




•ST? 


Start 


1 935 
i j j j 


End 


10370 




w 


Name 


OJ990502 27 9B05 C3 ol tw 


Mpf hnd 


TBLASTX: Wheat 




ru 


Start 


208 _ 


End 


663 




II 


GI 


none 


Score 


119 






Exons 


208. .468, 487. .663 








'M 
■si 


Seq. No. 


5227 


Spa ID 


OJ990502_27.9B05 


.C3 


Is z% 


Gene No . 


10855 ■ 


rand 


+ 




"z jsf 


Start 


1935 


End 


10370 




:- ^ ■ 


Name 


0.7990502 27 9B05 C3 ol rr 


Mp+" Hod 


TBLASTX: Cress 




j '3 


Start 


343 ~~ 


End 


708 






GI 


none 


Score 


90 . 






Exons 


343. .474, 463. .708, 495. .656 










Seq. No. 


5227 


Seq. ID 


OJ990502_27.9B05 


.C3 




Gene No. 


10855 


Strand 


+ 






Start 


1935 


End 


10370 






Name 


OJ990502 27.9B05.C3.o2.np 


Method 


AAT/NAP 






Start 


1935 


End 


10370 






GI 


6539588 


Score 


228 






Exons 


1935.. 1958, 5018.. 5304, 10295 


. .10370 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5228 


Seq. ID 


OJ990502_27. 9B05 


.C4 




Gene No. 


10856 


Strand 


+ 






Start 


1817 


End 


9113 






Name 


OJ990502 27.9B05.C4.ol.gs 


Method 


GENSCAN 





5352 



Start 


1817 




End 


9113 


GI 


none 




Score 


.58 


Exons 


1817.. 1859, 4097. 


.4370, 4628. 


.5105, 7132. .7368, 7477. .7698, 




7784.. 8135, 8228. 


.8448, 8811. 


.8887, 8978.. 9113 


Seq. No. 


5228 




Seq. ID 


OJ990502 27 . 9B05.C4 


Gene No. 


10856 




Strand 


+ 


Start 


1817 




End 


9113 


Name 


OJ990502 27.9B05. 


C4.o2.np 


Method 


AAT/NAP 


Start 


7477 




End 


8875 


GI 


5052976 




Score 


63 


Exons 


7477.. 7625, 8834. 


.8875 






GI Descrip. 


(AF15344 4) hnRNP 


A/B related 


protein 


[Felis catus] 


Seq. No. 


5228 




Seq. ID 


OJ990502 27.9B05.C4 


Gene No. 


10857 




Strand 




Start 


4543 




End 


5066 


Name 


OJ990502 27 9B05 


C4 .ol.np 


Method 


AAT/NAP 


Start 


4543 




End 


5066 


GI 


81286 




Score 


258 


Exons 


4543. .5066 








GI Descrip. 


extensin - Volvox 


: carteri (fragment) < 


gi I 21992 |emb|CAA4 62831 




(X65165) extensin 


l [Volvox carteri] 




Seq. No. 


5228 




Seq. ID 


OJ990502_27. 9B05.C4 




10858 




Strand 




Start 


6955 




End 


7698 


Name 


OJ990502 27.9B05. 


C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


6955 




End 


7698 


GI 


none 




Score 


71 


Exons 


6955.. 7041, 7125. 


.7328, 7132. 


.7332, 7474. .7698, 7489. .7659 


Seq. No. 


5228 




Seq. ID 


OJ990502_27.9B05.C4 




10858 




Strand 




Start 


6955 




End 


7698 


Name 


'OJ990502 27.9B05. 


C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7177 




End 


7698 


GI 


none 




Score 


95 


Exons 


7177. .7341, 7179. 


.7346, 7337. 


.7369, 7474.. 7698 


Seq. No.' 


5229 




Seq. ID 


OJ990502_27.9B05.C5 


Gene No. 


10859 




Strand 


+ 


Start 


5210 




End 


5377 


Name 


OJ990502 27.9B05. 


C5.ol.gp 


Method 


AAT/GAP 


Start 


5210 




End 


5377 


GI 


LIB3433-050-P1-K1 


-D2 


Score 


298 


Exons 


5210. .5377 








GI Descrip. 


'6015437/dbj | AB008112 . 1 1 AB008112 l.Oe- 


-12 Homo sapiens PEX1 mRNA, 




complete cds ' 








Seq. No. 


5229 




Seq. ID 


OJ990502_27.9B05.C5 


Gene No. 


10860 




Strand 


+ 


Start 


6222 




End 


6879 


Name 


OJ990502 27.9B05. 


C5.o2.gs 


Method 


GENSCAN 


Start 


6222 




End 


6879 


GI 


none 




Score 


.58 


Exons 


6222.. 6567, 6758. 


.6879 







5353 



Seq. No. 


5229 


Seq. ID 


OJ990502 


27 . 9B05 


.C5 


Gene No. 


10861 


Strand 


+ 






Start 


28426 


End 


33178 






Name 


OJ990502 27.9B05.C5.o4.gp 


Method 


AAT/GAP 






Start 


26479 


End 


30823 






GI 


none 


Score 


870 






Exons 


26479. .26603, 29209 29323, 


29403. .29569, 30749 


. .30823 




Seq. No. 


5229 


Seq. ID 


OJ990502 


_27.9B05 


.C5 


Gene No. 


10861 


Strand 


+ 






Start 


28426 


End 


33178 






Name 


OJ990502 27.9B05.C5.o4 .gs 


Method 


GENSCAN 






Start 


28426 


End 


33178 






GI 


none 


Score 


.61 






Exons 


28426. .28505, 29366 .. 29571, 


30750. .30878, 31818 


. .31930, 






32993. .33178 










Seq. No. 


5229 


Seq. ID 


OJ990502 


_27.9B05 


.C5 


Gene No. 


10861 


Strand 


+ 






Start 


28426 


End 


33178 






Name 


OJ990502 27.9B05.C5.o3.np 


Method 


AAT/NAP 






Start 


29433 


End 


30947 






GI 


4929677 


Score 


234 






Exons 


29433. .29571, 30750. .30947 










GI Descrip. 


(AF151862) CGI-104 protein 


[Homo sapiens] 







hi Seq. No. 

Pjj Gene No. 

' f ~ Start 

'~ s ~ Name 

H 'Start 

"'"4 GI 

j=« Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi|5531839|gb|AAD44494.1| (AF078862) PTD009 [Homo sapiens] 
gil 6650543 | gb|AAF21897.1 |AF105025_1 (AF105025) unknown [Homo 
sapiens] gi | 6841564 | gb IAAF29135 . 1 | AF161520_1 (AF161520) HSPC172 
[Homo sapiens] 



5229 
10861 
28426 

OJ990502_27 . 9B05 . C5 . o4 . np 
29832 
4539423 

29832. .29934, 30995 .: 31038 , 
32066.. 32120 

(AL04 9171) pyrophosphate-dependent phosphof ructo-l-kinase 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_27.9B05.C5 
+ 

33178 
AAT/NAP 
32120 
144 



31407. .31459, 31792 .. 31930, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502 27.9B05.C5 



5229 
10862 
1374 

OJ990502_27.9B05.C5.ol.gs 
1374- 
none 

1374. .1587, 1700. .2011, 2284. .2420, 2459.-2662, 3476. .3612, 
4859. .4865 



4865 
GENSCAN 
4865 
.44 



Seq. No. 5229 Seq. ID 

Gene No. 10863 Strand 

Start 7113 End 

Name OJ990502_27 . 9B05 . C5 . o3 . gs Method 

Start 7113 End 

GI none Score 



OJ990502_27.9B05.C5 

23984 
GENSCAN 
23984 
. 66 



5354 




- Exons 7113. .7235, 7414. .7499, 8253. .8428, 8933. .9081, 9213. .9412, 

9826.. 10078, 10222 .. 10573, 11249 11342, 12191 .. 12403, 
12473. . 12619, 12990 .. 13162, 14334 .. 14396, 15083 15214 , 
15304. . 17057, 19060 19186, 20360 .. 20479, 20780 .. 21126, 
21369. .21578, 22825 .. 22994 , 23100 .. 23222, 23915.. 23984 



Seq. No. 


5229 


Seq. ID 


OJ990502_27.9B05 


.C5 


Gene No. 


10863 


Strand 






Start 


7113 


End 


23984 




Name 


OJ990502_27 . 9B05 .C5.ol.np 


Method 


AAT/NAP 




Start 


8125 


End 


11523 




GI 


4006861 


Score 


1070 




Exons 


8125.. 8570, 8961.. 9077, 9167. 


.9412, 9826.. 10078, 10222. 


.10573, 




11197. .11284, 11387.. 11523 








GI Descrip. 


(Z99707) tubulin-like protein 


[Arabidopsis thaliana] 




Seq. No. 


5229 


Seq. ID 


OJ990502_27.9B05 


.C5 


Gene No. 


10863 


Strand 






Start 


7113 


End 


23984 




Name 


OJ990502 27.9B05.C5.o2.gp 


Method 


AAT/GAP 




Start 


9051 


End 


10303 




GI 


428723 


Score 


663 




Exons 


9051.. 9081, 9170.. 9412, 10222 


. .10303 






GI Descrip. 


40068 61 /emb| CAB16779. 1 | 3.0e- 


15 .(Z99707) tubulin-like protein 




[Arabidopsis thaliana] 








Seq. No. 


5229 


Seq. ID 


OJ990502_27. 9B05 


.C5 


Gene No. 


10863 


Strand 






Start 


7113 


End 


23984 




Name 


OJ990502 27. 9B05 . C5 . o3 . gp 


Method 


AAT/GAP 




Start 


18554 


End 


18783 




GI 


none 


Score 


340 




Exons 


18554 . . 18783 








Seq. No. 


5229 


Seq. ID 


OJ990502_27.9B05 


.C5 


Gene No. 


10864 


Strand 






Start 


30822 


End 


31199 




Name 


OJ990502 27.9B05.C5.o5.gp 


Method 


AAT/GAP 




Start 


30822 


End 


31199 




GI 


none 


Score 


704 




Exons 


30822. .31199 








Seq. No. 


5229 


Seq. ID 


OJ990502_27. 9B05 


.C5 


Gene No. 


10865 


Strand 






Start 


42018 


End 


47950 




Name 


OJ990502 27. 9B05.C5.ol. tc 


Method 


TBLASTX: Cress 




Start 


8108 


End 


8503 




GI 


none 


Score 


214 




Exons 


8108. .8503, 8116. .8502 








Seq. No. 


5229 


Seq. ID 


OJ990502_27.9B05 


.C5 


Gene No. 


10865 


Strand 






Start 


42018 


End 


47950 




Name 


OJ990502 27.9B05.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8137 


End 


8494 




GI 


none 


Score 


186 




Exons 


8137. .8493, 8153. .8494 









5355 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5229 Seq. ID 

10865 Strand 

42018 . . End 

OJ990502_27. 9B05.C5.ol.tm Method 

8191 End 

none Score 



OJ990502_27.9B05.C5 
47950 

TBLASTX: Maize 

9303 

198 



8191. .8397, 8192. .8392, 8398. .8571, 8399. .8572, 8959. .9069, 
8961. .9065, 8974. .9069, 9171. .9302, 9171. .9302, 9172. .9303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5229 

10865 

42018 

OJ990502_27 . 9B05 . C5 . o3 . tm 

9832 

none 



Seq. ID OJ990502_27.9B05.C5 



Strand 
End 

Method 

End 

Score 



47950 

TBLASTX: Maize 

10389 

72 



9832. .9921, 9833. .9943, 9837. .9944, 9918. .10079, 9938. .10081, 
9939.. 10079, 9940.. 10080, 10222 .. 1038 9, 10226.. 10384 





Seq. No. 


5229 




Seq. ID 


OJ990502_27.9B05 


.C5 




Gene No. 


10865 




Strand 








Start 


42018 




End 


47950 






Name 


OJ990502 27.9B05.C5 


.o2.tm . 


Method 


TBLASTX: Maize 






Start 


29243 




End 


29572 






GI 


none 




Score 


108 






Exons 


29243..29323, 29248 


. .29325, 


29252. .29323, 29388 29561 , 








29392. .29571, 29400 


. .29570, 


29402. .29572 




ru 


Sea. No 


5229 




Seq. ID 


OJ990502_27.9B05 


. C5 


Q 


Gene No. 


10865 




Strand 








Start 


42018 




End 


47950 




! ^ 


Name 


OJ990502 27.9B05.C5 


.o2.ts 


Method 


TBLASTX : Soybean 




I s u 


Start 


29264 




End 


29572 






GI 


none 




Score 


94 






Exons 


29264..29323, 29266 


. .29325, 


29388. .29561, 29402.. 29572 




:. c 

""•4 


Seq. No. 


5229 




Seq. ID 


OJ990502_27.9B05 


.C5 




Gene No. 


10865 




Strand 






;=? 


Start 


42018 




End 


47950 






Name 


OJ990502 27.9B05.C5 


.o4 . tm 


Method 


TBLASTX: Maize 




"S s? 
.: z~ 


Start 


30757 




End 


30947 




er 


GI 


none 




Score 


281 






Exons 


30757. .30945, 30758 


. .30946, 


30759.. 30947 






Seq. No. 


5229 




Seq. ID 


OJ990502_27.9B05 


.C5 




Gene No. 


10865 




Strand 








Start 


42018 




End 


47950 






Name 


OJ990502 27.9B05.C5 


.06. gs 


Method 


GENSCAN 






Start 


42018 




End 


47950 






GI 


none 




Score J 


.58 






Exons 


42018. .42214, 42373 


. .42439, 


42831. .43151, 43190 .. 43314 , 








43609. .43826, 44563 


. . 44594, 


45595. .45747, 47552 .. 47671, 








47753. .47950 












Seq. No. 


5229 




Seq. ID 


OJ990502_27.9B05 


.C5 




Gene No. 


10865 




Strand 








Start 


42018 




End 


47950 





5356 



Name OJ990502_27 . 9B05 /C5 .06 .gp Method AAT/GAP 

Start 42550 End 43461 

GI 31877_1.R1084 Score 221 

Exons 42550. .42628, 42762.-42836, 43426.. 43461 

GI Descrip. ■ 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 


5229 


Seq. ID 


OJ990502_ 


27.9B05.C5 


Gene No. 


10865 


Strand 






Start 


42018 


End 


47950 




Name 


OJ990502 27. 9B05 . C5 . o7 . gp 


Method 


AAT/GAP 




Start 


45241 


End 


47866 




GI 


none 


Score 


922 




Exons 


45241. .45354, 45595. .45747, 


47552. .47671, 47753. 


. 47866 


Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25. 9B12.C1 


Gene No. 


10866 


Strand 


+ 




Start 


4182 


End 


4633 




Name 


OJ990502 25.9B12.Cl.ol.gp 


Method 


AAT/GAP 




Start 


4182 


End 


4633 




GI 


uC-osrocyp037f08al 


Score 


900 




Exons 


4182. .4633 








GI Descrip. 


'4056486 8.0e-36 (AC005896) 


hypothetical protein 


l [Arabidopsis 




thaliana] ' 








Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25. 9B12.C1 


Gene No. 


10867 


Strand 


+ 




Start 


7544 


End 


23302 




Name 


OJ990502 25.9B12.Cl.o3.gs 


Method 


GENSCAN 




Start 


7544 


End 


14493 




GI 


none 


Score 


.63 




Exons 


7544. .7655, 7682. .7884, 8123. .8293, 8517. .8638, 


8710. .8826, 




9770. .10035, 10238. .10410, 


10446. .10640, 10664. . 


10785, 




12298. .12491, 12692 .. 12847, 


12926. .13036, 13571. 


.14493 


Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25.9B12.C1 


Gene No. 


10867 


Strand 


+ 




Start 


7544 


End 


23302 




Name 


OJ9905Q2 25.9B12.Cl.o2.np 


Method 


AAT/NAP 




Start 


7567 ' 


End 


22955 




GI 


5305335 


Score 


226 




Exons 


7567.. 7814, 9645.. 9761, 101 


43. .10289, 


10497. .10747, 




12331. .12600, 12747. .12978, 


18909. .19487, 19581. 


.19680, 




22161. .22300, 22774.. 22955 








GI Descrip. 


(AF071081) proline-rich mucin homolog 


[Mycobacterium 




tuberculosis] 








Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25. 9B12.C1 


Gene No. 


10867 


Strand 


+ 




Start 


7544 


End 


23302 




Name 


OJ990502 25.9B12.Cl.o6.gs 


Method 


GENSCAN 




Start 


21504 


End 


22621 




GI 


none 


Score 


.66 




Exons 


21504. .21685, 22087. .22621 









Seq. No. 5230 Seq. ID OJ990502_25 . 9B12 . CI 

Gene No. 10867 Strand + 

5357 



Start 


7544 




End 


23302 




Name 


OJ990502 25.9B12.Cl.o7.gs 


Method 


GENSCAN 




Start 


22780 




End 


23302 




GI 


none 




Score 


. 64 




Exons 


22780. 


.22917, 22994.. 23302 








Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12 


.CI 


Gene No. 


10868 




Strand 


+ 




Start 


31824 




End 


33057 




Name 


OJ990502 -25.9B12.Cl.olO.gs 


Method 


GENSCAN 




Start 


31824 




End 


33057 




GI 


none 




Score 


.67 




Exons 


31824. 


.31873, 31918. .32113, 


32135. .32339, 33005.. 33057 




Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12 


.CI 


Gene No. 


10869 




Strand 


+ 




bear l 


33794 




End 


38883 




Name 


OJ990502 25.9B12.Cl.o5.np 


Method 


AAT/NAP 




Start 


33794 




End 


38883 




GI 


632187 


4 


Score 


66 




Exons 


33794. 


.33844, 36414. .36553, 


38817. .38883 




GI Descrip. 


Ser/Thr protein kinase; Ksplp gi | 729911 | sp | P38691 | KSP1_ 


YEAST 



SERINE /THREONINE- PROTEIN KINASE KSP1 gi | 2133131 | pir | | S64731 
serine/threonine-specif ic kinase KSP1 (EC 2.7.1.-) - yeast 
(Saccharomyces cerevisiae) gi 1500839 (U10556) Yhr082cp 
[Saccharomyces cerevisiae] gi | 516233 | emb | CAA56578 | (X80329) 
Kinase suppressing prp20-10 [Saccharomyces cerevisiae] 



Seq. No. 


5230 




Seq. ID 


OJ990502 


_25.9B12 


.CI 


Gene No. 


10870 




Strand 


+ 






Start 


40952 




End 


42589 






Name 


OJ990502 25.9B12.C1. 


o6.np 


Method 


AAT/NAP 






Start 


40952 




End 


42589 






GI 


2586082 




Score 


1170 






Exons 


40952. .42589 












GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


5230 




Seq. ID 


OJ990502_ 


_25.9B12 


.CI 


Gene No. 


10871 




Strand 


+ 






Start 


46272 




End 


55986 






Name 


OJ990502 25.9B12.C1. 


ol2 . gs 


Method 


GENSCAN 






Start 


46272 


End 


55986 






GI 


none 




Score 


.56 






Exons 


46272. .46413, 47836. 


.48592, 


50008. .50122, 50235 


. .50490, 






50578. .50812, 50922. 


.51081, 


51194. .51334, 51846 


. .51881, 






52643. .53012, 53319. 


.53407, 


53555. .53647, 53728 


. .53898, 






53990. .54314, 54401. 


.54469, 


55202. .5528 


7, 55873 


. .55986 




Seq. No. 


5230 




Seq. ID 


OJ990502_ 


_25.9B12 


.CI 


Gene No. 


10871 




Strand 


+ 






Start 


46272 




End 


55986 






Name 


OJ990502 25.9B12.C1. 


o7 . np 


Method 


AAT/NAP 






Start 


50046 




End 


51923 






GI 


4530126 




Score 


269 






Exons 


50046. .50129, 50239. 


.50389, 


50438. .50477', 50565 


.50812, 






50922. .51081, 51203. 


.51383, 


51789. .51923 






GI Descrip. 


(AF.078082) receptor- 


like protein kinase 


homolog 


RK20-1 





5358 



[Phaseolus vulgaris] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 
10872 
66526 

OJ990502_25 . 9B12 .CI . ol2 . np 
66526 
3176659 

66526. .66549, 78904 .. 79039, 
84577. .84780, 84892 .. 85014 , 
(AC004393) Strong similarity 



Seq. ID 
Strand 
End 

Method 
End 
Score 
83631. .83795, 
87247. .87387 
to receptor 



OJ990502 
+ 

87518 
AAT/NAP 
87387 
325 

83923 



25.9B12.C1 



A. thaliana. [Arabidopsis thaliana] 
gi I 6382534 | gb| AAF07816.il AC011020_16 (AC011020) 
receptor protein kinase [Arabidopsis thaliana] 



84204, 
kinase gb|M80238 from 
putative 



5230 Seq. ID 

10872 Strand 

66526 End 
OJ990502_25 . 9B12 . CI . ol5 . gs Method 

68111 End 

none Score 
68111. .68434 



OJ990502_25.9B12.C1 
+ 

87518 
GEN SCAN 
68434 
.95 



Seq. No. 
Gene No. 
Start 



rf? Name 
; : jE Start 

n GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5230 Seq. ID 

10872 Strand 
66526 End" 
OJ990502_25 . 9B12 . CI . ol7 . gs Method 
73659 End 
none Score 
73659. 
78841. 
81520. 
84577. 



OJ990.502_25.9B12. CI 
+ 

87518 
GENSCAN 
87516 
.48 



.73697, 74066. .74147, 74393 .. 78295, 784 62 78596, 

.78886, 80660. .80837, 8104 6 .. 8 1135, 81194 .. 814 63, 

.81667, 81775. .82043, 83627 .. 83882 , 83973 84204 , 

.84730, 84851. .85072, 87106.. 87516 



5230 Seq. ID 

10872 Strand 

66526 End 
OJ990502_25 . 9B12 . CI . oil . np Method' 

74431 End 

4388818 Score 
74431. .78411 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990502_25.9B12.C1 
+ 

87518 
AAT/NAP 
78411 
2714 



Seq. No. 5230 Seq. ID 

Gene No. 10872 Strand 

Start 66526 End 

Name OJ990502_25 . 9B12 . CI . ol3 . np Method 

Start ' 87112 End 

GI 4895238 Score 

Exons 87112. .87518 

GI Descrip. (AC007659) putative VAMP-associated protein [Arabidopsis 
thaliana] 



OJ990502_25.9B12.C1 
+ 

87518 
AAT/NAP 
87518 
227 



Seq. No. 
Gene No. 
Start 



5230 

10873 

88346 



Seq. ID OJ990502_25. 9B12.C1 
Strand + 
End 93658 



5359 



Name 


OJ990502_25 . 9B12 . CI . 0I8 . gs 


Method 


GENSCAN 






Start 


88346 


End 


92972 






GI 


none 


. Score 


.57 






Exons 


88346. .88394, 89597. .89784, 


90495. .90719, 91625. 


. 91729, 






92460. . 92972 










Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25 . 9B12 


.CI 


Gene No. 


10873 


Strand 


+ 






Start 


88346 


End 


93658 






Name 


OJ990502 25.9B12.Cl.ol4.np 


Method 


AAT/NAP 






Start 


92269 


End 


93658 






GI 


6907086 


Score 


1072 






Exons 


92269. .93000, 93060 93302 , 


93533. .93580, 93606. 


. 93658 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25. 9B12 


.CI 


Gene No . 


10874 


Strand 


*~ 






Start 


152 


End 


2651 






Name 


• OJ990502 25.9B12.Cl.ol.gs 


Method 


GENSCAN 






Start 


152 


End 


2651 






GI 


none 


Score 


.81 






Exons 


152.. 510, 2265.. 2286, 2411. 


.2651 








Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25 . 9B12 


.CI 


Gene No. 


10875 


Strand 








Start 


4621 


End 


6231 






Name 


OJ990502 25.9B12.Cl.o2.gs 


Method 


GENSCAN 






Start 


4621 


End 


6231 






GI 


none 


Score 


.87 






Exons 


4621.. 6231 










Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25 . 9B12 


.CI 


Gene No. 


10875 


Strand 








Start 


4621 


End 


6231 






Name 


OJ990502 25.9B12.Cl.ol.np 


Method 


AAT/NAP 






Start 


4651 


End 


5797 






GI 


4056486 


Score 


971 






Exons 


4651. .5797 










GI Descrip. 


(AC005896) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5230 


Seq. ID.; 


OJ990502_ 


25.9B12 


.CI 


Gene No. 


10875 


Strand*'' 








Start 


4621 


End 


6231 






Name 


OJ990502 25.9B12.Cl.o2.gp 


Method 


AAT/GAP 






Start 


4754 


End 


5092 






GI 


3107861 


Score 


652 






Exons 


4754. .5092 










GI Descrip. 


4056486 8.0e-36 (AC005896) 


hypothetical protein 


[Arabidops: 




thaliana] 










Seq. No. 


5230 


Seq. ID 


OJ990502_ 


25.9B12 


.CI 


Gene No. 


10876 


Strand 








Start 


6307 


End 


7861 






Name 


OJ990502 25.9B12.Cl.o3.gp 


Method 


AAT/GAP 






Start 


6307 


End 


7861 






GI 


none 


Score 


966 






Exons 


6307.. 6387, 7438.. 7861 











5360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 

10877 

16066 

OJ990502_25 . 9B12 . CI . o4 . gp 
16066 

57287JL.R1084 

16066. .16418, 16834. .16934, 
18351. .18392 

'.3822036 2.0e-29 (AF072326) 
mays] 1 

5230 

10877 

16066 

OJ990502_25 . 9B12 .CI .o4 . gs 

16278 

none 

16278. .16418, 16834 .. 16934 , 
18351. .18468, 19065 .. 19197, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
17026. 



OJ990502_25.9B12.C1 

19426 
AAT/GAP 
18392 
1170 



17115, 17256. .17346, 
endo-1, 3-1, 4-beta-D-glucanase 



[Zea 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17026. .17115, 
19324. .19426 



OJ990502 25.9B12.C1 



19426 
GENSCAN 
19426 
.84 

17256. 



17346, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

r 1 1 Gene No. 

[~ Start 

;!„ . Name 

j 'J Start 

ik 4 GI 

\*& Exons 



5230 

10878 

24173 

OJ990502_25 . 9B12 .CI .08 . gs 

24173 

none 



Seq. ID OJ990502_25.9B12.C1 
Strand 

End 27582 

Method GENSCAN 

End 27582 

Score .85 



24173. .24313, 24782 .. 24882, 25010 .. 25099, 25253 .. 25343, 
25687. .25810, 27243.-27264, 27336.. 27582 



5230 

10878 

24173 

OJ990502_25 . 9B12 . CI . o4 . np 

24778 

3822036 



Seq. ID OJ990502_25.9B12.C1 
Strand 

End 27582 

Method AAT/NAP 

End 25827 

Score 255 



24778. .24882, 25010 .. 25094 , 25248 25343, 25687.. 25827 



GI Descrip. (AF072326) endo-1 , 3-1, 4-beta-D-glucanase [Zea mays] 



Seq. No. 5230 Seq. ID OJ990502_25 . 9B12 . CI 

Gene No. 10879 Strand 

Start 55775 - End - 59904 

Name OJ990502_25 . 9B12 . CI . 08 . np Method AAT/NAP 

Start 55775 End 58884 

GI 6539581 Score 685 

Exons 55775.-55794, 57182 .. 574 34 , 57510 .. 57799, 57881 .. 58333, 

58421. .58884 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 

10879 

55775 

OJ990502_25 . 9B12 . CI . o9 . np 

55974 

4 4 6,7124 



Seq. ID OJ990502_25.9B12.C1 



Strand 
End 

Method 

End 

Score 



59904 
AAT/NAP 
59384 
726 



55974. .56019, 57 178 .. 57434 , 57510 .. 57797 , 57876 .. 58333, 



5361 



58421. .59130, 59189.. 59384 

(AL035538) hypothetical protein [Arabidopsis thaliana] 



GI Descrip. 

Seq. No. 5230 
Gene No. 10879 
Start 55775 

Name OJ990502_25 . 9B12 . CI . ol3 . gs 

Start 56733 
GI none 

Exons 56733. .57305, 57597 .. 57797 , 

58724. .59115, 59208 .. 59430, 
59837. .59904 



Seq. ID 
Strand 
End 

Method 

End 

Score 
57876. .58333, 
59528. .59602, 



OJ990502 25.9B12.C1 



59904 
GENSCAN 
59904 
.76 

58421. 
59684, 



.58644, 
,59758, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 
10880 
69320 

OJ990502_25 . 9B12 . CI . 08 . tm 
187 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 25.9B12.C1 



84672 

TBLASTX: Maize 
25346 
67 

187. .243, 192.. 245, 16826.. 16939, 16831 .. 16938 , 16836 1694 0, 
17018. .17125, 17019. .17123, 17254 .. 17283, 17284 .. 1734 9, 
18324. .18434, 1834 9 .. 18432, 24774 .. 24887 , 24776 .. 24898 , 
25006. .25098, 25008 .. 25109, 25008 .. 25106, 25251'; . 25280, 
25281.. 25346 



hJ Seq. No. 5230 Seq. ID 

i;n Gene No. 10880 Strand 

Hi Start 69320 End 

!»S Name OJ990502_25 . 9B12 . CI . ol3 . tm Method 

Start 4717 End 

GI hone Score 

Q Exons 4717.. 4989, 4730.. 4990 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Maize 

4990 

123 



Seq. No. 5230 

Gene No. 10880 

Start 69320 

Name OJ990502_25 . 9B12 . CI . 06 . ts 

Start 4717 

GI hone 

Exons 4717.. 5103, 4760.. 4993 

Seq. No. . 5230 

Gene No. 10880 

Start 69320 

Name OJ990502_25 . 9B12 . CI . o4 . tc 

Start 4768 

GI none 

Exons 4768.. 5094, 4775.. 4993 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_25.9B12.C1 
84672 

TBLASTX : Soybean 

5103 

120 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Cress 

5094 

90 



Seq. No. 5230 Seq. ID 

Gene No. 10880 Strand 

Start 69320 End 

Name OJ990502_25 . 9B12 . CI . ol . tm Method 

Start 5002 End 

GI none Score 
Exons 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Maize 

5832 

38 



5002.. 5055, 5002. 
5060.. 5203, 5108. 



,5022, 5019.. 5198, 5020.. 5202, 5026.. 5202, 
,5548, 5203.. 5556, 5205.. 5348, 5209.. 5553, 



5362 



5388.. 5555, 5515.. 5832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 

10880 

69320 

OJ990502_25.9B12.Cl.ol2.tw 

5101 

none 

5101.. 5535, 5105. .5497, 5428. 

5230 

10880 

69320 

OJ990502_25 . 9B12 . CI . o2 . tc 

5101 

none 

5101.. 5211, 5203.. 5646, 5263. 
5515. .5808, 5515. .5736, 5564. 

5230 

10880 

69320 

0 J990502_25 . 9B12 . CI . 08 . ts 

5158 

none ' 

5158. .5514, 5222. .5386, 5227. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5808 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Wheat 

5808 

129 



Seq. ID OJ990502_25.9B12.C1 
Strand 

End 84672 

Method TBLASTX : Cress 

End 5808 

Score 7 9 

.5556, 5458.. 5508, 5506.. 5745, 
.5737 

Seq. ID OJ990502_25.9B12.C1 
Strand 

End 84672 

Method TBLASTX : Soybean 

End ' 5805 

Score 79 
.5388, 5440. .5805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 

10880 

69320 

OJ9905 

10915 

none 

10915. 

11056. 

11077. 

11203. 

11225. 

11241. 

11388. 

11401. 

11410. 

11449. 

11586. 

11611. 

11724. 

11741. 



02 25.9B12.Cl.ol2.tm 



,11052, 
,11184, 
,11175, 
,11331, 
11332, 
11339, 
,11465, 
11544, 
11538, 
11553, 
11666, 
11694, 
11840, 
11839, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502 25.9B12.C1 



84672 
TBLASTX : 
11868 
35 



Maize 



10937. 


.11023, 


10948. 


.11070, 


10984. 


.11022, 


11074. 


.11169, 


11074. 


.11145, 


11076. 


.11186, 


11079. 


.11162, 


11088. 


.11189, 


11090. 


.11173, 


11216. 


.11329, 


11221. 


.11331, 


11225. 


.11329, 


11225. 


.11332, 


11225. 


.11332, 


11231. 


.11332, 


11244. 


.11339, 


11244. 


.11339, 


11346. 


.11378, 


11396. 


.11458, 


11396. 


.11554, 


11397. 


.11537, 


11402. 


.11548, 


11405. 


.11545, 


11407. 


.11544, 


11420. 


.11539, 


11439. 


. 11564,- 


11443. 


.11538, 


11577. 


.11702, 


11584. 


.11703, 


11584. 


.11709, 


11593. 


.11700, 


11594. 


.11701, 


11604. 


.11669, 


11612. 


.11713, 


11618. 


.11704, 


11722. 


.11835, 


11725. 


.11832, 


11733. 


. 11837, 


11738. 


.11836, 


11749. 


.11868, 


11763. 


. 11840 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



5230 

10880 

69320 

OJ990502_25.9B12.Cl.o9.tw 

41097 

none 



Seq. ID OJ990502_25. 9B12.C1 
Strand 

End 84672 

Method TBLASTX : Wheat 

End 77040 

Score 61 



41097. .41156, 41160. .41234, 7 677 9 .. 77039, 76789. .77040 
5230 Seq. ID OJ990502_25 . 9B12 . CI 



5363 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



10880 ' Strand 

69320 End 

OJ990502_25 . 9B12 . CI . o9 . tm Method 

41106 - End 

none Score 



84672 

TBLASTX: Maize 

77163 

54 



41106. .41156, 41126. .41365, 41154 .. 41378, 76912 77037 , 
77047. .77163 



Seq. No. 5230 Seq. ID 

Gene No. 10880 Strand 

Start 69320 End 

Name OJ990502_25 . 9B12 . CI . o7 . tc Method 

Start 41190 End 

GI none Score 

Exons 41190. .41465, 4 1234 .. 4 1437, 76981 .. 77019, 77047 .. 77253, 
77052. .77219 



OJ990502_25,9B12.C1 
84672 

TBLASTX: Cress 
77253 
227 



i!3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 
10880 
69320 

OJ990502_25 . 9B12 . CI . o2 . tw 
41247 



End 

Method 
End 

none Score 
41247. .41591, 4 1303 4 1374 , 41462 .. 41590, 41582 41782, 
41583. .41792, 4 1811 4 1936, 77050 .. 7737 9, 77052 77363, 
77395.-77829, 77697. .77828 



Seq. ID OJ990502__25.9B12.C1 
Strand 

84672 

TBLASTX: Wheat 
77829 
259' 



m Seq. No. 
i=S Gene No. 

Start 

Name 
U Start 

ry gi 

:: Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



5230 Seq. ID 

10880 Strand 
• 6,9320 End 
OJ990502_25 . 9B12 . CI . o2 . ts Method 
41283 End 
none Score 

41283. .41621, 4 1462 .. 4 1566, 

77082. .77363, 77209.. 77412 



OJ990502_25.9B12.C1 
84672 

TBLASTX : Soybean 
77460 
231 

41607. .41675, 77071 .. 77460, 



5230 

10880 

69320 

OJ990502_25 . 9B12 . CI . o3 . tm 

41378 

none 

41378. .41791, 41379 .. 4 1825, 
77166. .77357, 77167. .77580 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Maize 

77580 

511 



41379. .41825, 41380 41826, 



Seq.- No. 5230 
Gene No. 10880 
Start 69320 

Name OJ990502_25 . 9B12 . CI . o4 . tm 

Start 41832 
GI none 
Exons 41832'. 

41883. 

41991. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 25.9B12.C1 



.41867, 41834. .41866, 41873. 
.41987, 41986. .42174, 41990, 
.42179, 77653.-77742, 77800, 



84672 

TBLASTX: Maize 
77943 
51 

41986, 41874. .41987, 
42178, 41990. .42178, 
77943 



Seq. No. 
Gene No. 



5230 
10880 



Seq. ID 
Strand 



OJ990502 25.9B12.CL 



5364 



•Start 
Name 
Start 
GI 

Exons 



69320 

OJ990502_25.9B12.Cl.o3.ts 

41990 

none 

41990. .42298, 42148 .. 42312, 
77791. .77904, 77818 .. 77898, 
78178. .78399, 78237.. 78281 



End 84672 

Method TBLASTX : Soybean 

End 78399 

Score 261 



42299. 
77950. 



.42538, 
,78159, 



42319. 
78009. 



42450, 
78182, 



Seq. No. 5230 

Gene No. 10880 - 

Start 69320 

Name OJ990502_25 . 9B12 . CI . 08 . tc 

Start 41996 

GI none 

Exons 41996. .42109, 42227 .. 42292, 
77926. .78030, 78040 .. 78177 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

42344 

78181 



OJ990502 25.9B12.C1 



84672 

TBLASTX: Cress 
78405 
73 

42451, 77803. .77910, 
78405 



Seq. No. 5230 

Gene No. 10880 

Start 69320 

Name OJ990502_25 . 9B12 . CI . 08 . tw 

Start 42146 

GI none 
Exons 



Seq. ID OJ990502_25.9B12.C1 
Strand 
End 

Method 
End 
Score 



84672 

TBLASTX : Wheat 

78378 

79 



42146. .42301, 42362 .. 42436, 77925 78140, 77 956 .. 78174 , 
78178. .78378, 78189. .78377 



Cfl Seq. No. 5230 

Gene No. 10880 

U Start 69320 

! ,S J Name OJ990502_25 . 9B12 . CI . o2 . tm 

^ Start 42182 

GI none 
I'll Exons 



Seq. ID OJ990502_25.9B12.C1 
Strand 
End 

Method 
End 
Score 



84672 

TBLASTX: Maize 

78405 

99 



42182. .42301, 42362 42553, 77983 .. 78405, 78009. .78404 



.ra Seq. No. 

Gene No. 
y Start 

Name 
k2 Start 

n Gi 

: =i Exons 



5230 
10880 
69320 

OJ990502_25.9B12.Cl.o4.ts 
50030 . 



OJ990502 25.9B12.C1 



none 

50030. 

50601. 

51254. 

84563. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.50122, 50041. .50121, 5024 4 .. 50396, 50436 .. 504.86, 
.50663, 50676. .50828, 50684 .. 50890, 50926 .. 51060, 
.51349, 78940. .79032, 83636 .. 837 94 , 83990 .. 84181, 
.84649 



84672 

TBLASTX : Soybean 

84649 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 

10880 

69320 

OJ990502_25.9B12.Cl.ol0.tc 

50235 

none 



Seq. ID OJ990502_25.9B12.C1 
Strand 
End 

Method 
End 
Score 



84672 

TBLASTX: Cress 

84160 

77 



50235. .50378, 50604 .. 50675, 50673 .. 50765, 50926 .. 51018, 
83696. .83794, 83816 .. 83899, 83990 .. 84 160, 84082. .84159 



Seq. No. 
Gene No. 
Start 



5230 

10880 

69320 



Seq. ID 

Strand 

End 



OJ990502 25.9B12.C1 



84672 



5365 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990502 25.9B12.Cl.o7.tw 



Method TBLASTX : Wheat 



50265 End 84 672 

none Score 151 

50265. .50486, 50601 . . 50666, 50672 50806, 50673 50810, 

50926. .51018, 50928 . . 51017 , 83647 83871, 83675 . . 83866, 

83990. .84055, 84041 .. 84 181, 84058 .. 84159, 84068 .. 84175, 

84069. .84176, 84551 .. 84 649, 84565.. 84672 



5230 

10880 

69320 

OJ990502_25 . 9B12 . CI . olO . tm 

50442 

none 



Seq. ID OJ990502_25.9B12.C1 
Strand 

End 84672 

Method TBLASTX : Mai ze 

End 84193 

Score 57 



50442. .50486, 50446. . 50478, 50534 .. 50674 , 50574 .. 50675, 

50586. .50684, 50658 .. 50759, 50660 .. 50764 , 50661 .. 50765, 

83834. .83884, 83835.-83885, 83836. . 83886, 83964 84149, 

83992. .84192, 83992 .. 84 162, 83993.. 84193 



5230 Seq. ID 

10880 Strand 

69320 End 
OJ990502_25 . 9B12 . CI . ol4-. tm Method 

57882 End 

none Score 
57882. .58220 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Maize 

58220 

201 



=11 Seq. No. 

t Z Gene No. 

S =J Start 

: y Name 

J Start 

Exons 

— ] Seq. No. 

Ht 4 Gene No. 

Start 

.3 Name 

^ Start 

;J GI 

'•^ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5230 Seq. ID 

10880 Strand 

69320 End 

OJ990502_25 . 9B12 . CI . o5 . tw Method 

57972 End 

none Score 

57972. .58337, 57975 .. 58340, 58422.. 584 

5230 Seq. ID 

10880 Strand 

69320 End 

OJ990502_25 . 9B12 . CI . ol . ts Method 

58014 End 

none Score 

58014. .58334, 58422 .. 58 667, 

5230 Seq. ID 

10880 Strand 

69320 End 

OJ990502_25 . 9B12 . CI . o5 . tm Method 

58221 End 

none Score 

58221. .58346, 58237 .. 58326, 

58423. .58626, 58523 .. 58630 

5230 Seq. ID 

10880 Strand 

69320 End 

OJ990502_25 . 9B12 . CI . o5 . tc Method 

58383 End 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Wheat 

58493 

114 



OJ990502_25.9B12.C1 
84672 

TBLASTX : Soybean 

58668 

149 



58423.. 58668 

OJ990502_25.9B12.C1 
84672 

TBLASTX: Maize 
58727 
58 

58422. .58625, 58422 58727 , 



OJ990502_25.9B12.C1 
84672 

TBLASTX: Cress 
58754 



5366 



GI 

Exons 



none Score 87 

58383. .58754, 58422 58664, 58423.. 58674 



OJ990502 25.9B12.C1 



Seq. No. 5230 Seq. ID 

Gene No. 10880 Strand 

Start 69320 End 

Name OJ990502_25 . 9B12 . CI . olO . tw Method 

Start 66397 End 

GI none Score 

Exons .-^ -66397. .66567, 66398 .. 66568, 66557 .. 66697 , 66562 66798, 
*" 66604. .66792 



84672 

TBLASTX: Wheat 

66798 

51 



! L5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5230 Seq. ID 

10880 Strand 

69320 End 84672 

OJ990502_25.9B12.Cl.ol0.np Method AAT/NAP 

69159 End 71912 

4680203 Score 2653 
69159. .71912 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990502 25.9B12.C1 



5230 

10880 

69320 

OJ990502_25. 9B12 . CI . ol . tw 

69213 

none 

69213. .69305, 69214 .. 69279, 
69342. .69374, 69378 .. 69458, 
69400. .69477, 69477 .. 69563, 
69566. .69610, 69567 .. 69611, 
69621. .70316, 70057.. 70332 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990502 25.9B12.C1 



84672 

TBLASTX: Wheat 
70332 
52 

69294. .69341, 69335 .. 69373, 
69387. .6947 6, 69398 .. 69481, 
69477. .69521, 69500 .. 69559, 
69570. .69611, 69605 .. 70324 , 



hi 



Seq. No. 


5230 








Seq. ID 


OJ990502 


_25.9B12 


Gene No. 


10880 








Strand 






Start 


69320 








End 


84672 




Name - 


OJ990502 25. 


9B12.C1 


.ol6.gs 


Method 


GENSCAN 




Start 


69320 








End 


71912 




GI 


none 








Score 


.61 




Exons 


69320. 


.69541 


, 69557 


. .70174, 


70371. .71912 




Seq. No. 


5230 








Seq. ID 


OJ990502 


_25.9B12 


Gene No. 


10880 








Strand 






Start 


69320 








End 


84672 




Name 


OJ990502 25. 


9B12.C1 


.ol. tc 


Method 


TBLASTX: 


Cress 


Start 


69788 








End 


70235 




GI 


none 








Score 


106 




Exons 


69788. 


. 69931 


, 69788 


. .70231, 


69792. .70235, 69798 


. .70235 


Seq. No. 


5230 








Seq. ID 


OJ990502 


_25.9B12 


Gene No. 


10880 








Strand 






Start 


69320 








End 


84672 




Name 


OJ990502 25. 


9B12.C1 


.olO.ts 


Method 


TBLASTX: 


Soybean 


Start 


70416 








End 


70658 




GI 


none 








Score 


207 




Exons 


70416. 


.70658 













5367 




Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12 


.CI 


Gene No . 


10880 




Strand 






Start 


69320 




End 


84672 




Name 


OJ990502 25.9B12.C1 


.06. tm 


Method 


TBLASTX: Maize 




Start 


70488 




End 


70944 




GI 


none 




Score 


88 




Exons 


70488. .70682, 70692 


. .70934, 


70693. .70944 




Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12 


.CI 


Gene No. 


10880 




Strand 






Start 


69320 




End 


84672 




Name 


OJ990502 25 9B12 CI 


. o3 • tw 


Method 


TBLASTX: Wheat 




Start 


70522 




End 


70991 




GI 


none 




Score 


156 




Exons 


70522. .70728, 70527 


. .70751, 


70729. .70821, 70731 .. 70829, 






70732. .70824, 70833 


. .70937, 


70837. .70938, 70935 .. 70991, 






70939. .70983 










Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12 


.CI 




10880 




Strand 






Start 


69320 




End 


84672 




Name 


OJ990502 25.9B12.C1 


.o9.tc 


Method 


TBLASTX : Cress 




Start 


70779 




End 


71121 




GI 


none- 




. Score - 


77 




Exons 


70779. .71030/ 70798 


. .70926, 


70975. .71121 




Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12 


.CI 


fipnp No 


10880 




Strand 






Start 


69320 " 




End 


84672 




Name 


OJ990502 25.9B12.C1 


.o9.ts 


Method 


TBLASTX : Soybean 




Start 


71148 




End 


71438 




GI 


none 




Score 


88 




Exons 


71148. .71213, 71220 


. .71438, 


71224. .71430 




Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12 


.CI 


Gene No. 


10880 




Strand 






Start 


69320 




. End 


84672 




Name 


OJ990502 25.9B12.C1 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


71205 




End 


71678 




GI 


none 




Score 


153 




Exons 


71205. .71462, 71210 


. .71470, 


71220. .71471, 71221. .714 63, 






71454. .71555, 71468 


. .71587, 


71637. .71678 




Seq. No. 


5230 




Seq. ID 


OJ990502_25. 9B12 


.CI 


Gene No. 


10880 




Strand 






Start 


69320 




End 


84672 




Name 


OJ990502 25.9B12.C1 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


74749 




End 


75153 




GI 


none 




Score 


120 




Exons 


74749. .74892, 74771 


. .74893, 


.74772. .74 909, 7 4 878. .75051, 






74895. .75011, 74938 


. .75153 








Seq. No. 


5230 




Seq. ID 


OJ990502_25. 9B12 


.CI 


Gene No. 


10880 




Strand 






Start 


69320 




End 


84672 ' 




Name 


OJ990502 25.9B12.C1 


.04 -tw 


Method 


TBLASTX: Wheat 




Start 


75888 




End 


76509 





5368 




GI 


none 




Score 


322 




Exons 


75888. .76295, 75889. 


.76296, 


76315. .76386, .76405 .. 76509 




Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12. 


CI 


Hpnp Wn 

\J CI1C llW « 


10880 




Strand 






Start 


69320 




End 


84672 




Name 


OJ990502 25.9B12.C1. 


o7. tm 


Method 


TBLASTX: Maize 




Start 


76063 




End 


76467 




GI 


none 




Score 


297 




Exons 


76063. .76386, 76065. 

- 


.76208, 


76402. .76467 




Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12. 


CI 


Gene No. 


10880 




Strand 






Start 


69320 




End 


84672 




Name 


OJ990502 25.9B12.C1. 


o5. ts 


Method 


TBLASTX: Soybean * 




Start . 


76078 




End 


76530 




GI 


none 




Score 


262 




Exons 


76078. .76407, 76107. 


.76217, 


76236. .76406, 76392 .. 76529, 






76393. .76530 










Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12. 


CI 




10880 




Strand 






Start 


69320 ; 




End 


84672 




Name 


OJ990502 25.9B12.C1. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


76111 




End ' 


76572 




GI 


none 




Score 


172 




Exons 


76111. .76389, 76405. 


.76572 








Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12._ 


CI 


Gene No. 


10881 




Strand 






Start 


87117 




End 


87513 




Name 


OJ990502 25.9B12.C1. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


87117 




End 


87513 




GI 


none 




Score 


75 




Exons 


87117. .87290, 87144. 


.87233, 


87148. .87255, 87243 .. 87380, 






87249.-87389, 87250. 


.87396, 


87415. .87513, 87418. .874 8 9 




t Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12. 


CI 


Gene No. 


10881 




Strand 






Start 


87117 




End 


87513 




Name 


OJ990502 25.9B12.C1. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


87145 




End 


87513. 




GI 


none 




Score 


114 




Exons 


87145. .87255, .87147. 


.87215, 


87243. .87368, 87244 .. 87381, 






87412. .87513, 87415. 


.87504 








Seq. No. 


5230 




Seq. ID 


OJ990502_25.9B12. 


CI 




10881 




Strand 






Start 


87117 




End 


87513 




Name 


OJ990502 25.9B12.C1. 


06. tc 


Method 


TBLASTX: Cress. 




Start 


87148 




End 


87513 




GI 


none 




Score 


105 




Exons 


87148. .87255, 87243. 


.87368, 


87244. .87378, 87415. .87513 




Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12. 


C2 


Gene No. 


10882 




Strand 






Start 


4639 




End 


8965 





5369 



m 

H3 



□ 



Name 


OJ990502 25.9B12.C2.o2.gs 


Method 


GENSCAN 






Start 


4639 


End 


8965 






GI 


none 


Score 


.63 






Exons 


4639.. 5234, 5314.. 5466, 5583.. 5752, 6056.. 6087, 6706.. 6897 




7452.. 7647, 8490.. 8965 










Seq. No. 


5231 


Seq. ID 


OJ990502_25. 


9B12 


.C2 


Gene No. 


10883 


Strand 


+ 






Of a r*+- 


9887 


End 


14783 






Name 


OJ990502 25.9B12.C2.o3.gs 


Method 


GENSCAN 






Start 


9887 


End 


12827 






GI 


none 


Score 


.82 






Exons 


9887. .9958, 10940 .. 11003, 11570. .11747 


, 11993. .12278, 






12759. .12827 










Seq. No. 


5231 


Seq. ID 


OJ990502_25. 


9B12 


.C2 


Gene No. 


10883 


Strand 


+ 








9887 


End 


14783 






Name 


OJ990502 25.9B12.C2.o2.np 


Method 


AAT/NAP 






Start 


10936 


End 


14783 






GI 


6403497 


Score 


46 






Exons 


10936. .11041, 11171. .11352, 


14715. .14783 






GI Descrip. 


(AC010871) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


5231 


Seq. ID 


OJ990502__25. 


9B12 


.C2 


bene inu . 


10884 


Strand 


+ 






Start 


21702 


End 


22883 






Name 


OJ990502 25.9B12.C2.o5.gs 


Method 


GENSCAN 






Start 


21702 


End 


22883 






GI 


none 


Score 


.92 






Exons 


21702. .21882, 22638 .. 22712, 


22876.-22883 






Seq. No. 


5231 


Seq. ID 


OJ990502_25. 


9B12 


.C2 


Gene No. 


10885 


Strand 










267 


End 


5829 






Name 


OJ990502 25.9B12.C2.ol.np 


Method 


AAT/NAP 






Start 


267 


End 


5829 






GI 


4680179 


Score . 


" 1799 






Exons 


267.. 1806, 5805.. 5829 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


5231 


Seq. ID 


OJ990502_25. 


9B12 


.C2 


belle INU • 


10885 


Strand 








Start 


267 


End 


5829 






Name 


OJ990502 25.9B12.C2.ol.gs 


Method 


GENSCAN 






Start 


296 


End 


2593 






GI 


none 


Score 


.79 






Exons 


296. .1719, 1766. .1840, 2037 


..2178, 2591. .2593 






Seq. No. 


5231 


Seq. ID 


OJ990502_25. 


9B12 


.C2 


Gene No. 


10886 


Strand 








Start 


13092 


End 


21824 






Name 


OJ990502 25.9B12.C2.o3.np 


Method 


AAT/NAP 






Start 


13092 


End 


21824 






GI 


4680207.. 


Score 


1658 






Exons 


13092. .13112, 14604. .16434, 


17996. .18810, 20620. .20745, 






21795. .21824 











5370 



GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] . 





Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12 




Gene No. 


10886 




Strand 






Start 


13092 




End 


21824 




Name 


OJ990502 25.9B12.C2. 


o4 .gs 


Method 


GEN SCAN 




Start 


14205 




End 


18810 




GI 


none 




Score 


.58 




Exons 


14205. .14348, 14493. 


.16518, 


17996. .18810 




Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12 




Gene No. 


10887 




Strand 






Start 


23621 




End 


26122 




Name 


OJ990502 25.9B12.C2. 


o6.gs 


Method 


GENSCAN 




Start 


23621 




End 


25710 




GI 


none 




Score 


.52 




Exons 


23621. .23888, 24080. 


.24171, 


25014. .25146, 25216 .. 25378, 






25617. .25710 










Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12 




Gene No. 


10887 




Strand 






Start 


23621 




End 


26122 


; 5S= * 


Name 


OJ990502 25.9B12.C2. 


o4 .np 


Method 


AAT/NAP 


"z 


Start 


23737 




End 


26122 


'h is! 


GI 


6539588 




Score 


145 


;ln 


Exons 


23737. .23775, 25226. 


.25378, 


26096. .26122 


i = i i 

l y 


Z™' T a >"■ t r*\ 

vjx uesciip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


=J 
iTi 


Seq. No. 


5231 




Seq. ID 


OJ990502_25. 9B12 


; ; y 


Gene No. 


10888 




Strand 




^-i 


Start 


27273 




End 


27765 


i 57 


Name 


OJ990502 25.9B12.C2. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


311 




End 


644 


ri 


GI 


none • 




Score 


154 




Exons 


311.. 643, 332.. 604, 


375. .644 








Seq . No . 


5231 




Seq. ID 


OJ990502_25.9B12 


W 


Gene No. 


10888 




Strand 






Start ■ 


27273 




End 


27765 




Name 


OJ990502 25.9B12.C2. 


06 . tm 


Method 


TBLASTX: Maize 




Start' 


326 




End 


484 




GI 


none 




Score 


193 




Exons 


326. .484 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5231 Seq. ID 

10888 Strand 

27273 End 

OJ990502_25 *. 9B12 . C2 . ol . tm Method 

4 94 End 

none Score 



OJ990502_25.9B12.C2 
27765 

TBLASTX: Maize 

1091 

64 



494. .589, 494. .931, 504. .713, 662. .811, 780. .932, 850. .933, 
866. .1087, 936. .1082, 938. .1090, 939. .1091 



Seq. No. 
Gene No. 
Start 



5231 

10888 

27273 



Seq. ID 

Strand 

End 



OJ990502 25.9B12.C2 



27765 



5371 



ty 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
^ Start 
W Name 
! s3 Start 

m gi 

rii Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990502_25 . 9B12 . C2 . ol . tw Method 

644 End 

none Score 
644. .1270, 768. .1214 



TBLASTX: Wheat 

1270 

251 



Seq. No. 5231 

Gene No. 10888 

Start 27273 

Name OJ990502_25. 9B12.C2.o3.tm 

Start 1139 . 

GI none 

Exons 1139.. 1429, 1143.. 1418 

Seq. No. 5231 

Gene No. 10888 

Start 27273 

Name OJ990502_25 . 9B12 . C2 . o2 . ts 

Start 1229 

GI none 

Exons 1229.. 1477, 1230.. 1484 



5231 
10888 
27273 

OJ990502_25 . 9B12 . C2 . ol . tc 
1253 
none 

1253. .1396, 1269. .1394, 1397. .1549, 1397. .1570 



Seq. ID OJ990502_25.9B12.C2 
Strand 

End 27765 

Method TBLASTX : Maize 

End 1429 

Score 239 



Seq. ID OJ990502_25.9B12.C2 
Strand 

End 27765 

Method TBLASTX : Soybean 

End 1484 

Score 173 



Seq. ID OJ990502_25.9B12.C2 
Strand 

End 27765 

Method TBLASTX : Cress 

End 1570 

Score 101 



5231 
10888 
27273 

OJ990502_25 . 9B12 . C2 . o2 . tw 
1277 
none 

1277. .1801, 1281. .1649 

5231 
10888 
27273 

OJ990502_25 . 9B12 . C2 . ol . ts 
14760 
none 

14760. .14822, 14850 .. 15038 , 15777 .. 15959, 15970 .. 16287 , 
15972. .16298, 162 96 .. 16478 , 16396.. 16479 



Seq. ID OJ990502_25. 9B12.C2 
Strand 

End 27765 

Method TBLASTX : Wheat 

End 1801 

Score 256 



Seq. ID OJ990502_25.9B12.C2 
Strand 

End 27765 

Method TBLASTX : Soybean 

End 16479 

Score 137 



Seq. No. . 5231 

Gene No. 10888 

Start 27273 

Name OJ990502_25 . 9B12 . C2 . o4 . tm 

Start 15786 

GI none 
Exons 



Seq. No. 
Gene No. 



Seq. ID OJ990502_25. 9B12.C2 
Strand 

End 27765 

Method TBLASTX : Mai ze 

End 16256 

Score 63 



15786. .15947, 158 68 .. 15948 , 15972 .. 16115, 16027 .. 1611 6, 
16139. .16246, 16186 .. 16248 , 16230. .16256 



5231 
10888 



Seq. ID OJ990502_25.9B12.C2 
Strand 



5372 






Start 


27273 




End 


27765 






Name 


OJ990502 25.9B12.C2 


.o4 . tw 


Method 


TBLASTX: Wheat 






Start 


15786 




End 


16067 






GI 


none 




Score 


37 






Exons 


15786. .15938, 15850 


. .15921, 


15939. .16067, 15979.. 16065 






Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12. 


C2 




Gene No. 


10888 




Strand 








Start 


27273 




End 


27765 






Name 


OJ990502 25.9B12.C2 


.o3. t-c 


Method 


TBLASTX: Cress 






Start 


15789 




End 


18237 






GI 


none 




Score 


59 






Exons 


15789. .15953, 15978 


. .16124, 


16015. .16104, 16192. .16272, 








16230. .16259, 16455 


. .16520, 


18175. .18237, 18188.. 18235 






Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12. 


C2 




■ fipnp No 


10888 




Strand 








Start 


27273 




End 


27765 






Name 


OJ990502 25.9B12.C2 


.o5 . tw 


Method 


TBLASTX: Wheat 






Start 


16296 




End 


16506 






GI 


none 




Score 


53 






Exons 


16296. .16505, 16301 


.'.16393, 


16305. .16505, 16387.. 16506 






Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12. 


C2 




(Zpnp No 


10888 




Strand 








Start 


27273 




End 


27765 




m 


Name 


OJ990502 25.9B12.C2 


. oS.tm 


Method 


TBLASTX: Maize 




iLJ 


Start 


18088 




End 


18366 






GI 


none 




Score 


72 




| j| 
'•: -zr 


Exons 


18088. .18291, 18128 


. .18226, 


18268. .18366, 18269. .18358 






Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12. 


C2 


ri! 

; jzt 


Gpne Wo 


10888 




Strand 






!! 


Start 


27273 




End 


27765 






Name 


OJ990502 25.9B12.C2 


. o7.gs 


Method 


GENSCAN 




Vi 


Start 


27273 




End 


27642 






GI 


none 




Score 


.71 




!- ~ 

, H 


Exons 


27273.-27642 










;" *% 


Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12. 


C2 


fl 


Gene No. 


10888 • 




Strand 








Start 


27273 




End 


27765 






Name 


OJ990502 25.9B12.C2 


. o5 . np 


Method 


AAT/NAP 






Start 


27276 




End 


27765 






GI 


3645899 




Score 


486 






Exons 


27276. .27765 












GI Descrip. 


(U68408) 5' end not 


determined experimentally [Zea mays] 






Seq. No. 


5231 




Seq. ID 


OJ990502_25.9B12. 


C2 




Gene No. 


10888 




Strand 








Start 


27273 




End 


27765 






Name 


OJ990502 25.9B12.C2 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


27294 




End 


27744 






GI 


none 




Score 


45 






Exons 


27294. .27575, 27295 


. .27363, 


27309. .27515, 27421 27744 , 








276S7..27743 











5373 



Seq. No. 


5231 




Seq. ID 


OJ9.90502_25.9B12 


.C2 


Cpnp Wn 


10888 




Strand 






Start 


27273 




End 


27765 




Name 


OJ990502 25.9B12.C2 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


27297 




End 


27530 




GI 


none 




Score 


195 




Exons 


27297. .27530 










Seq. No. 


5232 




Seq. ID 


OJ990502_25.9B12 


.C3 


Gene No. 


10889 




Strand 






Start 


1 




End 


1068 




Name 


OJ990502 25.9B12.C3 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1068 




GI 


3777527 




Score 


563 




Exons 


1..391, 550. .1068 










GI Descrip. 


(AF053008) gag-pol 


polyprotein [Glycine max] 




Seq. No. 


5232 




Seq. ID 


OJ990502_25.9B12 


.C3 


Gene No 


10889 




Strand 






Start 


1 




End 


1068 




Name 


OJ990502 25.9B12.C3 


r\ 1 rr o 








Start 


35 










GI 


none 










Exons 


35. .535, 550. .913 










Seq. No. 


5232 




Seq. ID 


OJ990502_25.9B12 


,C3 




10889 




Strand 






Start 


1 




End 


1068 

-L \J \J O 




Name 


OJ990502 25.9B12.C3 




Mot" hnH 
l it: |_11%JU 






Start 


575 






1 V V J 




GI 


none 




Q /~\ T~ C» 


1 S6 

1 JO 




Exons 


575. .727, 722. .919, 




• i \J U — 






Seq. No. 


5232 




Seq. ID 


OJ990502 25 9B12 


.C3 


Gpnp No 


10889 




Strand 






Start 


1 




End 


1068 




Name 


OJ990502 25.9B12.C3 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


575 




End 


1035 




GI 


none 




Score 


77 




Exons 


575.. 703, 725.. 919, 


732. .917, 


770. . 919, 


916. .1035, 926. 


.1018 


Seq. No. 


5232 




Seq. ID 


OJ990502_25.9B12 


.C3 


Gpne No 


10889 




Strand - 






Start 


1 




End - 


1068 




Name 


OJ990502 25.9B12.C3 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


576 




End 


1018 




GI 


none 




Score 


59 




Exons 


576. .713, 581. .712, 


728. .919, 


916. .1017 


, 932.. 1018 




Seq. No. 


5232 




Seq. ID 


OJ990502_25.9B12 


.C3 


Gene No. 


10889 




Strand 






Start 


1 




End 


1068 




Name 


OJ990502 25.9B12.C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


818 




End 


976 




GI 


none 




Score 


90 




Exons 


818. .919, 825. .917, 


916. . 975, 


929. .976 







5374 





Seq. No. 


5233 




Seq. ID 


OJ990502 


_25.9B12.C4 




Gene No. 


10890 




Strand 


+ 






Start 


8115 




End 


13073 






Name 


OJ990502 25.9B12.C4.o2.gs 


Method 


GENSCAN 






Start 


8115 




End 


12773 






GI 


none 




Score 


.94 






Exons 


8115. 


.8312, 8417. .8471, 8473. .8597, 8706. .9434, 


9701. .9853, 






9950. 


.10385, 10469. .10648, 


10739. .11036, 11237. 


.11402, 






11532 


..11636, 11980. .12114, 


12367. .12546, 12651 


. .12773 




Seq. No. 


5233 




Seq. ID 


OJ990502 


_25.9B12.C4 




Gene No . 


10890 




Strand 


+ 






Start 


8115 




End 


13073 






Name 


OJ990502 25.9B12.C4.ol.gp 


Method 


AAT/GAP 






Start 


8214 




End 


8568 






GI 


none 




Score 


377 






Exons 


8214. 


.8312, 8417. .8568 










.Seq. No. 


5233 




Seq. ID 


OJ990502 


_25.9B12.C4 




Gene No. 


10890 




Strand 


+ 






Start 


8115 




End 


13073 






Name 


OJ990502 25. 9B12 . C4 . o2 . gp 


Method 


AAT/GAP 






Start 


11510 




End 


13073 




1 


GI 


none 




Score 


1588 




=s 


Exons 


11510 


..11636, 11980. .12114, 


12367. .12546, 12651 


. .13073 


t I 


Seq. No. 


5233 




Seq. ID 


OJ990502 


_25.9B12.C4 


; a 

ST 


Gene No. 


10891 




Strand 








Start 


643 




End 


5909 






Name 


OJ990502 25.9B12.C4.ol.gs 


Method 


GENSCAN 




&L 


Start 


643 




End 


5909 




e? 


GI 


none 




Score 


.77 




b? 


Exons 


643. . 


2068, 2235.. 4170, 4331 


. .5909 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5233 Seq. ID OJ990502_25 . 9B12 . C4 

10891 Strand 

643 End 5909 

OJ990502_25. 9B12 . C4 . ol ,np Method AAT/NAP 

895 End 5909 

6006374 Score 5691 

895.. 951, 2279, .5909 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5233 
10892 
13712 

OJ990502_25. 9B12 . C4 . o3 . gs 
13712 
none 

13712. .14304, 14593. .14904, 15095 .. 15359, 15957 
16316. .16715, 17354. .17557, 17663 .. 17 934 , 18239 
18474. .18563, 20163 .. 20377, 20506.. 20596 



Seq. ID OJ990502_25.9B12.C4 
Strand 

20596 
GENSCAN 
20596 
.81 



End 

Method 

End 

Score 



,16195, 
.18383, 



Seq. No. 
Gene No. 
Start ' 



5233 

10892 

13712 



Seq. ID 

Strand 

End 



OJ990502 25.9B12.C4 



20596 



5375 



1 



Name 


OJ990502 25.9B12.C4. 


ol.tw 


Start 


15840 




GI 


none 




Exons 


15840. .16073, 16083. 


.16205, 


Seq. No. 


5233 




Gene No . 


10892 




Start 


13712 




Name 


OJ990502 25.9B12.C4. 


ol.ts 


Start 


15870 




GI 


none 




Exons 


15870. .16070, 16077. 


.16208, 


Seq. No. 


5233 




VJ C11C Vt\J . 


10892 




Start 


13712 




Name 


OJ990502 25.9B12.C4. 


ol.tm 


Start 


16083 




GI 


none 




Exons 


16083. .16196, 16114. 


.16233, 


Seq. No. 


5233 




Cpnp Mn 


10892 




Start 


13712 




Name 


OJ990502 25.9B12.C4. 


ol . tc 


Start 


16317 




GI 


none 




Exons 


16317. .16667, 16395. 


.16619 


Seq. No. 


5233 




Cpnp No 
v_j cue Liy • 


10892 




Start 


13712 




Name 


OJ990502 25.9B12.C4. 


o2.tw 


Start 


16455 




GI 


none 




Exons 


16455. .16697, 16456. 


.16590, 


Seq. No. 


5234 




Gene No. 


10893 




Start* 


1 




Name 


OJ990502 25.9B12.C5. 


ol . np 


Start 


1 




GI 


4493973 




Exons 


1..52, 1226. .1320 




GI Descrip. 


(AL034559) predicted using 




Hypothetical protein 


, len: 


Seq. No. 


5234 




UC11C liW i 


10894 




Start 


2763 




Name 


OJ990502 25.9B12.C5. 


ol.gp 


Start 


2763 




GI 


4968598 




Exons 


2763. .2949 




Seq. No. 


5234 




Gene No. 


10895 





Method TBLASTX : Wheat 

End 16394 

Score 84 
16317. .16394 

Seq. ID OJ990502_25.9B12.C4 
Strand 

End 20596 

Method TBLASTX : Soybean 

End 16562 

Score 129 
16317. .16562, 16347.. 16562 

Seq. ID OJ990502_25.9B12.C4 
Strand 

End 20596 

Method TBLASTX: Maize 

End 16622 

Score 73 
16317... 16562, 16317.. 16622 

Seq. ID OJ990502_25.9B12.C4 
Strand 

End 20596 

Method TBLASTX : Cress 

End 16667 

Score 8 6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_25.9B12.C4 
20596 

TBLASTX: Wheat 

17209 

70 



16470. .16640, 17108. .17209 

Seq. ID OJ990502_25.9B12.C5 

Strand + 

End 1320 

Method AAT/NAP 

End 1320 

Score 75 

hexExon; MAL3P7.14 <PFC0925w), 
489 aa [Plasmodium falciparum] 

Seq. ID OJ990502_25.9B12.C5 

Strand + 

End 2949 

Method AAT/GAP 

End 2949 

Score 307 



Seq. ID OJ990502_25.9B12.C5 
Strand . + 



5376 




Start 


3390 


End 


4240 








Name 


OJ990502 25.9B12.C5.ol.gs 


Method 


GENSCAN 








Start 


3390 


End 


4240 








GI 


none 


Score 


.67 








Exons 


3390.. 3461, 3557.. 4240 












Seq. No. 


5234 


Seq. ID 


OJ990502 


_25. 


9B12 


.C5 


Gene No. 


10896 


Strand 


+ 








Start 


4980 


End 


5363 








Nanie 


. OJ990502 25.9B12.C5.o2.gp 


Method 










Start 


4980 


End 


5363 








GI 


uC-osflcyp033a04bl 


Score 


639 








Exons 


4980. .5363 












GI Descrip. 


1 601684 5/dbj IAP000570.il AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


5234 


Seq. ID 


OJ990502 


_25. 


9B12 


.C5 


Gene No. 


10897 


Strand 










Of -5 y~f- 

O Ldl L 


3626 


End 










Name 


OJ990502 25.9B12.C5.o2.np 


Method 


AAT/NAP 








Start 


3626 


End 


5265 








GI 


5852180 


Score 


412 








Exons 


3626. .4074, 4103.. 4227, 5210. 


.5265 • 










GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. 


5235 


Seq. ID 


OJ990502 


_25. 


9B12 


.C6 


Gene No. 


10898 


Strand 


+ 










263 


End 


i ft 1 1 

lull 








Name 


OJ990502 25.9B12.C6.ol.np 


Method 


AAT/NAP 








Start 


263 


End 


447 








GI 


6539588 


Score 


165 








Exons 


263. .447 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


5235 


Seq.' ID 


OJ990502 


_25. 


9B12 


.C6 


Gene No . 


10898 


Strand 


+ 








Start 


263 


End 


1811 








Name 


OJ990502 25.9B12.C6.ol.gs 


Method 


GENSCAN 








Start 


322 


End 


1811 








GI 


none 


Score 


.74 








Exons 


322. .475, 645. .1811 












Seq. No. 


5236 


Seq. ID 


OJ990502 


_25. 


9B12 


.C7 


Gene No. 


10899 


Strand 


+ 








Of 3 >-+- 

otar l 


1 


End 


109 








Name 


OJ990502 25.9B12.C7.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


109 








GI 


3822036 


Score 


75 








Exons 


1..109 












GI Descrip. 


(AF072326) endo-1, 3-1, 4-beta- 


D-glucanase [Zea mays] 






Seq. No. 


5236 


Seq. ID 


OJ990502 


_25. 


9B12 


.C7 


Gene No. 


10900 


Strand 


+ 








Start 


407 


End 


547 








Name 


OJ990502 25.9B12.C7.ol.gs 


Method 


GENSCAN 








Start 


407 


End 


547 








GI 


none 


Score 


.59 









5377 




Exons 


407. .547 






Seq. No. 


5236 


Seq. ID 


OJ990502_25. 9B12.C7 


Gene No. 


10901 


Strand 


+ 


Start 


499 


End 


724 


Name 


OJ990502 25.9B12.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


4 


End 


565 


GI 


none 


Score 


121 


Exons 


4. .108, 5. .109, 362..56S, 406 


. .564 




Seq. No. 


5236 


Seq. ID 


OJ990502_25. 9B12.C7 


Gene No. 


10901 


Strand 


+ 


Start 


499 


End 


724 


Name 


OJ990502 25.9B12.C7.ol.gp 


Method 


AAT/GAP 


Start 


499 


End 


724 


GI 


uC-osflcyp067d07al 


Score 


376 


Exons 


499. .724 






GI Descrip. 


•4388731/gb|AAD19769| 1.0e-34 


(AC006413) hypothetical prot 




[Arabidopsis thaliana] 1 






Seq. No. 


5237 


Seq. ID 


OJ990502_25.9B12.C8 


Gene No . 


10902 


Strand 




Start - 


157. 


End 


375 


Name 


OJ990502 25.9B12.C8.ol.gs 


Method 


GEN SCAN 


Start 


157 


End 


375 


GI 


none 


Score 


.74 


Exons 


157. .375 






Seq. No. 


5238 


Seq. ID 


OJ990502_25.9B12.C9 


Gene No . 


10903 


Strand 




Start 


195 


End 


250 


Name 


OJ990502 25.9B12.C9.ol.gs 


Method 


GEN SCAN 


Start 


195 


End 


250 


GI 


none 


Score 


.68 


Exons 


195. .250 






Seq. No. 


5239 


Seq. ID 


OJ990502_23.9B12.C1 


Gene No. 


10904 


Strand 


+ 


Start 


66 


End 


205 


Name 


OJ990502 23.9B12.Cl.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


205 


GI 


none 


Score 


.89 


Exons 


66. .205 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



5240 

10905 

1 

OJ990502_23. 9B12 . C2 . ol . np 
1 

5263326 

1..265, 761.. 929, 1032 
2087. .2227, 2744. .2941 
4182. .4289, 4396. .4500 
5468. .5546, 5846. .5905 
7012. .7101, 8206. .8303 
(AC007727) Similar to 
from Homo sapiens and 



.1073, 
3130. 
4794. 
5993. 



Seq. ID 
Strand 
End 

Method 

End 

Score 

1739. 
.3282, 
.4898, 
.6051, 



OJ990502 23.9B12.C2 



8761 
AAT/NAP 
8761 
1400 
1768, 1856. 



.2002, 
3985. 
5213. 
6671. 



4080, 
5289, 
6723, 



3506. .3718, 
4981. .5043, 
6113. .6203, 
8406, .8458, 8562. .8761 
gb|U06698 neuronal Jcinesin heavy chain 
contains a PF 100225 Kinesin motor domain. 



5378 



EST gb|AA042507 comes from this gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5240 

10905 

1 

OJ990502_23.9B12.C2.ol.gs 
15 

none 



Seq. ID OJ990502_23.9B12.C2 
Strand 

End 87 61 

Method GENSCAN 

End 8686 

Score . 8 



15.. 170, 726.. 929, 1032.. 1079, 1739.. 1789, 1877.. 2227, 
2720. .2941, 3130. : .3282 / 3506. .3688, 3934. .4080, 4182. .4289, 
4396. .4500, 4794. .4898, 4981. .5043, 5846. .5905, 5993. .604.6, 
6138. .6203, 6671. .6723, 7012. .7125, 8206. .8303, 8406. .8686 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Cfl Seq. No. 

fli Gene No. 

j'S Start 

! :s ; Name 

j ° y Start ■' 



GI 

Exons 

GI Descrip. 



5240 
10905 ' 
1 

OJ990502_23 . 9B12 . C2 . o2 . tm 
69 

none 



Seq. ID OJ990502_23.9B12.C2 
Strand 

8761 

TBLASTX: Maize 
2817 
71 



End 

Method 
End 
Score 

69. .176, 77. .181, 77. .202, 293. .331, 371. .415, 770. .823, 
779. .823, 831. .926, 832. .933, 836. .967, 836. .946, 1014. .1085, 
1029. .1085, 1033. .1092, 1736. .1789, 1736. .1789, 1877. .2008, 
1878. .1961, 1925. .1981, 2082. .2228, 2084 .. 2227 , 2088 .. 2264 , 
2089. .2268, 2719. .2817, 2726. .2815, 2728. .2817 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502 23.9B12.C2 



5240 
10905 
1 

OJ990502_23.9B12.C2.ol.gp 
1856 

uC-osflcyp024f08bl 
1856. .2002, 2087. .2227, 2720. .2941, 3130. .3167 

'5263326/gb|AAD41428.1|AC007727_17 4.0e-14 (AC007727) Similar to 
gb_U06698 neuronal kinesin heavy chain from Homo sapiens and 
contains a PF_00225 Kinesin motor domain. EST gb_AA042507 comes 
from this gene. [Arabidopsis thaliana] ' 



8761 
AAT/GAP 
3167 
970 



f.l 


Seq. No.. 


5240 








Seq. ID 


OJ990502_23.9B12.C2 




Gene No. 


10905 








Strand 




t i 


Start 


1 








End 


8761 


■e a* 


Name 


OJ990502 23. 


9B12 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1868 








End 


2245 




GI 


none 








Score 


80 




Exons 


1868. .1999, 


2081 


. .2245, 


2085. 


.2240 






Seq. No. 


5240 








Seq. ID 


OJ990502_23.9B12.C2 




Gene No. 


10905 








Strand 






Start 


1 








End 


8761 




Name 


OJ990502 23. 


9B12 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3656 








End 


4295 




GI 


none 








Score 


128 




Exons 


3656. .3724, 


3925 


. .4083, 


3928. 


.4083, 4179. .4295, 4183. .4287 




Seq. No. 


5240 








Seq. ID 


OJ990502_23.9B12.C2 




Gene No. 


10905 








Strand 






Start 


1 








End 


8761 




Name 


OJ990502 23. 


9B12 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean ' ' 



5379 



Start 3988 End 4832 

GI none Score 56 

Exons 3988.. 4029, 4024.. 4080, 4046.. 4081, 4172.. 4234, 4179.. 4235, 

4236.. 4295, 4237.. 4287, 4378.. 4500, 4388.. 4501, 4776.. 4832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5240 

10905 

1 

OJ990502_23 . 9B12 .C2 . o2 . gp 
7014 • 

uC-osroM202035b07bl 



OJ990502 23.9B12.C2 



Seq. ID _ 
Strand 

End 8761 
Method AAT/GAP 
End 8759 
Score 1020 
7014.. 7101, 8206. .8303, 8406.. 8759 

•5263326/gb|AAD41428.1|AC007727_17 5.0e-25 (AC007727) Similar to 
gb_U06698 neuronal kinesin heavy chain from Homo sapiens and 
contains a PF_00225 Kinesin motor domain. EST gb_AA042507 comes 
from this gene. [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



5241 Seq. ID 

10906 Strand 

1205 End 

OJ990502_23 . 9B12 .C3 • ol . gs Method 

1205 End 

none Score 



OJ990502_23.9B12.C3 
+ 

5197 
GENSCAN 
5197 
.45 



1205. .1447, 1588. .1765, 3359.-3772, 5115. .5197 



T; Seq. No. 
l ti Gene No. 
£ Start 
; <=j Name 
e y Start 
>5 GI 
Exons 

GI Descrip. 



ru 



''"4 Seq. 



No. 

|»a Gene No. 
u g Start 
ii« Name 

start 

U GI 
Exons 



5241 Seq. ID OJ990502_23 . 9B12 . C3 

10907 Strand 

1 End 5649 

OJ990502_23 . 9B12 .C3 . ol . np Method AAT/NAP 

1 End 5649 

81286 Score 86 

1..160, 259. .482, 4565. .4721, 5600. .5649 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 I 

(X65165) extensin [Volvox carteri] 



5242 Seq. ID 

10908 Strand 

685 End 

OJ990502_23 . 9B12 . C4 . ol . gs Method 

685 End 

none Score 

685. .832, 878. .908, 4223. .5009 



OJ990502_23.9B12.C4 

5016 
GENSCAN 
5009 
.8 



Seq. No. 


5242 


Seq. ID 


OJ990502_23. 9B12 


.C4 


Gene No. 


10908 


Strand 






Start 


685 


End 


5016 




Name 


OJ990502 23.9B12.C4.ol.np 


Method 


AAT/NAP 




Start 


4295 


End 


5016 




GI 


790687 


Score 


241 




Exons 


4295. .5016 








GI Descrip. 


(L39651) zinc finger protein 


[Arabidopsis thaliana] 




Seq. No. 


5242 


Seq. ID 


OJ990502_23. 9B12 


• C4 


Gene No. 


10908 


Strand 






Start 


685 


End 


5016 




Name 


OJ990502 23.9B12.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


- 4569 


End 


4748 





5380 




GI 


none 






Score 


82 






Exons 


4569. .4748, 


4648 


. .4746 










Seq. No. 


5243 






Seq. ID 


OJ9 90502 


23. 


9B12.C5 


VJC11C I'U • 


10909 






Strand 


+ 






Start 


2751 






End 


4887 






Name 


OJ990502 23 


.9B12 


.C5.o2.gs 


Method 


GENSCAN 






Start 


2751 






End 


4866 






GI 


none 






Score 


.52 






Exons 


2751. .4012, 


4107 


. .4866 










Seq. No. 


5243 






Seq. ID 


OJ990502 


_23. 


9B12.C5 


Gene No. 


10909 






Strand 


'+ 






Start 


2751 






End 


4887 






Name 


OJ990502 23 


.9B12 


.C5.o2.np 


Method 


AAT/NAP 






Start 


2751 






End 


4887 






GI 


6907089 






Score 


3322 






Exons 


2751. .4012, 


4107 


. .4887 










GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


5243 






Seq. ID 


OJ990502 


_23. 


9B12.C5 


Gene No. 


10910 






Strand 








Start 


1314 






End 


4887 






Name 


OJ990502 23 


.9B12 


. CS.ol.np 


Method 


AAT/NAP 






Start 


1314 






End 


4887 






GI 


5042454 






Score 


277 






Exons 


1314. .1367, 


1627 


..1810, 2378. 


.2450, 3116.. 3187, 


3744. .3948, 




4829. .4887 














GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


5244 






Seq. ID 


OJ990502 


_23. 


9B12.C6 


fjpnp Wo 


10911 






Strand 


+ 






Start 


100 






End 


644 






Name 


OJ990502 23 


.9B12 


.C6.ol.gs 


Method 


GENSCAN . 






Start 


100 






End 


644 






GI 


none 






Score 


.92 






Exons 


100. .644 














Seq. No. 


5244 






Seq. ID 


OJ990502 


_23. 


9B12.C6 




10912 






Strand 








Start 


1273 






End 


7781 






Name 


OJ990502 23 


. 9B12 


.C6. o2 .gs 


Method 


GENSCAN 






Start 


1273 






End 


4938 






GI 


none 






Score 


.73 






Exons 


1273. .2089, 


2198 


..3442, 3488. 


.4938 








Seq. No. 


5244 






Seq. ID 


OJ990502 


23. 


9B12.C6 


Gene No. 


10912 






Strand 








Start 


1273 






End 


7781 






Name 


OJ990502 23 


. 9B12 


. C6. ol . np 


Method 


AAT/NAP 






Start 


1276 






End 


6921 






GI 


6498441 






Score 


6913 






Exons 


1276. .1557, 


1651 


. .3048, 3220. 


.3516, 3709. .4135, 


4310. .4444, 




4628. .5001, 


5065 


. .5528, 5859. 


.6921 









GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



5381 



; i s 

'E * w 





5244 






Seq. ID 


OJ990502 23 9B12 


Gene No. 


10912 






Strand 




Start 


1273 






End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o7.tw 


Method 


TBLASTX: Wheat 


Start 


1285 






End 


1887 


GI 


none 






Score 


127 


Exons 


1285. .1410, 


1471 


..1887, 1597. 


.1887 




Coo Mn 


R944 « 






Seq. ID 


O.7Q90Sn? 91 9R1 9 

UU Z* Zs \J -) \J c- c. ~J • Zs ID J- 


Gene No. 


10912 






Strand 




Start 


1273 






End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o4. tw 


Method 


TBLASTX: Wheat 


Start 


1888 






End 


2268 


GI 


none 






Score 


169 


Exons 


1888. .2268, 


1919 


. .2167 






LJ C vJ . INU • 


5244 






Seq. ID 


OJ990502_23.9B12 


Gene No. 


10912 






Strand 




Start 


1273 






End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o3. tm 


Method 


TBLASTX: Maize 


Start 


2044 






End 


2406 


GI 


none 






Score 


98 


Exons 


2044. .2091, 


2074 


..2286, 2083. 


.2406, 2096.. 2377 




R944 






Seq. ID 


OJ990502_23.9B12 


Gene No. 


10912 






Strand 




Start 


1273 






End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.08. tw 


Method 


TBLASTX: Wheat 


Start 


2599 






End 


2911 


GI 


none 






Score 


67 


Exons 


2599. .2859, 


2735 


. .2911 






Seq. No. 


5244 






Seq. ID 


OJ990502_23.9B12 


Gene No . 


10912 






Strand 




Start 


1273 






End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o2.ts 


Method 


TBLASTX: Soybean 


Start 


2659 






End 


3225 


GI 


5666795' 






Score 


68 


Exons 


2659. .2859, 


2914 


..3051, 3127. 


.3225 




GI Descrip. 


4206306 2.0e 


-10 


(AF04 9110) prpol [Zea 


mays] 


Seq. No. 


5244 






Seq. ID 


OJ990502_23.9B12 


vjjci it: LNw . 


1 091 9 






Strand 




Start 


1273 






End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o5.tw 


Method 


TBLASTX: Wheat 


Start 


2914 






End 


3372 


GI 


none 






Score 


82 


Exons 


2914. .3063, 


2915 


..3052, 3083. 


.3238, 3097.. 3348, 3098.. 3; 




3118. .3372 










Seq. No. - 


5244 






Seq. ID 


OJ990502_23.9B12 


Gene No. 


10912 






Strand 




Start 


1273 






End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3973 






End 


4344 


GI 


none 






Score 


90 



5382 




Exons 


3973. .4344, 


4184 


. .4327 








Seq. No. 


5244 








Seq. ID 


OJ990502_23.9B12.C6 




10912 








rand 




Start 


1273 








End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4003 








End 


4423 


GI 


none 








Score 


314 


Exons 


4003. .4422, 


4010 


. . 4423 








Seq. No. 


5244 








Seq. ID 


OJ990502_23.9B12.C6 




1 091 2 








O L. J. dllU 




Start 


1273 








End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4096 








End 


4480 


GI 


none 








Score 


238 


Exons 


4096. .4479, 


4115 


. .4480 








Seq. No. 


5244 








Seq. ID 


OJ990502_23. 9B12.C6 




10912 








O 1— J- CI i 1 




Start 


1273 








End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.ol. 


tm 


Method 


TBLASTX : Maize 


Start * ■ v 


,. 4 507_ 








End 


4863 * • , 


GI 


none 








Score 


'125, 


Exons 


4507. .4812, 


4507 


. .4863, 


4517. 


.4828 


■ - 


Seq. No. 


5244 








Seq. ID 


OJ990502_23.9B12.C6 




10912 








<5f rand 




Start 


1273 








End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4531 








End 


4993 


GI 


none 








Score 


218 


Exons 


4531. .4992, 


4537 


. .4992, 


4538. 


.4993 




Seq. No. 


5244 








Seq. ID 


OJ990502_23.9B12.C6 




10912 








u Li aiiu 




Start 


1273 








End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4588 








End 


4953 


GI 


none 








Score 


118 


Exons 


4588. .4722, 


4729 


. .4953 








Seq. No. 


5244 








Seq. ID 


OJ990502_23.9B12.C6 




10912 








Strand 




Start 


1273 








End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o3. 


gs 


Method 


GEN SCAN 


Start 


5002 








End 


7587 


GI 


none 








Score 


.54 


Exons 


5002. .6345, 


6363 


. .6512, 


6737. 


.7453, 7483. .7587 


Seq. No. 


5244 








Seq. ID 


OJ990502_23.9B12.C6 


Gene No. 


10912 








Strand 




Start 


1273 








End 


7781 


Name 


OJ990502 23. 


9B12 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5149 








End 


5644 


GI 


none 








Score 


171 


Exons 


5i49. .5643, 


5189 


. .5449, 


5471. 


.5644 





5383 




Seq. No. 


5244 


Seq. ID 


OJ990502_23. 9B12.C6 


Gene No. 


10912 


Strand 




Start 


1273 


End 


7781 


Name 


OJ990502 23.9B12.C6.o2.np 


Method 


AAT/NAP 


Start 


6033 


End 


7781 


GI 


5042454 


Score 


2122 


Exons 


6033.. 7426, 7483.. 7609, 7676. 


.7781 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


5244 


Seq. ID 


OJ990502_23.9B12.*C6 


Gene No. 


10912 


Strand 




Start 


1273 


End 


7781 


Name 


OJ990502 23.9B12.C6.o6.tw 


Method 


TBLASTX: Wheat 


Start 


' 6381 


End 


6932 ' : ' 


GI 


none 


Score 


82 


Exons 


6381.. 6638, 6460.. 6654, 6621. 


.6707, 6622. .6702, 6725.. 6772, 




6897. .6932 







Seq. No. 
Gene No. 
Start 
.Name 
Start 
!= f GI 

Exons 

GI Descrip. 



PI! 



'I J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5244 Seq. ID 

10912 Strand 

1273 End 

OJ990502_23.9B12.C6.o3.np Method 

7640 End 

5042454 Score 
7640. .7693, 7739. .7781 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990502_23. 9B12.C6 
7781 

AAT/NAP • 
7781 
69 



5245 Seq. ' ID 

10913 Strand 
1 End 
OJ990502_23.9B12.C7 .ol.np Method 
1 End 
2498930 Score 
1..35, 143. .223 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT ION 

PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990502_23.9B12.C7 
223 

AAT/NAP 

223 

77 



Seq. No. 5245 Seq. ID 

Gene No. 10914 Strand 

Start 143 End 

Name OJ990502_23 . 9B12 ,C7 . ol . gs Method 

Start 143 End 

GI none Score 

Exons 143.. 149 



OJ990502_23.9B12.C7 
149 

GENSCAN 

149 

.98 



Seq. No. 


5246 


Seq. ID 


OJ990502 


Gene No. 


10915 


Strand 


+ 


Start 


564 


End 


2701 


Name 


OJ990502 23.9B12.C8.ol.gs 


Method 


GENSCAN 


Start 


564 


End 


2701 


GI 


none 


Score 


.47 


Exons 


564. .668, 2628. .2701 




-> 


Seq. No. 


5246 


Seq. ID 


OJ990502 


Gene No. 


10916 


Strand 


+ 


Start 


7129-- ' 


End 


9240 



5384 



Name OJ990502_23 . 9B12 .C8 .ol . gp Method AAT/GAP 

Start 7129 End 9240 

GI 6573148 Score 3558 

Exons 7129.. 7543, 7640.. 8619, 8735.. 9240 

GI Descrip. 4388731/gb | AAD19769 | 1.0e-34 (AC006413) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 5246 Seq. ID 

Gene No. 10916 Strand 

Start 7129 End 

Name OJ990502_23 . 9B12 .C8 . o3 . np Method 

Start 7321 End 

GI 6573149 Score 

Exons 7321.. 7543, 7640.. 8624 

GI Descrip. (AF201895) growth- regulating- factor 1 [Oryza sativa] 



OJ990502_23.9B12.C8 
+ 

9240 
AAT/NAP 
8624 
1957 



Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.C8 


Gene No. 


10917 




Strand 


+ 




Start 


13153 




End 


16261 




Name 


OJ990502 23.9B12.C8. 


o3.gs 


Method 


GENSCAN -' 




Start 


13153 




End 


16182 




GI 


none 




Score 


.94 




Exons 


13153. .13433, 14493. 


.16182 








Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.'C8 


Gene No. 


10917 




Strand 


+ 




Start 


13153 




End 


16261 




Name 


OJ990502 23.9B12.C8. 


o4 .np 


Method 


AAT/NAP 




Start 


13156 




End 


16164 




GI 


4584356 




Score 


1968 




Exons 


13156. .13433, 14493. 


.14598, 


14642. .16164 




GI Descrip. 


(AC006420) putative 


replication protein Al [Arabidopsis 





thaliana] 



Seq. No. 5246 Seq. ID 

Gene No. 10917 Strand 

Start 13153 End 

Name OJ990502_23 . 9B12 . C8 . o2 . gp Method 

Start 13309 End 

GI LIB3477-001-P1-K1-C7 Score 

Exons 13309. .13433, 14493.. 14827 

GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 1.0e-5i Oryza sativa genomic 
DNA, chromosome 8, clone : POO26F07 1 



OJ990502_23. 9B12.C8 
+ 

16261 
AAT/GAP 
14827 
900 



Seq. No. 5246 Seq. ID 

Gene No. 10917 Strand 

Start 13153 End 

Name OJ990502_23 . 9B12 . C8 . o3 . gp Method 

Start 15829 End 

GI 1632335 Score 

Exons 15829. .16261 

GI Descrip. 4584356/gb | AAD25150 . 1 | AC006420_5 1.0e-30 (AC006420) putative 
replication protein A [Arabidopsis thaliana] 



OJ990502_23. 9B12.C8 
+ 

16261 
AAT/GAP 
16261 
832 



Seq. No. 
Gene No. 
Start 



5246 

10918 

27243 



Seq. ID OJ990502_23. 9B12.C8 
Strand + 
End 28089 



5385 



Name 

Start 

GI 

Exons 



OJ990502_23 . 9B12 . C8 . 06 . gs Method GENSCAN 

27243 End 28089 

none Score . 67 
27243. .27273, 27950.. 28089 



Seq. No. 5246 Seq. ID OJ990502_23 . 9B12 . C8 

Gene No. 10919 Strand + 

Start 35515 End 40665 

Name OJ990502_23 . 9B12 . C8 .o9. np Method AAT/NAP 

Start 35515 End 40665 

GI 6498441 " Score 1511 

Exons 35515. .35597, 39559.. 40665 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
^ GI. Descrip. 

W Seq. No. 

i[fl Gene No. 

: : y Start 

3s l Name 

\1 Start 

,y GI 

M Exons 



5246 Seq. ID 

10919 Strand 

35515 End 

OJ990502_23 . 9B12 . C8 . 08 . np Method 

38223 End 

6907088 Score 



OJ990502_23.9B12.C8 
+ 

40665 
AAT/NAP 
40543 
278 



.38223 . .38360, 38537 .. 3.8642, 40523 .. 40543 
(AP001129) hypothetical protein [Oryza sativa] 



5246 

10919 

35515 

OJ990502_23 . 9B12 . C8 . o9 . gs 

39202 

none 



Seq. ID OJ990502_23.9B12.C8 

Strand + 

End 40665 . 

Method GENSCAN 

End 40655 

Score .51 



39202. .39288, 39530 .. 39700, 39737.. 40655 



! 5 J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5246 . Seq. ID 

10920 Strand 
5 End 2177 

OJ990502_23 . 9B12 . C8 . o2 . np Method AAT/NAP 

5 End 2177 

6907088 Score 286 

5.. 336, 963.. 1083, 1692. .1863, 2040.. 2177 
(AP001129). hypothetical protein [Oryza sativa] 



OJ990502 23.9B12.C8 



5246 Seq. ID 

10921 Strand 
16629 End 
OJ990502_23.9B12.C8.o4.gp ' Method 
16629 End 
2798531 Score 
16629. .16928 

5246 

10922 Strand 
16905 End 
OJ990502_23 . 9B12 . C8 . o4 . gs Method 
16905 End 
none Score 



OJ990502_23.9B12.C8 

16928 
AAT/GAP 
16928 
576 

Seq. ID OJ990502_23.9B12.C8 

20859 
GENSCAN 
20859 
.53 



16905. .17078, 17321 .. 17584 , 17772 .. 17855 , 18730 .. 19527, 



5386 



20222. ;20283, 20480 . . 20648 , 20758.. 20859 



Seq. No. 5246 

Gene No. 10922 

Start 16905 

Name OJ990502_23 . 9B12 . C8 . o5 . gp 

Start 18981 

GI LIB3474-003-P1-K1-B12 

Exons 18981... 19419 

GI Descrip. ' 4584356/gb | AAD25150 . 1 1 AC006420_5 1.0e-30 (AC006420) putative 
replication protein A [Arabidopsis thaliana] 1 



Seq. ID OJ990502_23. 9B12.C8 
Strand 

End 20859 

Method AAT/GAP 

End 19419 

Score 878 



Seq. No. 5246 

Gene No. 10923 

Start - 29716 

Name OJ990502_23 . 9B12 . C8 . o7 . gs 

Start 29716 

GI none 
Exons 



Seq. ID OJ990502_23. 9B12.C8 
Strand 

End 30891 

Method GENSCAN 

End 30891 

Score' .85 



29716. .29789, 30517 30655, 30721. .30891 



Seq. No. 
Gene No. 
Start 
Name" 
" l i Start 

!2 GI 



Exons 
GI Descrip. 



5246 
10924 
31277 

OJ990502_23 . 9B12 . C8 . 06 . np 
31277 
4680179 
31277. .34691, 34794. .35876 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990502_23.9B12.C8 
Strand 

End . 35876 

Method AAT/NAP 

End 35876 

Score 4295 



i:| Seq. No. 

"'Z Gene No. 

^ Start 

I y Name 

» Start 

■■ h i Exons 



5246 

10925 

36297 

OJ990502_23.9B12.C8.oll.tm 

7371 

none 



Seq. ID OJ990502_23.9B12.C8 
Strand 

End 40664 

Method TBLASTX : Mai ze 

End 7752 

Score 125 



7371.. 7427, 7372.. 7515, 7633.-7752, 7677.. 7751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5246 

10925 

36297 

OJ990502_23 . 9B12 .C8 . o2 . tm 

14904 

none 



Seq. ID OJ990502_23.9B12.C8 
Strand 

End . 40664 

Method TBLASTX : Maize 

End 15387 

Score 526 



14904. .15323, 14 905 .. 15324 , 14 905 .. 15327 , 15316 .. 15387 , 
15324. .15386 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5246 

10925 

36297 

OJ990502_23 . 9B12 . C8 . o3 . tm 

15388 

none 



Seq. ID OJ990502_23. 9B12.C8 
Strand 

End 40664 

Method TBLASTX : Mai ze 

End 15732 

Score 4 30 



15388. .15684, 15390 .. 15686, 15390 .. 15683, 15673 .. 15732, 
15681.. 15731 



Seq. No, 
Gene No. 



5246 
10925 



Seq. ID OJ990502_23.9B12.C8 
Strand 



5387 





Start 


36297 






End 


40664 






Name 


OJ990502 23.9B12.C8. 


o5. tm 


Method 


TBLASTX: Maize 






Start 


18566 






End 


18963 






GI 


none 






Score 


179 






Exons 


18566. 


.18751, 18574. 


.18750, 


18576. .18764, 1874 5 .. 18903, 








18747. 


.18839, 18749. 


.18856, 


18781. .18888, 18904.. 18963 






Seq. No. 


5246 






Seq. ID 


OJ990502_23.9B12 


.C8 




Gpnt* No 


10925 






Strand 








Start. 


36297 






End 


40664 






Name 


OJ990502 23.9B12.C8. 


o3. ts 


Method 


TBLASTX : Soybean 






Start 


18799 






End 


19279 






GI 


none 






Score 


115 






Exons 


18799. 


.18852, 19069. 


.19269, 


19100. .19276, 19109.. 19279 






Seq. No. 


5246 






Seq. ID 


OJ990502_23.9B12 


.C8 




Gene No. 


10925 






Strand 








Start 


36297 






End 


40664 






Name 


OJ990502 23.9B12.C8. 


olO. tm 


. Method 


TBLASTX: Maize 


- 




Start 


19166 






End 


19428 . 






GI 


none 






. Score 


168 






Exons 


19166. 


.19342, 19168. 


.19350, 


19168. .19428, 19169 19363, 








19328. 


.194*11 










u 

hi 


Seq; No. 


5246 






Seq. ID 


OJ990502_23.9B12 


.C8 




Conp No 


10925 






Strand 






s 


Start 


36297 






End 


40664 






Name 


OJ990502 23.9B12.C8. 


o5 . tw 


Method 


TBLASTX: Wheat 




ss. 
L J 


Start 


31321 






End 


31653 




i ; * 


GI 


none 






Score 


143 






Exons 


31321. 


.31653, 31342. 


.31614 








m 


Seq. No. 


5246 






Seq. ID 


OJ990502_23.9B12 


.C8 




Gene No. 


10925 






Strand • 






□ 


Start * 


36297 






End 


.40664 




;. 3 
t. S 


Name 


OJ990502 23.9B12.C8. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


31504 






End 


32100 




: ~! 


GI 


none 






Score 


86 




's » 


Exons 


31504. 


.31833, 31514. 


.31723, 


31708. .31821, 31806. .31940, 








31828. 


.31941, 31888. 


.31941, 


31938. .32096, 3194 5 .. 32100, 




□ 




31948. 


.32100 












Seq. No. 


5246 






Seq. ID 


OJ990502_23.9B12 


-C8 




Gene No. 


10925 






Strand 








Start 


36297 






End 


40664 






Name 


OJ990502 23.9B12.C8. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


31654 






End 


40664 






GI 


none 






Score 


242 






Exons 


31654. 


.31836, 31842. 


.32279, 


31843. .32223, 40334 .. 404 92, 








40617. 


.40664 












Seq. No. 


5246 






Seq. ID 


OJ990502_23.9B12 


.C8 




Gene No. 


10925 






Strand 








Start 


36297 






End 


40664 






Name 


OJ990502 23.9B12.C8. 


08 . tm 


Method 


TBLASTX: Maize 






Start 


32220 






End 


32639 






GI 


none 






Score 


159 





5388 




Exons 


32220. .32639, 32242 


. .32532 








Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.C8 


Gene No . 






btrana 






Start 


36297 




End 


40664 




Name 


OJ990502 23.9B12.C8 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


32238 




End 


32493 




GI 


none 




Score 


139 




Exons 


32238. .32486, 32239 


. .32493 








Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.C8 


bene no. 


luy^s 




btrana 






Start 


36297 




End 


40664 




Name 


OJ990502 23.9B12.C8 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


32286 




End 


32810 




GI 


none 




Score 


277 




Exons 


32286. .32810, 32299 


. .32736 








Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.C8 


Gene No. 


10925 




Strand 






btart 


Jb^y / 




End 


40664 




Name 


OJ990502 23.9B12.C8 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


32843 • .;-/"• 




End 


33204 




GI 


none 




Score 


212 




Exons 


32843. .33013, 32848 


. .33048, 


32853. .33155, 32854 .. 33153, 






33160. .33204 










Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.C8 


Gene No. 


10925 




Strand 






otart 


oozy / 




End 


40664 




Name 


OJ990502 23.9B12.C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


32853 




End 


33277 




GI 


none 




Score 


199 




Exons 


32853. .33158, 32854 


. .33150, 


33071. .33163, 33158 .. 33277 , 






33160. .33276 










Seq. No. 


5246 




•Seq. ID 


OJ990502_23.9B12 


.C8 


Gene No . 


iu yz d 




Strand 






Start 


36297 




End 


40664 




Name 


OJ990502 23.9B12.C8 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


. 33208 




End 


33466 




GI 


none ' 




Score 


165 




Exons 


33208. .33465, 33212 


. .33466 








Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.C8 


Gene No. 


10925 




Strand 






btart 


odz y / 




End 


40664 




Name 


OJ990502 23.9B12.C8 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


33283 




End 


33578 




GI 


none 




Score 


153 




Exons 


33283.-33483, 33320 


.'.33484, 


33322. .33495, 33483 .. 33578 , 






33484. .33561, 33507 


. .33578 








Seq. No. 


5246 




Seq. ID 


OJ990502_23..9B12 


.C8 


Gene No. 


10925 




Strand 






Start 


36297 




End 


40664 




Name 


OJ990502 23.9B12.C8 


.ol. ts 


Method 


TBLASTX : Soybean 





5389 



Start 
GI 

Exons 



33292 
none 

33292. .33483, 33320, 
33654. .33686 



.334.66, 



End 33686 
Score 123 
33483. .33650, 334 84 33669, 



Seq. No. 5246 

Gene No. 10925 

Start 36297 

Name OJ990502_23 . 9B12 . C8 . o7 . tm 

Start 33573 

GI none 

Exons 33573. .34040, 33610 338 16, 33880.. 33969 



Seq. ID OJ990502_23.9B12.C8 
Strand 

End 40664 

Method TBLASTX : Mai ze 

End 34040 

Score 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
U' Start . 
Q Name 
|.;n -Start 

[,Z Exons 

Seq. No. 
'i3 Gene No. 
j'jj Start 



Name 
Start 
GI 



5246 
10925 
36297 

OJ990502_23 . 9B12 . C8 . o4 . tw 
33627 . 
none 

33627. .34109, 33636.-33995, 33655.. 34095 



Seq. ID OJ990502_23.9B12.C8 
Strand 

40664 

TBLASTX: Wheat 
34109 
164 



End 

Method 

End 

Score 



5246 
10925 
36297 

OJ990502_23.9B12.C8.ol3.tm 
34041 
none 

34041. .34199, 3404 1 .. 34238, 34042. .34203 



Seq. ID OJ990502_23.9B12.C8 
Strand 

40664 

TBLASTX: Maize 
34238 
68 



End 

Method 

End 

Score 



-i Exons 



5246 
10925 
36297 

OJ990502_23.9B12.C8.o9.tw 
34395 
none 

34395. .34673, 34501 34650, 34788. .34841 



Seq. ID OJ990502_23.9B12.C8 
Strand 

End 40664 

Method TBLASTX : Wheat 

End 34841 

Score 83 



Seq. No. 5246 
Gene No. ' 10925 

Start 36297 

Name OJ990502_23 . 9B12 . C8 . ol2 . tm 

Start 35040 

GI none 

Exons 35040. .35372 



Seq. ID OJ990502_23.9B12.C8 
Strand 

End 40664 

Method TBLASTX : Mai ze 

End 35372 

Score 211 



Seq. No. 5246 Seq. ID 

Gene No. 10925 Strand 

Start 36297 End 

Name OJ990502_23 . 9B12 . C8 . 08 . tw Method 

Start 35253 End 

GI none Score 

Exons 35253. .35630 



OJ990502_23.9B12.C8 
40664 

TBLASTX: Wheat 

35630 

247 



Seq. No. 5246 Seq. ID 

Gene No. 10925 Strand 

Start 36297 End 

Name OJ990502_23 . 9B12 . C8 . o7 . np . Method 



OJ990502_23.9B12.C8 

40664 
AAT/NAP 



5390 



Start 


36297 




End 


37077 




GI 


6002794 




Score 


1128 




Exons 


36297. .37077 










GI Descrip. 


(AF149813) unknown 


[Oryza sativa] 






Seq. No. 


5246 




jctj. ±u 


OJ990502_23.9B12 


.C8 


bene wo • 






o l r ana 






Start 


36297 






40664 




Name 


OJ990502 23.9B12.C8 


•Ob. tm 


Kiecnou 


TBLASTX: Maize 




Start 


39899 




End 


40222 




GI 


none 




Score 


361 




Exons 


39899. .40222, 39928 










Seq. No. 


5246 




Seq. ID 


OJ990502_23.9B12 


.C8 


bene ino • 






Strand 






Start 


36297 




End 


40664 




Name 


OJ990502 23.9B12.C8 


• oo • tw 


Method 


TBLASTX: Wheat 




Start 


39902 




End 


40291 




GI 


none 




Score 


357 




Exons 


39902. .40291, 39925 


. .40215, 


40237. .40290 




Seq. No. 


5247 




Seq. ID 


OJ990502_23. 9B12 


.C9 


Gene No. 


.10926 




Strand 


+ 




Start • 


* 55' 




End 


52'5 




Name 


OJ990502 23.9B12.C9 


. ol . gp 


Method 


AAT/GAP 




Start 


55 




End 


525 




GI 


2428323 . 




Score 


823 




Exons 


55. .525 " 











GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



H ! 


Seq. No. 


5247 


Seq. ID 


OJ990502 




Gene No. 


10927 


Strand 






Start 


533 


End 


3717 


•3 


Name 


OJ990502 23.9B12.C9.ol.gs 


Method 


GENSCAN 




Start 


533 


End 


3717 




GI 


none 


Score 


.98 


:3 


Exons 


533.. 2360, 2456.. 3717 






xx 


Seq. No. 


5247 ' 


Seq. ID 


OJ990502 




Gene No. 


10927 


Strand 






Start 


533 


End 


3717 




Name 


OJ990502 23.9B12.C9.ol.np 


Method 


AAT/NAP 




Start 


536 


End 


3717 




GI 


5803259 


Score 


4978 




Exons 


536. .2360, 2456. .3717 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5248 


Seq. ID 


OJ990502 




Gene No. 


10928 


Strand' 


+ 




Start 


1369 


End 


2802 




Name 


OJ990502 23.9B12.C10.ol.np 


Method 


AAT/NAP 




Start 


1369 


End 


2802 




GI 


6907086 


Score 


612 




Exons 


1369. .2107, 2167. .2802 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 



5391 



Seq. No. 5248 

Gene No. 10929 

Start 8531 

Name OJ990502_23 . 9B12 . CIO . o5 . tw 

Start 8405 

GI none 

Exons 8405.. 8572, 8407.. 8571, 8475.. 8573 



Seq, ID OJ990502_23.9B12.C10 



Strand 
End 

Method 
End 
Score 



+ 

13504 

TBLASTX: Wheat 

8573 

192 



Seq. No. 5248 

Gene No. 10929 

Start 8531 

Name OJ990502_23 . 9B12 . C10 . o2 . np 

Start 8531 

GI 6623973 

Exons 8531.. 8590, 

GI Descrip. (AC007505) 
thaliana] 



Seq. ID OJ990502_23. 9B12.C10 

Strand ' + 
End 13504 

Method AAT/NAP 
End 13504 

Score 2299 
8802.. 8880, 10527.. 13504 
Highly similar to Tal-3 polyprotein [Arabidopsis 



Seq. No. 


5248 




Seq. ID 


OJ990502_23.9B12 


-C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name ■ 


OJ990502 23.9B12.C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


. 10982 t 




End 


11476 . 




GI 


none 




Score 


332 




Exons 


10982. .11476, 11116. 


.11418, 


11180. .11434 




Seq. No. 


5248 




Seq. ID 


OJ990502_23.9B12 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




" ; "End 


13504 




Name 


OJ990502 23.9B12.C10 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10990 




End 


11637 




GI 


none 




Score 


329 




Exons 


10990. .11367, 10991. 


.11443, 


11533. .11637 




Seq. No. 


5248 




Seq. ID 


OJ990502_23.9B12 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


. o3. ts 


Method 


TBLASTX : Soybean 




Start 


11225 




End 


11670 




GI 


none 




Score 


225 




Exons 


11225. .11485, 11233. 


.11484, 


11521.. 11670 




Seq. No. 


5248 




Seq. ID 


OJ990502_23. 9B12 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11258 




End 


11781 




GI 


none 




Score 


122 




Exons 


11258. .11476, 11533. 


.11781 








Seq. No. 


5248 




Seq. ID 


OJ990502_23. 9B12 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


11870 




End 


12140 




GI . 


none 




Score 


319 




Exons 


11870. .12139, 11871. 


.12140 









5392 






5248 




Seq. ID 


OJ990502 23 9B12 


.CIO 


Gene No. 


10929 




Strand 


+ ~ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


12137 




End 


12518 




GI 


none 




Score 


296 




Exons 


12137. .12433, 12138. 


.12518 










S248 




Seq. ID 


OJ990502_23.9B1.2 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12141 




End 


12920 




GI 


none 




Score 


328 




Exons 


12141. .12470, 12143. 


.12454, 


12576. .12920 






5248 




Seq. ID 


OJ990502_23.9B12 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


12168 




End 


12552 




GI 


none 




Score 


388. 




Exons 


12168. .12509, 12173. 


.12454, 


12286. .12552, 12327 .. 12509 " 




Seq. No. 


5248 




Seq. ID 


OJ990502_23.9B12 


.C10 


OCUC IN {J . 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12573 




End 


13023 




GI 


none 




Score 


119 




Exons 


12573. .12731, 12581. 


.12661, 


12693. .13010, 12693. .12992, 






12707. .13018, 12707. 


.13000, 


12781. .13023 






5248 




Seq. ID 


OJ990502_23.9B12 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


. o2. tc 


. Method 


TBLASTX: Cress 




Start 


12894 




End - 


13495 . 




GI 


none 




Score 


64 




Exons 


12894. .13022, 13017. 


.13121, 


13131. .13196, 13283.. 13495 






S24fi 




Seq. ID 


OJ990502_23.9B12 


. C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13016 




End 


13468 




GI 


none 




Score 


151 




Exons 


13016. .13222, 13047. 


.13223, 


13268. .13468, 13279.. 13467 




Seq. No. 


5248 




Seq. ID 


OJ990502_23.9B12 


.C10 


Gene No. 


10929 




Strand 


+ 




Start 


8531 




End 


13504 




Name 


OJ990502 23.9B12.C10 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13073 




End 


13495 




GI 


none 




Score 


192 




Exons 


13073. .13216, 13074. 


.13223, 


13212. .13418, 13222. .13449, 





5393 



13223. .13495, 13225.. 13491 



Seq. No. 5248 

Gene No. 10929 

Start 8531 

Name OJ990502_23 . 9B12 .CIO . o2 . ts 

Start 13095 

GI none 

Exons 13095. . 13223, 13104 .. 13223, 
13387. .13485, 13388.. 13492 



Seq. ID OJ990502_23.9B12.C10 

Strand + 

End 13504 

Method TBLASTX : Soybean 

End 13492 

Score 150 
13219. .13356, 13223 13369, 



Seq. No. 5249 Seq. ID 

Gene No. 10930 Strand 

Start 1970 End 

Name OJ990502_23 . 9B12 .Cll . ol .gs Method . 

Start 1970 End 

GI none Score 

Exons 1970.. 2048, 2334.. 2527 



OJ990502_23.9B12.C11 
+ 

2527 
GENSCAN 
2527 
.98 



Seq. No. 5249 Seq. ID 

Gene No. 10931 Strand 

Start 5326 End 

Name OJ990502_23 . 9B12 . Cll . o2 . gs - Method 

q Start- 5326 End 

GI none Score 

:t Exons ,5326.. 5353, 5549.-5643 



OJ990502_23.9B12.C11 
+ 

5643 
GENSCAN 
5643 
.53 



'is* 

ru 



Seq. No. ■ 5249 Seq. ID 

Gene No. 10932 Strand 

Start 6261' End 

Name OJ990502_23 . 9B12 . Cll . o3 . gs Method 

Start 6261 End 

GI none Score 

Exons 6261.. 6330, 6432.. 6631 



OJ990502_23.9B12.C11 
+ 

6631 
GENSCAN 
6631 
1 



Seq. No. 5249 Seq. ID 

Gene No. 10933 Strand 

Start 8130 End 

Name OJ990502_23 . 9B12 . Cll . o4 . gs Method 

Start 8130 End 

GI none Score 

Exons 8130. .8387, 8502. .8637, 8747. .8796 



OJ990502_23 . 9B12 . Cll 
+ 

8796 
GENSCAN 
8796 
.65 



Seq. No. 5249 Seq. ID 

Gene No. 10934 Strand 

Start 9470 End 

Name OJ990502_23 . 9B12 . Cll . o5 . gs Method 

Start 9470 End 

GI none Score 

Exons 9470.. 9536, 9690.. 9892 

Seq. No. 5249 Seq. ID 

Gene No. 10935 Strand 

Start 11119 End 

Name OJ990502_23 . 9B12 . Cll . 06 . gs Method 

Start 11119 End 

GI none Score 



OJ990502_23.9B12.C11 
+ 

9892 
GENSCAN 
9892 
.91 



OJ990502_23. 9B12.C11 
+ 

14749 
GENSCAN 
14749 
.45 



5394 



Exons 



11119. .11478, 12010. .12092, 12663 .. 128 17 , 12904 .. 1304 9, 
13477. .13644, 14293 14550, 14636. .14749 



Seq. No. 5249 

Gene No. 10936 

Start 17285 

Name OJ990502_23 . 9B12 . CI 1 . o7 . gs 

Start 17285 

GI none 

Exons 17285. .17477, 18146 18275, 
19670. .19732 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_23.9B12.C11 

19732 
GENSCAN 
19732 
. 66 



183.73. .18558, 194 4 9 .. 19509, 



Seq. No. 5250 Seq. ID 

Gene No. 10937 Strand 

Start 94 End 

Name OJ990502_23 . 9B12 . C12 . ol . gs Method 

Start 94 End* 

GI none Score 

Exons 94.. 2 61 



OJ990502__23.9B12.C12 
+ 

261 

GENSCAN 

261 

.89 



Seq. No. 5251 Seq. ID 

Gene No. 10938 Strand 

Start .1543 ... End 

^ Name OJ990402_20 . 9B19 .CI . ol . gp Method 

!^ Start 1543 End 

":i GI 4715658 Score 

*« n Exons 1543.. 1569, 1689.. 2098 



OJ990402_20.9B19.C1 
+ 

2098 

AAT/GAP ' 

2098 

819 



□ Seq. No. 

Iij Gene No. 

''*t s Start 

":f. Name 

r J Start 

s GI 

: i Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5251 Seq. ID 

10939 Strand 

4163 End 

OJ990402_20 . 9B19 . CI . o2 . gs Method 

4163 End 

none Score 

4163. .4358, 6375. .6424, 6597. .6758 



OJ990402_20.9B19.C1 
+ 

6758 
GENSCAN 
6758 
.48 



5251 

10940 

10151 

OJ9904 02_20 . 9B1 9 . CI . o4 . gs 

10151 

none 



Seq. ID OJ990402_20. 9B19.C1 

Strand + 

End >12192 

Method GENSCAN 

End ■ 12192 

Score .56 



10151. .10332, 10721. .10854, 11306.. 12192 



Seq. No. 5251 Seq. ID 

Gene No. 10941 ' Strand 

Start 20860 End 

Name OJ9904 02_20 . 9B19.C1 . 06. gs Method 

Start 20860 End 

GI none Score 

Exons 20860. .21084, 21383.. 21802 



OJ990402_20.9B19.C1 
+ 

21802 
GENSCAN 
21802 
.71 



Seq. No. 5251 Seq. ID 

Gene No. 10942 Strand 

Start 7780 End 

Name OJ990402_20 . 9B19 . CI . o3 . gs Method 

Start 7780 End 



OJ990402_20.9B19.C1 

9143 

GENSCAN 

9143 



5395 



GI 

Exons 



none Score 
7780. .8118, 8332. .8916, 9045. .9143 



.86 



Seq. No. 5251 
Gene No. 10943 
Start 12664 

Name OJ990402_20 . 9B19 . CI . o3 . tm 

Start 1243 
GI none 
Exons 1243.. 1308, 1244 

1470.. 1571, 1471 
- 1688. .1786 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_20.9B19.C1 
19465 

TBLASTX: Maize 

1786 

99 



1309, 1244. .1315, 1245. .1316, 1469. .1570, 
1569, 1471.. 1578, 1686.. 1775, 1687.. 1776, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5251 
10943 
12664 

OJ9904 02_20 . 9B19 . CI . o2 . gp 
12664 

3235_1.R1084 

12664. .13122, 13209 .. 13271, 
14098. .14190, 14272. .14375 
' 4376158/emb | CAA6737 6 | 2.0e-83 
[Arabidopsis thaiiana] 1 

5251 
10943 
12664 

OJ990402_20 . 9B19 . CI . ol . tw 
12905 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_20.9B19.C1 

19465 
AAT/GAP 
14375 
1707 



13429. .13545, 13893 14009, 
(X98873) aspartate kinase 



Seq. ID OJ990402_20.9B19.C1 
Strand 

End 194 65 

Method TBLASTX : Wheat 

End 13943 

Score 54 



12905. .12994, 12947 .. 12985, 12991 13125, 13008 13124, 
13197. .13280, 13198. .13275, 13427 13555 , 13429 13557, 
13430. .13570, 13891 .. 13941, 13893.. 13943 



■6 b* 



Seq. No. 5251 

Gene No. 10943 

Start 12664 

Name OJ9904 02_20 . 9B19 . CI . o2 . tm 

Start 1294 6 

GI none 
Exons 



Seq. ID OJ990402_20. 9B19.C1 
Strand 
End 

Method 
End 
Score 



19465 

TBLASTX: Maize 

13601 

117 



12946. .13125, 12954 .. 13124., 12955 .. 13125 , 13197 .. 13280, 
13198. .13275, 134 13 .. 13601 , 13427 .. 13555 , 13429.. 13557 



Seq. No. 5251 Seq. ID 

Gene No. 10943 Strand 

Start 12664 End 

Name OJ990402_20 . 9B19 . CI . o5 . gs Method 

Start 12961 End 

GI none Score 

Exons 12961. .13122, 13209 .. 13271, 

14272. .14391, 14506 .. 14 622, 
15473. .15493, 15989 .. 16143, 
17658. .17882, 17976.. 18041 



OJ990402_20.9B19.C1 

19465 
GENSCAN 
18041 
.81 

13893. .14009, 14098 .. 14 190, 
14879. .14 974, 15095. .1524 4, 
17348. .17388, 17475. .17557, 



Seq. No. 
Gene No. 
Start 



5251 

10943 

12664 



Seq. ID 

Strand 

End 



OJ990402 20.9B19.C1 



19465 



5396 



Name OJ990402_20.9B19.Cl.o2.np Method AAT/NAP 

Start 12970 End 19465 

GI 4376158 Score 1574 

Exons 12970. .13122, 13209 13271, 13429 13545 , 13893. 

14098. .14190, 14272. .14391, 14506 .. 14 622, 14879. 

15095. .15244, 15989 .. 16184 , 17475 .. 17557 , 17658. 

19370.. 19465 

GI Descrip. (X98873) aspartate kinase [Arabidopsis thaliana] 



.14009, 
.14974, 
.17831, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'is? 

n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5251 

10943 

12664 

OJ9904 

12991 

none ■ 

12991. 

13428. 

14073. 

14272. 

14499. 

14874. 

15095. 

15993. 

17662. 



02 20.9B19.Cl.ol.tc 



13125, 
13556, 
14192, 
14394, 
14624, 
15005, 
15286, 
16136, 
17793 



13197. 
13429. 
14092. 
14272. 
14500. 
14877. 
15096. 
17468. 



.13280, 
.13557, 
.14193, 
.14391, 
.14625, 
.14975, 
.15245, 
.17557, 



5251 

10943 

12664 

OJ990402_20.9B19.Cl.ol.ts 

13045 

none 

13045. .13125 
13424. .13549 
13893. .14069 
14246. .14395 



14500. .14625, 
14874. .14975, 
15098. .15253, 
16020. .16133, 
17469. .17558, 



5251 

10943 

12664 

OJ990402 

13894 

none 

13894. .1 
14092. .1 
14272. .1 
14504. .1 
15087. .1 
15973. .1 
15997. .1 



13058. 
13429. 
14082. 
14272. 
14504. 
14878. 
15959. 
17349. 
17634. 



.13123, 
.13557, 
.14183, 
.14397, 
.14623, 
.14976, 
.16135, 
.17393, 
.17810, 



20.9B19.Cl.ol.tm 



4010, 13894. 

4193, 14093. 

4391, 14489. 

4623, 14846. 

5245, 15089. 

6107, 15977. 

6146, 17340. 



.14010, 
.14182, 
.14623, 
.14977, 
.15286, 
.16144, 
.17393, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13198 

13891 

14093 

14273 

14504 

14878 



OJ9.90402 20.9B19.C1 



19465 

TBLASTX: Cress 
17807 
91 

13263, 13427 
14019, 13893 
14191, 14246 
14392, 14497 
14638, 14846 
14979, 15090 



15101. .15247, 15980. 



13555, 
14018, 
14392, 
14622, 
14977, 
15245, 
16114, 



17469. .17558, 17 634 .. 17807 , 



Seq. ID OJ990402_20.9B19.C1 
Strand 

End 19465 

Method. TBLASTX: Soybean 

End 17810 

Score 77 
13197. .13280, 13198. .13275, 
13430. .1354 9, 13891. .14019, 
14092. .14193, 14093. .14185, 
14272. .14 391, 144 97. .14 622, 
14846. .14968, 14847 .. 14969, 
15095. .15286, 15096 .. 1524 5, 
15980. .16114, 15993. .16136, 
17352. .17390, 174 68 .. 17557 , 
17662. .17793 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 20.9B19.C1 



19465 

TBLASTX: Maize 
17524 
148 

13896. .14018, 14088. .14177, 
14246. .14392, 14269 .. 14394 , 
14497. .14619, 14500 .. 14625, 
14 87 4. .14 975, 14 875. .14979, 
15101. .15247, 15223. .15300, 
15980. .16114, 15993. .16175, 
17468. .17524 



Seq. No. 
Gene No. 



5251 
10943 



Seq. ID 
Strand 



OJ990402 20.9B19.C1 



5397 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



12664 End 19465 

OJ990402_20 . 9B19 . CI . o3 . gp Method AAT/GAP 

15195 End 17772 

LIB3434-003-P1-K1-C5 Score 743 

15195. .15252, 15997 .. 16143, 17348 17388, 17475 17557 , 

17658. .17772 

, 4376158/emb|CAA67376| 6.0e-52 (X98873) aspartate kinase 
[Arabidopsis thaliana] 1 



Seq. No. . 5251 

Gene No. 10943 

Start 12664 

Name OJ990402_20 . 9B19 .CI .o4 . tm 

Start 17529 

GI none 
Exons 



Seq. ID' OJ990402_20 . 9B19 . CI 
Strand 

End 19465 
Method TBLASTX : Mai ze 
End 17873 
Score 4 6 



17529. .17582, 17532 .. 17573, 17658 .. 17873, 17659.. 17793 



Seq. No. 5252 

Gene No. 10944 

Start 1 

Name OJ990402_20 . 9B19.C2 .ol .np 

Start 1 

GI 5381426 

Exons L. . 303 

GI Descrip. (AF159046) SPANK-1 [Rattus norvegicus] 



Seq. ID OJ990402_20.9B19.C2 

Strand + 

End 318 

Method AAT/NAP 

End 303 

Score 80 



Seq. No. 5252 

Gene No. 10944 

Start 1 

Name OJ990402_20 . 9B19 . C2 . ol . tc 

Start 105 

GI none 

Exons 105.. 293, 106.. 309, 124.. 300 



Seq. ID OJ990402_20. 9B19.C2 

Strand + 

End 318 

Method TBLASTX: Cress 

End 309 

Score 245 



: s= r 



Seq. No. 5252 

Gene No. 10944 

Start 1 

Name OJ990402_20 . 9B1 9 . C2 . ol . gs 

Start 112 

GI none 

Exons 112.. 318 



Seq. ID OJ990402_20. 9B19.C2 

Strand + 

End 318 

Method GENSCAN 

End 318 

Score .45 



Seq. No. 5252 

Gene No. 10944 

Start 1 

Name OJ990402_20 . 9B19 . C2 . ol . ts 

Start 123 

GI none 

Exons 123.. 293, 124.. 300, 124.. 294 



Seq. ID OJ990402_20.9B19.C2 

Strand + 

End 318 

Method TBLASTX : Soybean 

End 300 

Score 217 



Seq. No. 5253 

Gene No. 10945 

Start 3219 

Name OJ990402_20 . 9B19 . C3 . o2 . np 

Start 3219 

GI 6841480 
Exons 



Seq. ID OJ990402_20.9B19.C3 

Strand + 

End 11882 

Method AAT/NAP 

End 8971 

Score 511 



3219. .3242, 6733. .6877, 7442. .7779, 8801. .8971 



5398 



GI Descrip. (AF161478) HSPC129 [Homo sapiens] 



Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19.C3 




10945 


Strand 


+ 


Start 


3219 


End 


11882 


Name 


OJ990402 20.9B19.C3.o2.gs 


Method 


GENSCAN 


Start 


4787 


End 


11882 


GI 


none 


Score 


.74 


Exons 


4787. .4883, 5194. .5283, 5796.. 


5920, 6124.. 6220, 6449.-6877, 




7604. .7779, 8801. .8951, 9285.. 


9325, 9797. .9921, 9995.. 10194, 




10774. .11009, 11604. .11882 






Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19.C3 


Qer^e No . 


10945 


Strand 


+ 


Start 


3219 


End 


11882 


Name 


OJ990402 20.9B19.C3.ol.gp 


Method 


AAT/GAP 


Start 


7675 


End 


8921 


GI 


LIB3433-009-Q6-K1-D8 


Score 


403 


Exons 


7675. .7779, 8801. .8921 






GI Descrip. 


, 4731912/gb|AAD28548.1|AF111941 1 l.Oe 


-19 (AF111941) development 




protein DG114 8 [ Dictyostelium discoideum] * 


Seq. No. 


5253 


Seq. ID 


OJ990402_20. 9B19.C3 


Gene jqo . 


10945 


Strand 


+ 


Start 


3219 


End 


11882 


Name 


OJ990402 20.9B19.C3.o2.gp 


Method 


AAT/GAP 


Start 


9829 


End 


10934 


GI 


2428118 


Score 


768 


Exons 


9829.. 9921, 9995. .10194, 10774 


1 . .10934 




GI Descrip. 


6091744/gb|AAF03456.1 IAC010791 


f _32 l.Oe- 


-11 (AC0107 97) unknown 




protein [Arabidopsis thaliana] 






Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19.C3 


Gene No. 


10945 


Strand 


+ 


Start 


3219 


End 


11882 


Name 


OJ990402. 20.9B19.C3.o3.np 


Method 


AAT/NAP 


Start 


9830 


End 


11879 


GI 


6513933 


Score 


588 


Exons 


9830.. 9921, 9995.. 10194, 10774 


I. .11009, 


11604. .11879 


GI Descrip. 


(AC011664) putative dehydrogenase [Arabidopsis thaliana] 


Seq. No. 


5253 


Seq. ID 


0 J9 9 0 4 0 2_2 K'^Bl 9 . C3 


Gene No. 


10946 


Strand 




Start 


1059 


End 


4101 


Name 


OJ990402 20.9B19.C3.ol.np 


Method 


AAT/NAP 


Start 


1052 


End 


4101 


GI 


5915841 


Score 


1417 


Exons 


1052. .1682, 1783. .2241, 3592.. 


4101 




GI Descrip. 


CYTOCHROME P450 71E1 gi|2766452 (AF029858) cytochrome 'P4 50 



CYP71E1 [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5253 

10946 

1059 

OJ990402_ 

1059 

none 



20. 9B19.C3.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_20.9B19.C3 

4101 
GENSCAN 
■4 091 
1 



5399 




Exons 


1059. .1682, 


1783. 


.2241, 


3592. 


.3988, 4000. .4091 




Seq. No. 


5253 








Seq. ID 


OJ990402_20. 9B19. 


C3 


Gene No. 


10947 








Strand 






Start 


13270 








End 


16674 




Name 


OJ990402 20. 


9B19. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1045 








End 


1337 




GI 


none 








Score 


168 




Exons 


1045. .1302, 


1059. 


.1337 










- 

Seq. No. 


5253 








Seq. ID 


OJ990402_20.9B19. 


C3 


Gene No . 


10947 








Strand 






Start 


13270 








End 


16674 




Name 


OJ990402 20. 


9B19. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1047 








End 


1545 




GI 


none 








Score 


75 




Exons 


1047. .1217, 


1060. 


.1302, 


1068. 


.1541, 1360. .1545 




Seq. No. 


5253 








Seq. ID 


OJ990402_20.9B19. 


C3 


Gene No . 


10947 








Strand 






Start 


13270 








End 


16674 




Name 


OJ990402 20. 


9B19.,C3.ol. 


tc 


Method 


TBLASTX: Cress • 




Start 


1071 








End 


1677 




GI . 


none 








Score 


240 




Exons 


1071. .1541, 


1081. 


.1533, 


1563. 


.1676, 1564. .1677 




Seq. No. 


5253 








Seq. ID 


OJ990402_20.9B19. 


C3 


Gene No. 


10947 








Strand 






Start 


13270 








End 


16674 




Name 


OJ990402 20. 


9B19. 


C3.ol. 


ts ■ 


Method 


TBLASTX : Soybean 




Start 


1078 








End 


3888 




GI 


none 








Score 


122 




Exons 


1078. .1299, 


1080. 


.1556, 


1363. 


.1491, 1575. .1688, 1576. .1683 




3589. .3888 














Seq. No. 


5253 








Seq. ID 


OJ990402_20.9B19. 


C3 


Gene No. 


10947 








Strand 






Start 


13270 








End 


16674 




Name 


OJ990402 20. 


9B19. 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1365 








End 


1682 




GI 


none 








Score 


79 




Exons 


1365. .1526, 


1381. 


..1554, 


1557. 


.1682, -1564 . .1668 




Seq. No. 


5253 








Seq. ID 


OJ990402_20. 9B19. 


C3 


Gene No . 


10947 








Strand 






Start 


13270 








End 


16674 




Name 


OJ990402 20. 


9B19. 


C3.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


3583 








End 


3915 




GI 


none 








Score 


122 




Exons 


3583. .3915, 


3635. 


.3856 










Seq. No. 


5253 








Seq. ID 


OJ990402_20.9B19. 


C3 


Gene No. 


10947 








Strand 






Start 


13270 








End 


16674 




Name 


OJ990402 20. 


9B19. 


C3.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3586 








End 


3979 . 




GI 


none 








Score 


126 





5400 



Exons 



3586.. 3915, 3746.-3979 



Seq. No. 


5253 










Seq. ID 


OJ990402_20.9B19.C3 


Gene No. 


10947 










Strand 




Start 


13270 










End 


16674 


Name 


OJ990402 20. 


. 9B19. 


C3.o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


6505 










End 


7536 


GI 


none 










Score 


70 


Exons 


6505. 


.6588, 


6586. 


. 6876, 


6618 . 


.6875, 7427.. 7531, 7427.. 7531, 




7441. 


.7536, 


7443. 


.7535 








Seq. No. 


5253 










Seq. ID 


OJ990402_20.9B19.C3 


Gene No. 


10947 










Strand 




Start 


13270 










End 


16674 


Name 


OJ990402 20. 


9B19. 


C3.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


6567 










End 


7503 


GI 


none 










Score 


156 


Exons 


6567. 


.6713, 


6569. 


. 6712, 


6595. 


.6714, 6679.. 6876, 6712.. 6876, 




7441. 


.7503, 


7441 . 


.7503 








Seq. No. 


5253 










Seq. ID 


OJ990402_20.9B19.C3 


Gene No. 


10947 










Strand 




Start 


13270 










End 


16674 


Name 


OJ990402 20. 


9B19. 


C3.o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


7509 










End 


8962 


GI 


none 










Score 


94 


Exons 


7509. . 


.7829, 


7518 . 


.7622, 


7519. 


.7779, 7529.. 7813, 8770.. 8946, 




8798. . 


.8962, 


8800 . 


. 8958 








Seq. No. 


5253 










Seq. ID 


OJ990402_20.9B19.C3 


Gene No. 


10947 










Strand 




Start 


. 13270 










End 


16674 


Name 


OJ990402 20. 


9B19. 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7516 










End 


7752 


GI 


none 










Score 


189 


Exons 


7516. , 


.7752, 


7516. 


.7662, 


7692. 


.7724 




Seq. No. 


5253 










Seq. ID 


OJ990402_20.9B19.C3 


Gene No. 


10947 










Strand 




Start 


13270 










End ' 


16674 


Name 


OJ990402 20. 


9B19. 


C3.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7537 










End 


8986 


GI 


none 










Score 


365 


Exons 


7537. . 


.7776, 


7537 . 


. 7770, 


7539. 


.7778, 8784. .8978, 8800. .8985, 




8801. . 


.8986 












Seq. No. 


5253 










Seq. ID 


OJ990402_20. 9B19.C3 


Gene No. 


10947 










Strand 




Start 


13270 










End 


16674 


Name 


OJ990^ 


102_20. 


9B19. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7681 










End 


8971 


GI 


none 










Score 


150 


Exons 


7681. . 


,7779, 


7683. 


.7799, 


8781. 


.8963, 8784..8963, 8797.-8964, 




8798. . 


,8971, 


8800. 


.8970 








Seq. No. 


5253 










Seq. ID . 


OJ990402_20.9B19.C3 


Gene No. 


10947 










Strand 





5401 



Start 
Name 
Start 
GI 

Exons 



13270 End 

OJ990402_20 . 9B19 . C3 . 06 . tm Method 

9829 End 

none Score 



16674 

TBLASTX: Maize 

11018 

131 



9829.. 9930, 9836.-9928, 9987.. 10154, 9988.. 10098, 10008 .. 10196, 
10139. .10195, 10767. .10895, 10769 .. 10894 , 10779. . 10901, 
10783. .10899, 10808 .. 11008, 10881 11012, 10908.. 11018 



Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19 


.C3 






* Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o3.tc 


Method 


TBLASTX: Cress 




Start 


10944 


End 


11909 




GI 


none 


Score 


83 




Exons 


10944. .11021, 11615. .11881, 


11622. .11909 




Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19 


.C3 


Gene No. 


10947 


Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20 9B19 C3 o3.tm 


Method 


TBLASTX: Maize 




Start 


11582 


End 


11849 




GI 


none 


Score 


67 




Exons 


11582. .11848, 11587. .11682, 


11601. .11849 




Seq. No. 


5253 


Seq. ID 


OJ990402_20. 9B19 


.C3 


Gene No. 


10947 


Strand 






Start 


13270 


End 


16674 




in ante 




Method 


AAT/GAP 




Start 


13026 


End 


13859 




GI 


43215 1.R1084 


Score 


1445 




Exons 


13026. .13749, 13836.. 13859 








GI Descrip. 


, 2827651/emb|CAA16605.1 I 1. 


Oe-33 (AL021637) putative prote 




[Arabidopsis thaliana] ' 








Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19 


.C3 


Gene No. . 


10947 


Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o3.gs 


Method 


GENSCAN 




Start 


13270 


End 


15056 




GI 


none 


Score 


.85 




Exons 


13270. .13749, 13836. . 14207, 


14682. .15056 




Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B1'9 


.C3 


Gene No. 


10947 


Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o4.np 


Method 


AAT/NAP 




Start 


13276 


End 


16674 




GI 


2827651 


Score 


627 




Exons 


v 13276. .13749, 13836 .. 14 188 , 


16597. .16674 




GI Descrip.' 


(AL021637) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19 


.C3 


Gene No. 


10947 


Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o3.ts 


Method 


TBLASTX: Soybean 




Start 


13313 


End 


13482 




GI 


none 


Score 


118 





5402 




Exons 13313. .13477, 13324.. 13482 



Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19 


,C3 






Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o5.tm 


Method 


TBLASTX: Maize 




Start 


13381 


End 


14051 




GI 


none 


Score 


71 




Exons 


13381. .13548, 13384 .. 13470, 


13549. .13749, 13565 13750, 






13819. .13896, 13820 .. 13861, 


13836. .13982, ■ 13944. .14051, 






13972. .14043 








Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19 


.C3 


Gene No. 


10947 


Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o5.tc 


Method 


TBLASTX: Cress 




Start 


13525 


End 


13949 




GI 


none 


Score 


66 




Exons 


13525. .13749, 13526 .. 13750, 


13836. . 13949 




Seq. No. 


5253 


Seq. ID 


OJ990402_20.9B19 


.C3 


Gene No. 


10947 


Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o3.tw 


Method- 


TBLASTX: Wheat 




Start 


13974 


End 


14246 




GI 


none 


Score 


167 




Exons 


13974. .14246, 13990. .14145 










5253 


Seq. ID 


OJ990402_20.9B19 


.C3 


Gene No. 


10947 


Strand 






Start 


13270 


End 


16674 




Name 


OJ990402 20.9B19.C3.o4.gp 


Method 


AAT/GAP 




Start 


14660 


End 


15068 




GI 


64353 1.R1084 / 


Score 


739 




Exons 


14660.. 15068 








GI Descrip. 


'2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa 


Seq. No. 


5254 


Seq. ID 


OJ?90402_20.9B19 


.C4 


Gene No. 


10948 


Strand 






Start 


5294 


End 


5647 




Name 


OJ990402 20.9B19.C4.ol.np 


Method 


AAT/NAP 




Start 


5294 


End 


5647 




GI 


2660668 


Score 


278 




Exons 


5294. .5647 








GI Descrip. 


(AC002342) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


5254 


Seq. ID 


OJ990402_20. 9B19 


.C4 


Gene No. 


10948 


Strand 






Start 


5294 


End 


5647 




Name 


OJ990402 20.9B19.C4 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


5315 


End 


5533 




GI 


none 


Score 


89 




Exons 


5315. .5533, 5346. .5510 








Seq. No. 


5254 


Seq. ID 


OJ990402_20. 9B19 


.C4 


Gene No. 


10948 


Strand 






Start 


5294 


End 


5647 





5403 



Name 

Start 

GI 

Exons 



OJ990402_20 . 9B19 . C4 . ol . tm Method TBLASTX : Maize 
5339 End 5647 

none Score 90 

5339.. 5530, 5340.. 5528, 5540.. 5647, 5541.. 5645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5255 
10949 
14607 

OJ990402_20 . 9B19 . C5 . o3 . gs 
14607 



none 

14607. 

17205. 

18530. 

20135. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.14688, 15067. .15260, 15488 .. 15994 , 16600 .. 16806, 
.17541, 17669. .17830, 18044 .. 18143, 18230 .. 184 39, 
.18-644, 19188. .19394, 19537 .. 19593, 19932 .. 20054 , 
.20269, 20631.. 20744 



OJ990402_20.9B19.C5 
+ 

20744 
GENSCAN 
20744 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



5255 
10949 
14607 

OJ990402_20 
15521 
4678263 
15521. .15994, 
18044. .1*8143, 
19537. .19638, 



9B19.C5.o4.np 



Seq. ID OJ990402_20. 9B19.C5 
Strand + 
End 20744 
Method ' AAT/NAP 
End 20284 
Score 1740 
16600. .16806, 17205. .17541, 17 669 .. 17830, 
18230. .18439, 18530 .. 18644 , 19188 .. 19394, * 
19932. .20054, 20135.. 20284 
(AL04 9657) brefeldin A-sensitive Golgi protein-like [Arabidopsis 
thaliana] 



i;i Seq. No. 
; j Gene No. 

Start 
]\i Name 
fy Start 

!S GI 

£3 Exons 

! % .j 

I 1 GI Descrip. 

.W Seq. No. 
\il Gene No. 

Start 

Name 

Start 

GI 

Exons 



5255 Seq. ID 

10949 Strand 

14 607 End 

OJ9904 02_20 . 9B19 . C5 . o2 . gp Method 

17731 End 

26637 1.R1084 Score 



OJ990402_20. 9B19.C5 
+ 

20744 
AAT/GAP 
19368 
1299 



17731. .17830, 18044. .18143, 18230 .. 18439, 18530 .. 1864 4 , 
19188.. 19368 

•2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa] ' 



5255 Seq. ID 

10950 Strand 

20666 End 
OJ9904 02_20.9B19.C5.o3.gp ■ Method 

20666 End 

3768939 Score 
20666. .21010 



OJ990402_20. 9B19.C5 
+ 

21010 
AAT/GAP 
21010 
604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



5255 Seq. ID 

10951 Strand 

1 End 

OJ990402_20 . 9B19 . C5 . ol . np Method 

1 End 

4406788 Score 
1..20, 531. .906 

(AC006532) unknown protein [Arabidopsis thaliana] 



OJ990402_20. 9B19.C5 
982 

AAT/NAP 
906 
278 



5255 
10951 



Seq. ID, 
Strand 



OJ990402 20.9B19.C5 



5404 



Start 1 

Name OJ990402_20 -9B19.C5.ol. gs 

Start 22 

GI none 

Exons 22.. 384, 548.. 982 

Seq. No. 5255 

Gene No. 10952 

Start 3173 

Name OJ990402_20 . 9B19 . C5 . ol . gp 

Start 3173 

GI none 

Exons 3173.. 3555 



End 

Method 

End 

Score 



982 

GENSCAN 

982 

.47 



Seq. ID OJ990402_20.9B19.C5 
Strand 

End 3555 

Method AAT/GAP 

End 3555 

Score 758 



: s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5255 
10953 
8973 

OJ990402_20 . 9B19 . G5 . o2 . np 
8973 
6907098 



Seq. ID OJ990402^20.9B19.C5 
Strand 

15424 
AAT/NAP 
15424 
555 



End 

Method 
End 
Score 

8973.. 9032, 9246.. 9374, 9682.. 9926, 15330.. 15424 
(AP001129) EST AU031036(E60617) corresponds to a region of the 
predicted gene.; Similar to Human mRNA for KIAA0310 gene. 
(AB002308) [Oryza sativa] ^ 



5255 Seq. ID 

10953 Strand 

8973 End 

OJ990402_20 . 9B19 . C5 . o3 . np Method 

10258 End 

2829915 Score 



OJ990402_20.9B19.C5 

15424 
AAT/NAP 
12952 
1439 



10258. .11789, 11817. .12316, 12905.. 12952 

(AC002291) Hypothetical protein [Arabidopsis thaliana] 



5255 Seq. ID 

10954 Strand 
21348 End 
OJ990402_20 . 9B19 . C5 . o3 . tm Method 

668 . * End 

none Score 



OJ990402__20.9B19.C5 
21515 

TBLASTX: Maize 

3335 

215 



668.. 922, 669. .923, 865.. 924, 3224.. 3331, 3228.. 3335, 

OJ990402 20.9B19.C5 



5255 
10954 
21348 " 

OJ990402_20. 9B19 . C5 . o3 . ts 

9009 

none 



Seq. ID _ 
Strand 

End 21515 

Method TBLASTX : Soybean 

End 9362 

Score 107 



9009.. 9110, 9025.. 9108, 9031.. 9111, 9105.. 9167, 9107. .9172, 
9225.. 9362 



Seq. No. 5255 Seq., ID.. 

Gene No. 10954 Strand 

Start 21348 End 

Name OJ990402_20 . 9B19 . C5 . o2 . ts Method 

Start 10261 End 

GI none Score 



OJ990402_20.9B19.C5 
21515 

TBLASTX : Soybean 

10708 

38 



5405 




Exons 


10261. .10707, 10262. 


.10288, 


10385. .10708 




Seq. No. 


5255 




. Seq. ID 


OJ990402_20.9B19 


.C5 




10954 




Strand 






Start 


21348 




End 


21515 




Name 


OJ990402 20.9B19.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10261 




End 


11136 




GI 


none 




Score 


132 




Exons 


10261. .10740, 10400. 


.10750, 


10990. .11136, 11009. .11107 




Seq. No. 


5255 




Seq. ID 


OJ990402_20. 9B19 


.C5 


Gene No. 


10954 




Strand 






Start 


21348 




End 


21515 




Name 


_OJ990402 20.9B19.C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10441 




End 


12039 




GI 


none 




Score 


156 




Exons 


10441. .10824, 10457. 


.10825, 


10990. .11136, 11956. .12039 





Seq. No. 5255 Seq. ID 

Gene No. 10954 Strand 

Start 21348 End 

Name OJ9904 02_20 . 9B1 9 . C5 . ol . tw Method 

Start 10498 End 

GI none " Score 

Exons 10498. .10566, 10573 .. 11049, 10633 

11068. .11286, 11443. .11778, 11923 



OJ990402 20.9B19.C5 



21515 

TBLASTX: Wheat 
12039 
99 

10749, 10634. .10873, 
12039 



Seq. No. 5255 

Gene No. 10954 

Start 21348 

Name OJ990402_20 . 9B19 . C5 . o2 . tm 

Start 10753 

GI none 

Exons 10753. .10938, 1114 6 .. 11289, 
11545. .12003 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_20. 9B19.C5 
21515 

TBLASTX: Maize 

12003 

387 



11512. . 11667, 11543. .11983, 



i,I Seq. No. 5255 

r ~ Gene No. 10954 

^ Start 21348 

Q Name OJ9904 02_20 . 9B19 . C5 . o3 . tc 

Q Start 10831 

GI none 

Exons 



Seq. ID OJ990402_20.9B19.C5 
Strand 
End 

Method 
End 
Score 



21515 

TBLASTX: Cress 

12129 

68 



10831. .10938, 11167. .11790, 114 16 .. 11595, 11417 .. 11548, 
11443. .11784, 11629. .11661, 11836 .. 11955, 12073. .12129 



Seq. No. 5255 

Gene No. 10954 

Start 21348 

Name OJ9904 02_20 .9B19.C5.o4, 

Start 15575 

GI none 

Exons 15575. .15841 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_20.9B19.C5 
21515 

TBLASTX: Cress 
15841 ■ 
222 



Seq. No. 5255 Seq. ID 

Gene No. 10954 . Strand 

Start 21348 End 

Name OJ990402 20 . 9B19 . C5 . ol . tm Method 



OJ990402_20.9B19.C5 
21515 

TBLASTX: Maize 



5406 



Start 
GI 

Exons 



16597 

none 

16597. 

16701. 

17666. 

18049. 

18230. 

18320. 

18528. 

19190. 

19537. 

19931. 

20209. 

20629. 



16656, 
16802, 
17830, 
18120, 
18313, 
18445, 
18653, 
19396,. 
19641, 
20059, 
20274, 
20775 



16599. 
16702. 
17667. 
18051. 
18273. 
18328. 
18529. 
19190. 
19906. 
19932. 
20612. 



.16664, 
.16806, 
.17831, 
.18116, 
.18443, 
.18447, 
.18666, 
.19348, 
.20055, 
.20063, 
.20752, 



End 

Score 
16599. . 
17178. . 
17670. . 
18058. . 
18301. . 
18491. . 
19156. . 
19536. . 
19914. . 
20128. . 
20625. . 



207 
85 
16655, 
17546, 
17831, 
18120, 
18444, 
18640, 
19317, 
19640, 
20054, 
20313, 
20768, 



75 

16701. 
17186. 
17671, 
18225. 
18303. 
18513. 
19188. 
19536. 
19927. 
20135. 
20625. 



.16802, 
.17539, 
.17832, 
.18323, 
.18446, 
.18653, 
.19394, 
.19640, 
.20058, 
.20269, 
.20768, 



Seq. No. 5255 

Gene No. 10954 

Start 21348 

Name OJ9904 02_20 . 9B19 . C5 . o2 . tc 

Start 16615 

GI none 

Exons 16615. .16665, 16713 .. 16805, 
17200. .17388, 17201. .17455 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 20.9B19.C5 



21515 
TBLASTX: 
17455 
43 



Cress 



16714. .16806, 17178. .17450, 



Seq. No. 5255 
Gene No. 10954 
Start 21348 

Name OJ9904 02_20 . 9B19 . C5 . ol . ts 

Start 17279 
GI none 
Exons 17279. 

17682. 

18227. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 20.9B19.C5 



.17536, 17280. .17546, 17658 .. 17831, 17665 
.17855, 18039. .18134, 18043 .. 18144 , 18225 
.18268, 18303. .18446, 18326. 



21515 

TBLASTX : Soybean 
18446 
312 

17832, 
18275, 

18442 



Seq. No. 5255 

Gene No. 10954 

Start 21348 

Name OJ9904 02_20 .9B19.C5.o4, 

Start . v 21348 

GI none . 

Exons 21348.. 21515 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_20.9B19.C5 

21515 
GENSCAN 
21515 
.97 



Seq. No. 5256 Seq. ID 

Gene No. 10955 Strand 

Start 500 End 

Name OJ9904 02_20 . 9B19 . C6 . ol . gs Method 

Start 500 End 

GI none Score 

Exons 500.. 636 



OJ990402_20.9B19.C6 
636 

GENSCAN 

636 

.73 



Seq. No. 5257 Seq. ID 

Gene No. 10956 Strand 

Start 1 End 

Name OJ9904 02_20 . 9B19 . C9 . ol . np Method 

Start 1 End 

GI * 4388818 Score 

Exons 1 . . 64 3 



OJ990402_20.9B19.C9 
643 

AAT/NAP 

643 

277 



5407 




GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


5257 


Seq. ID 


OJ990402_20.9B19.C9 


Gene No. 


10956 


Strand 


— 


Start 


1 


End 


643 


Name 


OJ990402 20.9B19.C9.ol.gs 


Method 


GEN SCAN 


Start 


120 


End 


597 


GI 


none 


Score 


.41 


Exons 


120.. 597 






Seq. No. 


5258 


Seq. ID 


OJ990402_20. 9B19.C10 


Gene No. 


10957 


Strand 


+ 


Start 


802 


End 


3003 


Name 


OJ990402 20.9B19.C10.ol.gs 


Method 


GEN SCAN 


Start 


802 


End 


3003 


GI 


none 


Score 


.86 


Exons 


802. .3003 






Seq. No. 


5258 


Seq. ID 


OJ990402_20. 9B19.C10 


Gene No. 


10957 


Strand 


+ 


Start 


802 


End 


3003 


Name 


OJ990402 20.9B19.C10.ol.np 


Method 


AAT/NAP 


Start 


1231 


End 


2928 


GI 


2792220 


Score 


'645 


Exons 


1231.. 2241, 2281.. 2928 






GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryz'a sativa] 


Seq. No. 


5258 


Seq. ID 


OJ990402_20.9B19.C10 


Gene No. 


10958 


Strand 


+ 


Start 


5704 


End 


9510 


Name 


OJ990402 20.9B19.C10.o3.gs ■ 


Method 


GENSCAN 


Start 


5704 


End 


9510 


GI 


none 


Score 


.83 


Exons 


5704.. 6202, 6331.. 6894, 9103. 


.9218, 9382. . 9510 


Seq. No. 


5258 


Seq. ID 


OJ990402_20.9B19.C10 


Gene No. 


10958 


Strand 


+ 


Start 


5704 


End 


9510 


Name 


OJ990402 20.9B19.C10.o4.np 


Method 


AAT/NAP 


Start 


8950 


End 


9435 


GI 


5042454 


Score 


238 


Exons 


8950.. 9146, 9382.. 9435 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


5258 


Seq. ID 


OJ990402_20.9B19.C10 


Gene No. 


10959 


Strand 




Start 


3464 


End 


8758 


Name 


OJ990402 20.9B19.C10.o2.np 


Method 


AAT/NAP 


Start 


3464 


End 


8758 


GI 


6069646 


Score 


952 


Exons 


3464. .4435,. 4718. .5522, 8733. 


.8758 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013" genomic sequence, 




putative non-LTR retroelement 


reverse " 


transcriptase . ( AC00624 8 ) 



[Oryza sativa] 



5408 




■•J 





J£ JO 








Seq. ID 


OJ990402_20.9B19 


m n 


Gene No. 


10960 








Strand 






Start 


10635 








End 


13527 




Name 


OJ990402 20 


.9B19. 


C10.o6, 


.tm 


Method 


TBLASTX: Maize 




Start 


1156 








End 


1527 




GI 


none 








Score 


74 




Exons 


1156. .1362, 


1227. 


.1508, 


1228. 


.1527, 1363.. 1527 




Cnrr Mo 










Seq. ID 


OJ990402_20.9B19 


.C10 


Gene No. 


10960 








Strand 






Start 


10635 








End 


13527 




Name 


OJ990402 20 


.9B19. 


ClO.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


1378 








End 


2112 




GI 


none 








Score 


120 




Exons 


1378. .1509, 


1573. 


.1644, 


1741. 


.1788, 1822.. 1965, 1987.. 2112 


Seq. No. 


5258 








Seq.' ID 


OJ990402_20.9B19 


.C10 


UC11C Vi\J • 










Strand 






Start 


10635 








End 


13527 




Name 


OJ990402 20 


.9B19. 


C10.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1401 








End 


1920 




GI 


none 








Score 


85 




Exons 


1401. .1433, 


1402. 


.1467, 


1471. 


.1563, 1488. .1589, 1581. .1742, 




1585. .1743, 


1687. 


.1920 












J^l JO 








Seq. ID 


OJ990402_20.9B19 


.C10 


Gene No. 


10960 








Strand 






Start . 


10635 








End 


13527 




Name 


OJ990402 20 


. 9B19. 


C10.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


1756 








End 


2217 




GI 


none 








Score 


123 




Exons 


1756. .1995, 


1993. 


.2217, 


2058. 


.2216 






UCV^ • IN (J • 


Jl JO 








Seq. ID 


OJ990402_20.9B19 


.C10 


Gene No. 


10960 








Strand 






Start 


10635 








End 


13527 




Name 


OJ990402 20 


.9B19. 


C10.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


1951 








End 


2220 




GI 


none 








Score 


177 




Exons 


1951. .2142, 


1953. 


.2129, 


2149. 


.2220, 2163.. 2219 






Ji JO 








Seq. ID 


OJ990402_20.9B19 


.C10 


Gene No. 


10960 








Strand 






Start 


10635 








End 


13527 




Name 


OJ990402 20 


. 9B19. 


C10.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3487 








End 


4068 




GI 


none 








Score 


90 




Exons 


3487. .4068, 


3562. 


.3915, 


3731. 


.4003 






Seq. No. 


5258 








Seq. ID 


OJ990402_20.9B19 


.C10 


Gene No. 


10960 








Strand 






Start 


10635 








End 


13527 




Name 


OJ990402 20, 


.9B19. 


CIO.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


3883 








End 


4245 




GI 


none 








Score 


89 




Exons 


3883. .4035, 


4042. 


.4245 











5409 



'hi 

! t 



Seq. No. 


5258 








Seq. ID 


OJ990402 20.9B19 


Gene No. 


10960 








Strand 




Start 


10635 








End 


13527 


Name 


OJ990402 20. 


9B19. 


C10.O8 


. tm 


Method 


TBLASTX: Maize 


Start 


4210 








End 


4498 


GI 


none 








Score 


108 


Exons 


4210. .4497, 


4370. 


. 4498 








Seq. No. 


5258 








Seq. * ID 


OJ990402 20.9B19 


Gene No. 


10960 








Strand 




Start 


10635 








End 


13527 


Name 


OJ990402 20. 


9B19. 


C10.O4 


.ts 


Method 


TBLASTX : Soybean 


Start 


4327 








End 


4875 


GI 


none 








Score 


71 


Exons 


4327. .4455, 


4373. 


.4468, 


4549. 


.4875 




Seq. No. 


5258 








Seq. ID 


OJ990402 20.9B19 


Gene No. 


10960 




- 




Strand 




Start 


10635 








End 


13527 


Name 


OJ990402 20. 


9B19. 


C10.O4 


.tw 


Method 


TBLASTX: Wheat 


Start 


4414 








End 


4854 


GI 


none 








Score 


65 


Exons 


4414. .4539, 


4552. 


.4854, 


4586. 


.4744 




Seq. No. 


5258 








Seq. ID 


OJ990402 20. 9B19 


Gene No. 


10960 








Strand 




Start 


10635 








End 


13527 


Name 


OJ990402 20. 


9B19. 


C10.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4498 








End 


5421 


GI 


none 








Score 


257 


Exons 


4498. .4938, 


4978. 


.5421 








Seq. No. 


5258 








Seq. ID 


OJ990402 20.9B19 


Gene No. 


10960 








Strand 




Start 


10635 








End 


13527 


Name 


OJ990402 20. 


9B19. 


C10.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


4978 








End 


5265 


GI 


none 








Score 


66 


Exons 


4978. .5265, 


4979. 


.5095 








Seq. No. 


5258 








Seq. ID 


OJ990402_20. 9B19 


Gene No . 


10960 








Strand 




Start 


10635 








End 


13527 


Name 


OJ990402 20. 


9B19. 


Cl"0.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


8796 








End 


12037 


GI 


none 








Score 


54 


Exons 


8796. .8891, 


11566 


..11766, 11626.. 11757 


, 11785. . 11988, 




11828. .12037 












Seq. No. 


5258 








Seq. ID 


OJ990402_20.9B19 


Gene No. 


10960 








Strand 




Start 


10635 








End 


13527 


Name 


OJ990402 20. 


9B19. 


C10.O4 


. gs 


Method 


GEN SCAN 


Start 


10635 








End 


13407 


GI 


none 








Score 


.7 


Exons 


10635. .10727, 11638 .. 12015, 12151 .. 12512 , 12654 .. 13259, 



5410 



13350. .13407 



Seq. No. 5258 
Gene No. 10960 
Start 10635 

Name OJ9904 02_20 . 9B19 . CIO . o5 . np 

Start 11533 
GI 130582 
Exons 11533.. 13527 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS : PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. ID OJ990402_20.9B19.C10 
Strand 

End 13527 

Method AAT/NAP 

End 13527 

Score 1525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5258 

10960 

10635 

OJ990402_20.9B19.C10.ol.tm 

11538 

none 



Seq. ID OJ990402_20.9B19.C10 
Strand 

End 13527 

Method TBLASTX : Mai ze 

End 11964 • 

Score 153 



11538. .11783, 11540. .11962, 11542. .11964 



^ Seq. No. 
u i Gene No. 
! *f Start 

Name 
rjj Start 

a gi 

Exons 



5258 
10960 . 
10635 

OJ990402_20. 9B19.C10.o2. tc 

11542 

none 



Seq. ID OJ990402_20.9B19.C10 
Strand 

End 13527 

Method TBLASTX : Cr es s 

End 12141 

Score 4 9 



11542. .11751, 11767. .11913, 11914 .. 11994 , 12031. .12141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5258 

10960 

10635 

OJ990402_20. 9B19.C10.o2. ts 

11542 

none 



Seq. ID OJ990402_20. 9B19.C10 
Strand 

End 13527 

Method TBLASTX : Soybean 

End 11940 

Score 60 



11542. .11655, 11543. .11641, 11657 11938, 11665. .11940 



3 Seq. No. 

Gene No. 
" Start 

Name 

Start 

GI 

Exons 



5258 

10960 

10635 

OJ9904 02_20 . 9B19 . C10 . o2 . tm 

12020 

none 



Seq. ID OJ990402_20. 9B19.C10 
Strand 

End 13527 

Method TBLASTX : Mai ze 

End 12466 

Score 209 



12020. .12331, 12025. .12330, 12304 124 65, 12374.. 12466 



Seq. No. 5258 

Gene No. 10960 

Start 10635 

Name OJ990402_20 . 9B19 .C10 . o2 . tw 

Start 12115 

GI none 
Exons 



Seq. ID OJ990402_20.9B19.C10 
Strand 

End 13527 

Method TBLASTX: Wheat 

End 12735 

Score 70 ■ 



12115. .12549, 12359. .12493, 12586. .12735 



Seq. No. 
Gene No. 
Start 



5258. 
10960 
10635 



Seq. ID OJ990402_20. 9B19.C10 
Strand 

End 13527 



5411 



ru 

□ 

•J 

□ 



Name 


OJ990402 20.9B19.C10.o4.tm 


Method 


TBLASTX: Maize 


Start 


12469 


End 


12907 


GI 


none 


Score 


138 


Exons 


12469. .12897, 12602.. 12907 






Seq. No. 


5258 


Seq. ID 


OJ990402_20.9B19.C10 


Gone No 


10960 


Strand 




Start 


10635 


End 


13527 


Name 


OJ990402 20.9B19.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


12484 


End 


12873 


GI 


none 


Score 


90 


Exons 


12484. .12873, 12522 .. 12779, 


12578. .12853 


Seq. No. 


5258 


Seq. ID 


OJ990402 20 9B19 C10 


Gene No. 


10960 


uJ L- -L Oil 




Start 


10635 


End 


13527 


Name 


OJ990402 20.9B19.C10.o3.gp 


Method 


AAT /GAP 


Start 


12496 


End 


12738 


GI 


1621494 


Score 


426 


Exons 


12496. .12738 






GI Descrip. 


1621495/dbj IBAA12903I 4.0e- 


35 (D85877) 


reverse transcriptase 




[Oryza sativa] 






Seq. No. 


5258 


. Seq. ID 


OJ990402_20.9B19.C10 


\JJ cue IN \*r . 


10960 


Strand 




Start 


10635 


End 


13527 


Name 


OJ990402 20.9B19.C10.o3.tc 


Method. 


TBLASTX: Cress 


Start 


12691 


End 


12897 


GI 


none 


Score 


83 


Exons 


12691. .12897, 12691.. 12897 






Seq. No. 


5258 


Seq. ID 


OJ990402_20.9B19.C10 


Gene No 


10960 


Strand 




Start 


10635 


End 


13527 


Name 


OJ990402 20.9B19.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


12737 


End 


13174 


GI 


none 


Score 


441 


Exons 


12737. .13174, 12738 13151, 


12739. .13173 


Seq. No. 


5258 


Seq. ID 


OJ9904 02_20.9B19.C10 


Gene No. 


10960 


Strand 




Start 


10635 


End 


13527 


Name 


OJ990402 20. 9B19 . C10 . 06 . np 


Method 


AAT /NAP 


Start 


13258 


End 


13527 


GI 


99729 


Score 


111 


Exons 


13258. .13527 






GI Descrip. 


hypothetical protein 2 - Arabidopsis thaliana retrotransposon 




Tal-2 (strain Kashmir) (fragment) gi 1 1345511 | emb | CAA379i9 | 




(X53975) orf 2 [Arabidopsis 


thaliana] 




Seq. No. 


5259 


Seq. ID 


OJ990922_11.9B10.C1 


Gene No. 


10961 


Strand 


+ 


Start 


1835 


End 


2477 


Name 


OJ990922 11.9B10.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


1204 


End 


2275 


GI 


none 


Score 


82 


Exons 


1204. .1311, 1205. .1312, 1330. .1401, 1490. .1552, 1891. .2130, 



5412 



1892.. 2236, 2213.. 2275 



lis? 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. ID OJ990922_11.9B10.C1 



5259 
10961 
1835 

OJ990922_11 . 9B10 . CI . o2 . np 
1835 
2792238 
1835. .2477 

(AF032697) NBS-LRR type resistance protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

2477 
AAT/NAP 
2477 
258 



5259 



10961 Strand 
1835 End 
OJ990922_11 . 9B10 . CI . ol . ts Method 
1910 End 
none Score 
1910. .1978, 1961. .2194, 2213. .2350 



Seq. ID OJ990922JL1.9B10.C1 



+ 

2477 

TBLASTX : Soybean 

2350 

67 



5260 
10962 
1 

OJ990922_11 . 9B10 . C2: ol . np 
1 

2213599 
1..265, 2425. .2450 

(AC000348) T7N9.19 [Arabidopsis thaliana] 



Seq. ID OJ990922_11.9B10.C2 



Strand 
End 

Method 

End 

Score 



+ 

2450 
AAT/NAP 
2450 
97 



5260 Seq. ID 

10962 Strand 

1 End 

OJ990922_11 . 9B10 . C2 . ol . gs Method 

83 End 

none Score 
83. .973 



OJ990922_11.9B10.C2 
+ 

2450 
GENSCAN 
973 
.89 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



5260 
10963 
5089 

OJ990922_11 . 9B10 . C2 . 62 . np 
3739 
5295951 
3739. .3954, 7187. .7223 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds. (U23857) [Oryza sativa] 



OJ990922_ 
+ 

9041 
AAT/NAP 
7223 
126 



11.9B10.C2 



Seq. No. 5260 
Gene No. 10963 
Start 5089 

Name . OJ990922_11. 9B10.C2.o3.gs 
Start 5089 
GI none 

Exons 5089.. 5385, 5806.. 5988, 6702. 

7540. .7610, 8971. .9041 



Seq. ID OJ990922_11.9B10.C2 

Strand + 

End 9041 

Method GENSCAN 

End 9041 

Score .52 

.6783, 6902.. 7017, 7394. .7518, 



Seq. No. 
Gene No. 



5260 
10963 



Seq. ID OJ990922_11;9B10.C2 
Strand + 



5413 




Start . 5089 End 9041 

Name OJ990922_11 . 9B10 . C2 . o3 . np Method AAT/NAP 

Start 5101 End 7630 

GI 1167955 Score 821 

Exons 5101. ,5382, 5800.. 5981, 6090.. 6214, 6937.. 7017, 7394.. 7630 



GI Descrip. (U43497) putative 32.7 kDa jasmonate-induced protein [Hordeum 
vulgare] gi 12465428 (AF021257) 32 kDa protein [Hordeum vulgare] 



Seq. No. 5260 Seq. ID 

Gene No. 10963 Strand 

Start 5089 End 

Name OJ990922_11 . 9B10 . C2 . ol . gp Method 

Start 7049 End 

GI. 3760120 Score 

Exons 7049.. 7204 

GI Descrip. 20255/emb | Z11920 | OSHSP82A 1.0e-17 O.sativa gene for heat shock 
protein 82 HSP82 



OJ990922_11.9B10.C2 
+ 

9041 
AAT/GAP 
7204 
172 



Seq. No. 5260 Seq. ID 

Gene No. 10964 Strand 

Start 2239 End 

Name OJ990922_11 . 9B10 . C2 . o2 . gs Method 

Start 2239 End 

GI none Score 

Exons 2239.. 2338, 2514.. 2630, 2726.. 2808 



OJ990922_11.9B10.C2 

2808 
GEN SCAN 
2808 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5260 

10965 

5094 

OJ990922_11 . 9B10 . C2 . o2 . tm 

5094 

none 

5094.. 5381, 5107.. 5382, 5258. 
5800.. 5988, 6099.. 6134, 6100. 
7409. 



*Seq. ID OJ990922_11. 9B10.C2 
Strand 
End 

Method 

End 

Score 
.5383, 5261 
.6135, 6925 



7684 

TBLASTX: Maize 

7684 

284 

5386, 5796, 
7020, 6958, 



.5981, 
.7101, 



.7444, 7463. .7492, 7499. .7570, 7580. .7684 



Seq. No. 5260 Seq. ID 

Gene No. 10965 Strand 

Start 5094 End 

Name OJ990922_11 . 9B10 . C2 . ol . tm Method 

Start 6597 End 

GI none Score 

Exons 6597.. 6881, 6603.. 6869 



OJ990922_11.9B10.C2 
7684/ 

TBLASTX: Maize 

6881 

178 



Seq. No. 


5260 








Seq. ID 


OJ990922_11.9B10 


.C2 


Gene No. 


10965 








Strand 






Start 


5094 








End 


7684 




Name 


OJ990922 11. 


9B10 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6600 








End 


6887 




GI 


none 








Score 


53 




Exons 


6600. .6725, 


6607 


. .6705, 


6726. 


.6872, 6726..6887 




Seq. No. 


5261 








Seq. ID 


OJ990922_11.9B10 


.C3 


Gene No. 


10966 








Strand 


+ 




Start 


12304 








End 


13826 




Name 


OJ990922 11. 


9B10 


.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


12243 






End 


12447 





5414 



GI 

Exons 



3106669 
12243. .12447 



Score 



401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

•'■ Gene No. 

£3 Start 

_j Name 

U Start 

.Exons 
U GI Descrip. 

Seq. No. 

Gene No.." 

Start 

Name 

Start 

GI 

Exons 



5261 

10966 

12304 

OJ990922_11.9B10.C3.o4.gs 

12304 

none 



Seq. ID OJ990922_11.9B10.C3 

Strand + 

End 13826 

Method GENSCAN 

End 13695 

Score . 99 



12304. .12590, 12809 .. 13004 , 13108 .. 13308 , 13456.. 13695 



5261 Seq. ID 

10966 Strand 

12304 End 

OJ990922_11 . 9B10 . C3 . o3 . np Method 

12310 End 

1167955 Score 



OJ990922_11.9B10.C3 
+ 

13826 
AAT/NAP 
13692 
925 



12310. .12590, 12809. .12991, 13104 .. 13308 , 13456. .13692 
(U43497) putative 32.7 kDa jasmonate-induced protein [Hordeum 
vulgare] gi|2465428 (AF021257) 32 kDa protein [Hordeum vulgare] 



5261 Seq. ID 

10966 Strand 

12304 End 

OJ990922_11 . 9B10 . C3 . o2 . gp Method 

12941 End 

3766767 Score 



OJ990922_11.9B10.C3 
+ 

13826 
AAT/GAP 
13826 
1179 



12941. .13004, 13109. .13308, 13456. .13826 

1167955 3.0e-48 (U43497) putative 32.7 kDa jasmonate-induced 
protein [Hordeum vulgare] >gi_2465428 (AF021257) 32 kDa protein 
[Hordeum vulgare] 



5261 Seq. ID 

10967 Strand 

652 End 

OJ990922JL1 . 9B10 . C3-. ol . np Method 

630 End 

6172381 Score 

630.. 2484, 2972.. 3258, 3549.. 4919, 4950 

(AB026839) Pi-b protein [Oryza sativaj 



OJ990922_11.9B10.C3 

5124 
AAT/NAP 
5124 
859 
5124 



5261 Seq. ID 

10967 Strand 

652 End 

OJ990922_1 1 . 9B10 . C3 . ol . gs Method 

652 End 

none Score 

652.. 2517, 2928.. 3041, 4045. .5124 



OJ990922_11.9B10.C3 

5124 
GENSCAN 
5124 
.62 



Seq. No. 5261 

Gene No. 10968' 

Start 5552 

Name OJ990922_1 1 . 9B10 . C3 . o2 . np 

Start 5552 

GI 82520 

Exons '5552.. 5950 

GI Descrip. hypothetical 16K protein (rbcL-psal intergenic region) - rice 



Seq. ID OJ990922_11.9B10.C3 
Strand 

5950 
AAT/NAP 
5950 
529 



End 

Method 

End 

Score 



5415 



chloroplast gi | 11994 | emb | CAA34006 | (X15901) ORF133 [Oryza 
sativa] gi ! 226615 | prf | | 1603356AM ORF 133 [Oryza sativa] 



Seq. No. 5261 

Gene No. 10969 

Start 15116 

Name OJ990922_11 . 9B10 . C3 . ol . ts 

Start 856 

GI none 

Exons 856.. 1182, 1597.. 1779, 1864, 
2341. .2490 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_11.9B10.C3 
15636 

TBLASTX : Soybean 

2490 

101 



.1908, 1942.. 2157, 2170.. 2331, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990922_11.9B10.C3 
Strand 
End 

Method 
End 
Score 

1975. .2169, 2008. .2148, 2012. .2155, 2179. .2313, 2389. .2466 



5261 

10969 

15116 

OJ990922_11 . 9B10 . C3 . o2 . tm 

1975 

none 



15636 

TBLASTX: Maize 

2466 

65 



Seq. No. 5261 
Gene No. 10969 
Start 15116 

Name ■ OJ990922_11 . 9B10 ,C3 . ol . tm 

Start 12313 
GI none 
Exons 12313. 

12807. 

13167. 

13456. 



,12591, 12315, 

,12992, 12807. 

13325, 13168. 

,13506, 13525. 



,12590, 
,12992, 
,13302, 
,13554, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12806. .12991, 
13072. .13149, 



OJ990922 11.9B10.C3 



15636 

TBLASTX: Maize 
13689 
292 

12806 
13107 



13249. .13317, 13360. 
13558. .13578, 13642. 



12991, 
13148, 
13'386, 
13689 



j~ Seq. No. 

y Gene No. 

s Start 

!3 Name 

i.l Start 

_ Exons 



5261 

10969 

15116 

OJ990922_11 . 9B10 . C3 . o5 . gs 

15116 

none 



Seq. ID OJ990922_11. 9B10.C3 
Strand 

End 15636 

Method GEN SCAN 

End 15636 

Score .8 



15116. .15212, 15475. .15564, 15629.. 15636 



Seq. No. '5262 . ' Seq. ID 

Gene No. 10970 Strand 

Start 760 End 

Name OJ990922_11 . 9B10 . C4 . ol . gs Method 

Start 760 End 

GI none Score 

Exons 760.. 948, 1035.. 1172 



OJ990922_11.9B10.C4 
+ 

1172 
GENSCAN 
1172 
.73 



Seq. No. 5262 Seq. ID 

Gene No. 10971 Strand 

Start 2501 End 

Name OJ990922_11 . 9B10.C4 .o3.np Method 

Start 2501 End 

GI 6434453 Score 

Exons 2501.. 2578, 9190.. 9620, 11790 .. 11835, 
GI Descrip. 



OJ990922_11.9B10.C4 
+ 

16417 
AAT/NAP 
16417 
69 

16338. .16417 



(AL132896) predicted using Genefinder; preliminary prediction 
[Caenorhabditis elegans] 



5416 



Seq. No. 5262 
Gene No. 10971 
Start 2501 

Name OJ990922_11 . 9B10 . C4 . o3 . gs 

Start 6528 
GI none 

Exons 6528.-6636, 7093.. 7220, 8610.. 8901, 8942.. 9735, 10501 10743, 

11432. .11445, 11586. .11821, 12374 .. 12415, 12451 .. 12903, 
12926.. 13704 



Seq. ID OJ990922_11.9B10.C4 

Strand + 

End 16417 

Method GENSCAN 

End 13704 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5262 

10972 

32883 

OJ990922_11 . 9B10 . C4 . o4 . np 

32883 

2582800 



Seq. ID OJ990922_11.9B10.C4 

Strand + 

End 39172 

Method AAT/NAP 

End 37231 

Score 4 62 



32883. .33362, 35111 35207 , 35268 .. 35338 , 36353 .. 36526, 
36881. .37231 

(Y11607) protein phosphatase 2C [Medicago sativa] 



Seq. No. 

Gene No. 

Start 

Name 
l, t Start 
W GI 
i|n Exons 

!'y 
Q 



5262 

10972 

32883 

OJ990922J.1 . 9B10 . C4 . o7 . gs 

34746 

none 



Seq. ID OJ990922_11.9B10.C4 

Strand + 

End 39172 

Method GENSCAN 

End 39172 

Score .48 



34746.-34868, 35111 .. 35338 , 36353.-36526, 36799 .. 37062, 
37070. .37234, 37355.-37395, 38968.. 39172 



Seq. No. 


5262 




Seq. ID 


OJ990922 


Gene No. 


10973 




Strand 




Start 


1731 




End 


6317 


Name 


OJ990922 11. 


9B10.C4 .o2.gs 


Method 


GENSCAN 


Start 


1731 




End 


6317 


GI 


none 




Score 


.66 


Exons 


1731. .2003, 


2073. .2395, 2476. 


.2706, 2968.. 3341, 




5138. .5647, 


6284. .6317 






Seq. No. 


5262 




Seq. ID 


OJ990922 


Gene No. 


10973 




Strand 




Start 


1731 




End 


6317 


Name 


OJ990922 11. 


9B10. C4 .o2.np 


Method 


AAT/NAP 


Start 


1951 




End 


5273 


GI 


6721512 




Score 


57 


Exons 


1951. .1973, 


3235.-3347, 5217. 


.5273 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5262 




Seq. ID 


OJ990922 


Gene No. 


10974 




Strand 




Start 


26907 




End 


27371 


Name 


OJ990922 11. 


9B10.C4 .o5.gs 


Method 


GENSCAN 


Start 


26907 


End 


27371 


GI 


none 




Score 


.59 


Exons 


26907. .27017 


, 27249.. 27371 






Seq. No. 


5262 




Seq. ID 


OJ990922 


Gene No. 


10975 




Strand 





5417 



si 



Start 


28634 


End 


33175 




Name 


OJ990922 11.9B10.C4.o6.gs 


Method 


GENSCAN 




Start 


28634 


End 


33175 




GI 


none 


Score 


.69 




Exons 


28634. .28921, 30751. .31017, 


32810. .33175 




Seq. No. 


5262 


Seq. ID 


OJ990922_11.9B10. 


C4 


Gene No. 


10976 


Strand 






Start 


35111 


End 


37228 




Name 


OJ990922 11 . 9B10.C4 .ol. tm 


Method 


TBLASTX: Maize 




Start 


35111 


End 


37228 




GI 


none 


Score 


75 




Exons 


35111. .35182, 36361. .36438, 


36383. .36454, 364 45 36504 , 






36446.-36523, 36908 .. 36997 , 


36913. .36996, 37007 37084 , 






37045. .37077, 37148 .. 37228 , 


37190. .37228 




Seq. No. 


5263 


Seq. ID 


OJ990922_11.9B10. 


C5 


Gene No. 


10977 


Strand 


+ 




Start 


2261 


End 


2752 




Name 


OJ990922 11.9B10.C5.o2.np 


Method 


AAT/NAP 




Start 


2261 


End 


2752 




GI 


6056421 


Score 


243 




Exons 


2261. .2752 








GI Descrip. 


(AC009525) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


5263 


Seq. ID 


OJ990922_11. 9B10. 


C5 


Gene No. 


10978 


Strand 


+ 




Start 


12796 


End 


15463 




Name 


OJ990922 11.9B10.C5.o4.np 


Method 


AAT/NAP 




Start 


12796 


End 


154 63 




GI 


6721516 


Score 


412 




Exons 


12796. .12828, 14719 .. 14960, 


15371. .15463 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5263 


Seq. ID 


OJ990922_11.9B10. 


C5 


Gene No. 


10979 


Strand 






Start 


1 


End 


15050 




Name 


OJ990922 11.9B10.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


458 




GI 


5123941 


Score . 


222 - 




Exons 


1..458 








GI Descrip. 


(AL079349) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


5263 


Seq. ID 


OJ990922JL1.9B10. 


C5 


Gene No. 


10979 


Strand 






Start 


1 


End 


15050 




Name 


OJ990922 11.9B10.C5.ol.gs 


Method 


GENSCAN 




Start 


31 


End 


15050 




GI 


none 


Score 


.46 




Exons 


31. .402, 2255. .2787, 4796.. 


4911, 5300.. 


5393, 6245.. 6272, 





6963. .7104, 7192. .7265, 7915. .8068, 8172. .8317, 8401. .8454, 
8S76..8662, 10360 .. 104 64 , 12218 12288 , 12399 .. 12658 , 
13386. .13497, 14258 14501, 14918. .15050 



Seq. No. 
Gene No. 
Start 



5263 

10979 

1 



Seq. ID 

Strand 

End 



OJ990922 11.9B10.C5 



-15050 



5418 



Name 


OJ990922 11 


.9B10. 


C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


132 








End 


354 


GI 


none 








Score 


126 


Exons 


132. .197, 222. .344, 223 


.354 






Seq. No. 


5263 








Seq. ID 


OJ990922_11.9B10.C5 


Clcma Mrs 


10979 








J LI CL11U 




Start 










End 


15050 


Name 


OJ990922 11 


. 9B10 . 


C5 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


2327 








End 


2689 


GI 


none 








Score 


91 


Exons 


2327 242S 


2426 


2689 








Seq. No. 










Seq. ID 


OJ990922_11.9B10.C5 




1 0Q7Q 

X U -7 / Z7 








Strand 




Start 










End 


15050 


Name 


O.TQQDQ99 1 1 

UU J Jet, XX 


QR1 0 




ts 


Method 


TBLASTX : Soybean 


Start 


2338 








End 


2689 


GI 


none 








Score 


116 


Exons 


2338 2400 


2339 . 


.2425, 


2435. 


.2689, 2539.. 2685 


Seq. No. 


.J V «J 








Seq. ID 


OJ990922_11.9B10.C5 


CI 1 1 IN w . 


1 0Q7 9 








Strand 




Start 


1 

X 








End 


15050" 


Name 


UU^^U^ll XX 


QR1 0 




tm 


Method 


TBLASTX: Maize 


Start 


934 ? ~~ 








End 


2503 


GI 


none 








Score 


70 


Exons 


2342. .2392, 


2347. 


.2391, 


2383. 


.2496, 2384. .2497, 2456. .2503 


Seq. No. 


5263 








Seq. ID 


OJ990922_11.9B10.C5 


Gene No. 


10979 








Strand 




Start 


1 








End 


15050 


Name 


OJ990922 11 


.9B10. 


C5.o3. 


np 


Method 


AAT/NAP 


Start 


4875 








End 


13251 


GI 


6048964 








Score 


535 


Exons 


4875. .4911, 


5300. 


.5393, 


6245. 


.6323, 6963.. 7104, 7192.. 7265, 




7373. .7444, 


7691. 


.7828, 


7915. 


.7972, 12399. .12542, 13230.. 13251 



GI Descrip. (AF103798) unknown [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5263 

10979 

1 

OJ990922_11 . 9B10 .C5.ol.ts 

5215 

none 

5215.. 5394, 5297.. 5395, 6246. 
6963.. 7103, 6976.. 7107, 6979. 
7371. .7445, 7373.-7447, 7691. 

5263 

10979 

1 

OJ990922_11.9B10.C5.ol.tw 

6975 

none 

6975.. 7103, 6976.. 7107, 6979. 
7192. .7266, 7196. .7270, 7356. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990922 li;9B10.C5 



15050 

TBLASTX : Soybean 
7804 
112 

6329, 6250.. 6324, 6281.. 6325, 
7101, 7188. .7265, 7189. .7272, 
7804, 7692. .7778 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990922 11.9B10.C5 



15050 

TBLASTX: Wheat 
7831 
189 

7104, 7175. .7264, 7188. 
7445, 7373. .7465, 7376. 



.7265, 
,7447, 



5419 



7670.. 7831, 7692. .'7829, 7696. .7830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5263 

10979 

1 

OJ990922_11. 

6996 

none 

6996. .7037, 
7038. .7103, 
'7193. .7270, 
7686. .7829, 
7912. .8064, 
8171. .8311, 



9B10.C5.ol.tm 



6997. 
7064. 
7356. 
7691. 
7913. 
8191. 



,7038, 7018. 

,7105, 7175. 

,7445, 7372. 

,7831, 7692. 

,8062, 7915. 

,8334, 8398. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7104, 7037 
.7261, 7188 
.7446, 7373 
.7829, 7693 
.8067, 8167 
.8457, 8399 



OJ990922 11.9B10.C5 



15050 

TBLASTX: Maize 
8457 
65 

7129, 7038.. 7130, 
7265, 7192.. 7266, 
7447, 7373. .7447, 
7845, 7705. .7875, 
8301, 8171.. 8302, 
8455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5264 Seq. ID 

10980 Strand 

57 End 

OJ990922_11. 9B10.C6.ol.gs Method 

57 End 

none Score 



OJ990922_11.9B10.C6 
+ 

1736 
GEN SCAN 
1736 
.68 



57. .216, 748. .874, 961. .1059, 1197. .1325, 1407. .1543, 1582. .1736 



Seq. No. 

'!f Gene No. 

! i n Start 

fjj Name 

p Start 

■J GI 

Z Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5264 

10981 

7818 

OJ990922_11.9B10.C6.o3.gs 

7818 

none 



Seq; ID OJ990922_11 . 9B10 . C6 

Strand + 

End 12567 

Method GENSCAN 

End 12567 

Score . 92 



7818. .7887, 8645. .9711, 10912 .. 11200, 11522 11766, 
12039. .12196, 12348. .12567 



5264 Seq. ID 

10981 Strand 

7818 End 

OJ990922_11. 9B10.C6.o2.gp Method 

11522 End 

2309676 Score 
11522.. 11700 



OJ990922_11. 9B10.C6 
+ 

12567 
AAT/GAP 
11700 
308 



Seq. No. _ 5264 Seq. ID 

Gene No. 10982 r Strand 

Start 15407 End 

Name OJ990922_11. 9B10 . C6 . o3 . gp Method 

Start 15407 End 

GI none Score 

Exons 15407. .15696 



OJ990922_11. 9B10.C6 
+ ' 

15696 
AAT/GAP 
15696 
559 



Seq. No. 5264 Seq. ID 

Gene No. 10983 Strand 

Start 1 End 17105 

Name OJ990922_11 . 9B10 . C6 . ol . np Method AAT/NAP 

Start 1 End 1-7105 

GI 3450883 Score 70 

Exons 1. .48,- 939. .1001, 1883. .1969, 7757. .7959, 13635 
17008.. 17105 

GI Descrip. (AF083334) fibroin [Antheraea pernyi] 



OJ990922 11.9B10.C6 



,13821, 



5420 



Seq. No. 5264 Seq. ID 

Gene No. 10983 Strand 

Start 1 End 

Name OJ990922_1 1 . 9B10 . C6 . o2 . gs Method 

Start 24 64 End 

GI none Score 

Exons 2464.. 2592, 2929.. 3065, 3776.. 3830 



OJ990922_11.9B10.C6 

17105 
GENSCAN 
3830 
.87 



Seq. No. 5264 Seq. ID OJ990922JL1 . 9B10 . C6 

Gene No. 10983 Strand 

Start 1 End 17105 

Name OJ990922_11 . 9B10 . C6 . ol . gp Method AAT/GAP 

Start 2691 End 3184 

GI 576771 Score 776 

Exons 2691.. 2902, 2929.. 3184 

GI Descrip. 576771/gb I U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 f -end sequence 



Seq. No. 

Gene No. 

Start 
. Ia Name 
u Start 
U GI 
Cfl Exons 

fli 

C3 

LJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 



5264 

10983 

1 

OJ990922_11 

8700 

none 

8700. .8768, 
8864. .9028, 
9020. .9142, 
9257. .9706, 
10899. .11105 
11127. .11195 
12036. .12197 
12346. .12561 



OJ990922 11.9B10.C6 



9B10.C6.ol. tm 



17105 

TBLASTX: Maize 

12561 

81 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

8736. .8858, 8739.. 8858, 8750.. 8860, 8753.. 8866, 
8880. .9011, 8900. .9016, 8945. .9019, 8974. .9147, 
9183.. 9224, 9186.. 9230, 9209.. 9301, 9245.. 9289, 
9276.. 9701, 9309.. 9710, 9310.. 9711, 9316.. 9705, 
, 10909. .11106, 10909. .11106, 11125 .. 11196, 
, 11520. .11762, 11521. .11769, 11522 .. 117 64 , 
, 12037. .12198, 12037. .12198, 1234 5 .. 12560, 



5264 

10983 

1 

OJ990922_11.9B10.C6.ol.ts 
9239 
-''none 



Seq. ID OJ990922_11.9B10.C6 
Strand 

End 17105 

Method TBLASTX : Soybean 

End 11625 

Score 273 



9239.. 9280, 9296.. 9622, 9310.. 9627, 9319.. 9633, 9333.. 9632, 
10870. .11115, 10909. .11109, 10911 .. 11114 , 11110 .. 11196, . 
11127. .11195, 11520. .11621, 11521 . .11625 



Seq. No. 


5265 






Seq. ID 


OJ990922 


Gene No. 


10984 






Strand 


+ 


Start 


196 






End 


5869 


Name 


OJ990922 


11.9B10.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


196 






End 


2103 


GI 


none 






Score 


1163 


Exons 


196. .325, 


1606. .2103 








Seq. No. 


5265 






Seq. ID 


OJ990922 


Gene No. 


10984 






Strand 


+ 


Start 


196 






End 


5869 


Name 


OJ990922 


ll.9B10.C7.ol. 


gs 


Method 


GENSCAN 


Start 


265 






End 


5607 



5421 



GI 

Exons 



none Score . 98 

265.-463, 1606. .2444, 3105. .3402, 4613. .4857, 5068. .5225, 

5379. .5607 



Seq. No. 5265 Seq. ID 

Gene No. 10984 Strand 

Start 196 End 

Name OJ990922_11 . 9B10 . C7 . o2 . gp Method 

Start 2334 End 

GI none Score 

Exons 2334..2444, 3105.. 3403, 4613.. 4704 



OJ990922_11.9B10.C7 
+ 

5869 
AAT/GAP 
4704 
949 



Seq. No. 5265 Seq. ID OJ990922 

Gene No. 10984 Strand + 

Start 196 End 5869 

Name OJ990922_11 . 9B10 . C7 . o3 . gp Method AAT/GAP 

Start 4735 End 5432 

GI 25279JL.R1084 Score 570 

Exons 4735.. 4857, 5068.. 5225, 5379.-5432 

GI Descrip. 1 6015437/dbj | AB008112 . 1 | AB008112 
complete cds 1 



11. 9B10.C7 



3.0e-ll Homo sapiens PEX1 mRNA, 



i y 



hi 

ru 

IS 



■ l St 



Seq. No. 5265 

Gene No. 10984 

Start 196 

Name OJ990922_11 . 9B10 . C7 . o4 . gp 

Start 5449 

GI none 

Exons 5449. .5869 ■ 

Seq. No. 5265 
Gene No. 10985 
Start 6873 

Name OJ990 922_11 . 9B10 . C7 . ol . tm 

Start 1611 
GI none 

Exons 1611.. 1664, 1724.. 1768, 1787. 

1840.. 1974, 2009.. 2434, 2055. 
3104.. 3298, 3105.. 3302, 3106. 
3312.. 3407, 4611.. 4856, 4612. 
5066. .5227, 5376.. 5594, 5377. 



Seq. ID OJ990922_11.9B10.C7 

Strand + 

End 5869 

Method AAT/GAP 

End 5869 

Score 811 



Seq. ID OJ990922_11.9B10.C7 

Strand „ - 

End 10975 

Method TBLASTX : Maize 

End 5594 

Score 57 

.1813, 1838. .1957, 1839. .1973, 
.2444, 2055. .2426, 2069. .2443, 
.3303, 3308.. 3400, 3311.. 3406, 
.4860, 5056.. 5226, 5063. -.5236, 
.5448, 5515. .5583 



Seq. No. 5265 Seq. ID 

Gene No. 10985 Strand 

Start 6873 End 

Name OJ990922_11 . 9B10 . C7 . o3 . ts Method 

Start 1924 End 

GI none Score 
Exons 



OJ990922_11. 9B10.C7 
10975 

TBLASTX : Soybean 

4716 

313 



1924.. 1962, 2055.. 2366, 2055.. 2360, 2069.. 2365, 3104.. 3259, 
3105. .3407, 3217. .3408, 3320. .3406, 4611. .4712, 4612. .4716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5265 

10985 

6873 

OJ990922 

6873 

2796679 



11.9B10.C7.o5.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_11.9B10.C7 

10975 
AAT/GAP 
7122 
447 



5422 



Exons 



6873. .7122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5265 



Seq. ID OJ990922 11.9B10.C7 



10985 * Strand 

6873 " End 10975 

OJ990922JL1 . 9B10 . C7 . ol . np Method AAT/NAP 

6931 End 10975 

4581108 Score 1289 
6931.. 8991, 10703. .10975 

(AC005825) putative chloroplast outer membrane protein 
[Arabidopsis thaliana] 





Seq. No. 


5265 








Seq. ID 


OJ990922_11.9B10.C7 




Gene No. 


10985 








Strand 






Start 


6873 








End 


10975 




Name 


OJ990922 11, 


.9B10. 


,C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6955 








End 


7668 




GI 


none 








Score 


230 




Exons 


6955. .7668, 


6968. 


.7435, 


7084. 


.7653, 7502. .7660 




Seq. No. 


5265 








Seq. ID 


OJ990922_11.9B10.C7 




Gene No. 


10985 








Strand 






Start 


6873 








End 


10975 




Name 


OJ990922 11, 


,9B10. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


y 


Start 


6985 








End 


8988 


us 


GI 


none 








Score 


74 


!Mf 


Exons 


6985. .7671, 


6986. 


, .7114, 


7193. 


.7411, 7589. .7654, 7675. .7779, 






7822. .7995, 


8110. 


.8751, 


8129. 


.8269, 8185.. 8661, 8594.. 8812, 


Q 

I j 




8803. .8988, 


8870. 


.8968 








. ?i 


Seq. No. 


5265 








Seq. ID 


OJ990922_11.9B10.C7 


fy 


Gene No. 


10985 








Strand 






Start 


6873 








End 


10975 


i; 


Name 


OJ990922 11, 


.9B10. 


C7.o5. 


ts 


Method 


TBLASTX : Soybean 


:»* 

i. -J 


Start 


7675 








End 


7998 


VI 


GI 


none 








Score 


48 




Exons 


7675. .7746, 


7680. 


.7832, 


7780. 


.7998, 7820. .7960 




Seq. No. 


5265 








Seq. ID 


OJ990922_11.9B10.C7 


'.J 


Gene No. . 


10985 








Strand 




Q 


Start 


6873 








End 


10975 




Name 


OJ990922 11. 


,9B10. 


C7.o6. 


gp 


Method 


AAT/GAP 




Start 


7921 








End 


8444 




GI 


uC-osflcypl44f09bl 




Score 


1006 




Exons 


7921. .8444 













GI Descrip. ' 458 1108/gb | AAD24598 . 1 | AC005825_5 1.0e-24 (AC005825) putative 
chloroplast outer membrane protein 86, also very similar to 
GTP-inding protein from pea (GB:L36857) [Arabidopsis thaliana]' 



Seq. No. 5265 Seq., ID 

Gene No. 10985 Strand 

Start " 6873 End 

Name OJ990922_11 . 9B10 . C7 . o2 . ts Method 

Start 8107 End 

GI none Score 
Exons 



OJ990922_11.9B10.C7 
10975 

TBLASTX: Soybean 

8541 

112 



1107. .8541, 8117. .8344, 8185. .8520, 8384. .8539 



5423 




Seq. No. 


5265 








Seq. ID 


OJ990922_11.9B10.C7 












Strand 




Start 


6873 








End 


10975 


Name 


OJ990922 11. 


. 9B10 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8239 








End 


9063 


GI 


none 








Score 


80 


Exons 


8239. .8283, 


8263 


. .8841, 


8711. 


.8812, 8890.. 9063, 8909.. 8968 


Seq. No. 


5265 








Seq. ID 


OJ990922_11.9B10.C7 












Strand 




Start 


6873 








End 


10975 


Name 


OJ990922 11. 


. 9B10 


.C7.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


8593 








End 


8988 


GI 


none 








Score 


80 


Exons 


8593. .8871, 


8684 


. .8806, 


8875. 


.8988, 8897. .8968 


Seq. No. 


5266 










OJ990312 09 9B12 C2 


UCllC Li U » 


1 0986 








Strand 




Start 


433 








End 


485 


Name 


OJ990312 09. 


. 9B12 


.C2.ol. 


gs 


Mpfhnd 




Start 


433 








FnH 


*i O *J 


GI 


none 








O ^ vj i- C 


67 


Exons 


433. .485 












Seq. No. 


5267 








i_> \^ . 1 lJ 


OJ990312 09 9B12 C3 




J. U .70 / 








Strand 


+ ~ 


Start 


38 








End 


119 


Name 


OJ990312 09. 


.9B12 


.C3.ol. 


gs 






Start 


38 












GI 


none 








Q r~< r\ v~ ci 


• Z* Z* 


Exons 


38. .119 












Seq. No. 


5268 








OCI^. 1 L/ 


UU J^U Jit. \J Z* • _701^>a^<J 




10988 








Strand 




Start 


33 








End 


545 


Name 


OJ990312 09. 


. 9B12 


.C5.ol. 


gs 


Method 


GENSCAN 


Start 


33 








End 


545 


GI 


none 








Score 


.63 


Exons 


33. .545 












Seq. No. 


5269 








Seq. • ID 


OJ990312_09.9B12.C6 




10989 

X VJ ZJ O Zt 








Strand 


+ 


Start 


1067 








End 


1177 


Name 


OJ990312 09. 


,9B12 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


1067 








End 


1177 


GI 


none 








Score 


.85 


Exons 


1067. .1177 












Seq. No. 


5269 








Seq. ID 


OJ990312_09.9B12.C6 


Gene No. 


10990 








Strand 




Start 


2296 








End 


. 2843 


Name 


OJ990312 09. 


,9B12 


.C6.o2. 


gs 


Method 


■GENSCAN 


Start 


2296 








End 


2843 


GI 


none 








Score 


.6 


Exons 


2296. .2436, 


2811 


. .2843 









Seq. No. 5270 Seq. ( ID OJ990312_09 . 9B12 . C8 



5424 



Gene No. 


10991 


Strand 


+ 


Start 


1 


End 


2384 


Lvalue 


OJ990312 09 9B12 C8 ol nD 


Method 


AAT/NAP 


Start 


1 


End 


2381 


GI 


4432860 


Score 


1294 


Exons 


1..54, 600. .791, 849. .2381 






GI Descrip. 


(AC006300) putative glucose 


regulated 


repressor protein 




[Arabidopsis thaliana] 






Seq. No. 


5270 


Seq. ID 


OJ990312_09.9B12.C8 


Gene No. 


10991 


Strand 


+ 


Start 


1 


End 


2384 




Ol7990312 09 9B12 C8 ol cm 


Mpt" hnd 


AAT/GAP 


Start 


284 


End 


548 


GI 


LIB3475-007-P1-K1-H1 


Score 


296 


Exons 


284. .333, 415. .548 






GI Descrip. 


, 2632254/emb|CAA73068 | l.Oe- 


17 (Y12465 


) serine/threonine k 




[Sorghum bicolor] 1 






Seq. No. 


5270 


Seq. ID 


OJ990312_09.9B12.C8 


bene ino . 


1 U y z? 1 


Of ran H 


i 


Start 


1 


End 


2384 


Name 


OJ990312 09.9B12.C8.ol.gs 


Method 


GENSCAN 


Start 


432 


End 


2384 


GI;.>% 


none 


Score 


.75 


Exons 


432. .2384 






Seq. No. 


5270 


Seq. ID 


OJ990312_09.9B12.C8 


bene ino . 


i HQQ9 


OLlailU 


4. 


Start 


5303 


End 


5782 


Name 


OJ990312 09.9B12.C8.o3.gp 


Method 


AAT/GAP 


Start 


5303 


End 


5782 


GI 


none 


Score 


879 


Exons 


5303. .5782 






Seq. No. 


5270 


Seq. ID 


OJ990312_09.9B12.C8 


Gene No. 


10993 


Strand 




Start 


1963 


End 


3174 


LNCLiUC? 


OJ990312 09.9B12.C8.o2.gp 


Method 


AAT/GAP 


Start 


1963 . 


End 


3174 


GI 


15630 1.R1084 


Score 


2317 


Exons 


1963. .3174 






GI Descrip. 


'4432860/gb|AAD20708 | 9.0e-28 (AC006300) putative 




glucose-induced repressor protein [Arabidopsis thaliana] ' 


Seq. No. 


5270 


Seq. ID 


OJ990312_09.9B12.C8 


Gene No. 


10994 


Strand 




Start 


3403 


End 


8349 


Name 


OJ990312 09.9B12.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


612 


End 


3160 


GI 


none 


Score 


89 


Exons 


612. .662, 864. .1268, 914. .1264, 957. .1019, 978. .1175, 978. 




981. .1211, 996. .1238, 999. .1163, 1017. 


.1169, 1058. .1276, 




1059. .1319, 1086. .1310, 1092 


..1304, 1095. .1232, 1101. .1208, 




1119., 1238, 1182. .1286, 1268 


..1822, 1269. .1793, 1443. .1727, 




1482. .1679, 1494. .1916, 1497 


..1619, 1737.. 1946, 1796.. 2323, 




17.97.. 2315, 1797.. 2366, 1809 


..1964, 1812. .1970, 1815. .1949, 



5425 







1943. .2323, 


2031. 


.2162, 


2055. 


.2162, 2-166.. 2348, 


2315. .2380, 






2316. .2384, 


2323. 


.2391, 


2341. 


.2400, 24 


09. .2453, 


2418. .2459, 






2422. .2460, 


2422. 


.2466, 


2493. 


.2588, 2545. .2628, 


2553. .2642, 






2554. .2643, 


2554. 


.2643, 


2652. 


.2681, 2653..2682, 


3039. .3158, 






3045. .3131, 


3056. 


.3160 












Seq. No. 


5270 








Seq. ID 


OJ990312 


_09.9B12.C8 




Gene No. 


10994 








Strand 








Start 


3403 








End 


8349 






Name - 


OJ9903i2 09 


. 9B12. 


C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


615 








End 


2312 






GI 


none 








Score 


96 








615. .749, 864. .1250, 869. .1249, 966. .1073, 975. 


. 1133, 






1014. .1211, 


1023. 


.1169, 


1035. 


.1136, 1059. .1319, 


1092. .1277, 






1101. .1208, 


1170. 


.1310, 


1212. 


.1310, 1251. .1673, 


1265. . 1573, 






1347. .1595, 


1476. 


.1712, 


1488. 


.1727, 1509. .1652, 


1656. .2312, 






1676. .2299, 


1809. 


.1871, 


1809. 


.1946, 1812. .1973, 


1854. .1943, 






901 0 91 69 


2058. 


.2153 












Seq. No. 


5270 








Seq. ID 


OJ990312 


_09.9B12.C8 




Gene No. 


10994 








Strand 








Start 


3403 








End 


8349 






Matrix 


OJ990312 09 


.9B12. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


975 . 








End 


2255 






GI 


none 








Score 


91 




Tl 


Exons 


975.. 1175, 


981. .1967, 992. .1966, 1056. 


.1334, 1173. .1343, 


. 1 S 




1 ft 1 9 1 Q7 ? 


1977. 


.2045, 


2049. 


.2156, 2055. .2162, 


2055. .2162, 


: : e 




2058. .2255 














:= : 


Seq. No. 


5270 








Seq. ID 


OJ990312 


_09.9B12.C8 


. Li 




10994 








Strand 






t 3 


Start 


3403 








End 


8349 






Name 


OJ990312 09 


. 9B12. 


C8.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1280 








End 


1943 






GI 


none 








Score 


315 




: =f 

1 


Exons 


1280. .1507, 


1284. 


.1502, 


1291. 


.1503, 1292.. 1507, 


1854. .1943 




Seq. No. 


5270 








Seq. ID 


OJ990312 


_09. 9B12.C8 




Gene No. 


10994 








Strand 






_J 


OL.C11 L. 


3403 








End 


8349 






Name 


OJ990312 09 


."9B12. 


C8 .o2. 


gs 


Method 


GEN SCAN 






Start 


3403 








End 


8343 






GI 


none 








Score 


.81 






Exons 


3403. .3462, 


4160. 


.4213, 


6101. 


.6175, 6279.. 6335, 


6419. .6535, 






7320. .7439, 


7525. 


.7647, 


8001. 


.8047, 8081. .8090, 


8218. .8343 




Seq. No. 


5270 








Seq. ID 


OJ990312 


_09. 9B12.C8 




Gene No. 


10994 








Strand 








Start 


3403 








End 


8349 






Name 


OJ990312 09 


. 9B12. 


C8.o3. 


tm _ 


Method 


TBLASTX: 


Maize 




Start 


5773 








End 


6538 






GI 


none 








Score 


71 






Exons 


5773. .5892, 


5784. 


.5861, 


5793. 


.5921, 57 


94 . .5892, 


6096. . 6176, 






6100. .6177, 


6101. 


.'6178, 


6102. 


.6176, 6259.. 6333, 


6260. .6334, 






6277. . 6336, 


6278. 


.6337, 


6416. 


.6535, 6417.. 6536, 


6419. .6538 




Seq. No. 


5270 








Seq. ID 


OJ990312 


_09.9B12.C8 



5426 





Gene No. 


10994 






Strand 






Start 


3403 






End 


8349 




Name 


OJ990312 09.9B12. 


C8.o2. 


np 


Method 


AAT/NAP 




o cart 


5793 






End 


8343 




GI 


5051782 






Score 


542 




Exons 


5793.. 5891, 6101. 


.6175, 


6279 


..6335, 6419.. 6535, 7320.. 7436, 






7525.. 7647, 8001. 


.8090, 


8218 


. .8343 






GI Descrip. 


(AL078637 ) serine/threonine 


kinase-like protein [Arabidopsis 






thaliana] 












Seq. No. 


5270 




- 


Seq. ID 


OJ990312_09.9B12.C8 




Gene No. 


10994 






Strand 






C +- -> v-f- 

otart 


3403 






End 


8349 




Name 


OJ990312 09.9B12. 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5817 






End 


6535 




GI 


none 






Score 


88 




Exons 


5817.. 5894, 6101. 


.6178, 


6102 


..6176, 6255.. 6338, 6262.. 6327, 






6398.. 6520, 6414. 


.6530, 


6416 


. .6535 






Seq. No. 


5270 






Seq. ID 


OJ990312_09.9B12.C8 




Gene No. 


10994 






Strand 






Start 


3403 






End 


8349 




Name 


OJ990312 09.9B12. 


C8.o4. 


gp 


Method 


AAT/GAP 




OtdlL 


6275 






End 


8347 


.1 


GI 


17868 1.R1084 






Score 


1130 


: ts. 


Exons 


6275.. 6335, 6419. 


.6535, 


7320 


..7439, 7525.-7647, 8001.. 8090, 


i 5 : 




8218. .8347 










: u 


GI Descrip. 


, 2632254/emb|CAA73068 | 


l.Oe- 


17 (Y12465) 


serine/threonine kinase 


: =? 




[Sorghum bicolor] 1 








: : 
5R 


Seq. No. 


5270 






Seq. ID 


OJ990312_09.9B12.C8 


: i! 


Gene No. 


10994 






Strand 






Start 


3403 






End 


8349 




Name 


OJ990312 09.9B12. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 


: 


Start 


7323 






End 


8349 


, i 


GI 


none 






Score 


59 




Exons 


7323.. 7418, 7531. 


.7653, 


7996 


..8094, 8001. .8093, 8194. .8343, 






8221.. 8349, 8226. 


.8345. 









Q Seq. No. 5270 
Q Gene No. 10994 
Start 3403 

Name . OJ990312_09 . 9B12 . C8 . o2 . tm 

Start 7341 
GI none 

Exons 7341.. 7445, 7342.. 7440, 7524. 

7993.. 8094, 8001.. 8099, 8001. 
8214.. 8348, 8215.. 8349, 8217. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7646, 7525 
.8093, 8002 
.8345 



OJ990312 09.9B12.C8 



8349 

TBLASTX: Maize 
8349 
127 

7647, 7525. 
8094, 8194. 



,7647, 
,8343, 



Seq. No. 5270 Seq. ID 

Gene No. .10994 Strand 

Start 3403 End 

Name OJ990312_09 . 9B12 . C8 . o2 . tc Method 

Start 7992 End 

GI none Score 
Exohs 



OJ990312_09.9B12.C8 
8349 

TBLASTX: Cress 

8349 

82 



7992. .8093, 8162. .8344, 8194. .8343, 8217. .8345, 8218. .8349 



5427 



Seq. No. 5271 Seq. ID 

Gene No. 10995 Strand 

Start 8074 End 

Name OJ990312_09 . 9B12 . C9 . o3 . gp Method 

Start 8074 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 8074.. 8160 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990312_09.9B12.C9 
+ 

8160 
AAT/GAP 
8160 
122 



Seq. No. 5271 Seq. ID 

Gene No. 10996 Strand 

Start 13177 End 

Name OJ990312_09 . 9B12 . C9 . o3 . gs Method 

Start 13177 End 

GI none Score 

Exons 13177. .13316 



OJ990312_09.9B12.C9 
+ 

13316 
GENSCAN 
13316 
.95 



Seq. No. 5271 Seq. ID 

Gene No. 10997 Strand 

Start 1 End 

Name OJ990312_09 . 9B12 . C9 . ol . gp Method - 

Start 1 End 

GI 17868_1.R1084 Score 

Exons 1..24, 107. .162, 247. .321, 415. .461 

GI Descrip. 1 2632254 /emb | CAA73068 | 1.0e-17 (Y12465' 
[Sorghum bicolor] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



5271 Seq. ID 

10997 Strand 
1 End 
OJ990312J39 . 9B12 . C9 . ol . np Method 
1 End 
2632254 Score 

1..159, 238. .321, 415. .522, 781. .852, 973. .1035, 2150. .2320 
(Y12465) serine/threonine kinase [Sorghum bicolor] 



OJ990312_09.9B12.C9 

4463 
AAT/GAP 
461 
261 

i serine/threonine kinase 



OJ990312_09.9B12.C9 

4463 
AAT/NAP 
2320 
516 



5271 Seq. ID 

10997. Strand 

1 End 

OJ990312_09 . 9B12 . C9 . ol . gs Method 

109 End 

none Score 
109. .201, 247. .321, 415. .522, 781. .852, 
4131. .4302, 4426. .4463 



OJ990312_09.9B12.C9 

4463 
GENSCAN 
4463 
.53 

2150.. 2358, 3303.. 3369, 



Seq. No. 5271 Seq. ID 

Gene No. 10997 Strand 

Start 1 End 

Name OJ990312_09 . 9B12 . C9 . o2 . gp Method 

Start 792 End 

GI 2309840 Score 

Exons 792.. 852, 973.. 1035, 2150.. 2424 

GI Descrip. 2632254/emb | CAA73068 | 1.0e-17 (Y12465) 
[Sorghum bicolor] 



OJ990312_09.9B12.C9 

4463 
AAT/GAP 
2424 
693 

serine/threonine kinase 



5428 



Seq. No. 5271 Seq. ID 

Gene No. 10998 Strand 

Start 7753 End 

Name OJ990312_09 . 9B12 . C9 . ol . tm Method 

Start 102 End 

GI none Score 
Exons 



OJ990312_09.9B12.C9 
12037 

TBLASTX: Maize 

1056 

72 



102. .161, 106. .165, 106. .201, 250. .321, 260. .325, 261. .323, 
415. .519, 416. .520, 775. .852, 779. .874, 779.-853, 968. .1036, 
970.. 1056, 970.. 1038 



Seq. No. 5271 

Gene No. 10998 

Start 7753 

Name OJ990312_09 . 9B12 . C9 . ol . tc 

Start 106 

GI none 
Exons 



Seq. ID OJ990312_09.9B12.C9 



Strand 
End 

Method 

End 

Score 



12037 

TBLASTX: Cress 

2303 

66 



106. .156, 109. .156, 227. .322, 244. .321, 415. .513, 419. .502, 
778. .852, 779. .853, 970. .1038, 971. .1039, 2147. .2302, 2169. .2303 



Seq. No. 
Gene No. 
Start 
Name 
ri Start 

:!: Exons 



5271 

10998 

7753 

OJ990312_09. 9B12.C9.ol. ts 

106 
none 



Seq. ID OJ990312_09.9B12.C9 
Strand 

End 12037 

Method . TBLASTX: Soybean 

End 2302 

Score 88 



106. .156, 236. .325, 244. .321, 415. .513, 416. .517, 778. .852, 
779. .838, 970. .1038, 971. .1039, 2147. .2302, 2181. .2297 



Seq. No. 5271 

Gene No. 10998 

Start 7753 

Name OJ990312_09 . 9B12 . C9 . o2 . tm 

Start 2145 

GI none 

Exons 2145.. 2315, 2147.. 2314 



Seq. ID . OJ990312_09 . 9B12 . C9 
Strand 

End 12037 
Method TBLASTX : Mai ze 
End 2315 
Score 230 



Seq. No. 5271 

Gene No. 10998 

Start 7753 

Name OJ990312_09 . 9B12 . C9 . o2 . gs 

Start 7753 

GI none 
Exons 



Seq. ID OJ990312_09.9B12.C9 
Strand 

End 12037 

Method GENSCAN 

End 12037 

Score . 67 



7753. .7854, 8388. .8522, 8622. .8720, 9005. .9095, 9193. .9366, 
9455.. 10102, 10328. .10560, 10631 .. 10899, 11989.. 12037 



Seq. No. 5271 

Gene No. 10998 

Start 7753 

Name OJ990312_09 . 9B12 . C9 . ol . tw 

Start 10327 

GI none 

Exons 10327. .10545, 10628.. 10699 



Seq. ID OJ990312_09.9B12.C9 
Strand 

End 12037 

Method TBLASTX: Wheat 

End 10699 

Score 62 



Seq. No. 5272 

Gene No. 10999 

Start 1 

Name OJ990312_09 . 9B12 . C10 . ol . np 



Seq. ID OJ990312_09.9B12.C10 
Strand 

End 1806 

Method AAT/NAP 



5429 



i ii 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1806 
606 



4680204 
1..36, 556. .1806 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1791 



Seq, ID OJ990312_09.9B12.C10 
Strand 

1806 

TBLASTX: Wheat 
1211 
81 



End 

Method 

End 

Score 



,1210, 1077.. 1211 



5272 
10999 
1 

OJ990312_09.9B12.C10.ol.gs 
568 
none 

568.. 786, 1082.. 1390, 1432. 

5272 
10999 
1 

OJ990312_09.9B12.C10.ol.tw 
910 
none 

910.. 1203, 991.. 1173, 1070. 

5273 
11000 

67 '</ 
OJ990312_09.9B12.Cll.ol.gs 
67 

none 
67. .198 

5273 
11001 
1237 

OJ990312_09 . 9B12 . Cll . o2 . gs 
1237 
none 

1237. .1309, 1382. .2839, 2854. 
7698. .7753, 7911. .7965 

5273 
11001 . 
1237 

OJ990312_09. 9B12.Cll.ol.np 

1258 
4680203 

1258. .2235, 2512. .2742, 2895. .4556 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990312_09.9B12.C10 

1806 
GEN SCAN 
1791 
.49 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312_09.9B12.C11 
+ 

198 

GENSCAN 
198 
.99 



OJ990312 09.9B12.C11 



7965 
GENSCAN 
7965 
.49 



.3581, 3756.. 3929, .3943.. 4569, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312_09.9B12.C11 
7965 

AAT/NAP * 
4556 
3268 



5273 Seq. ID 

11001 Strand 
1237 End 
OJ990312_09 . 9B12 . Cll . ol . tw Method 
1318 End 
none Score 

1318. .1404, 1322. .1378, 1393. .1473, 1421, 

1480. .1596, 1498. .1599, 1606. .1665, 1634. 

1672.. 1716, 1711. .-2628, 1727*. .2629, 2449.. 2634 



OJ990312_09.9B12.C11 
7965 

TBLASTX: Wheat 
2634 
51 



1474, 1478. 
1669, 1672. 



.1558, 
.1713, 



5430 



Seq. No. 5273 

Gene No. 11001 

Start 1237 

Name OJ990312_09 . 9B12 . Cll . ol . tc 

Start 1894 

GI none 
Exons 



Seq. ID OJ990312_09.9B12.C11 
Strand 
End 

Method 
End 
Score 



7965 

TBLASTX: Cress 

2341 

86 



1894. .2043, 1894. .2337, 1898. .2341, 2006. .2341 



Seq. No. 5273 Seq. ID 

Gene No. 11001 Strand 

Start 1237 End 

Name OJ990312_09 . 9B12 . CI 1 . o2 . tm Method 

Start 2272 End 

GI none Score 

Exons 2272.-2586, 2300.. 2575 



OJ990312_09.9B12.C11 
7965 

TBLASTX: Maize 

2586 

135 



C3 

u 
r n 

fy 



ru 



u 



-.3 

P 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



5273 

11001 

1237 

OJ990312_09 . 9B12 . Cll . o3 . tw 

2635 

none 



Seq. ID OJ990312_09.9B12.C11 
Strand 
End 

Method 
End 
Score 



7965 

TBLASTX : Wheat 

3039 

69 



2635. .2715, 2636. .2716, 2641. .2721, 2749. .2856, 2789. .2857, 
2838. .2990, 2859.-2975, 2976. .3038, 2989. .3039 



5273 
11001 
1237 

OJ990312_09. 9B12.Cll.o2.ts 
3072 
none 

3072.. 3314, 3130.. 3228, 3256. 

5273 
11001 
1237 

OJ990312_09 . 9B12 . CI 1 . ol . tm 
3144 
none 

3144.. 3338, 3348.. 3602, 3348.. 3590 



5273 

11001 

1237 

OJ990312_09 . 9B12 . Cll . o2 . tw 

3178 

none 

3178. .3384, 3178.. 3387, 3183. 
3387.. 3482, 3387.-3485, 3471. 
3591.. 3647, 3595.. 3639 



Seq. ID OJ990312_09.9B12.C11 
Strand 
End 

Method 
End 
Score 
.3309 



7965 

TBLASTX : Soybean 

3314 

54 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990312_09.9B12.C11 
7965 

TBLASTX: Maize 

3602 

99 



OJ990312 09.9B12.C11 



7965 

TBLASTX: Wheat 
3647 
164 

3407, 3385. .3477, 3386. .3460, 
3593, 3489.. 3593, 3493.-3594, 



Seq. No. 5273 Seq. ID 

Gene No. 11001 Strand 

Start 1237 End 

Name OJ990312_09 . 9B12 . Cll . o2 . tc Method 

Start 3435 End 

GI none Score 



OJ990312_09. 9B12.C11 
7965 

TBLASTX: Cress 

3783 

84 



5431 




Exons 


3435. .3776, 


3454 


. .3582, 


3631 


. .3783 




Seq. No. 


5273 








Seq. ID 


OJ990312_09 . 9B12 .Cll 


Gene No . 


11001 








Strand 




Start 


1237 








End 


7965 


Name 


OJ990312 09. 


9B12 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3516 








End 


3923 


GI 


none 








Score 


110 


Exons 


3516. .3812, 


3529 


. .3780, 


3807 


..3869, 3862. .3915, 3870.. 3923 


Seq. No." 


5273 








Seq. ID 


OJ990312_09.9B12.C11 


Gene No . 


11001 








Strand 




Start 


1237 








End 


7965 


Name 


OJ990312 09. 


9B12 


.Cll.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3876 








End 


4263 


GI 


none 








Score 


153 


Exons 


3876. .3923, 


3913 


. .4119, 


3914 


..4120, 4129. .4263 


Seq. No. 


5274 








Seq. ID 


OJ990312_09.9B12.C12 


Gene No. 


11002 








Strand 




Start 


111 








End 


3246 


Name 


OJ990312 09. 


9B12 


.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


Ill 








End 


1083 


GI 


none 








Score 


806 


Exons 


111. .486, 1030.. 


1083 








Seq. No. 


5274 








Seq. ID 


OJ990312_09.9B12.C12 


Gene No. 


11002 








Strand 




Start 


111- 








End 


3246 


Name 


OJ990312 09. 


9B12 


.C12.ol 


.gs 


Mpt hod 


GENSCAN 


Start 


4 67 








End 


3246 


GI 


none 








Score 


. 4 


Exons 


467. .486, 1030.. 


1107, 1198.. 


1273 1856 


1899 2750 2853, 




3194. .3246 












Seq. No. 


5274 








Seq. ID 


OJ990312_09.9B12.C12 


Gene No . 


11002 








Strand 




Start 


111 








End 


3246 


Name 


OJ990312 09. 


9B12 


.C12.o2 


.gp 


Method 


AAT/GAP 


Start 


1085 








End 


1612 


GI 


none 








Score 


778 


Exons 


1085. .1107, 


1198 


. .1612 








Seq. No. 


5274 








Seq. ID 


OJ990312_09.9B12.C12 


Gene No . 


11002 








Strand 




Start 


111 








End 


3246 


Name 


OJ990312 09. 


9B12 


.C12.o3 


.gp 


Method 


AAT/GAP 


Start 


2510 








End 


3139 


GI 


none 








Score 


836 


Exons 


2510. .2672, 


2750 


. .2853, 


2935 


. .3139 




Seq. No. 


5275 








Seq. ID 


OJ990312_09.9B12.C13 


Gene No. 


11003 








Strand 


+ 


Start 


1 








End 


14405 


Name 


OJ990312 09. 


9B12 


.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


14405 • 


GI 


2708709 








Score 


135 - 



5432 



Exons 

GI Descrip. 



1..30, 3895. .4453, 4481. .4505, 108 62 .. 1094 6, 11531 11628 , 
14349. .14405 

(AF038575) Wiskott-Aldrich Syndrome protein homolog 
[Schizosaccharomyces pombe] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5275 

11003 

1 

OJ990312_09.9B12.C13.ol.gs 

1143 

none 

1143. .1195 



Seq. ID OJ990312_09.9B12.C13 

Strand + 

End 14405 

Method GENSCAN 

End 1195 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^3 Seq. No. 
iin Gene No. 
m Start 

Name 
I'l Start 
^ GI 

Exons 



5275 Seq. ID OJ990312_09.9B12.C13 

11003 Strand + 

1 End 14405 

OJ990312_09 . 9B12 . C13 . ol . gp Method AAT/GAP 

7177 *-\ End 7269 

LIB3477-003-P1-K1-E9 Score 88 

7177.. 7269 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



5275 

11003 

1 

OJ990312_09.9B12.C13.o3.gs 

9724 

none 



Seq. ID OJ990312_09.9B12.C13 

Strand + 

End 14405 

Method GENSCAN 

End 12099 

Score . 9 



9724.. 9726, 9822.. 10192, 10239 .. 10410, 10691 .. 10798 , 
11493. .11783, 11794. .12099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5275 
11004 
11821 

OJ990312_09.9B12.C13.o2.np 
11821 
2828285 
'11821. .11996, 13367.. 13465 
(AL021687) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990312_09.9B12.C13 
Strand 

End 13465 

Method AAT/NAP 

End 13465 

Score 7 6 



5276 
11005 
1 

OJ990312_09. 9B12.C17.ol.np 
1 

5852180 
1..41, 135. .193, 422. .471 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990312_09.9B12.C17 
Strand 

End 4 71 

Method AAT/NAP 

End 471 

Score 4 5 



5276 

11005 

1 

OJ990312_09.9B12.C17.ol.gs 

135 

none 



Seq. ID OJ990312_09.9B12.C17 

Strand - ' 

End 4 71 

Method GENSCAN 

End ■ 188 

Score .62 



5433 



Exons 



135. .188 



Seq. No. 5277 Seq. ID 

Gene No. 11006 * Strand 

Start 7 68 End 

Name OJ990312_09 . 9B12 . C18 . ol . gs Method 

Start 768 End 

GI none Score 

Exons 7 68.. 969 



OJ990312_09.9B12.C18 
969 

GENSCAN 

969 

.76 



Seq. No. 5278 Seq. ID 

Gene No. 11007 Strand 

Start 323 , End 

Name OJ990312J)9.9B12.C19.ol.gs Method 

Start 323 End 

GI none Score 

Exons 323.. 463 



OJ990312_09.9B12.C19 
463 

GENSCAN 

463 

.89 



Seq. No. 5279 Seq. ID 

Gene No. 11008 Strand 

Start 445 End 

Name OJ990312_09 . 9B12 . C24 . ol . gp Method 

Start 4 45 End 

GI none Score 

Exons 445.. 510 



OJ990312_09.9B12.C24 
+ 

510 

AAT/GAP 

510 

83 



Seq. No. 5280 Seq. ID 

Gene No. 11009 Strand 

Start 306 End 

Name OJ990312_09 . 9B12 . C26 . ol . gs Method 

Start 306 End 

GI none Score 

Exons 306.. 404 



OJ990312_09.9B12.C26 
+ 

404 

GENSCAN 
404 
. 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5281 Seq. ID OJ990312_09.9B12.C28 

11010 Strand 

1 End 542 

O J990312_09 . 9B12 . C28 . ol . np Method AAT/NAP 

1 - End 542 

6498441 * Score 242 

1. .280, 334. .542 ' 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



5281 

11010 Strand 
1 End 
OJ990312_09 . 9B12 . C28 . ol . tw Method 
4 End 
none Score 

4. .369, 15. .110, 22. .177, 38. .241 



Seq. ID OJ990312_09.9B12.C28 



542 

TBLASTX: Wheat 

369 

61 



Seq. No. 5281 Seq. ID 

Gene No. 11010 Strand 

Start 1 End 

Name OJ990312_09 . 9B12 .C28 . ol . gs Method 



OJ990312_09.9B12.C28 
542 

GENSCAN 



5434 



Li I 

I'll 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
^ Start 

Name 
^ Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



172 End 450 

none Score . 93 

172. .450 



5282 
11011 

85 End 
OJ990312_09 . 9B12 . C2 9 . ol . gs Method 

85 End 

none Score 
85. .191, 608. .635 

5282 Seq. ID 

11012 Strand 

1388 End 
OJ990312_09 . 9B12 . C29 . o2 . gs Method 

1388 End 

none Score 
1388. .1834, 1872. .2213 



Seq. ID OJ990312_ 
Strand + 

635 

GENSCAN 
635 
.91 



09.9B12.C29 



OJ990312_09 . 9B12 . C29 

2213 
GENSCAN 
2213 
.76 



5283 Seq. ID OJ990312 

11013 Strand + 

192 End 1763 

OJ990312_09 . 9B12 . C30 . ol . gs Method GENSCAN 

192 End 1763 

none \ Score .77 
192. .241, 1601. .1763 

5283 
11014 

3046 End 7650 

OJ990312_09 . 9B12 . C30 . o2 . gs Method GENSCAN 

3046 End 7650 

none Score . .72 

3046. .3146, 4751. .4925, 5225.-5443, 6809. .7192, 



09.9B12.C30 



Seq. ID OJ990312 
Strand + 



09.9B12.C30 



5284 

11015 

3744 

OJ990312_09 . 9B12 . C31 . ol . np 

3744 

4680183 



Seq. ID OJ990312 
Strand + 



7426. .7650 
09.9B12.C31 



End 

Method 

End 

Score 



9640 
AAT/NAP 
9640 
1167 



3744. .3804, 6125. .6382, 6409 .. 7636, 8102 .. 8143, 
9501. .9640 

(AF111709) gag-pol protein [Oryza sativa subsp. 



5284 Seq. ID 

11016 Strand 

11646 End 
OJ990312_09 . 9B12 . C31 . o2 . np Method 

11646 ' End 

4512231 Score 
11646. .12443 

(AB014741) ORF0 protein [Oryza sativa] 



OJ990312 
+ 

12443 
AAT/NAP 
12443 
1342 



8231. .8625, 

indica] 

09.9B12.C31 



5284 
11017 



Seq. ID OJ990312_ 
Strand + 



09.9B12.C31 



5435 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q Seq. No. 
i.3 Gene No. 

iln start 

Name 
[ : ~ Start 
U GI 

Exons 



Seq. No. 
Gene No . 
L Start 

Name 
'*J ■ Start 
j.& GI 
\^ Exons 

}\i Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



12666 

OJ990312_09. 

1504 

none 

1504. .1917, 
2107. .2169, 

5284 

11017 

12666 

OJ990312_09. 

2292 

none 

2292. .2498, 

5284 

11017 

12666 

OJ990312_09. 

3923 

none 

3923. .4243, 

5284 

11017 

12666 

OJ990312_09. 

4109 

none 

4109. .4348, 

5284 

11017 

12666 

OJ990312_09. 

6455 

none 

6455. .6631, 

5284 

11017 

12666 

OJ990312_09. 

7435 

none 

7435. .7617, 
8037. .8198 

5284 

11017 

12666 

OJ990312_09. 

8299 

none 

8299. .8370, 
5284 



9B12.C31.ol.tm 



1509.. 1919, 1690. 
2110. .2172, 2111. 



9B12.C31.o6.tm 
2297. .2497 

9B12.C31.o4.tw 
3931. .4221 



End 

Method 

End 

Score 



15629 

TBLASTX: Maize 

2174 

502 



9B12.C31.o4 .tm 
4109. .4345, 4111. .4347, 4188. .4379 



.1926, 1999.. 2115, 2040.. 2114, 
.2173, 2112.. 2174 

Seq. ID OJ990312_09.9B12.C31 

Strand + 

End . 15629 

Method TBLASTX: Maize 

End 24 98 

Score 265 



Seq. ID OJ990312_09.9B12.C31 

Strand + 

End 15629 

Method TBLASTX : Wheat 

End 4243 

Score 348 



Seq. ID OJ990312_09.9B12.C31 

Strand + 

End 15629 

Method TBLASTX: Maize 

End 4379 

Score 314 



9B12.C31.o8.tw 
6628. .6852 

9B12.C31.o5.tw 



Seq. ID OJ990312_09.9B12.C31 

Strand + 

End 15629 

Method TBLASTX: Wheat 

End 6852 

Score 124 



Seq. ID OJ990312_09.9B12.C31 

Strand + 

End 15629 

Method TBLASTX : Wheat 

End 8202 

Score 128 



7443. .7616, 7654. .7890, 7656. .7880, 7948. .8202, 



Seq. ID OJ990312_09.9B12.C31 

Strand + 

End 15629 

Method TBLASTX: Maize 

End 14804 

Score 4 9 

. .14804, 14432. .14599 



9B12.C31.o3.tm 
8367. .8711, 14361 



Seq. ID OJ990312_09.9B12.C31 



5436 




Gene No. 


11017 




Strand 


+ 




Cf a r f' 
OLai L 


12666 




F.nri 


1 S629 




Name 


OJ990312 09.9B12.C31 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


8308 




End 


14775 




GI 


none 




Score 


47 




Exons 


8308.. 8370, 8367.. 8600, 14291 


. .14731, 


14292. .14774, 






14316. .14771, 14401. 


.14775 








Seq. No. 


5284 




Seq. ID 


OJ990312_09.9B12 


-C31 


OCllC LNU. 


11017 




strand 


4. 




Start 


12666 




End 


15629 




Name 


OJ990312 09.9B12.C31 


,ol0. tw 


Method 


TBLASTX: Wheat 




Start 


8604 




End 


8792 




GI 


none 




Score 


192 




Exons 


8604. .8792 










Seq. No. 


5284 




Seq. ID 


OJ990312 09.9B12 


.C31 


Gene No. 


11017 




Strand 


+ 




Start 


12666 




End 


15629 




Name 


OJ990312 09.9B12.C31 


.o3.np 


Method 


AAT/NAP 




Start 


12666 




End 


15629 




GI 


4680179 




Score 


3346 




Exons 


12666. .13721, 13749. 


.15629 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


o^o4 




Seq. ID 


OJ990312JD9.9B12 


.C31 


(~1 ono NT r\ 


11017 




Strand 


+ 




Start 


12666 




End 


15629 




Name 


OJ990312 09.9B12.C31 


,o9. tw 


Method 


TBLASTX: Wheat 




Start 


12872 




End 


13070 




GI 


none 




Score 


205 




Exons 


12872. .13069, 12873. 


.13070, 12876.. 13070 




Seq. No. 


5284 




Seq. ID 


OJ990312_09.9B12 


.C31 


VJC11C LNU . 


11017 




Strand 


+ 




Start 


12666 




End 


15629 




Name 


OJ990312 09.9B12.C31 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


13119 




End 


13472 




GI 


none 




Score 


315 




Exons 


13119. .13316, 13122. 


.13472 








Seq. No. 


5284 




Seq. ID 


OJ990312_09.9B12 


.C31 




11017 




Strand 


+ 




Start 


12666 




End 


15629 




Name 


OJ990312 09.9B12.C31 


. o7. tm 


Method 


TBLASTX: Maize 




Start 


13122 




End 


13427 




GI 


none 




Score 


247 




Exons 


13122. .13427, 13122. 


.13358 








Seq. No. 


5284 




Seq. ID 


OJ990312_09. 9B12 


.C31 


Gene No. 


11017 




Strand 


+ 




Start 


12666 




End 


15629 




Name 


OJ990312 09.9B12.C31 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13806 




End 


14159 




GI 


none 




Score 


253 




Exons 


- 13806. .14159 











5437 



Seq. No. 5284 Seq. ID 

Gene No. 11017 Strand 

Start 12666 End 

Name OJ990312_09 . 9B12 . C31 . 08 . tm Method 

Start 14163 End 

GI none Score 

Exons 14163. .14360, 14201.. 14359 



OJ990312_09.9B12.C31 
+ 

15629 

TBLASTX: Maize 

14360 

196 



Seq. No. 5284 . Seq. ID 

Gene No. 11017 Strand 

Start 12666 End 

Name OJ990312_09 . 9B12 . C31 . o3 . ts Method 

Start 14328 End 

GI none Score 

Exons 14328. .14642 



OJ990312_09.9B12.C31 
+ 

15629 

TBLASTX : Soybean 

14642 

190 



Seq. No. 5284 

Gene No. 11017 

Start 12666 

. Name OJ990312_09.9B12.C31.ol.ts 

Start 14715 

GI none 

Exons 14715. .14747, 14715 .. 14747, 14751 

\ 14865. .15110, 14867. .15100 



Seq. ID OJ990312_09.9B12.C31 

Strand + 

End 15629 

Method TBLASTX : Soybean 

End 15110 

Score 57 



14804, 14753. .14794, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5284 

11017 

12666 

OJ990312_09.9B12.C31.o3.tw 

14837 

none 



Seq. ID OJ990312_09.9B12.C31 
Strand- 
End 

Method 
End 
Score 



+ 

15629 

TBLASTX: Wheat 

15125 

62 



14837. .14929, 14861. .15124, 14865. .15125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5284 
11017 
12666 

OJ9 90312_0 9 . 9B12 . C3 1 . o5 . tm 
14877 
none 

14877. .15191, 14912.. 15190 

5284 
11017 
12666 

OJ990312_09. 9B12.C31.ol.tw 
15126 
none 

15126. .15551, 15128. .15544, 15201.. 15551 



OJ990312_09.9B12.C31 
+ 

15629 

TBLASTX: Maize 
15191 
307 



Seq. ID OJ990312_09.9B12.C31 
Strand 
End 

Method 
End 
Score 



+ 

15629 

TBLASTX: Wheat 
15551 
596 



5284 Seq. ID 

11017 Strand 

12666 End 
OJ990312_09. 9B12.C31.o2.ts Method 

15132 End 

none Score 
15132. .15380 



C OJ990312_09.9B12.C31 
+ 

15629 

TBLASTX : Soybean 

15380 

207 



5438 




Seq. No. 


5284 




Seq. ID 


OJ990312_09.9B12 


-C31 


Clan a Mrt 


11017 




•31- rand 


+ 




Start 


12666 




End 


15629 




Name 


OJ990312 09.9B12.C31.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


15198 




End 


15551 




GI 


none 




Score 


460 




Exons 


15198. .15551, 15203.. 15544 








Seq. No. 






Seq. ID 


OJ990312_09.9B12 


.C32 


Gene No. 


1 1 ni ft 

X X U XO 




Strand 


+ 




Start 


1 




End 


1329 




Name 


OJ990312 09.9B12.C32.ol 


• np 


Method 


AAT/NAP 




Start 


i 

X 




End 


1326 




GI 


400U1 f J 




Score 


2065 




Exons 


1 1 "39 










GI Descrip. 


^riEXXX/U^/ pUXypXTU Lclll 


L wi _y £t d 


sativa subsp. indica] 




Seq. No. 






Seq. ID 


OJ990312_09.9B12 


.C32 


CZorto Mo 


11018 




Strand 


+ 




Start 


1 






1 OOQ 
1 JZ? 




Name 


O.TQQH^I? HQ QR1 9 f39 n9 




Method 


1 DXxrt.O 1 A . WJicaL 




Start 






i^no 






GI 


none 




Score 


x / U 




Exons 


J . . Jll; 4 • i JlJ; JO* ■ .J X X 










Seq. No. 






Seq. ID 


OJ990312_09.9B12 


.C32 


OCllC IN \J ■ 


11018 




Strand 


+ 




Start 


1 






1 ^OQ 




Name 


O.TQQfni 9 HQ QR1 9 f?9 nl 




Metnou 


l Dixfto i a z Lress 




Start 


z. z. 




hjna 






GI 


none 




Score 


Q Q 
OO 




Exons 












Seq. No. 






ocq . x u 


n.TQQn*^19 OQ QR1 9 


.C32 


UC11C LN ^ • 


11018 




Strand 






Start 


1 




End 


1329 




Name 


O.TQQ-fm 9 DQ QR1 9 r*39 n1 




Method 


GENSCAN 




Start 


fift ~ 

o o 




End 


1329 




GI 


none 




Score 


.57 




Exons 












Seq. No. 






Seq. ID 


OJ990312_09.9B12 


.C32 


UCllC V*\J • 


11018 




Strand 


+ 




Start 


1 




End 


1329 




Name 


OJ990312 09.9B12.C32.ol 


-ts 


Method 


TBLASTX: Soybean 




Start 


103 




End 


363 




GI 


none 




Score 


302 




Exons 


103.. 363, 114.. 362 










Seq. No. 


5285 




Seq. ID 


OJ990312_09.9B12 


.C32 


Gene No. 


11018 




Strand 


+ 




Start 


1 




End 


1329 




Name 


OJ990312 09.9B12.C32.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


161 




End 


453 




GI 


none 




Score 


165 




Exons 


161. .448, 162. .449, 162 


. .449, 


163. .453 







5439 



Seq. No. 5285 

Gene No. 11018 

Start 1 

Name OJ990312_09 . 9B12 . C32 . ol . tw 

Start 322 

GI none 

Exons 322.. 948, 378.. 830, 888.. 947 



Seq. ID OJ990312_09.9B12.C32 



Strand 
End 

Method 

End 

Score 



+ 

1329 

TBLASTX: Wheat 

948 

712 



Seq. No. 5285 

Gene. No. 11018 

Start 1 

Name OJ990312_09 . 9B12 . C32 . ol . tm 

Start 501 

GI none 

Exons 501.. 656, 502.. 663, 516.. 665, 
888. .1085 



Seq. ID OJ990312_09.9B12.C32 

-Strand + 

End 1329 

Method TBLASTX : Maize 

End 1086 

Score 225 

660. .833, 661. .1086, 820. .1065, 



U 

: ~ s 

'is? 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



C3 

Seq. No. 

U ri Gene No. 

| ! y Start 

fi Name 

\~ Start 

b 2 GI 

'[fj Exons 

fU GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5285 ■ Seq. ID 

11018 Strand 

1 - End 
OJ990312_0 9 . 9B12 . C32 . o3 . tw Method 

948 End 

none Score 
948. .1229, 949. .1281 



OJ990312_09.9B12.C32 
+ 

1329 

TBLASTX: Wheat 

1281 

315 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312 
+ 

893 

AAT/NAP 

893 

132 



09.9B12.C33 



5286 
11019 
1 

OJ990312_09.9B12.C33.ol.np 
1 

6063554 
1..45, 720. .893 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. ID OJ990312_09.9B12.C34 



5287 
11020 
1 

OJ990312_09.9B12.C34.ol.np 

1 

5902445 

1..58, 410. .1597, 1637. .2880 

(AB030283) GAG-POL precursor [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

2883 
AAT/NAP 
2880 
2204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5287 Seq. ID 

11020 Strand 

1 End 
OJ990312_0 9 . 9B12 . C34 . ol . gs Method 

445 End 

none Score 

445. .1294, 1343. .2213, 2318. .2883 



OJ990312_09.9B12.C34 
+ 

2883 
GEN SCAN 
2883 
.41 



Seq. No. 5287 Seq. ID 

Gene No. 11021 Strand 

Start 3514 End 

Name OJ990312 09 . 9B12 . C34 . ol . ts Method 



OJ990312_09.9B12.C34 
4013 

TBLASTX : Soybean 



5440 



Start 
GI 

Exons 



407 
none 
407. .757 



End 
Score 



757 
211 



"'"4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990312_09.9B12.C34 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 778 

Score 303 



5287 
11021 
3514 

OJ990312_09 . 9B12 . C34 . o4 . tw 
418 
none 

418.. 768, 419.. 778 

5287 
11021 
3514 

OJ990312_09 . 9B12 . C34 . o2 . tm 
424 
none 

424. .657, 425.-679, 698. .772, 777. .815, 830. .850 



Seq. ID OJ990312_09.9B12.C34 
Strand 

End ' 4013 

Method TBLASTX : Maize 

End 850 

Score 242 



5287 

11021 

3514 

OJ990312_09 . 9B12 . C34 . o3 . tw 

848 

none 



Seq. ID OJ990312_09.9B12.C34 
Strand 

End 4013 

Method TBLASTX : Wheat 

End l 1255 

Score 201 



848. .1072, 887. .1072, 901. .1074, 1082. .1255, 1190. .1255 



5287 

11021 

3514 

OJ990312_09. 9B12.C34 .ol.tm 

1757 

none 

1757.. 2062, 1774.. 2061 

5287 

11021 

3514 

OJ990312_09.9B12.C34.o2.tw 

1757 

none 

1757.. 2140, 1765.. 2139 



Seq. ID OJ990312_09.9B12.C34 
Strand 

End 4013 

Method TBLASTX : Maize 

End 2062 

Score 324 



Seq. ID OJ990312_09.9B12.C34 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 2140 

Score 343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5287 

11021 

3514 

OJ990312_09.9B12.C34.ol.tw 

2264 

none 



Seq. ID OJ990312_09.9B12.C34 
Strand 

End 4013 

Method TBLASTX : Wheat 

End 2871 

Score 82 



2264. .2341, 2305. .2715, 2412. .2519, 2740. .2871, 2745. .2870 



Seq. No. 5287 
Gene No. 11021 
Start 3514 

Name OJ990312_0 9 . 9B12 . C34 . o3 . tm 

Start . 2569 



Seq. ID OJ990312_09.9B12.C34 
Strand 

End 4013 

Method TBLASTX: Maize 

End - 2835 



5441 



GI 

Exons 



none Score 158 

2569.. 2751, 2638.-2757, 2742.. 2801, 2752.. 2835 



Seq. No. 5287 Seq. ID 

Gene No. 11021 Strand 

Start 3514 End 

Name OJ990312JD9 . 9B12 . C34 . o2 . gs Method 

Start 3514 End 

GI none * Score 

Exons 3514.. 4013 



OJ990312_09.9B12.C34 

4013 
GENSCAN 
4013 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5288 Seq. ID OJ990312_09.9B12.C35 

11022 Strand 

1 End 2138 

OJ990312_09 . 9B12 . C35 . ol . np Method AAT/NAP 

1 End 994 

6721561 Score 807 

1..544, 610. .668, 739. .994 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 |dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5288 

11022 

1 

OJ990312_09.9B12.C35.ol.gs 
80 

none 



Seq. ID OJ990312_09.9B12.C35 
Strand 

End 2138 

Method GENSCAN 

End 2138 

Score .68 

80. .324, 369. .554, 610. .668, 739. .930, 998. .1122, 1288. .1626, 
1819.. 1959, 2069.. 2138 

09.9B12.C35 



Seq. No. 


5288 




Seq. ID 


OJ990312 


Gene No. 


11022 




Strand 




Start 


1 




End 


2138 


Name 


OJ990312 09.9B12.C35.o2. 


np 


Method 


AAT/NAP 


Start 


139 




End 


1918 


GI 


6721558 




Score 


269 


Exons 


139.. 362, 988.. 1122, 1819.. 


1918 




GI Descrip 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gil 6815083 |dbj IBAA90369. 


11 


(AP001081). 


hypotheti 




[Oryza sativa] 








Seq. No. 


5289 




Seq. ID 


OJ990312 


Gene No. 


11023 




Strand 


+ 


Start 


1 




End 


686 


Name 


OJ990312 09.9B12.C36.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


594 


GI 


22490 




Score 


191 


Exons 


1. .594 








GI Descrip. 


(X01380) ORF1 [Zea mays] 








Seq. No. 


5289 




Seq. ID 


OJ990312 


Gene No. 


11023 




Strand 


+ 


Start 


1 




End 


686 


Name 


OJ990312 09.9B12.C36.ol. 


gs 


Method 


GENSCAN 



5442 




Start 


127 




End 


679 






GI 


none 




Score 


.84 - 






Exons 


127.. 196, 621.. 679 












Seq. No. 


5289 




Seq. ID 


OJ990312_09. 


9B12 


.C36 




11023 




Strand 


+ 






Start 


1 




End 


686 






Name 


OJ990312 09.9B12.C36.ol 


•Jts 


Method 


TBLASTX : Soybean 




Start 


300 




End 


513 






GI 


none 




Score 


200 






Exons 


300. .512, 310. .513 












Seq. No. 


5289 




Seq. ID 


OJ990312_09. 


9B12 


.C36 




11023 




Strand 


+ 






Start 


1 




End 


686 






Name 


OJ990312 09.9B12.C36.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


327 




End 


686 






GI 


none 




Score 


141 






Exons 


327.. 527, 328.. 528, 330 


. .527, 


356. .532, 


648. .686 






Seq. No. 


5290 




Seq. ID 


OJ990312_09. 


9B12 


.C37 


Gene No. 


11024 




Strand 


+ 






Start ' 


1 




End 


4314 






Name 


OJ990312 09.9B12.C37.ol 


.np 


Method 


AAT/NAP 






Start 


1 ' 




End 


1804 






GI 


5852180 




Score 


529 






Exons 


1..116, 169. .239, 1220. 


.1375, 


1437. .1804 






GI Descrip. 


(AL117265) zhbOOQlO.l [Oryza 


sativa] 








Seq. No. 


5290 




Seq. ID 


OJ990312_09. 


9B12 


-C37 


Gene No . 


11024 




Strand 


+ 






Start 


1 




End 


4314 






Name 


OJ990312 09.9B12.C37.ol 


.gs 


Method 


GENSCAN 






Start 


186 




End 


541 






GI 


none 




Score 


.52 






Exons 


186. .239, 336. .541 












Seq. No. 


5290 




Seq. ID 


OJ990312_09. 


9B12 


.C37 


ricine 1 No 

vj die ln \y • 


11024 




Strand 


+ 






Start 


1 




End 


4314 






Name 


OJ990312 09.9B12.C37.o2 


.gs 


Method 


GENSCAN 






Start 


1455 




End 


4314 






GI 


none 




Score 


.53 






Exons 


1455. .1871, 2735. .2896, 


4204. 


.4314 








Seq. No. 


5290 




Seq. ID 


OJ990312_09. 


9B12 


.C37 




11025 




Strand 


+ 






Start 


5143 




End 


6992 






Name 


OJ990312 09.9B12.C37.o3 


.gs 


Method 


GENSCAN 






Start 


■ 5143 




End 


6992 






GI 


none 




Score 


.9 






Exons 


5143.. 5307, 6294.. 6992 












Seq. No. 


5290 




Seq. ID 


OJ990312_09. 


9B12 


.C37 


Gene No. 


11026 




, Strand 








Start 


88 




* End 


471 






Name 


OJ990312 09.9B12.C37.ol 


• gp. 


Method 


AAT/GAP 







5443 



Start 
GI 

Exons 

GI Descrip. 



88 



End 
Score 



471 
655 



uC-osflcyp033a04bl 
88. .471 

•6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



; 7 ?a 



Seq. No. 


5290 








Seq. ID 


OJ990312_09.9B12 


.C37 


Gene No. 


11027 








Strand 


- 




Start 


9121 








End 


9290 




Name 


OJ990312 09 


. 9B12. 


C37.o2. 


gp 


Method 


AAT/GAP 




Start 


9121 








End 


9290 




GI 


2796906 








Score 


305 




Exons 


9121. .9290 














Seq. No. 


5291 








Seq. ID 


OJ990312_09.9B12 


.C38 


Gene No. 


11028 








Strand 






Start 


1 








End 


6842 




Name 


OJ990312 09 


.9B12. 


C38.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


4281 




GI 


4877649 








Score 


416 




ILiAUllO 


1..73, 891. 


.1117, 


3850. . 


4110, 


4168. .4281 




GI Descrip. 


(AF114162) . 


gibberellin MYB transcription factor [Lolium 






temulentum] 














Seq. No. 


5291 








Seq. ID 


OJ990312 09.9B12 


.C38 


Gene No. 


11028 








Strand 


- 




Start 


1 








End 


6842 




Name 


OJ990312 09 


. 9B12. 


C38.ol. 


gs 


Method 


GENSCAN 






76 








End 


6842 ■ 




GI 


none 








Score 


.8 




Exons 


76. .312, 379. .1117, 2368 


i . .2385, 3850.. 


,4333, 4491. .4558, 






5189. .5325, 


5426. 


.5537, 


6678. 


.6842 






Seq. No. 


5291 








Seq. ID 


OJ990312_09.9B12 


.C38 


Gene No. 


11029 








Strand 






Start 


7035 








End 


7337 




in am e 


OJ990312 09 


.9B12. 


C38.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1052 








End 


4101 




GI 


none 








Score 


186 




Exons 


1052. .1114, 


3853. 


.4101, 


3857. 


.4099 






Seq. No. 


5291 








Seq. ID 


OJ990312_09.9B12 


.C38 


Gene No. 


11029 








Strand 






Start 


7035 








End 


7337 




Name 


OJ990312 09 


.9B12. 


C38.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1061 








End 


4110 




GI 


none 








Score 


105 




Exons 


1061-. .1114, 


3856. 


.4110, 


3932. 


.4108 






Seq. No. 


5291 








Seq. ID 


OJ990312_09.9B12 


.C38 


Gene No. . 


11029 








Strand 






Start 


7035 








End 


7337 




Name 


OJ990312 09 


.9B12. 


C38.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1064 








End 


4110 




GI 


none 








Score 


55 




Exons 


1064. .1114, 


1074. 


.1115, 


3856. 


.4110, 3857.. 4099 





5444 




Seq. No. 


5291 


Seq. ID 


OJ990312_09.9B12.C38 


fipnp No 


11029 


Strand 




Start 


7035 


End 


7337 


Name 


OJ990312 09.9B12.C38.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3856 


End 


4101 


GI 


none 


Score 


100 


Exons 


3856.. 4101, 3932.. 4042, 4079 


. .4099 




Seq. No. 


5291 


Seq. ID 


OJ990312_09.9B12.C38 


vj die ln \j . 


11029 


Strand 




Start 


7035 


End 


7337 


Name 


OJ990312 09.9B12.C38.o2.gs 


Method 


GENSCAN 


Start 


7035 


End 


7337 


GI 


none 


Score 


.94 


Exons 


7035. .7337 






Seq. No. 


5292 


Seq. ID 


OJ990312_09.9B12.C40 


Gene No. 


11030 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ990312 09.9B12.C40.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


879 


GI 


17868 1.R1084 


Score 


395 


Exons 


1..81, 581. .706, 834. .879 






GI Descrip. 


'2632254/emb|CAA73068 | l.Oe- 


17 (Y12465 


) serine /threonine kinase 




[Sorghum bicolor] 1 






Seq. No. 


5292 


Seq. ID 


OJ990312 09.9B12.C40 


Gene No. 


11030 


Strand 




Start 


1 


End 


879 


Name 


OJ990312 09.9B12.C40.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


879 


GI 


6715641 


Score 


244 


Exons 


1. .81, 581. .712, 834. .879 






GI Descrip. 


(AC007323) T25K16.13 [Arabidopsis thaliana] 


Seq. No. 


5292 


Seq. ID. 


OJ990312_09.9B12.C40 


Gene No . 


11030 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ990312 09.9B12.C40.ol.tc 


Method 


TBLASTX: Cress 


Start 


25 


End 


762 


GI 


none 


Score 


92 


Exons 


25..84, 575. .706, 579. .707, 


580. .762, 


581. .730 


Seq. No. 


5292 


Seq. ID 


OJ990312_09.9B12.C40 


Gene No. 


11030 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ990312 09.9B12.C40.ol.tm 


Method 


TBLASTX :Maize 


Start 


25 


End 


878 


GI 


none 


Score 


103 


Exons 


25. .84, 28. .84, 29. .88, 575. 


.709, 576. 


.710, 579. .707, 581. .730, 




825. .872, 830. .877, 831. .878 






Seq. No. 


5292 


Seq. ID 


OJ990312_09.9B12.C40 


Gene No. 


11030 


Strand 


+ 


Start 


1 


End 


879 


Name 


OJ990312 09.9B12.C40.dl. ts 


Method 


TBLASTX : Soybean 


Start 


34 


End 


872 



5445 



GI 

Exons 



none Score 
34. .84, 580. .660, 581. .709, 831. .872 



85 



Seq. No. 


5292 


Seq. ID 


OJ990312_09.9B12 


.C40 


Gene No. 


11030 


Strand 


+ 




Start 


1 


End 


879 




Name 


OJ990312 09.9B12.C40.ol.gs 


Method 


GENSCAN 




Start 


581 


End 


706 




GI 


none 


Score 


.98 




Exons 


581 . . 706 








Seq. No. 


5293 


Seq. ID 


OJ990312JD9.9B12 


.C41 


Gene No. 


11031 


Strand 


+ 




Start 


154 


End 


361 




Name 


OJ990312 09.9B12.C41.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


361 




GI 


none 


Score 


. 96 




Exons 


154. .361 








Seq. No. 


5294 


Seq. ID 


OJ990712_04.9B24 


.C2 


Gene No. 


11032 


Strand 


+ 




Start 


1 


End 


1169 




Name 


OJ990712 04.9B24.C2.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


403 




GI 


2310235 


Score 


159 




Exons 


1..87, 378. .403 








GI Descrip. 


5852182/emb ICAB55420.il 9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


5294 


Seq. ID 


OJ990712_04.9B24 


.C2 


Gene No. 


11032 


Strand 


+ 




Start 


1 


End 


1169 




Name 


OJ990712 04.9B24.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1169 




GI 


4680203 


Score 


1432 




Exons 


1. .1169 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


5294 


Seq. ID 


OJ990712_04.9B24 


.C2 


Gene No. 


11032 


Strand 


+ 




Start 


1 


End 


1169 




Na&e. 


OJ990712 04.9B24.C2.o2.gp 


Method 


AAT/GAP 




Start 


1 


End 


1169 




GI 


342 1.R1084 


Score 


1878 




Exons 


1..1169 








GI Descrip. 


»4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Or: 




. sativa] 1 








Seq. No. 


5294 


Seq. ID 


OJ990712_04 . 9B24 


.C2 


Gene No. 


11032 


Strand 


+ 




Start 


1 


End 


1169 




Name 


OJ990712 04.9B24.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


299 


End 


621 




GI 


none 


Score 


103 




Exons 


299. .406, 389. .619, 390. .614, 


397. .621 







Seq. No. 



5294 



Seq. ID OJ990712_04.9B24.C2 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



11032 Strand 

1 End 

OJ9907 12_04 .9B24.C2.ol. ts Method 

572 End 

none Score 



+ 

1169 

TBLASTX : Soybean 

1001 

64 



572. .619, 648. .710, 705. .1001, 759. .983 



Seq. No. 5294 

Gene No. 11032 

Start 1 

Name OJ990712_04 . 9B24 . C2 . ol . tc 

Start 734 

GI none 

Exons 734.. 886, 741.. 1049, 926.. 1021 



Seq. ID OJ990712_04.9B24.C2 

Strand + 

End 1169 

Method TBLASTX : Cress 

End 104 9 

Score 275 



Seq. No. 5294 

Gene No. 11032 

Start 1 

Name OJ990712_04 . 9B24 .C2 .ol . tm 

Start 741 

GI none 
Exons 



Seq. ID OJ990712_04.9B24.C2 

Strand + 

End 1169 

Method TBLASTX : Maize 

End 1126 

Score 67 



741. .830, 846. .1049, 869 .. 1048, 104 3 .. 1126 



Seq. No. 5294 

Gene No. 11032 

Start 1 

Name OJ990712_04 . 9B24 .C2 . ol . tw 

Start 869 

GI none 
Exons 



Seq. ID OJ990712_04. 9B24.C2 

Strand + 

End' 1169 

Method TBLASTX : Wheat 

End 1168 

Score 276 



869. .1048, 870. .1049, 1042. .1137, 1042. .1167, 1043. .1168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5295 

11033 

1 

OJ990712_04 .9B24.C3.ol. gp 
1 

342 1.R1084 



Seq. ID OJ990712_04. 9B24.C3 

Strand + 

End 1728 

Method AAT/GAP 

End 1728 

Score 2606 



1..1174, 1210. .1229, 1312. .1407, 1517. .1728 

' 4 574406/gb | AAD24042 ; 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza . 
sativa] 1 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5295 
11033 
1 

OJ990712_04 . 9B24 .C3.ol.np 
1 

4680203 
1..1081 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990712_04.9B24.C3 

Strand + 

End 1728 

Method AAT/NAP 

End 1081 

Score 974 



5295 

11033 

1 

OJ990712_04 . 9B24 .C3 . ol . tc 
2 

none 



Seq. ID OJ990712_04. 9B24.C3 

Strand + 

End 1728 

Method TBLASTX : Cress 

End 445 

Score 81 



2. .61, 3. .62, 52. .441, 64. .435, 65. .445 



5447 



Seq. No. 


5295 


Seq. ID 


OJ990712_04.9B24.C3 


Gene No. 


11033 


Strand 


+ 


OLalt 


1 


End 


1728 


Name 


OJ990712 04.9B24.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


1027 


GI 


none 


Score 


86 


Exons 


2. .61, 3.-62, 50. .199, 51. .596, 52. .612, 65. .628, 296. .613, 




623.. 667, 627.. 662, 670.. 765, 


674. .733, 


712. .852, 713. .853, 




781. .861, 866. .946,. 935. .1027, 961. .1026 


Seq. No. 


5296 


Seq. ID 


OJ990712_04.9B24.C4 




11034 


Strand 


+ 


Start 


874 


End 


4549 


Name 


OJ990712 04.9B24.C4.ol.np 


Method 


AAT/NAP 


Start 


874 


End 


4528 


GI 


4680204 


Score 


1008 


Exons 


874. .2310, 2385. .3444, 3554.. 


3727, 3824 


..4043, 4394. .4528 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


5296 


Seq. ID 


OJ990712_04.9B24.C4 


UCllC INU . 


11034 


Strand 


+ 


Start 


874 


End 


4549 


Name 


OJ990712 04.9B24.C4.ol.gs 


Method 


GENSCAN 


Start 


889 


End 


4549 


GI 


none 


Score 


.67 


Exons 


889.. 2310, 2385.. 2526, 2652.. 


3444, 3554 


..3727, 3824. .3934, 




4019. .4091, 4186. .4284, 4364. 


.4549 




0^=14 . IN (J • 


5296 


Seq. ID , 


OJ990712_04.9B24.C4 


Gene No. 


11035 


Strand 


+ 


Start 


6975 


End 


13064 


Name 


OJ990712 04.9B24.C4.o2.gs 


Method 


GENSCAN 


Start 


6975 


End 


13064 


GI 


none 


Score 


.91 


Exons 


6975.. 9886, 9983.. 13064 






Seq. No. 


5296 


Seq. ID 


OJ990712_04. 9B24.C4 


Gene No. 


11035 


Strand 




Start 


6975 


End 


13064 


Name 


OJ990712 04. 9B24.C4.o2.np 


Method 


AAT/NAP 


Start 


6975 


End 


13028 


GI 


5922631 


Score 


6663 


Exons 


6975. .7099, 7358. .7620, 7864. 


.8033, 8079.. 8650, 8693.. 8844, 




8971. .9894, 10501. .13028 






GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond 




region of the predicted gene. 


; similar 


to prpol; Zea mays 




retrotransposon Cinful-1. (AF049110) [Oryza sativa] 




git 60168 64 | dbj |BAA85207.1| (AP000570) ESTs 



to a 



C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 



predicted gene.; Similar to prpol; 
Cinful-1. (AF049110) [Oryza sativ 



Zea mays retrotransposon 



Seq. No. 
Gene No. 
Start 
Name 



5296 
11036 
13381 • 
OJ990712 



04 . 9B24 ,C4 .08. tw 



Seq. ID 

Strand 

End 

Method 



OJ990712_04.9B24.C4 
13842 

TBLASTX: Wheat 



5448 




Start 


1517 




End 


1920 




GI 


none 




Score 


62 




Exons 


1517. .1657, 


1517.. 1627, 1519 


..1755, 1519. .1668, 1620. .1787 




1750. .1920 










Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


-C4 








Strand 


- 




Start 


13381 




End 


13842 




Name 


OJ990712 04. 


9B24.C4.o7.tw 


Method 


TBLASTX: Wheat 




Start 


8255 




>'End 


'8657 




GI 


none 




Score 


301 




Exons 


82S5..8524, 


8256. .8657 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


,C4 


VJCllc Vi\J . 


1 1 fRfi 




Strand 


- 




Start 


13381 




End 


13842 




Name 


OJ990712 04. 


9B24.C4.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9234 




End. 


9691 




GI 


none 




Score 


149 




Exons 


9234. .9410, 


9455.. 9691, 9459 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




11UJU 




Strand 


- 




Start 


13381 




End 


13842 




Name 


OJ990712 04. 


9B24.C4.o7.tm 


Method 


TBLASTX: Maize ' 




Start 


9542 




End 


9689 




GI 


none 




Score 


183 




Exons 


9542. .9688, 


9543. .9689 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 


Con o Mo 






Strand 


- 




Start 


13381 




End 


13842 




Name 


OJ990712 04. 


9B24.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9911 




End 


10367 




GI 


none 




Score 


497 




Exons 


9911. .10366, 


9912. .10367 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




1 1 n^fi 




Strand 


- 




Start 


13381 




End 


13842 




Name 


OJ990712 04. 


9B24.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9951 




End 


10316 




GI 


none 




Score 


138 




Exons 


9951. .10175, 


10182. .10316 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 


fJone Mo 






Strand 






Start 


13381 




End 


13842 




Name 


OJ990712 04. 


9B24.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


10041 




End 


10397 




GI 


none 




Score 


375 




Exons 


10041. .10397 


, 10082. .10387, : 


10104. .10397 




Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 


Gene No. 


11036 




Strand 






Start 


13381 




End 


13842 ' 




Name 


OJ990712 04. 


9B24.C4.o2.tw 


Method 


TBLASTX: Wheat 





5449 




Start 


10482 




* End 


10906 




GI 


none 




Score 


443 




Exons 


10482. .10901, 10526. 


.10906 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




1 1 Cl'Kft 

11UJU 




Strand 






Start 


13381 




End 


13842 




Name 


OJ990712 04.9B24.C4. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


10560 




End 


10961 




GI 


none 




Score 


314 




Exons 


10560. .10961, 10577. 


.10720, 


10757. .10927 




Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 


Gene No. 


_ 11036 




Strand 






otait 


UJOi 




End 


13842 




Name 


OJ990712 04.9B24.C4. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10628 




End 


11072 




GI 


none 




Score 


276 




Exons 


10628. .10882, 10629. 


.10883, 


10653. .10889, 10904 .. 11035 , 






10905. .11048, 11046. 


.11072 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 


belle INU ■ 


HUjD 




Strand 






Start 


13381 




End 


13842 




Name 


OJ990712 04.9B24.C4. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


10910 




End 


11192 




GI 


none 




Score 


276 




Exons 


10910. .10987, 10911. 


.11192, 


11046.. 11180 




Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 


Corto NT /-\ 






Strand 






Start 


13381 




End 


13842 




Name 


OJ990712 04.9B24.C4. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


11187 




End 


11575 




GI 


none 




Score 


261 




Exons 


11187. .11573, 11195. 


.11290, 


11327. .11575 




Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




11UJO 




Strand 






Start 


13381 




End 


13842 




Name 


OJ990712 04.9B24.C4. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11196 




End 


11618 




GI 


none 




Score 


412 




Exons 


11196. .11618, 11204. 


.11542 








Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 


vaSiie 1NO . 


11UOD 




Strand 






Start 


13381 




End 


13842 




Name 


OJ990712 04.9B24.C4. 


o5. tm 


Method 


TBLASTX: Maize 




Start . 


11249 




End 


11522 




GI 


none 




Score 


127 




Exons 


11249. .11419, 11259. 


. 11420, 


11424. .11522, 11456. .11521 




Seq. No. 


5296 




Seq. ID 


OJ990712_04 .9B24 


.C4 


Gene No. 


11036 




Strand 






Start 


13381 




End 


13842 




Name 


OJ990712 04.9B24.C4. 


olO. tw 


Method 


TBLASTX: Wheat- 





5450 



Start 
GI 

Exons 



11634 End 11933 

none Score 137 

11634. .11768, 11793. .11933 





Seq. No. 


5296 




Seq. ID 


OJ990712JD4.9B24 


.C4 




Gene No. 


11036 




Strand 


- 






Start 


13381 




End 


13842 






Name 


OJ990712 04.9B24.C4 


.ol . tm 


Method 


TBLASTX: Maize 






Start 


11931 




End 


12254 






OX 


i ivji it; 




Score 


447 






Exons 


11931. .12254, 11951 


. .12241 










Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




Gene No. 


11036 




Strand 








Start 


13381 




End 


13842 






Name 


OJ990712 04.9B24.C4 


.o3. tw 


Method 


TBLASTX: Wheat 






Start 


11936 




End 


12323 






GI 


none 




Score 


417 








1 1 Q^fi 1 9947 1 1 Q^7 

llJJu • • X ^, Z. *i / , X X .7 J / 


1 9^9^ 


12138. .12323 






Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




Gene No. 


11036 




Strand 








Start 


13381 




End 


13842 




1" a 


Name 


. OJ990712 04.9B24.C4 


.06. tm 


Method 


TBLASTX: Maize 






Start 


12395 




- End 


12668 




hJ 


GI 


none 




Score 


95 




U 1 


Exons 


12395. .12502, 12396 


. .12494, 


12485. .12559, 12489. .12572, 




ry 




1 9 c lft 9 1 9fifift 










r ""s 

: . : 


Seq. No^. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




Gene No. 


11036 




Strand 






; ^ 


Start 


13381 




End 


13842 




ru 


Name 


OJ990712 04.9B24.C4 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


12438 




End 


13052 






GI 


none 




Score 


273 






uAUilO 


1 94 "38 1 971 6 1 94 Sft 

JO i a X / X U , JO 


12547, 


12599. .12700, 12771. .12929, 




- « 




12915. .13052 












Seq. No. 


5296 




Seq. ID 


OJ990712J34.9B24 


.C4 




Gene No. 


11036 




Strand 






: 3 


Start 


13381 




End 


13842 






Name 


OJ990712 04.9B24.C4 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


12780 




End- 


13013 








none 




Score 


149 






Exons 


12780. .12932, 12872 


. .12931, 


12911. .13012, 12912.. 13013 






Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




Gene No. 


11036 




Strand 








Start 


13381 




End 


13842 






Name 


OJ990712 04.9B24.C4 


.o3.gs 


Method 


GEN SCAN 






Start 


13381 - 




End 


13763 






GI 


none 




Score 


.63 






Exons 


13381. .13763 












Seq. No. 


5296 




Seq. ID 


OJ990712_04.9B24 


.C4 




Gene No. 


11036 




Strand 








Start 


13381 * * 




End 


13842 





5451 






Name 


OJ990712 04.9B24.C4.o3. 


np 


Method 


AAT/NAP 






Start 


13384 




End 


13842 






GI 


5902446 




Score 


616 






Exons 


13384. .13842 












GI Descrip. 


(AB030283) orf5 [Oryza 


sativa] 










Seq. No. 


5297 




Seq. ID 


OJ990712_04 . 9B24 


.C5 




Gene No. 


11037 




Strand 








Start 


1 




End 


639 






Name 


OJ990712 04 . 9B24 .C5 .ol . 


gp 


Method 


AAT/GAP 






Start 


1 




End 


639 






GI 


342 1.R1084 




Score 


1182 






Exons 


1. .639 












GI Descrip. 


M574406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[02 






sativa] 1 












Seq. No. 


5297 




Seq. ID 


OJ990712_04 . 9B24 


. C5 




Gene No. 


11037 




Strand 


- 






Start 


1 




End 


639 






Name 


OJ990712 04.9B24.C5.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 








GI 


6742729 




Score 


1008 






Exons 


1. .639 










Q 


GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


J _7 / 




Seq. ID 


OJ990712_04.9B24 


. C5 




Gene No. 


11037 




Strand 


- 




ru 


Start 


1 




End 


639 




Q 


Name 


OJ990712 04.9B24.C5.ol. 


tw 


Method 






1- li 


Start 


1 




End 


386 






GI 


none 




Score 


388 




i y 

IS 


Exons 


1..60, 2. .385, 3. .386 










Seq. No. 


5297 




Seq. ID 


OJ990712_04.9B24 


. C5 




Gene No 


11037 




Strand 


- 




"'4 


Start 


1 




End 


639 




\.X 


Name 


OJ990712 04.9B24.C5.ol. 


tm 


Method 


TBLASTX: Maize 




. ~. 


Start 


29 




End 


343 




'; zs 


GI 


none 




Score 


147 




: ;3 


Exons 


29. .343, 30. .332 












Seq. No. , 


5298 




Seq. ID 


OJ990712_04.9B24 


.C6 




Gene No . 


11038 




Strand 








Start 


544 




End 


672 






Name 


OJ990712 04.9B24.C6.ol. 


gs 


Method 


GENSCAN 






Start 


544 




End 


672 






GI 


none 




Score 


.65 






Exons 


544. .672 












Seq. No. 


'5299 




Seq. ID 


OJ990712_04.9B24 


. C8 




Gene No. 


11039 




Strand 


+ 






Start 


1 




End 


2256 






Name 


OJ990712 04.9B24.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


2256 






GI 


4680179 




Score 


3169 






Exons 


1. .2256 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 





5452 






Sea No 


5299 


Seq. ID 


OJ990712 04.9B24 


.C8 




Gene No. 


11039 


Strand 


+ ~~ 






Start 


1 


End 


2256 






Name 


OJ990712 04.9B24.C8.ol.gs 


Method 


GENSCAN 






Start 


45 


End 


2197 






GI 


none 


Score 


.93 






Exons 


45. .2197 










Sea. No. 


5299 


Seq. ID 


OJ990712 04.9B24 


.C8 




Gene No. 


11040 


Strand 


+ ~ 






Start 


2860 


End 


3845 






Name 


OJ990712 04.9B24.C8.o2.gs 


Method 


GENSCAN 






Start 


2860 


End 


3845 






GI 


none 


Score 


.71 






Exons 


2860. .3234, 3402. .3465, 3760. 


.3845 








Seq. No. 


5299 


Seq. ID 


OJ990712_04 .9B24 


.C8 




Gene No. 


11041 


Strand 


+ 






Start 


4274 


End 


4655 






Name 


OJ990712 04.9B24.C8.ol.gp 


Method 


AAT/GAP 






Start 


4274 


End 


4655 






GI 


uC-osflcyp033a04bl 


Score 


655 






Exons 


4274. .4655 








. ^ 


GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


•59 Oryza sativa genor 


j s n 

<t' « 




DNA, chromosome 1, clone : P0711E10 1 






i:: : 
1 ' -1 


Sea No 


5299 


Seq. ID 


OJ990712_04.9B24 


.C8 




Gene No. 


11042 


Strand 






w 


Start 


2975 


End 


9609 






Name 


OJ990712 04.9B24.C8.ol.ts 


Method 


TBLASTX : Soybean 




;. : 
s sy 


Start 


1 


End 


238 




HI 


GI 


- none 


Score 


292 






Exons 


1..237, 2. .238, 2. .238 








Q 


Sea. No. 


5299 


Seq. ID 


OJ990712_04.9B24 


.C8 




Gene No. 


11042 


Strand 






>I SI 


Start 


2975 


End 


9609 




i. 1 


Name 


OJ990712 04.9B24.C8.o5.tw 


Method 


TBLASTX: Wheat 




i a —5 


Start 


1 


End 


253 






GI 


none 


Score 


306 






Exons 


1.. .237, 2. . 247, 5. .253 










Sea No 


5299 


Seq. ID 


OJ990712_04 .9B24 


.C8 




Gene No. 


11042 


Strand 








Start 


2975 


End 


9609 






Name 


OJ990712 04.9B24-.C8.o4.tm 


Method 


TBLASTX: Maize 






Start 


2 


End 


319 






GI 


none 


Score 


312 






Exons 


2. .319, 106. .318 










Seq. No. 


5299 


Seq. ID 


OJ990712J34.9B24 


.C8 




Gene No. 


11042 


Strand 








Start 


2975 


End 


9609 






Name 


OJ990712 04.9B24.C8.o3.tw 


Method 


TBLASTX: Wheat 






Start 


254 


End 


9347 






GI 


none 


Score ' 


589 





5453 




Exons 


254.-676, 286.. 642, 317 


. .664, 


9267. .9347 




Seq. No. 


5299 




Seq. ID 


OJ990712_04.9B24 


.C8 




11042 




Strand 






Start 


2975 




End 


9609 




Name 


OJ990712 04.9B24.C8.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


260 




End 


505 




GI 


none 




Score 


210 




Exons 


260. .505, 277. .504 










Seq. No. 


5299 




Seq. ID 


OJ990712_04.9B24 


.C8 




11042 




Strand 






Start 


2975 




End 


9609 




Name 


OJ990712 04.9B24.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


325 




End 


688 




GI 


none 




Score 


479 




Exons 


32S..627, 326.. 679, 326 


;. .688 








Seq. No. 


5299 




Seq. ID 


OJ990712_04.9B24 


.C8 




11042 




Strand 






Start 


2975 




End 


9609 




Name 


OJ990712 04.9B24.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


679 




End 


1246 




GI 


none 




Score 


654 




Exons 


* 679. .1245, 710. .1246 










Seq. No. 


5299 




Seq. ID 


OJ990712_04.9B24 


.C8 


vjct lie . 


11042 




Strand 






Start 


2975 




End 


9609 




Name 


OJ990712 04.9B24.C8.o2. 


tc 


Method 


TBLASTX : Cress 




Start 


953 




End 


1270 




GI 


none 




Score 


92 




Exons 


953.. 1126, 1127.. 1270, 


1129. . 


1269 






Seq. No. 


5299 




Seq. ID 


OJ990712_04.9B24 


.C8 


Gpnp No 


11042 




Strand 






Start 


2975 




End 


9609 




Name 


OJ990712 04.9B24.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1034 




End 


1294 * 




GI 


none 




Score 


286 




Exons 


1034... 1294, 1039.. 1293 










Seq. No. 


5299 




Seq. ID 


OJ990712_04.9B24 


-C8 




11042 




Strand 






Start 


2975 




End 


9609 




Name 


OJ990712 04.9B24.C8.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


1092 




End 


1384 




GI 


none' 




Score 


87 




Exons 


1092.. 1247, 1093.. 1380, 


1094. 


. 1384 






Seq. No. 


5299 




Seq. ID 


OJ990712_04.9B24 


.C8 


Gene No. 


11042 




Strand 






Start 


2975 




End 


9609 




Name 


OJ990712 04.9B24.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1253 




End 


1879 




GI 


none 




Score 


674 




Exons 


1253.. 1879, 1309. .1767, 


1754. 


.1876 







5454 



Li I 

I" LI 



Seq. No. 


5299 








Seq. ID 


OJ990712 


_04.9B24.C8 


OCilt- ViKJ . 


1 1 OA? 

J. J. \J 1 c. 








Strand 






Start 


2975 








End 


9609 




Name 


OJ990712 04 


.9B24.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1433 








End 


2032 




GI 


none 








Score 


218 




Exons 


1433. .1594, 


1437 


. . 1478, 


1441 


..1587, 1592. .2032, 


1592. .1675, 




1594. .2016, 


1754 


. .2017 










Can Mn 










Seq. ID 


OJ990712 


04 9B24 C8 


Gene No. 


11042 








Strand 






Start 


2975 








End 


9609 




Name 


OJ990712 04 


.9B24 


.C8.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1879 








End 


2212 




GI 


none 








Score 


344 




Exons 


1879. .2145, 


1880 


. .2212, 


1883 


. .2170 






Seq. No. 


5299 








Seq. ID 


OJ990712 


_04.9B24.C8 


Rpnp No 


11042 








Strand 






Start 


2975 








End 


9609 




Name 


OJ990712 04 


.9B24 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


2975 








End 


8070 




GI 


5852180 








Score 


456 




Exons 


2975. .3524, 


4504 


. .4574, 


8047 


. .8070 






GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


5299 








Seq~. ID 


OJ990712 


_04.9B24.C8 


VJCllC IN W » 


11042 








Strand 






Start 


2975 








End 


9609 




Name 


OJ990712 04 


.9B24 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


4195 








End 


9563 




GI 


none 








Score 


.52 




Exons 


4195. .4405, 


4504 


. .4557, 


5290 


..5297, 7311. .7531, 


8273. .8461 




8597. .9331, 


9420 


. .9563 










Seq. No. 


5299 








Seq. ID 


OJ990712 


_04.9B24.C8 


Gene No. 


11042 








Strand 






Start 


2975 








End 


9609 




Name 


OJ990712 04 


.9B24 


.C8.o3. 


np 


Method 


AAT/NAP 




Start 


6085 








End 


9609 




GI 


5852176 








Score 


1279 




Exons 


6085. .6117, 


7621 


. .7738, 


8220 


..8250, 8348. .8513, 


8805. .9105 




9160. .9331, 


9420 


. .9609 










GI Descrip. 


(AL117265) 


zhb0006.1 [Oryza ; 


sativa] 
















Seq. ID 


OJ990712 




Gene No. 


11042 








Strand 






Start 


2975 








End 


9609 




Name 


OJ990712 04 


.9B24 


.C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


9126 








End 


9334 




GI 


none 








Score 


79 




Exons 


9126. .9329, 


9144 


. .9326, 


9188 


. .9334 






Seq. No. 


5299 








Seq. ID 


OJ990712 


_04.9B24.C8 


Gene No. 


11042 








Strand 






Start 


2975 








End 


9609 





5455 



•i3 



'4 
'■3 



Name 


OJ990712 04.9B24.C8.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


9126 




End 


9339 


GI 


none 




Score 


39 


Exons 


9126.. 9212, 9217. .9246, 


9219. 


.9338, 9228..9338, 9280.. 9339 


Seq. No. 


5299 




beq. J.U 




Gene No . 


11042 




Strand 




Start 


2975 




bna 


y ouy 


Name 


OJ990712 04.9B24.C8.o5. 


tm 


Doetnoa 


1 D-bAb i a : Ma l z e 


Start 


9126 






yj^y -i . 


GI 


none 




Score 


202 


Exons 


9126. .9329 








Seq. No. 


5300 




Seq. ID 


OJ990712_04.9B24.C9 


Gene No. 


11043 




Strand 


+ 


btart 






End 


5662 


Name 


OJ990712 04.9B24.C9.ol. 


np 


Method 


AAT/NAP 


Start 


965 




End 


5662 


GI 


4680179 




Score 


417 


Exons 


965.. 1705, 5630.. 5662 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


5300 




Seq. ID 


OJ990712_04.9B24.C9 


Gene No. 


11043 




Strand 


+ 


Start 


965 




End 


5662 . 


Name . 


OJ990712 04.9B24.C9.ol. 


gp 


Method 


AAT/GAP : * 


Start 


2811 




End 


3545 


GI 


101153 1.R1084 




Score 


568 


Exons 


2811. .3000, 3317. .3545 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 


Seq. No. 


5300 




Seq. ID 


OJ990712_04.9B24.C9 


Gene No. 


11043 




Strand 


+ 


Start 


965 




End 


5662 


Name 


OJ990712 04.9B24.C9.o2. 


gp 


Method 


AAT/GAP 


Start 


3563 




End 


3992 


GI 


2428185 




Score 


809 


Exons 


3563. .3992 








GI Descrip. 


5852170/emb|AL117265.1 | 


OST17804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. No. 


5300 




Seq. ID 


OJ990712_04.9B24.C9 


Gene No . 


11044 




Strand 




Start 


2781 




End 


5662 


Name 


OJ990712 04 .9B24.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1054 




End 


1336 


GI 


- none 




Score 


241 


Exons 


1054. .1302, 1056. .1232, 


1271. 


.1336 - 




Seq. No. 


5300 




Seq. ID 


OJ990712_04.9B24.C9 


Gene No. 


' 11044 




Strand 




Start 


2781 




End 


5662 


Name 


OJ990712 04.9B24.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1054 




End 


1353 


GI 


none 




Score 


202 


Exons 


1054.. 1302, 1056. .1217, 


1267. 


.1353 





5456 



ru 

n 

\.± 
'-3 

J a =S 



Seq. No. 


5300 




Seq. ID 


OJ990712 


_04. 


. 9B24 


.C9 




11044 




U LJ.Q11U 










Start 


2781 




End 


5662 








Name 


OJ990712 04.9B24. 


C9.o2.np 


Method 


AAT/NAP 








Start 


2781 




End 


5662 








GI 


5852180 




Score 


323 








Exons 


2781.. 3150, 4161. 


.4238, 5572. 


, .5662 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










oeq. no. 


5300 




. Seq. ID 


OJ990712 




QDO A 




Gene No. 


11044 




Strand 










Start 


2781 




End 


5662 








Name 


OJ990712 04.9B24. 


C9.o2.gs 


Method 


GENSCAN 








Start 


3288 




End 


5600 








GI 


none 




Score 


.71 








Exons 


3288.. 3375, 4239. 


.4314, 5006. 


,.5158, 5231. .5600 








Seq. No. 


5300 




Seq. ID 


OJ990712 


_04, 


. 9B24 


.C9 


Gene No. 


11044 




Strand 










Start 


2781 




End 


5662 








Name 


OJ990712 04.9B24. 


C9.o3.gp 


Method 


AAT/GAP 








Start 


4519 




End 


4812 








GI 


61605 3.R1084 




Score 


439 









^ Exons 
lH GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4519. .4812 

1 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



5300 
11044 
2781 

OJ990712_04 .9B24.C9.o3.np 
4934 
5852176 
4934.. 5158, 5231.. 5662 
(AL117265) zhb0006.1 [Oryza sativa] 



Seq. ID OJ990712_04.9B24.C9 
Strand 

5662 
AAT/NAP 
5662 
1013 



End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5301 

11045 

7052 

OJ990712_04 . 9B24 .C10.o2.gs 

7052 

none 



Seq. ID OJ990712_04.9B24.C10 

Strand + 

End 10391 

Method GENSCAN 

End 10391 * 

Score .85 



7052. .7066, 8802. .8875, 8920. .9474, 9501. .9598, 9645. .9851, 
9913. .9967, 10001. .10391 



Seq. ID OJ990712JD4 . 9B24 .C10 

Strand + 

End 14833 

Method AAT/GAP 

End 12897 

Score 691 



5301 
11046 
12694 

OJ990712_04 . 9B24.C10.ol.gp 
12516 

uC-osflcyp033a04bl 
12516. .12897 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



Seq. No. 



5301 



Seq. ID OJ990712 04.9B24.C10 



5457 






1 1 04 




Strand 


+ 




Start 


12694 




End 


14833 




Name 


OJ990712 04.9B24.C10. 


o4 . gs 


Method 


GENSCAN 




Start 


12694 




End 


14833 




GI 


none 




Score 


.95 




Exons 


12694. .12769, 13542.. 


13562, 


13677. .1454 4, 14593. .14833 




Seq. No. 


5301 




Seq. ID 


OJ990712_04.9B24. 


C10 


Gene No. 


11047 




Strand 


+ 




LQI L 


15158 




End 


21636 




Name 


OJ990712 04.9B24.C10. 


ol.np 


Method 


AAT/NAP 




Start 


15158 




End 


21636 




GI 


5902445 




Score 


2988 




Exons 


15158. .16441, 19800.. 


20351, 


20391. .21636 




GI Descrip. 


(AB030283) GAG-POL precursor 


■ [Oryza sativa] 




Seq. No. 


DjUI 




oeq ■ l v 


OJ990712_04.9B24. 


C10 




11048 




Strand 






Start 


538 




End 


6571 




Name 




ol . CfS 


Method 


GENSCAN 




Start 






End 


6571 




GI 


none 




Score 


.4 




Exons 


jjo . . / 1 1 f l^UU . . IjUDi 


"}99 1 


3399, 6254 


..6315, 6469.. 6571 


Seq. No. 


com 




Seq. ID 


OJ990712_04.9B24. 




bene ino . 


11049 




Strand 






Start 


11093 




End 


11647 




Name 


u *» . :?dz ^ . ^i u . 


o3 . CfS 


Method 


GENSCAN 




Start 


11U7J 




End 


11647 




GI 


none 




Score 


1 




Exons 


iiuy j . . li o*± I 










Seq. No. 


jjUI 




Seq. ID 


OJ990712_04. 9B24. 


C10 




11050 




Strand 






Start 


22243 




End 


27838 




Name 


OJ990712 04.9B24.C10. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


10322 




End 


13825 




GI 


none 




Score 


51 




Exons 


10322. .10363, 10364.. 


10480, 


13598. .13825, 13600.. 13824 




Seq. No. 


5301 




Seq. ID 


OJ990712J34.9B24. 


C10 




11050 




Strand 






Start 


22243 




End 


27838 




Name 


OJ990712 04.9B24.C10. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14456 




End 


14911 




GI 


none 




Score 


141 




Exons 


14456. .14638, 14467.. 


14637, 


14675. .14911, 14677.. 14901 




Seq. No. 


5301 




Seq. ID 


. OJ990712_04.9B24. 


C10 


bene lno • 


11050 




Strand 






Start 


22243 




End 


27838 




Name 


OJ990712 04.9B24.C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15103 




End 


15559 




GI 


none 




Score 


523 




Exons 


15103. .15558, 15104.. 


15559 








Seq. No. 


5301 




Seq. ID 


OJ990712_04 . 9B24.. 


C10 



5458 






11050 






on aiiu 






Start 


22243 






End 


27838 




Name 


OJ990712 04.9B24.C10. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15233 






End 


15589 




GI 


none 






Score 


418 




Exons 


15233. 


.15589, 15295.. 


15588 








Seq. No. 


5301 






Seq. ID 


OJ990712_04.9B24 


.C10 




11050 












Start 


22243 






End 


27838 




Name 


OJ990712 04.9B24.C10. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


15617 






End 


16000 




GI 


none 






Score 


322 




Exons 


15617. 


.16000, 15784.. 


15999 








Seq. No. 


5301 






Seq. ID 


OJ990712_04 .9B24 


.C10 


^y\^ NT f\ 


11050 






Strand 






Start 


22243 






End 


27838 




Name 


OJ990712 04.9B24.C10. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


15674 






End 


16098 




GI 


none 






Score 


468 




Exons 


15674. 


.16096, 15677.. 


16063, 


15784. .16098 




Seq. No. 


5301 










.C10 


uene no . 


11050 












Start 


22243 






End 


27838 




Name 


OJ990712 04.9B24.C10. 


ol.ts 


■ Method 


TBLASTX : Soybean 




Start 


15728 








lUlJJ 




GI 


none 






Score 






Exons 


15728. 


.16153, 15787.. 


15912 








Seq. No. 


5301 






Seq. ID 


OJ990712_04 .9B24 


.C10 


ocllc NO • 


11050 






Strand 






Start 


22243 






End 


27838 




Name 


OJ990712 04.9B24.C10. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


16162 






End 


16402 




GI 


none 






Score 


222 




Exons 


16162. 


.16392, 16163.. 


16402 








Seq. No. 


5301 






Seq. ID 


OJ990712_04.9B24 


.C10 


Cono NT /-\ 


11050 






Strand 






Start 


22243 






End * 


27838 




Name 


OJ990712 04.9B24.C10. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


19860 






End 


20234 




GI 


none 






Score 


247 




Exons 


19860. 


.20234, 19925.. 


20092 








Seq. No. 


5301 






Seq. ID 


OJ990712_04.9B24 


.C10 


bene jno . 


11050 






Strand 






Start 


22243 






End 


27838 




Name 


OJ990712 04.9B24.C10. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20397 






End 


20663 




GI 


none 






Score 


187 




Exons 


20397. 


.20663, 20516.. 


20656 








Seq. No. 


5301 






Seq. ID 


OJ990712J34.9B24 


.C10 


Gene No. 


11050 






. Strand 







5459 



■i3 



Start 


22243 " - 




End 


27838 




Name 


OJ990712 04.9B24.C10 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20647 




End 


20997 




GI 


none 




Score 


309 




Exons 


20647. .20886, 20659. 


.20997, 


20745. .20987 




Seq. No. 


5301 




Seq. ID 


OJ990712_04.9B24 


.C10 


Gene No . 






Strand 






Start 


22243 




End 


27838 




Name 


OJ990712 04.9B24.C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


20668 




End 


21042 




GI 


none 




Score 


179 




Exons 


20668. .20931, 20775. 


.20930, 


20929. .21042 




Seq. No. 


5301 




Seq. ID 


OJ990712_04.9B24 


.C10 


bene ino . 






Strand 






Start 


22243 




End 


27838 




Name 


OJ990712 04.9B24.C10 


. o3 . tw 


Method" 


TBLASTX: Wheat 




Start 


21019 




End 


21627 




GI 


none 




Score 


336 




Exons 


21019. .21471, 21033. 


.21119, 


21168. .21275, 21496. .21627 




Seq. No. 


5301 




Seq. ID 


OJ990712_04.9B24 


.C10 


Gene No. 


11050 




Strand 






Start 


22243 




End 


27838 




Name 


OJ990712 04.9B24.C10 


.06. gs 


Method 


GEN SCAN 




Start 


22243 




End 


27838 




GI 


none 




Score 


.69 




Exons 


22243. .22760, 22860. 


.23005, 


23124. .23431, 23456 .. 2378 9, 






23969. .24027, 24098. 


.24283, 


24351. .24412, 24 642 .. 25018 , 






25206. .25291, 25590. 


.25783, 


26148. .26219, 27604. .27838 





£3 

□ 



Seq. No. 5301 

Gene No. 11050 

Start 22243 

Name OJ990712_04 . 9B24 . C10 . o2 . np 

Start 23123 

GI 6721561 

Exons 23123. .23899, 23969 24027 , 
GI Descrip. 



OJ990712 04.9B24.C10 



Seq. ID _ 
Strand 

End 27838 
Method AAT/NAP 
End 24751 
Score 933 
24098. .24316, 24716. .24751 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted "gene. ; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


5301 


Seq. ID 


OJ990712 


Gene No. 


11050 


Strand 




Start 


22243 


End 


27838 


Name 


OJ990712 04.9B24.C10.o3 


. np Method 


AAT/NAP 


Start 


24568 


End 


25307 


GI 


6907089 


Score 


261 


Exons 


24568. .25307 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


5301 


Seq. ID 


OJ990712 


Gene No. 


11050 


Strand 




Start 


22243 


End 


27838 



'54 60 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9907 12_04 . 9B24 . CIO . o4 . np Method AAT/NAP 
26104 End 26219 

6721512 Score 67 

26104. .26219 

(AP001072) hypothetical protein [Oryza sativa] 



5302 Seq. ID 

11051 Strand 

6499 End 

OJ990712_04 . 9B24 . Cll . ol . np Method 

6499 End 

3402755 Score 
6499. .7785, 7813. .7887 

(AL031187) putative transposable element [Arabidopsis thaliana] 



OJ990712_04.9B24.C11 
+ 

7887 
AAT/NAP 
7887 
631 



5302 
11051 
6499 

OJ990712_04 . 9B24 .Cll . ol . tw 
6648 
none 

6648. .6794, 6649. .6795, 6650. .6796, 6769. .6891, 6824 
6880. .6933, 6999.. 7058 



Seq. ID OJ990712_04.9B24.C11 

Strand + 

End 7887 

Method TBLASTX : Wheat 

End 7058 

Score 116 

6880, 



it i : 

i y 
C3 



:: i : 



Seq. No. 5303 Seq. ID 

Gene No. 11052 Strand 

Start 1 End 

Name OJ990712_04 . 9B24 . C12 . ol . np Method 

Start 1 End 

GI. 130582 Score ■ 

Exons 1..33, 138.. 528 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi| 100342 |pir||S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



OJ990712_04.9B24.C12 
+ 

528 

AAT/NAP 

528 

233 



Seq. No. 


5303 


Seq. ID 


OJ990712 


_04.9B24.C12 


Gene No. 


11052 


Strand 


+ 




Start 


1 


End 


528 




Name 


. OJ990712 04 . 9B24 . C12 . ol . gs 


Method 


GENSCAN 




Start 


264 


End 


522 




GI 


none 


Score 


.43 




Exons 


264. .522 








Seq. No. 


5304 


Seq. ID 


OJ990712 


_04.9B24.C13 


Gene No. 


11053 


Strand 


+ 




Start 


1 


End 


2197 




Name 


OJ990712 04.9B24.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2197 




GI 


6623973 


Score 


1750 




Exons 


1. .2197 








GI Descrip. 


(AC007505) Highly similar to 


Tal-3 polyprotein 


[Arabidopsis 




thaliana] 








Seq. No. 


5304 


Seq. ID 


OJ990712 


_04..9B24.C13 


Gene No. 


11054 


Strand 






Start 


2596 


End 


3344 





5461 



□ 

j y 
n I 



Name 


OJ990712 04.9B24.C13.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


361 




GI 


none 


Score 


174 




Exons 


1..225, 2.. 226, 212. .361 








Seq. No. 


5304 


Seq. ID 


OJ990712_04.9B24 


.C13 




1 1 


JLI oilU 






Start 


2596 


End 


3344 




Name 


OJ990712 04.9B24.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


562 


End 


990 




GI 


none 


Score 


556 




Exons 


562.. 990, 563.. 988 








Seq. No. 


5304 


Seq. ID 


OJ990712_04.9B24 


.C13 




X 1 U D ft 


Jtl ClX ILi 






Start 


2596 


End 


3344 




Name 


OJ990712 04.9B24.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


829 


End 


1210 




GI 


none 


Score 


311 




Exons 


829. .1125, 830. .1210 








Seq. No. 


5304 


Seq. ID 


OJ990712_04.9B24 


.C13 


bene no . 


L ± U D *i 








Start 


2596 


End 


3344 




Name 


OJ990712 04.9B24.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


830 


End 


1036 




GI 


none 


Score 


186 




Exons 


830. .1036, 835. .1002 








Seq. No. 


5304 


Seq. ID 


OJ990712_04. 9B24 


.C13 


ucuc LNO . 


11054 


Strand 






Start 


2596 


End 


3344 




Name 


OJ990712 04.9B24.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


854 


End 


1244 




GI 


none 


Score 


386 




Exons 


854. .1201, 856. .1146, 978. .1244, 978.. 


1202 




Seq. No. 


5304 


Seq. ID 


OJ990712__04.9B24 


.C13 


bene lno. 


11054 


Strand 






Start 


2596 


End 


3344 




Name 


OJ990712 04.9B24.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


992 


End 


1612 




GI 


none 


Score 


179 




Exons 


992. .1162, 1229. .1447, 1268.. 


1612 






Seq. No. 


5304 


Seq. ID 


OJ990712_04. 9B24 


-C13 


Gene No. 


11054 


Strand 






Qf -a v-4- 

oi,ar t 


2596 


End 


3344 




Name 


OJ990712 04.9B24.C13.o2.tm 


Method 


TBLASTX: Maize 




Start . 


1265 


End 


1715 




GI 


none 


Score 


116 




Exons 


1265.. 1423, 1273.. 1353, 1385. 


.1702, 1385. .1480, 1399. .1710, 




1399. .1692, 1464. .1715 . 








Seq. No. 


5304 


Seq. ID 


OJ990712_04. 9B24 


.C13 


Gene No. 


11054 


Strand 






Start 


2596 


End 


3344 





5462 




Name 


OJ990712 04 


.9B24 


.C13.ol 


.tc 


Method 


TBLASTX : 


Cress 




Start 


1586 








End 


2188 






GI 


none 








Score 


64 






Exons 


1586. .1714, 


1709 


. .1813, 


1823 


..I960, 1976. .2188 






Seq. No. 


5304 








Seq. ID 


OJ990712 


_04.9B24 


.C13 


f~l Ann Mo 


1 1 0^4 








Strand 








Start 


2596 








End 


3344 






Name 


OJ990712 04 


.9B24 


.C13.o3 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1708 








End 


2161 






GI 


none 








Score 


165 






Exons 


1708. .1929, 


1739 


. .1942, 


1793 


..1945, 1961. .2161, 


1972. .2160 


Seq. No. 


5304 








Seq. ID 


OJ990712 


_04.9B24 


.C13 


OCllC 1N*J • 










Strand 








Start - 


2596 








End 


3344 






Name 


OJ990712 04 


. 9B24 


.C13.ol 


.tm 


Method 


TBLASTX : 


Maize 




Start 


1766 








End 


2188 






GI 


none 








Score 


551 






Exons 


1766. .2188, 


1783 


. .2184 












Seq. No. 


5304 








Seq. ID 


OJ990712 


_04.9B24 


.C13 




± ± KJ .J fx 








Strand 








Start 


2596 








End 


3344 






Name 


OJ990712 04 


. 9B24 


.C13.o2 


.ts 


Method 


TBLASTX:. 


Soybean 




Start 


1787 








End 


2185 






GI 


none 








Score 


292 






Exons 


1787. .2062, 


1789 


. .2049, 


1796 


..2059, 2072.. 2185, 


2080. .2178 


Seq. No. 


5304 








Seq. ID 


OJ990712 


_04.9B24 


.C13 




-L -L \J -J fx 








Strand 








Start 


2596 








End 


3344 






Name 


OJ990712 04 


.9B24 


.C13.o2 


.gs 


Method 


GENSCAN 






Start 


2596 








End - 


3344 






GI 


none 








Score 


.73 






Exons 


2596. .2934, 


3037 


. .3171, 


3231 


. .3344 








Seq. No. 


5305 








Seq. ID 


OJ990712 


_04 .9B24 


.C14 


ono Mo 


11055 








Strand 








Start 


532 








End 


1375 






Name 


OJ990712 04 


. 9B24 


.C14.ol 


.gs 


Method 


GENSCAN 






Start 


532 








End 


1375 . 






GI 


none 








Score 


.58 






Exons 


532. .613, 1149.. 


1375 












Seq. No. 


5306 








Seq. ID 


OJ990712 


_04.9B24 


.C15 


CI aha Mo 


11056 








Strand 








Start 


451 








End 


2770 






Name 


OJ990712 04 


.'9B24 


.C15.ol 


.gs 


Method 


GENSCAN 






Start 


451 ^ 








End 


1915 






GI 


none 








Score 


.77 






Exons 


451. .603, 1485.." 


1685, 1898.. 


1915 








Seq. No. 


5306 








Seq. ID 


OJ990712 


_04.9B24 


.C15 


Gene No. 


• 11056 








Strand 








Start 


451 








End 


2770 






Name 


OJ990712 04 


.9B24 


.CIS.ol 


.np 


Method 


AAT/NAP 







5463 



'■■■-1 



Start 


1519 


End 


2770 






GI 


5852084 


Score 


75 






Exons 


1519.. 1598, 2740.. 2770 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


5307 


Seq. ID 


OJ990712_ 


04.9B24 


.C16 


Gene No - 


11057 


Strand 


+ 






Start 


292 


End 


4131 






Name 


OJ990712 04.9B24.C16.ol.gs 


Method 


GENSCAN 






Start 


292 - 


End . 


4131 






GI 


none 


Score 


.68 






Exons 


292.. 338, 397. .626, 1288.. 1396, 1570.. 


1603, 3919 


.4131 




Seq- No. 


5307 


Seq. ID 


OJ990712_ 


04.9B24 


.C16 


Gene No . 


11058 


Strand 


+ 






Start 


19104 


End 


19578 






Name 


OJ990712 04 . 9B24 ,C16.o4 .gs 


Method 


GENSCAN 






Start 


19104 ~ 


End 


19578 






GI 


none 


Score 


.68 






Exons 


19104. .19172, 19363. .19448, 


19494 . .19578 






Seq. No. 


5307 


Seq. ID 


OJ990712_ 


04 .9B24 


.C16 


Gene No . 


11059 


Strand 


+ 






Start 


20461 


End 


20846 






Name 


OJ990712 04 . 9B24 .CI6.06. gs 


Method 


GENSCAN 






Start 


20461 ~ 


End 


20846 






GI 


none 


Score 


.49 






Exons 


20461. .20700, 20745. .20846 










Seq. No. 


5307 


Seq. ID 


OJ990712_ 


04.9B24 


-C16 


Gene No. 


11060 


Strand 








Start 


6969 


End 


17299 






Name 


OJ990712 04 . 9B24 .C16.o3.gs 


Method 


GENSCAN 






Start 


6969 ~ 


End 


17299 






GI 


none 


Score 


.68 






Exons 


6969. .7175, 9048. .9655, 9754 


..9857, 9998.. 10627, 


11604. 


.12222, 




12349.. 12424, 140 60.. 14131, 


16561. .16595, 16677. 


.17165, 






17239. . 17299 










Seq. No. 


5307 


Seq. ID 


OJ990712_ 


04.9B24 


.C16 


Gene No. 


11060 


Strand 








Start 


6969 


End 


17299 






Name 


OJ990712 04.9B24.C16.ol.gp 


Method 


AAT/GAP 






Start 


12003 


End 


12764 






GI 


20519 1.R1084 


Score 


788 






Exons 


12003. .12222, 12349. . 12424 , 


12613. .12764 






GI Descrip. 


, 1922242/emb|CAA71173| 4 . Oe- 


16 (Y10084) hypothetical protein 




[Arabidopsis thaliana] 1 










Seq. No. 


5307 


Seq. ID 


OJ990712_ 


04 . 9B24 


.C16 


Gene No. 


11061 


Strand 








Start 


18934 


End 


27961 






Name 


OJ990712 04.9B24.C16.ol.np 


Method 


AAT/NAP 






Start 


18934 


End 


22653 






GI 


5091513 


Score 


1114 






Exons 


18934. .19168, 19321 194 14 , 


20088. .20985, 21628. 


.22653 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 







5464 




Seq. No. 


5307 




Seq. ID 


OJ990712_04.9B24 


.C16 


Gene No. 


11061 




Strand 






Start 


18934 




End 


27961 




Name 


OJ990712 04.9B24.C16 


. o7 .gs 


Method 


GENSCAN 




Start 


21567 




End 


27961 




GI 


none 




Score 


.45 




Exons 


21567. .21865, 21871. 


.22065, 


22161. .22584, 23036 .. 23195, 






23241. .23380, 24156. 


.24270, 


24369. .24567, 24921 24980, 






26393. .26503, 27308. 


.27426,- 


27433. /27631, 27703.. 27961 




Seq. No. 


5307 




Seq. ID 


OJ990712_04.9B24 


.C16 


Gene No . 


11062 




Strand 






Start 


30035 




End 


31931 




Name 


OJ990712 04.9B24.C16 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


12101 




End 


12427 




GI 


none 




Score 


36 




Exons 


12101. .12124, 12101. 


. 12133, 


12131. .12178, 12131. .12178, 






12179. .12223, 12179. 


. 12223, 


12345. .12425, 12347.. 12427 




Seq. No. 


5307 




Seq. ID 


OJ990712_04.9B24 


.C16 


Gene No. 


. 11062 




Strand 






Start 


30035 




End 


31931 




Name 


OJ990712 04.9B24.C16 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12131 




- End 


12430 




GI 


none 




Score 


98 




Exons 


12131. .12229, 12347. 


. 12430 








Seq. No. 


5307 




Seq. ID 


OJ990712_04.9B24 


.C16 


Gene No. 


11062 




Strand 






Start 


30035 




End 


31931 




Name 


OJ990712 04.9B24.C16 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


12134 




End 


12427 




GI 


none 




Score 


141 




Exons 


12134. .12223, 12134 . 


.12223, 


12342. .12425, 12344.. 12427 




Seq. No. 


5307 




Seq. ID 


OJ990712_04.9B24 


.C16 


Gene No. 


11062 




Strand 






Start 


30035 




End 


31931 




Name 


OJ990712 04.9B24.C16 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13025 




End 


13493 




GI 


none 




" Score 


323 




Exons 


13025. .13387, 13026. 


.13493, 


13411. .13467 




Seq. No. 


5307 




Seq. ID 


OJ990712_04.9B24 


.C16 


Gene No. 


11062 




Strand 






Start 


30035 




End 


31931 




Name 


OJ990712 04.9B24.C16 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


13224 




End 


13590 




GI 


none 




Score 


135 




Exons 


13224. .13406, 13424. 


.13522, 


13441. . 13521, 13540.. 13590 




Seq. No. 


5307 




Seq. ID 


OJ990712JD4.9B24 


.C16 


Gene No. 


11062 




Strand 






Start 


30035 




End 


31931 




Name 


OJ990712 04.9B24.C16 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


13668 




End 


13901 





5465 





GI 


none 


Score 


195 




Exons 


13668. .13901, 13670.. 13816 








Seq. No. 


5307 


Seq. ID 


OJ990712 




OCT 11C IN (J • 


11062 


Strand 






Start 


30035 


End 


31931 




Name 


OJ990712 04 .9B24.C16.o8.gs 


Method 


GENSCAN 




Start 


30035 


End 


31931 




GI 


none 


Score 


.66 




Exons 


^30035* .30152, 31074 .. 31107, 31904.. 31931 




Seq. No. 


5308 


Seq. ID 


OJ990712 




IJCllC LMw ■ 


11063 


Strand 


+ 




Start 


1 97 


FnH 


99Q 




Name 


PJ.TQQD719 04 QR94 PI 7 nl rr<; 




PFN9PAN 




Start 


197 ~~ 


FnH 






GI 


t\ on o 




8 S 




Exons 


197 99Q 








Se : q - No . 


5309 


Seq. ID 


OJ990412 




Gene No. 


11064 


Strand 






Start 


i 


End 


405 




Name 


O.TQQ0419 OS QRfH PI n1 nn 


Method 


AAT/NAP 




Start 


1 ~~ 


End 


405 


i. 1 


GI 


\J t V <J ^ O *± 


Score 


154 


!;n 


Exons 


1 4 1 ft S 4 OS 








GI Descrip. 


(AB033235) gag-pol polyprotei 


n [Oryza 


sativa] 




Seq. No. 


5309 


Seq. ID 


OJ990412 




Cono NT f-\ 


11064 


Strand 






Start 


i 


End 


405 


:t; ; 

! Vi 


Name 


DJQ90419 OS QRfH PI nl fw 


Method 


TBLASTX 




Start 


119 _ 


End 


300 


. — 


GI 


n nn o 


Score 


69 




Exons 


119. .238, 141. .209, 142. .246, 


145. .234, 244. .29 


1 3 

;: at 

i 


Seq. No. 


S^l 0 


Seq. ID 


OJ990412 






1 1 OfiS 


Strand 


+ 


A 


Start 


97n 


End 


349 




Name 


O.TQQ0419 OS QRH^ P9 nl rr<? 


Method 


GENSCAN 


'as? 


Start 


97 n 


End 


349 




GI 


none 


Score 


.79 




Exons 


270. .349 








Seq. No. 


5311 


Seq. ID 


OJ990412 




Porto Mo 


11066 


Strand 


+ 




Start 


86 


End 


140 




Name 


OJ990412 05.9B03.C3.ol.gs 


Method 


GENSCAN 




Start 


86 


End 


140 




GI 


none 


Score 


.67 




Exons 


86. .140 








Seq. No. 


5312 


Seq. ID 


OJ990412 




Gene No. 


11067 


Strand 






Start 


265 


End 


437 




Name 


OJ990412 05.9B03.C4.ol.gp 


Method 


AAT/GAP 




Start 


265 


End 


'437 



,300 



5466 




GI 


10431 1.R1084 


Score 


295 


Exons 


265. .437 






GI Descrip. 


1 1256198/dbj | D63711 | RICTNR3 


4.0e-82 Rice transposon Tnr3 DNi 




complete sequence' 






Seq. No. 


5313 


Seq. ID 


OJ990412_05.9B03.C5 




1 1068 


Strand 


- 


Start 


162 


End 


367 


Name 


OJ990412 05.9B03.C5.ol.gs 


Method 


GENSCAN 


Start 


162 


End 


.367 


GI 


none 


Score 


.64 


Exons 


162. .367 






Seq. No. 


5314 


Seq. ID 


OJ990412_05.9B03.C6 


Gene No. 


11069 


Strand 


+ 


Start 


1 


End 


1396 


Name 


OJ990412 05.9B03.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1396 


GI 


5852181 


Score 


133 


Exons 


1..196, 1308. .1396 






GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sat iva ] 




Seq. No. 


5315 


Seq. ID 


OJ990412_05.9B03.C7 






Strand 




Start 


527 


End 


1148 


Name 


OJ990412 05.9B03.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


527 


End 


1148 


GI 


none 


Score 


113 


Exons 


527. .880, 921. .1148 






Seq. No. 


5315 


Seq. ID 


OJ990412_05.9B03.C7 




11070 


Strand 




Start 


527 


End 


1148 


Name 


OJ990412 05.9B03.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


701 


End 


1088 


GI 


none 


Score 


38 


Exons 


701. .883, 762. .884, 918. .1088, 921. .1073 


Seq. No. 


5316 


Seq. ID 


OJ990412_05.9B03.C8 


uCilC LNW ■ 


11071 


Strand 




Start 


204 


End 


1363 


Name 


OJ990412 05.9B03.C8.ol.gs 


Method 


GENSCAN 


Start 


• 204 


End 


1363 


GI 


none 


Score 


.74 


Exons 


204. .416, 467. .583, 680. .1363 




Seq. No. 


5317 


Seq. ID 


OJ990412_05. 9B03.C10 


Gene No. 


11072 


Strand 


+ 


Start 


1 


End 


719 


Name 


OJ990412 05.9B03.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


719 


GI 


6498441 


Score 


111 


Exons 


1..137, 637. .719 






GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 



5467 



Seq. No. 5317 

Gene No. 11073 

Start 44 

Name OJ9904 12_05 . 9B03 . CIO . ol . gs 

Start 44 

GI none 

Exons 4 4.. 224 



Seq. ID OJ990412_05.9B03.C10 

Strand 

End 224 

Method GENSCAN 

End 224 

Score .82 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5318 
11074 

1 *'• 

OJ9904 12_05 . 9B03 . CI 1 . ol . np 
1 

4680203 
1. .896 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990412_05.9B03.C11 

Strand + 

End 8 96 

Method AAT/NAP 

End 8 96 

Score 4 92 



5318 

11074 

1 

0 J9904 12_05 . 9B03 . CI 1 . ol . tw 
1 



Seq. ID OJ990412_05.9B03.C11 
Strand + 
End 8 96 

Method TBLASTX : Wheat 
End 818 
none Score 94 

1..114, 12. .116, 121. .294, 319. .390, 333. .392, 389. .454, 
393.-455, 522. .575, 593. .697, 594. .698, 699... 818 



?t Seq. No. 5318 

Lj Gene No. 11074 

1 Start 1 

I Name OJ990412_05 . 9B03 . Cll . ol . gs 

Z Start 366 

f s GI none 

U Exons 366.. 872 



Seq. ID OJ990412_05.9B03.C11 

Strand + 

End 8 96 

Method GENSCAN 

End 872 

Score . 65 



} Seq. No. 5318 

j Gene No. 11074 

Start 1 

Name OJ9904 12_05 . 9B03 . Cll . ol . ts 

Start 509 

GI none 

Exons 509.. 691, 510.. 755 ' 



Seq. ID OJ990412_05.9B03.C11 

Strand + 

End 896 

Method TBLASTX : Soybean 

End 755 

Score 226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5319 

11075 

1 

OJ990412_05.9B03.C12.ol.np 
1 

4680183 



Seq. ID OJ990412_05.9B03.C12 
Strand + 
End 5964 
Method AAT/NAP 
End ' 5964 

Score 182 
1..23, 2936. .2961, 5198. .5267, 5875. .5964 
(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



5319 

11075 

1 

OJ990412_05.9B03.C12.ol.gs 

529 

none 



Seq. ID OJ990412_05.9B03.C12 

Strand + 

End 5964 

Method GENSCAN 

End 7 92 

Score 1 



5468 



Exons 



529. .792 



Seq. No. 5319 

Gene No. 11075 

Start 1 

Name OJ9904 12_05 . 9B03 . C12 . o2 . gs 

Start 1489 - 

GI none 
Exons 



Seq. ID OJ990412_05.9B03.C12 

Strand + 

End 5964 

Method GENSCAN 

End 5714 

Score .47 



1489. .2217, 2296.-2567, 2946. .3099, 3314. .3717, 3796. .3966, 
4051.. 4339, 5178... 5316, 5611.. 5714 



Seq. No. 5319 

Gene No. 11076 

Start 6643 

Name OJ9904 12_05 . 9B03 . C12 . o3 . gs 

Start 6643 

GI none 

Exons 6643.. 7008 



Seq. ID OJ990412_05.9B03.C12 

Strand + 

End 7008 

Method GENSCAN 

End 7008 

Score .95 



Seq. No. 5320 

Gene No. 11077 

Start 4642 

Name OJ9904 12_05 . 9B03 . C14 . o2 . gs 

Start 4642 

GI none 

Exons 4642.. 5175 



Seq. ID OJ990412_05.9B03.C14 

Strand + 

End 5175 

Method GENSCAN 

End 5175 

Score .97 



rU Seq. No. 

n Gene No. 

|7f Start 

s z Name 

;H Start 

TiJ GI 

is Exons 

q GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990412_05.9B03.C14 
Strand + 

6673 
AAT/GAP 
6673 
742 



5320 
11078 
6229 

OJ990412_05. 9B03.C14 .ol.gp 
6229 

LIB3431-028-P1-N1-A10 
6229.. 6296, 6324.. 6673 

, 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



End 

Method 

End 

Score 



5320 

11079 

275 

OJ990412_05.9B03.C14.ol.gs 

275 

none 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 3994 

Method GENSCAN 

End 3966 

Score .55 



275. .454, 730. .802, 886.-996, 1091. .1264, 1369. .1642, 
1709.. 2016, 2072.. 2195, 2321.. 2462, 2558.. 2888, 3246.. 3486, 
3951. .3966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5320 

11079 

275 

OJ990412_05. 9B03.C14 .ol.np 
282 

4680204 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 3994 

Method AAT/NAP 

End 3994 

Score 933 



282. .513, 866..996, 1091. .1264, 1369. .2462, 2558. .3994 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 



5320 



Seq. ID OJ990412_05.9B03.C14 



5469 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



11080 Strand 

5517 End 

OJ9904 12_05 . 9B03 . C14 . o5 . tw Method 

2948 End 

none Score 



10204 

TBLASTX: Wheat 

3351 

74 



2948. .3121, 2949. .3023, 3108. .3248, 3113. .3349, 3200. .3349, 
3211.. 3351, 3241.. 3351 



Seq. No. 5320 

Gene No. 11080 

Start 5517 

Name OJ9904 12_05 . 9B03 . C14 . o2 . gp 

Start 5517 

GI 342_1.R1084 

Exons 5517.. 5857, 6081.. 9606 

GI Descrip. 1 4574406/gb I AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



Seq. ID OJ990412_05.9B03.C14 
^Strand 

End 10204 

Method AAT/GAP 

End 9606 

Score 6244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



□ Seq. No. 

i'Ti Gene No. 

J" 5? Start 

^ Name 

I'iJ Start 

» GI 

Exons 



5320 

11080 

5517 

OJ9904 12_05 . 9B03 . C14 . o2 . np 

6313 

4680203 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204 

Method AAT/NAP 

End 10204 

Score 3125 



6313.. 7290, 7553.. 7783, 7937.. 9603, 10105.. 10204 
(AF114171) TNP2-like protein [Sorghum bicolor] 



5320 

11080 

5517 

OJ990412_05.9B03.C14.ol.tw 

6367 

none 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204 

Method TBLASTX : Wheat 

End 7 670 

Score 53 



6367. .6459, 6368.-6433, 6448.-6528, 6476. .6529, 6541. .6681, 

6542.. 6682, 6629.-6724, 6661.. 6720, 6727.. 6768, 6727.. 6771, 

6732. .6773, 6766. .7455, 6781. .7092, 7055. .7456, 7455. .7670, 
7457. .7669 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5320 

11080 

5517 

OJ9904 12_05 . 9B03 . C14 . ol . tc 

6949 

none 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204 

Method TBLASTX: Cress 

End 7396 

Score 85 



6949-. 7092, 6949. .7392, 7055. .7396, 7253. .7396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 



5320 

11080 

5517 

OJ9904 12_05 . 9B03 . C14 . o2 . tm 

7327 

none 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204 

Method TBLASTX: Maize 

End 7 627 

Score 76 



7327. .7452, 7355. .7465, 7469. .7627, 7470. .7616 



5320 

11080 

5517 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204. 



5470 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990412_05.9B03.C14.o3.tw 

7671 

none 

7671.. 7757, 7673.-7762, 7673. 
8037.. 8081, 8038.. 8082 

5320 

11080 

5517 

OJ9904 12_05 . 9B03 . C14 . ol . tm 

8189 

none 

8189.. 8380, 8390.. 8644, 8390. 

5320 

11080 

5517 

OJ9904 12_05 . 9B03 . C14 . o2 . tw 

8220 

hone 

8220.. 8426, 8220.. 8429, 8224. 
8429.. 8524, 8429.. 8527, 8531. 
8637.. 8678 



Method TBLASTX : Wheat 
End 8082 
Score 81 

.7756, 7790.. 8032, 7791.. 8012, 



Seq. ID OJ990412_05.9B03.C14 
Strand 

10204 

TBLASTX: Maize 
8644 
85 



End 

Method 
End 
Score 
.8632 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204 
Method TBLASTX : Wheat 
End 8678 
Score 145 

.8427, 8225.. 8449, 8427.. 8519, 
.8635, 8535.-8636, 8633.. 8677, 



rrt 



LJ 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Name 
M Start 

?*\ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5320 

11080 

5517 

OJ990412_05.9B03.C14.o2. 

8477 

none 

8477. .8818, 8496. .8624, 

5320 

11080 

5517 

OJ990412_05.9B03.C14.ol, 

-8558 

none 

8558.. 8827, 8576.. 8722, 

5320 

11080 

5517 

OJ9904 12_05 . 9B03 . C14 . o4 , 

8904 

none 

8904.. 9161, 8908.. 9150, 
9152.. 9304, 9166.. 9285 



tc 



8673. 



Seq. ID OJ990412_05.9B03.C14 
Strand 

10204 

TBLASTX: Cress 
8825 
78 



End 

Method 
End 
Score 
.8825 



ts 



Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204 

Method TBLASTX : Soybean 

End 8987 

Score 91 
8577. .8822, 8912. .8986, 8922. .8987 

Seq. ID OJ990412_05.9B03.C14 
Strand 

End 10204 

tw Method TBLASTX : Wheat 

End 9304 

Score 199 
8911. .9168, 8916. .9158, 8918. .9169, 



Seq. No. 5321 
Gene No. . 11081 

Start 21 

Name OJ990412_05 . 9B03 . C16 . ol , 

Start 21 

GI none 

Exons 21. .169,- 449. .479 



gs 



Seq. ID OJ990412_05.9B03.C16 
'Strand 

End 479 

Method GEN SCAN 

End 479 

Score .78 



5471 



Seq. No. 


5322 




Seq. ID 


OJ990412_05.9B03 


.C17 


Gene No. 


11082 




Strand 






Start 


1 




End 


489 




Name 


OJ990412 05.9B03.C17 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


489 




GI 


2443320 




Score 


700 




Exons 


1..489 










GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 




Seq. No. 


5322 




Seq. ID 


OJ990412_05.9B03 


.C17 


Gene ^jo . 


11082 




Strand 






Start 


1 




End 


489 




Name 


OJ990412 05.9B03.C17 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


129 




GI 


none 




Score 


105 




Exons 


1..129, 3. .128, 91.. 


129 








Seq. No. 


5322 




Seq. ID 


OJ990412_05.9B03 


.C17 


Gene No . 


11082 




Strand 






Start 


1 




End 


489 




Name 


OJ990412 05.9B03.C17 


.ol. ts 


Method 


TBLASTX : Sovbean 




Start 


12 




End 


301 




GI 


none 




Score 


118 




Exons 


12. .65, 99. .143, 143 


. .301 








Seq. No. 


5322 




Seq. ID 


OJ990412 05.9B03 


.C17 


Gene No . 


11082 




Strand 






Start 


1 




End 


489 




Name 


OJ990412 05.9B03.C17 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


131 




End 


485 




GI 


none 




Score 


110 




Exons 


131. .352, 158. .364, 


162. .383, 294. .485 


, 362. .484 




Seq. No. 


5323 




Seq. ID 


OJ990412JD5.9B03 


.C18 


Gene No. 


11083 




Strand 






Start 


1 




End 


1000 • 




Name 


OJ990412 05.9B03.C18 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1000 




GI 


2443320 




Score 


979 




Exons 


1. .1000 










GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 




Seq. No. 


5323 




Seq. ID 


OJ990412_05.9B03 


.C18 


Gene No . 


11083 




Strand 






Start 


1 




End 


1000 




Name 


OJ990412 05.9B03.C18 


.ol.gs 


Method 


GENSCAN 




Start 


144 




End 


753 




GI 


none 




Score 


.83 




Exons 


144. .753 










Seq. No. 


5323 




Seq. ID 


OJ990412_05'.9B03 


.C18 


Gene No. 


11083 




Strand 






Start 


1 




End * 


1000 




Name 


OJ990412 05.9B03.C18 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


458 




End 


792 




GI 


none 




Score 


75 




Exons 


458. .670, 460. .792 











5472 




Sea. No. 


5324 




Seq. ID 


OJ990412 05.9B03 


.C20 


Gene No. 


11084 




Strand 






Start 


604 




End 


716 




Name 


OJ990412 05.9B03.C20.ol 


.gs 


Method 


GENSCAN 




Start 


604 




End 


716 




GI 


none 




Score 


■43 




Exons 


604. .716 










Seq. No. 


5325 




Seq. ID 


OJ990412_05. 9B03 


.C22 


Gene No. 


11085 




Strand 






Start 


1 




End 


2645 




Name 


OJ990412 05.9B03.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2645 




GI 


4680203 




Score 


1617 




Exons 


1..327, 604.. 847, 1007. 


.2645 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


5325 




Seq. ID 


OJ990412_05.9B03 


.C22 


Gene No. 






rand 

Jul aiiu 






Start 


1 

J- 




FnH 


9645 




Name 




. gs 


Mot" Vi nH 
Lit L IlvJU 


VJ Hi LN O 0/"VLN 




Start 


1 51 — 




FnH 


2637 




GI 


nunc 




Score 


.89 




Exons 












Seq. No. 


5325 




Seq. ID 


OJ990412_05.9B03 


.C22 


Gene No. 


11UOO 




J Li aiiu 






Start 


677 Q 




EjLikJL 


7119 




Name 


O.TQQ0419 OS QRO^ P99 nl 


• i_ w 


Mot 1 HnH 






Start 


Q4 ~~ 
y i 




FnH 


790 




GI 


n on o 

1 l\JL 1C 






59 




Exons 


Q4 171 1 7fi 9ftO 17ft 


790 


1 ft 7 R7 ^ 


"341 676 




Sea. No. 


5325 




Seq. ID 


OJ990412_05.9B03 


.C22 


Gene No. 


11086 




Strand 






Start 


6779 




End 


7112 




Name 


OJ990412 05.9B03.C22.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


94 




End 


4 30 




GI 


none 




Score 


63 




Exons 


94 . .171, 178. .429, 341. 


.430 








Seq. No. 


5325 




Seq. ID 


OJ990412_05.9B03 


.C22 


Gene No. 


11086 




Strand 






Start 


6779 




End 


7112 




Name 


OJ990412 05.9B03.C22.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


364 




End 


679 




GI 


none 




Score 


147 




Exons 


364. .678, 383. .679 










Seq. No. 


5325 




Seq. ID 


OJ990412_05.9B03 


.C22 


Gene No. 


11086 




Strand 






Start 


6779 




End 


7112 




Name 


OJ990412 05.9B03.C22.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


847 




End 


1051 




GI 


none 




Score 


47 




Exons 


847. .930, 878. .919, 931 


. .1050 


, 934... 1050, 935.. 1051, 1004.. 



5473 




Sea. No. 


5325 








Seq. ID 


OJ990412 05.9B03.C22 


Gene No. 


11086 








Strand 




Start 


6779 








End 


7112 


Name 


OJ990412 05 


.9B03 


.C22.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


862 








End 


1194 


GI 


none 








Score 


79 


Exons 


862. .1047, 


871. . 


1014, 1096.. 


1194 




Sea No 


5325 








Seq. ID 


OJ990412 05. 9B03.C22 


Gene No. 


11086 








Strand 




Start 


6779 








End 


7112 


Name 


OJ990412 05 


.9B03 


.C22.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1162 








End 


1395 


GI 


none 








Score 


65 


Exons 


1162. .1395, 


1171 


1359 








Seq. No. 


5325 








Seq. ID 


OJ990412_05.9B03.C22 


Gene No . 


11086 








Strand 




Start 


6779 








End 


7112 


Name 


OJ990412 05 


.9B03 


.C22.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1231 








End 


1680 


GI 


none 








Score 


61 


Exons 


1231. .1425, 


1234 


1425, 


1247 


..1450, 1432. .1674, 1448. .1621, 




1549. .1680 












Seq. No. 


5325 








Seq. ID 


OJ990412_05.9B03.C22 


Gene No . 


11086 








Strand 




Start 


6779 








End 


7112 


Name 


OJ990412 05 


.9B03 


,C22.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1270 








End 


1731 


GI- 


none 








Score 


105 


Exons 


1270. .1425, 


1469 


. . 1564, 


1471 


..1566, 1573. .1677, 1580. .1687, 




1667. .1723, 


1675 


1731 








Sea. No. 


5325 








Seq. ID 


OJ990412_05.9B03.C22 


Gene No. 


11086 








Strand 




Start 


6779 








End 


7112 


Name 


OJ990412 05 


.9B03 


. C22 . ol . 




Method 


TBLASTX: Cress 


Start 


1519 








End 


1866 


GI 


none 








Score 


106 


Exons 


1519. .1866, 


1520 


1672 


1712 


. .1855 




Sea. No. 


5325 








Seq. ID 


OJ990412_05.9B03.C22 


Gene No. 


11086 








Strand 




Start 


6779 








End 


7112 


Name 


OJ990412 05 


.9B03 


.C22.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1600 








End 


1863 


GI 


none 








Score 


124 


Exons 


1600. .1863, 


1601 


. .1855 








Seq. No. 


5325 








Seq. ID 


OJ990412_05~.9B03.C22 


Gene No. 


11086 








Strand 




Start 


6779 








End 


7112 


Name 


OJ990412 05 


.9B03 


.C22.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1747 








End 


2295 


GI 


none 








Score 


88 



5474 



ir=5 

>;3 



□ 
□ 



Exons 


1747. .1872, 


1760 


. .1849, 


1870 


..2295, 1898.. 2206 


Seq. No. 


5325 








Seq. ID 


OJ990412_05.9B03.C22 


t^ene ino. 


1 1 HP £ 








q+- r anH 




Start 


6779 








PnH 


/ -L J. £. 


Name 


OJ990412 05. 


9B03 


.C22.ol 


.ts 


Mat- h/^rl 




Start 


1888 








PnH 




GI 


none 








Score 


MA 


Exons 


1888. .2169, 


1901 


. .2170 








Seq. No. 


5325 








Seq. ID 


OJ990412_05.9B03.C22 


uene ino ■ 


1 1 HQC 












Start 


6779 








PnH 




Name 


OJ990412 05. 


9B03 


.C22.o2 


.gs 




\3 £j LN O ^.rtlN 


Start 


6779 








PnH 


7119 


GI 


none 








Score 




Exons 


6779. .7112 












Seq. No. 


5326 








Seq. ID 


OJ990412_05.9B03.C24 


Gene No . 


1 1 fiQ 1 
1 lUo / 








Otianu 




Start 


916 










11U4 


Name 


OJ990412 05. 


9B03 


.C24.ol 


.gs 


netnou 




Start . 


"* 916 










1 1 nd 


GI 


none 








Score 




Exons 


916. .1104' 












Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


Gene No. 


11088 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05. 


9B03 


.C25.ol 


.gs 


Method 


GENSCAN 


Start 


142 








End 


9907 


GI 


none 








Score 


.52 


Exons 


142. .424, 4424.. 


4457, 5280.. 


5387, 5940 


..6098, 6106.. 6236, 




6284. .6400, 


6948 


. .7011, 


7956 


..8142, 8517. .8695, 8843. .9023, 




9247. .9541, 


9751 


. .9907 








Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


Gene No. 


11088 








Strand 




Start * 


142 








End 


9975 


Name 


OJ990412 05. 


9B03 


.C25.o4 


.tw 


Method 


TBLiASTX : Wheat 


Start 


7633 








End 


7968 


GI 


none 








Score 


77' 


Exons 


7633. .7719, 


7634 


. .7720, 


7646 


. .7720/ :r 774 6. .7808, 774 7. .7824, 




7750. .7821, 


7754 


. .7822, 


7824 


..7895, 7825. .7887, 7889.-7945, 




7896. .7967, 


7897 


. .7968 









Seq. No. 5327 Seq. ID OJ990412_05.9B03.C25 

Gene No. 11088 Strand 

Start 142 End 9975 

Name OJ9904 12_05 . 9B03 . C25 . ol . np Method AAT/NAP 

Start 8108 End 9975 

GI ' 6630696 Score 2594 

Exons 8108.. 9975 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



5475 




Seq. No. 


5327 








Seq. ID 


OJ9904 12_05 . 9B03 . C25 


Gene No. 


11088 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05 


.9B03, 


,C25.ol 


.tw 


Method 


TBLASTX: Wheat 




O Z / J. 








End 


8716 


GI 


none 








Score 


65 


Exons 


8271. .8342, 


8273, 


. .8344, 


8273. 


.8353, 8277. .8354, 8362. .8451, 




8364. .8450, 


8364, 


. .8471, 


8366. 


.8452, 8449. .8616, 8450. .8626, 




8450. .8626, 


8451. 


. .8627, 


8451. 


.8633,-8628.-8711, 8641. .8715, 




8642. .8716, 


8643. 


. .8711, 


8647. 


.8715 .-, 




Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


bene ino . 


1 1 npfl 

IIUOO 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05 


.9B03, 


■C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8573 








End 


8920 


GI 


none 








Score 


242 


Exons 


8573. .8920, 


8574, 


. .8906, 


8582. 


.8914 




Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


bene no . 


1 1 nftft 

11UOO 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05 


.9B03, 


■C25.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


8720 








End 


9071 


GI 


none 








Score 


65 


Exons 


8720. .8902, 


8723, 


. .8911, 


8724. 


.8909, 8912. .9070, 8943. .9071 


Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


oene wo . 


IIUOO 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05 


.9B03, 


,C25.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


8924 








End 


9470 


GI 


none 








Score 


54 


Exons 


8924. .9181, 


8952, 


. .9056, 


9141. 


.9470 




Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


VJCllC ING . 


ilUOO 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05 


.'9B03. 


.C25~.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


9135 








End 


9470 


GI 


none 








Score 


48 


Exons 


9135. .9470, 


9139, 


. .9219, 


9255. 


.9317, 9392.. 9457 


Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


Gene No. 


11088 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05 


.9B03. 


■C25.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


9138 








End 


9611 


GI 


5509260 








Score 


87 


Exons 


9138. .9611, 


9379. 


. .9510 








GI Descrip. 


- 












Seq. No. 


5327 








Seq. ID 


OJ990412_05.9B03.C25 


Gene No. 


11088 








Strand 




Start 


142 








End 


9975 


Name 


OJ990412 05 


. 9B03. 


.C25.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


9252 








End 


9512 



5476 




GI 


none 








Score 


96 




Exons 


9252. .9512, 


9340. 


.9510 










Seq. No. 


5327 








Seq. ID 


OJ990412 


_05.9B03.C25 


Gene No. 


11088 








Strand 






O Lai L- 


J. *± c. 








End 


9975 




Name 


OJ990412 05. 


9B03. 


C25.o2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


9525 








End 


9970 




GI 


none 








Score 


65 




Exons 


9525. .9608/ 


9529. 


.9600, 


9604. 


.9966, 9611.. 9970, 


9628. .9702, 




9641. .9970 














Seq. No. 


5328 








Seq. ID 


OJ990412 


_05.9B03.C26 




11089 








Strand 






Start 


187 








End 


633 




Name 


OJ990412 05. 


9B03. 


C26.ol 


.gs 


Method 


GEN SCAN 




Start 


187 








End 


633 




GI 


none 








Score 


.85 




Exons 


187. .302, 335.-633 










Seq. No. 


J J £. ^ 








Seq. ID 


OJ990412 


_05.9B03.C27 


Gene No. 


j. J. \j y\j 








Strand 








JJOl 








End 


5335 




Name 


0.799041 9 OS 


9B01 


C27 . ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


1*381 ~~ 

J J O i 








End 


5285 




GI 


l iui l 








Score 


209 




Exons 




Id 


■ J JUU; 


3504. 


.3617, 3528.. 3737, 


4359. .4538, 




4389. .4523, 


4572. 


.4655, 


4827. 


.5231, 4829.. 5233, 


4977. .5285 


Seq. No. 


Sl?9 








Seq. ID 


OJ990412 


_05.9B03.C27 




J. ± vJ -? u 








Strand 






Start 


lift 1 

JJOl 








End 


5335 




Name 


OJ990412 05. 


9B03. 


C27.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


5126 








End 


5335 




GI 


none 








Score 


285 




Exons 


5126. .5332, 


5127. 


.5330, 


5127. 


.5333, 5131.. 5331, 


5132. .5335 


Seq. No. 


5330 








Seq. ID 


OJ990412 


_05.9B03.C28 




11091 








Strand 






Start 


3049 








End 


5463 




Name 


OJ990412 05. 


9B03. 


C28.ol 


. tm . 


Method 


TBLASTX : 


Maize 


Start 


3049 








End 


3354 




GI 


none 








Score 


178 




Exons 


3049. .3189, 


3053. 


.3190, 


3276. 


.3353, 3280.. 3354, 


3281. .3349 


Seq. No. 


5330 








Seq. ID 


OJ990412 


_05.9B03.C28 


Gene No. 


11091 








Strand 






Cf a rt- 
O LdX L 


3049 








End 


5463 




Name 


OJ990412 05. 


9B03. 


C28.o2 


.gs 


Method 


. GEN SCAN 




Start 


3049 








End 


5463 




GI 


none 








Score 


.81 




Exons 


3049. .3186, 


3279. 


.3347, 


3529. 


.3594, 3822. .3911, 


4004 . .4100, 




5141. .5463 














Seq. No. 


5330 








Seq. ID 


OJ990412 


_05.9B03.C28 


Gene No. 


11091 








Strand 






Start 


3049 








End 


5463 





5477 



Name 

Start 

GI 

Exons 



OJ9904 12_05 . 9B03 . C28 . o2 . tm Method TBLASTX : Maize 
4034 End 5242 

none Score 89 

4034. .4108, 4035. .4091, 5140. .5241, 5141. .5242 





Seq. No. 


5331 






Seq. ID 


OJ990412_05. 


9B03.C29 




Gene No. 


11092 






Strand 


+ 






Start 


2034 






End 


2145 






Name 


OJ990412 05 


.9B03.C29.ol, 


.gs 


Method 


GENSCAN 






Cf arf 

uLai I 


?n*^4" 






End 


2145 






GI 


none 






Score 


.67 






Exons 


2034. .2145 














Seq. No. 


5331 






Seq. ID 


OJ990412_05. 


9B03.C29 




Gene No. 


11093 






Strand 


- 






Start 


3053 






End 


3497 






Name 


OJ990412 05 


.9B03.C29.o2. 


.gs 


Method 


GENSCAN 






91-^ rt* 

OLdl L 


3053 






End 


3497 






GI 


none 






Score 


.82 






Exons 


3053. .3294, 


3336. .3497 












Seq. No. 


5332 






Seq. ID 


OJ990412_05. 


9B03.C30 




Gene No. 


11094 






Strand 


+ 






Start 


283 . 






End 


843 




-f 


Name 


OJ990412 05 


.9B03.C30.ol, 


.gs 


Method 


GENSCAN 






Start 


283 






End 


- 843 




S fl 


rir 
\j ± 


none 






Score 


.4 




y 


Exons 


283. .332, 745. .843 












Seq. No. 


5333 






Seq. ID 


OJ990412_05. 


9B03.C31 




Gene No. 


11095 






Strand 


+ 






Start 


1365 






End 


12273 




■\\ 


Name 


OJ990412 05 


. 9B03.C31.ol, 


.gs 


Method 


GENSCAN 






Start 


1365 






End 


10695 






GI 


none 






Score 


.43 






Exons 


1365. .1634, 


2264. .2344, 


3252. 


.3818, 3896.-4272, 4545. .5814, 


; £: 




7007. .7308, 


7415. .7610, 


10384 


. .10425, 


10672. .10695 




: sr5 


Seq. No. 


5333 






Seq. ID 


OJ990412_05. 


9B03.C31 




Gene No. 


11095 






Strand 


+ . 




' s# 


Start 


1365 






End 


12273 






Name 


OJ990412 05 


.9B03.C3l.ol, 


.np 


Method 


AAT/NAP 






Start 


1578 






End 


12273 






GI 


5042463 






Score 


189 






Exons 


1578. .1683, 


2861. .2972, 


11125 


. .11320, 


11986. .12145, 


12197. .12273 




GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 





Seq. No. 


5333 


Seq. ID 


OJ990412_ 


_05. 


9B03 


.C31 


Gene No. 


11096 


Strand 










Start 


11164 


End 


11308 








Name 


OJ990412 05.9B03.C31.o2.gs 


Method 


GENSCAN 








Start 


11164 


End 


11308 








GI" 


none 


Score 


.78 , 








Exons 


11164. .11308 












Seq. No. 


5334 


Seq. ID 


OJ990412 


_05. 


9B03 


.C32 


Gene No. 


. 11097 


Strand 











5478 



Start 


1754 


End 


5363 






Name 


OJ990412 05.9B03.C32.ol.gs 


Method 


GENSCAN 






Start 


1754 


End 


5152 






GI 


none 


Score 


.6 






Exons 


1754.. 1790, 3117.. 3183, 4059. 


.4204, 4738. .4848, 


5110. .5152 


Seq. No. 


5334 


Seq. ID 


OJ990412 


_05, 




Gene No. 


11097 


Strand 


+ 






Start 


1754 


End 


5363 






Name 


OJ990412 05.9B03.C32.ol.np 


Method 


AAT/NAP 








2558 


End 


2636 






GI 


6630699 


Score 


88 






Exons 


2558. .2636 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi| 6721536 |dbj IBAA89566. 1| (AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


5334 


Seq. ID 


OJ990412_ 


_05. 




Gene No. 


11097 


Strand 


+ 






O Lai U 


1754 


End 


5363 






Name 


OJ990412 05.9B03.C32.o2.np 


Method 


AAT/NAP 






Start 


2763 


End 


5363 






GI 


6539570 


Score 


221 






Exons 


2763.. 2957, 3117.. 3183, 5341. 


.5363 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5334 


Seq. ID 


OJ990412_ 


_05. 


. 9B03.C32 


Gene No. 


11098 


Strand 








Start 


2553 


End 


2970 






Name 


OJ990412 05.9B03.C32.ol.gp 


Method 


AAT/GAP 






Start 


2553 


End 


2970 






GI 


LIB3479-006-Q6-K1-B11 


Score 


626 






Exons 


2553. .2970 










GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 l.Oe- 


110 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


5334 


Seq. ID 


OJ990412_ 


_05, 


, 9B03.C32 


Gene No. 


11099 


Strand 








Start 


3436 


End 


3546 






Name 


OJ990412 05.9B03.C32.o2.gp 


Method 


AAT/GAP 






Start 


3436 


End 


3546 






GI 


LIB3477-003-P1-K1-E9 


Score 


117 






Exons 


3436. .3546 











GI Descrip. ' 24 9858 6/sp | Q4 0638 | MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 5335 " Seq. ID 

Gene No. 11100 Strand 

Start 1 End 

Name OJ990412_05 . 9B03 .C33 . ol . gp Method 

Start 1 End 

GI 10431_1.R1084 Score 

Exons 1 . . 77 

GI Descrip. 1 1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence' 



OJ9904 12_05 . 9B03 . C33 
+ 

77 

AAT/GAP 

77 

125 



5479 



Seq. No. 


5336 




Seq. ID 


OJ990412_05. 


9B03 


.C34 








O LidilU 


.J. 






Start 


167 




End 


425 






Name 


OJ990412 05.9B03.C34.ol 


.gs 


Method 


GENSCAN 






Start 


167 




End 


425 






GI 


none 




Score 


.81 






Exons 


167. .304, 351. .425 












Seq. No. 


5337 




Seq. ID 


OJ990412_05. 


9B03 


.C35 


bene iNO . 


tit no ' 




Cf- ranr J 

oil dilCl 








Start 


2075 




End 


3016 






Name 


OJ990412 05.9B03.C35.ol 


.gs 


Method 


GENSCAN 






Start 


2075 




End 


3016 






GI 


none 




Score 


.45 






Exons 


2075. .2135, 2898. .3016 












Seq. No. 


5337 




Seq. ID 


OJ990412_05. 


9B03 


.C35 


bene inu . 






Cf- V--J nr l 








Start 


3973 




End 


4248 






Name 


OJ990412 05.9B03.C35.o2 


.gs 


Method 


GENSCAN 






Start 


3973 




End 


4248 






GI 


none 




Score 


.48 






Exons 


3973. .4248 












Seq. No. 


5337 




Seq. ID 


OJ990412_05. 


9B03 


.C35 


Gene No. 


11104 




Strand 








Start 


3144 




End 


3392 






Name 


OJ990412 05.9B03.C35.ol 


• gp 


Method 


AAT/GAP 






Start 


3144 




End 


3392 






GI 


28898 2.R1084 




Score 


314 






Exons 


3144.. 3243, 3265.. 3392 












GI Descrip. 


'5042437/gb|AC007789.1 IAC007789 l.Oe-i 


69 Oryza sativa BAC T4 9B20 




genomic sequence, complete sequence 1 








Seq. No. 


5337 




Seq. ID 


OJ990412_05. 


9B03 


.C35 


C** Ann W n 

bene cvio . 


11105 




Strand 








Start 


5955 




End 


9332 






Name 


OJ990412 05.9B03.C35.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


815 




End 


1222 






GI 


none 




Score 


265 






Exons 


815. .1222, 829. .1200 












Seq. No. 


5337 




Seq. ID 


OJ990412_05. 


9B03 


.C35 


bene lno . 


11105 




Strand 








Start 


5955 




End 


9332 






Name 


OJ990412 05.9B03.C35.o3 


.gs 


Method 


GENSCAN 






Start 


5955 


End 


9332 






GI 


none 




Score 


. 67 






Exons 


5955. .6185, 8405. .8514, 


9220. 


.9332 








Seq. No. 


5338 




Seq. ID 


OJ990412_05. 


9B03 


.C40 


Gene No. 


11106 




Strand 


+ 






Start 


1 




End 


1048 






Name 


OJ990412 05.9B03.C40.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1048 






GI 


6705984 




Score 


236 






Exons 


1..574, 913. .1048 













5480 






GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


5338 


Seq. ID 


OJ990412_05. 9B03. 


C40 




Gene No. 


1 1 1 nfi 




+ 






Start 


1 

i. 


FnH 


1048 






Name 


nTQQHd19 QRfi*} CAC\ nl t-w 

Uu It U J • 5DU J . LIU . Ui . L.W 


KcLllOU 


TBLASTX: Wheat 






Start 


9^7 ~ 




591 






GI 


none 


Score 


148 






Exons 


0C7 /ca AC.fi R7Q 479 RQ1 










Seq. No. 


5339 


Seq. ID 


OJ990412_05. 9B03. 


C41 




Gene No. 


11107 


Strand 


+ 






Start 


1 


End 


924 






Name 


OJ990412 05.9B03.C41.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


924 






GI 


4544372 


Score 


270 






Exons 


1..21, 238.-924 










GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops. 






thaliana] 










Seq. No. 


5339 


Seq. ID 


OJ990412_05.9B03. 


C41 




Gene No. 


1 11 OR 


Strand 








Start 


1 


End 


1518 




.: a. 

: 3 


Name 


OJ990412 0.5.9B03.C41.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1518 






GI 


5852181 


Score 


129 




i;n 


Exons 


1..211, 1497. .1518 








.: =i 


GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Ly 


Seq. No. 


5339 


Seq. ID 


OJ990412_05.9B03. 


C41 


: ^ 


Gene No. 


11108 


Strand 








Start 


1 


. End 


1518 




j={; 


Name 


OJ990412 05.9B03.C41.ol.ts 


Method 


TBLASTX : Soybean 




!: 


Start 


685 


End 


861 




Q 


GI 


none 


Score 


179 






Exons 


685.. 861, 729.. 812 










Seq. No. 


5340 


Seq. ID 


OJ990412_05.9B03. 


C42 




Gene No. 


11109 


Strand 






l!3 


Start 


737 


End 


1462 




is J 


Name 


OJ990412 05. 9B03.C42.ol.np 


Method 


AAT/NAP 






Start 


737 


End 


1462 






GI 


2443320 


Score 


1057 






Exons 


737. .1462 










GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 






Seq. No. 


5340 


Seq. ID 


OJ990412_05. 9B03. 


C42 




Gene No. 


11109 


Strand 








Start 


737 


End 


1462 * 






Name 


. OJ990412 05. 9B03.C42.ol.tw 


Method 


TBLASTX: Wheat 






Start 


776 


End 


1251 






GI 


none 


Score 


168 






Exons 


776. .1033, 777. .1034, 777. .1037, 1032. 


.1088, 1037. .1099, 








1078. .1245, 1078. .1251, 1131 


. .1250 








Seq. No. 


5340 


Seq. ID 


OJ990412_05.9B03. 


C42 




Gene No. 


11109 - 


Strand 







5481 



Start 
Name 
Start 
GI 

Exons 



737 . End 
OJ9904 12_05 . 9B03 . C4 2 . ol . tm Method 
788 End 
none Score 
788.-982, 1043. .1102, 1087. .1362 



1462 

TBLASTX: Maize 

1362 

127 



Seq. No. 5340 Seq. ID 

Gene No. 11109 Strand 

Start 737 End 

Name OJ9904 12_05 . 9B03 . C4 2 . ol . gs Method 

Start 869 End 

GI none Score 

Exons 869.. 1002, 1098.. 1410 



OJ990412_05.9B03.C42 

1462 
GENSCAN 
1410 
.58 



Seq. No. 5340 Seq. ID 

Gene No. 11109 Strand 

Start 737 End 

Name OJ9904 12_05 . 9B03 . C42 . ol . t s Method 

Start 872 End 

GI none Score 

Exons 872.. 976, 1078.. 1353 



OJ990412_05.9B03.C42 
1462 

TBLASTX: Soybean 

1353 

162 



Seq. No. 
Gene No. 
Start . 
] li Name 
Start 
GI 

Exons 



'9 3* 



' h 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



5340 Seq. ID 

11109 Strand 

737 End 
OJ990412_05.9B03.C42.o2.tw ' Method 

1252 End 

none Score 

1252. .1449, 1255.. 1326, 1259.. 1450 



5341 Seq. ID 

11110 Strand 

1 End 1037 
OJ990412_05. 9B03.C45.ol.np Method AAT/NAP 

1 End 1037 

2443320 Score 1484 
1..1037 

(D85597) polyprotein [Oryza australiensis] 



OJ990412_05.9B03.C42 
1462 

TBLASTX: Wheat 

1450 

51 



OJ990412 05.9B03.C45 



5341 

11110 

1 

OJ9904 12_05 . 9B03 . C4 5 . o2 . tw 
35 

none 

35. .82, 36. .83, 81. .137, 86. 



OJ990412_05.9B03.C45 
1037 ' 

TBLASTX: Wheat * 

300 

38 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,148, 127. .294, 127. .300, 180. .299 



Seq. No. 5341 Seq. ID 

Gene No. 11110 Strand 

Start 1 End 

Name OJ9904 12_05 . 9B03 . C45 . ol . gs Method 

Start 7 3 End 

GI none Score 

Exons 73.. 923 



OJ990412_05.9B03.C45 

1037 
GENSCAN 
923 
.64 



Seq. No. 
Gene No. 



5341 
11110 



Seq. ID OJ990412_05.9B03.C45 
Strand 



5482 




Start 


1 


End 


1037 




Name 


OJ990412 05.9B03.C45.o2.tro 


Method 


TBLASTX: Maize 




Start 


259 


End 


585 




GI 


none 


Score 


73 




Exons 


259.. 492, 280.. 585 








Seq. No. 


5341 


Seq. ID 


OJ990412_05.9B03. 


C45 


Gene No. 


11110 


Strand 






Start 


1 


End 


1037 




Name 


OJ990412 05.9B03.C45.61.tw 


Method 


TBLASTX: Wheat 




Start 


373 


End 


1035 




GI 


none 


Score 


335 




Exons 


373. .837, 374. .853, 823. .1029 


, 823.. 1035, 827.. 1030 




Seq. No. 


5341 


Seq. ID 


OJ990412 05.9B03. 


C45 


Gene No . 


11110 


Strand 






Start 


1 


End 


1037 




Name 


OJ990412 05.9B03.C45.ol.tm 


Method 


TBLASTX: Maize 




Start 


622 


End 


1033 




GI 


none 


Score 


111 




Exons 


622. .1029, 731. .1033 








Seq. No. 


5341 


Seq. ID 


OJ990412 05.9B03. 


C45 


Gpnp No 


11110 


Strand 






Start 


. 1 


End 


1037 




Name 


OJ990412 05.9B03.C45.ol.ts 


Method 


TBLASTX: Soybean 




Start 


742 


End 


1032 




GI 


none 


Score 


51 




Exons 


742. .1032, 844. .912, 935. .1015 






Seq. No. 


5342 


Seq. ID 


OJ990412 05.9B03. 


C46 


Gene No . 


11111 


Strand 






Start 


109 


End 


288 




Name 


OJ990412 05.9B03.C46.ol.gs 


Method 


GEN SCAN 

\J 1^ -L" h_s villi 




Start 


109 


End 


288 




GI 


none 


Score 


.99 




Exons 


109. .288 








Seq. No. 


5343 


Seq. ID 


OJ990412_05.9B03. 


C47 


Gene No . 


11112 


Strand 






Start 


77 


End 


1274 




Name 


OJ990412 05. 9B03.C47.o'l-;gs 


Method 


GENSCAN 




Start 


77 


End 


1274 




GI 


none 


Score 


.52 




Exons 


77. .223, 258. .365, 1137. .1274 








Seq. No. 


5344 


Seq. ID 


OJ990412_05. 9B03. 


C50 


Gene No. 


11113 


Strand 


+ 




Start 


345 


End 


512 




Name 


OJ990412 05. 9B03.C50.ol.gp 


Method 


AAT/GAP 




Start 


345 


End 


512 




GI 


10431 1.R1084 


Score 


287 




Exons 


345. .512 








GI Descrip. 


, 1256198/dbj | D63711 | RICTNR3 4 


. 0e-82 Rice transposon Tnr3 


; DNA, 




complete s'equence 1 








Seq. No. 


5345 


Seq. ID 


OJ990412_05.9B03. 


C53 



5483 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 
l!3 GI 
:.i Exons 

;;;] seq. no. 

Gene No. 
U Start 
i.ij Name 
>,2 Start 

;=y GI 

1 ~ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11114 Strand 

55 End 

OJ9904 12_05 . 9B03 . C53 . ol . gs Method 

55 End 

none Score 
55. .296, 401. .574, 669. .717 



+ 

717 

GENSCAN 

717 

.83 



OJ990412 05.9B03.C54 



5346 Seq. ID 

11115 Strand 
1 End -240 

OJ9904 12_05 . 9B03 . C54 . ol . np Method AAT/NAP 
1 End 240 

6630696 Score 351 

1..240 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



5346 Seq. ID 

11115 Strand 
1 End 
OJ9904 12_05 . 9B03 . C54 . ol . tw Method 
4 End 
none Score 
4. .213, 4. .240, 8. .235 

5347 Seq. ID 

11116 Strand 
627 End 
0 J9904 12_05 . 9B03 . C57 . ol . gs Method 
627 End 
none Score 
627.. 730, 850. .925 

5348 Seq. ID 

11117 • Strand 
1 End . 
OJ990412_05. 9B03.C58.ol.np Method 
1 End 
2129735 Score 
1..156, 188. .871 

serine/threonine-specif ic kinase (EC 2.7.1".-) precursor - 
Arabidopsis thaliana gi | 1405837 |emb | CAA62824 | (X91630) 
receptor-like kinase [Arabidopsis thaliana] gi 12150023 
(AF001168) receptor-like kinase LECRK1 [Arabidopsis thaliana] 



OJ990412_05.9B03.C54 
240 

TBLASTX: Wheat 

240 

136 



OJ990412_05.9B03.C57 
925 

GENSCAN 

925 

.43 



OJ990412 
+ 

1104 
AAT/NAP 
871 
332 



05.9B03.C58 



Seq. No. 


5348 


Seq. ID 


OJ990412_ 


_05. 


9B03 


.C58 


Gene No. 


11117 


Strand - 


+ 








Start 


1 


End 


1104 








Name 


OJ990412 05.9B03.C58.ol.gs 


Method 


GENSCAN 








Start 


190 


End 


702 








GI 


none 


Score 


.9 








Exons 


190. .702 












Seq. No. 


5348 


Seq. ID 


OJ990412_ 


_05. 


9B03 


.C58 


Gene No. 


11117 


Strand 


+ 








Start 


1 


End 


1104 









5484 



Name 

Start 

GI 

Exons 



OJ9904 12_05 . 9B03 . C58 . ol, 
644 

2317574 
644. .1104 



gp Method AAT/GAP 
End 1104 
Score 874 



Seq. No. 5348 

Gene No. 11118 

Start 2144 

Name OJ9904 12_05 . 9B03 .C58 .o2 , 

Start 90 

GI none 

Exons 90.. 167, 202.. 363, 222.. 



tm 



Seq. ID OJ990412_05.9B03. 
Strand 

End 2895 

- Method TBLASTX: Maize 

. End 732 

Score 35 



C58 



338, 367.. 498, 520.. 732 



Seq. No. 5348 

Gene No. 11118 

Start 2144 

Name OJ9904 12_05 . 9B03 . C58 . ol . 

Start 190 

GI none 

Exons 190.. 369, 210.. 368, 345, 



Seq. ID OJ990412_05.9B03.C58 
Strand 

2895 

TBLASTX: Cress 
716 
168 



End 

tc Method 
End 
Score 

.716, 361.. 699 



Seq. No. 5348 

Gene No. 11118 

Start 2144 

Name OJ990412_05 . 9B03 . C58 . ol , 

Start ' 202 

GI none 

Exons 202.. 729, 369.. 479 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412_05.9B03.C58 
2895 

TBLASTX : Soybean 

729 

278 



jj Seq. No. 5348 

Gene No. 11118 

™ Start 214 4 

! * Name OJ990412_05 . 9B03 . C58 . o2 , 

- Start 228 

i)3 GI none 

s.j Exons 228.. 554, 229.. 546 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412_05.9B03.C58 
2895 

TBLASTX: Wheat 

554 

216 



! „ Seq. No. 
! *3 Gene No. 
□ Start 
Q Name 

Start 

GI 

Exons 



5348 
11118 
2144 . 

OJ990412_05.9B03.C58.ol. 

1442 

none 

1442. .1477, 2195. .2575, 



tw 



Seq. ID OJ990412_05. 9B03, 
Strand 

End 2895 

Method TBLASTX : Wheat 

End 2576 

Score 54 



C58 



2232. .2474, 2526.-2576 



Seq. No. 5348 

Gene No. 11118 

Start 2144 

Name 0 J9904 12_05 . 9B03 . C58 . o2 . 

Start 2144 

GI none 

Exons 2144.. 2375, 2514.. 2787 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412_05.9B03.C58 

2895 
GEN SCAN 
2787 
.93 



Seq. No. 5348 

Gene No. 11118 

Start 2144 

Name OJ990412 05 . 9B03 . C58 . o2 , 



np 



Seq. ID 

Strand 

End 

Method 



*OJ990412_05. 9B03.C58 

2895 
AAT/NAP 



5485 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
P Start 
hi Name 
;;rt Start 

\-.Z Exons 

W Seq. No. 
hi Gene No. 
fjj Start 

Name 
L Start 

Exons 

|'= 

1..3 Seq. No. 
;?=t Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



2165 
4680180 
2165. .2895 

(AF111709) polyprotein [Oryza 

5348 

11118 

2144 

OJ9904 12_05 . 9B03 . C58 . ol . tm 

2405 

none 

2405.. 2707, 2406.. 2498, 2532, 

5349 

11119 

1 

OJ990412_05.9B03.C59.ol.np 
1 

5902445 

1..808, 1299. .1323 
(AB030283) GAG-POL precursor 

5349 

11119 

1 

OJ990412_05. 9B03.C59.ol.gs 
18 

none 

18. .502, 555. .662, 1187. .1189 

5349 

11119 

1 

OJ990412_05.9B03.C59.o2.tw 
92 

none 

92. .340, 111. .341 

5349 

11119 

1 

OJ9904 12_05 . 9B03 . C59 . ol . tm 

255 

none 

255. .284, 257. .283, 321. .407, 

5349 

11119 

1 

OJ990412_05. 9B03.C59.ol.ts 

350 

none 

350. .751, 576. .749, 627. .776 

5349 
11119 

1 - . 



End 
Score 



2895 
657 



sativa subsp. indica] 



Seq. ID OJ990412_05.9B03.C58 
Strand 

2895 

TBLASTX: Maize 
2707 
58 



End 

Method 
End 
Score 
.2621 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412_05.9B03.C59 

1323 
AAT/NAP 
1323 
764 



[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412_05.9B03.C59 

1323 
GENSCAN 
1189 
.44 



Seq. ID OJ990412_05.9B03.C59 
Strand 

End 1323 

Method TBLASTX : Wheat 

End 341 

Score 121 



Seq. ID OJ990412_05.9B03.C59 
Strand 

End 1323 

Method TBLASTX : Mai ze 

End 682 

Score 37 

335. .409, 428. .682, 450. .644 

Seq. ID OJ990412_05.9B03.C59 
Strand 

End 1323 

Method TBLASTX : Soybean 

End 776 

Score 7 9 



Seq. ID OJ990412_05.9B03.C59 
Strand 

End 1323 



5486 



Name 

Start 

GI 

Exons 



OJ990412_05 . 9B03 . C59 . ol . tw Method 

405 End 

none Score 
405. .767, 407. .796, 548. .769 



Seq. No. 5350 Seq. ID 

Gene No. 11120 Strand 

Start 283 End 

Name OJ990412_05 .9B03 . C60 . ol . gs Method 

Start 283 End 

GI none Score 

Exons 283.. 558 



TBLASTX: Wheat 

796 

244 



OJ990412_05.9B03.C60 
558 

GEN SCAN 

558 

.78 



Seq. No. 5351 

Gene No. 11121 

Start 66 

Name OJ990412_05.9B03.C61.ol.gs 

Start 66 
GI . none 

Exons 66.. 310 



Seq. ID OJ990412_05.9B03.C61 

Strand + 

End 310 

Method GENSCAN 

End 310 

Score .48 



Seq. No. 5352 

Gene No. 11122 
Start ■ , 325 

Name OJ990412_05 . 9B03 . C62 . ol . gs 

Start 325 

GI none 

Exons 325.. 504 



Seq. ID OJ990412_05.9B03.C62 

Strand + 

End 504 

Method GENSCAN 

End 504 

Score .69 



Seq. No. 5353 Seq. ID 

Gene No. 11123 Strand 

Start 263 End 

Name OJ9904 12_05 . 9B03 . C65 . ol . gs Method 

Start 263 End 

GI none Score 

Exons 263.. 468, 547.. 716 



OJ990412_05.9B03.C65 
+ 

716 

GENSCAN 

716 

.8 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5354 Seq. ID 

11124 Strand 
1 End 
OJ9904 12_05 . 9B03 . C68 . ol . np Method 
1 End 
465445 Score 
1. .275 

PROBABLE NUCLEAR ANTIGEN gi | 4 18708 | pir | | B4 534 4 probable nuclear 
antigen - suid herpesvirus 1 (strain Kaplan) gi 1334072 (M34651) 
ORF-3 protein [Pseudorabies virus] 



OJ990412_05.9B03.C68 
+ 

275 

AAT/NAP 

275 

124 



5355 
11125 
1 

OJ990412_05. 9B03.C70.ol.np 
1 

6630696 
1..460 

(AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 



Seq. ID OJ990412_05.9B03.C70 
Strand 

End 4 60 

Method AAT/NAP 

End 4 60 

Score 511 



5487 




polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 





Seq. No. 


5355 


Seq. ID 


OJ990412 


_05.9B03 


.C70 




Gene No. 


11125 


Strand 


~ 








Start 


1 


End 


4 60 








Name 


OJ990412 05.9B03.C70.ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


67 


End 


348 








GI 


none 


Score 


45 








Exons 


67. .186, 75. .188, 189. .347, 


220. .348 










Seq. No. 


5356 


Seq. ID 


OJ990412 


_05.9B03 


.C71 




Gene No. 


11126 


Strand 


— 








Start 


226 


End 


353 








Name 


OJ990412 05.9B03.C71.ol.gs 


Method 


GENSCAN 








Start 


226 


End 


353 








GI 


none 


Score 


.56 








Exons 


226. .353 












Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 




Gene No. 


11127 


Strand 


+ 








Start 


656 


End 


1785 








Name 


OJ990712 08.9B12.Cl.ol.gs 


Method 


GENSCAN 








Start 


656 


End 


1785 








GI 


none.- 


Score 


. 47 






■ 


Exons 


656. .793, 1664^.1785 










.: pi 


Seq. No. 


5357 


Seq. ID 


OJ990712 


^08.9B12 


.CI 


I s j : 


Gene No. 


11128 


Strand 


+ 








Start 


8731 


End 


10004 






fl 


Name 


OJ990712 08.9B12.Cl.o3.gs 


Method 


GENSCAN 








Start 


8731 


End 


10004 






:. 3 


GI 


none 


Score 


.75 








Exons 


8731. .8833, 9898. .10004 












Seq. No. 


5357 


Seq. ID 


OJ990712 


08. 9B12 


.CI 


L -J 


Gene No. 


11129 


Strand 


+ 








Start 


11377 


End 


15144 






|(& 


Name 


OJ990712 08.9B12.Cl.o4.gs 


Method 


GENSCAN 






; "1 

*!(=? 


Start 


11377 


End 


15144 








GI 


none 


Score 


.53 






•I 

fl 


Exons 


11377. .11386, 11552. .11759, 


11898. .11922, 13569 


. .13602, 








13919. .14000, 14610. .14872, 


15008. .15144 








Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 




Gene No. 


11130 


Strand 


+ 








Start 


23388 


End 


24664 








Name 


OJ990712 08.9B12.Cl.o6.gs 


Method 


GENSCAN 








Start 


23388 


End 


24664 








GI 


none 


Score 


.5 








Exons 


23388. .23458, 24352 .. 24511 , 


24575. .24664 








Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 




Gene No. 


11131 


Strand 


+ 








Start 


34259 


End 


38073 








Name 


OJ990712 08.9B12.Cl.o8.gs 


Method 


GENSCAN 








Start 


34259 


End 


38073 








GI 


none 


Score 


.51 







5488 




Exons 


34259. .34395, 34795. ,34985, 


35285. .35434, 37495 


. . 37715, 






37879. .38073 










Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


Gene No. 


11132 


Strand 


+ 






Start 


47136 


End 


54953 






Name 


OJ990712 08 . 9B12 .CI ,ol2.gs 


Method 


GENSCAN 






Start 


47136 


End 


54953 






GI 


none 


Score 


.47 






Exons 


47136. .47217, 48372. .48.444, 


48553. .48614, 49318 


. .49609, 






49663. .50791, 50876. .51436, 


51599. .51903, 51956 


. . 52206, 






52659. .53154, 53270. .54953 










Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


Gene No. 


11132 


Strand 


+ 






Start 


47136 


End 


54953 






Name 


OJ990712 08.9B12.Cl.o5.np 


Method 


AAT/NAP 






Start 


52204 


End 


54861 






GI 


4206306 


Score . 


706 






Exons 


52204. .52412, 52748. .53128, 


53250. .54861 






GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


5357 


Seq. ID 


OJ990712 


_08 . 9B12 


.CI 


Gene No. 


11133 


Strand 


+ 






Start 


56421 


. End 


57-836 






Name . 


OJ990712 08.9B12.Cl.ol3.gs 


Method 


GENSCAN 






Start . 


56421 


End 


57836 






GI 


none 


Score 


.75 






Exons 


56421. .56744, 57663. .57836 










Seq. No. 


5357 


Seq. ID 


OJ990712 


_08. 9B12 


.CI 


Gene No. 


11133 


Strand 


+ 






Start 


56421 


End 


57836 






Name 


OJ990712 08.9B12.Cl.o6.np 


Method 


AAT/NAP 






Start 


56421 


End 


57833 






GI 


3831458 


Score 


358 






Exons 


56421. .56744, 57663. .57833 










GI Descrip. 


(AC005700) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


Gene No. 


11134 


Strand 


+ 






Start 


58492 


End 


58818 






Name 


OJ990712 08.9B12.Cl.ol4.gs 


Method 


GENSCAN 






Start 


58492 


End 


58818 






GI 


none 


Score 


.99 






Exons 


58492. .58818 










Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


Gene No. 


11135 


Strand 








Start 


1545 


End 


8048 






Name 


OJ990712 08.9B12.Cl.o2.np 


Method 


AAT/NAP 






Start 


1545 


End 


8048 






GI 


4680207 


Score 


1551 






Exons 


1545. .1620, 2499. .4435, 4786 


..5167, 5198. .5649, 


7981. .8048 


GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 



bicolor] 



5489 



Q 
.? » 

i.jf 

Pis 



''J 



Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


f^pnp No 


11135 


Strand 








Start 


1545 


End 


8048 






Name 


OJ990712 08.9B12.Cl.o2.gs 


Method 


GENSCAN 






Start 


2560 


End 


5405 






GI 


none 


Score 


.67 






Exons 


2560. .4519, 4786. .5405 










Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


Gene No. 


11136 " 


Strand- 








Start 


12578 


End 


12949 






Name 


OJ990712 08.9B12.Cl.ol.gp 


Method 


AAT/GAP 






Start 


12578 


End 


12949 






GI 


3106852 


Score 


684 






Exons 


12578. .1294 9 










GI Descrip. 


4521194/dbj IAB013613.il AB013613 1.0e-25 Oryza sativa DNA, 




centromere sequence RCB11 










Seq. No. 


5357 


Seq. ID 


OJ990712 


__08.9B12 


.CI 


Gene No. 


11137 


Strand 








Start 


15516 


End 


17142 






Name 


OJ990712 08.9.B12.Cl.o3.np 


Method 


AAT/NAP 






Start 


15516 


End 


17142 






GI 


6539588 


Score 


238 






Exons 


15516. .15533, 16835. .17142 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


Gene No. 


11138 


Strand 








Start 


25513 


End 


30536 






Name 


OJ990712 08.9B12.Cl.o7.gs 


Method 


GENSCAN 






Start 


25513 


End 


30536 






GI 


none 


Score 


.62 






Exons 


25513. .25634, 26340 26477, 


26791. .26885, 27543 


. .27628, 






28658. .28766, 30047 30125, 


30506. .30536 






Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


VJCllC LNW . 


11139 


Strand 








Start 


39049 


End 


39276 






Name 


OJ990712 08.9B12.Cl.o9.gs 


Method 


GENSCAN 






Start 


39049 


End 


39276 






GI 


none 


Score 


.92 






Exons 


39049. .39276 










Seq. No. 


5357 


Seq. ID 


OJ990712 


_08.9B12 


.CI 


Gene No. 


11140 


Strand 








Start 


44270 


End 


56723 






Name 


OJ990712 08.9B12.Cl.ol.ts 


Method 


TBLASTX : : 


Soybean 




Start 


3253 . , 


End 


4479 






GI 


none 


Score 


69 






Exons 


3253.-3372, 3382.. 3567, 3383 


..3538, 3799.. 3957, 


3943. .4299, 




3977. .4102, 4214. .4258, 4297 


. .4479 








Seq. No. 


5357 


Seq. ID 


OJ990712 


JD8.9B12 


.CI 


Gene No. 


11140 


Strand 








Start 


44270 


End 


56723 






Name 


OJ990712 08 . 9B12 . CI . o4 . tw 


Method 


TBLASTX: Wheat 





5490 




Start 


3328 








End 


3552 


GI 


none 








Score 


153 


Exons 


3328. .3552, 


3337 


. .3537 








Seq. No. 


5357 








Seq. ID 


OJ990712_08.9B12.C1 


Gene No. 


11140 








Strand 




Start 


44270 








End 


56723 


Name 


OJ990712 08, 


.9B12 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3556 








End 


4011 


GI 


none 








Score 


63 


Exons 


3556. .3642, 


3628 


. .3753, 


3677. 


.3754, 3717.. 3761, 3763.. 4011 




3785. .3895, 


3792 


. .3995 








Seq. No. 


5357 








Seq. ID 


OJ990712_08.9B12.C1 


Gene No. 


11140 








Strand 




Start 


44270 








End 


56723 


Name 


OJ990712 08. 


.9B12 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3784 








End 


4273 


GI 


none 








Score 


65 


Exons 


3784. .3966, 


3785 


. .3970, 


3961. 


.4119, 3980. .4120, 4193. .4273 




4197. .4247, 


4231 


. .4272 








Seq. No. 


5357 








Seq. ID 


OJ990712_08.9B12.C1 




11140 








Strand 




Start 


44270 








End 


56723 


Name 


OJ990712 08, 


.9B12 


.Cl.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


4012 








End 


4290 


GI 


none 








Score 


189 


Exons 


4012. .4290 












Seq. No. 


5357 








Seq. ID 


OJ990712_08.9B12.C1 


Gene No 


11140 








Strand 




Start 


44270 








End 


56723 


Name 


OJ990712 08, 


. 9B12 


.Cl.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


4300 








End 


4513 


GI 


none 








Score 


90 


Exons 


4300. .4506, 


4306 


. .4512, 


4358. 


.4513 




Seq. No. 


5357 








Seq. ID 


OJ950712_08.9B12.C1 


Gene No 


11140 








Strand 




Start 


44270 








End 


56723 


Name 


OJ990712 08. 


.9B12 


.Cl.oS. 


tm 


Method 


TBLASTX: Maize 


Start 


4872 








End 


5141 


GI 


none 








Score 


74 


Exons 


4872. .5042, 


4884 


. .5015, 


4885. 


.5025, 5055.. 5141 


Seq. No. 


5357 








Seq. ID 


OJ990712_08. 9B12.C1 


Gene No 


11140 








Strand 




Start 


44270 








End 


56723 


Name 


OJ990712 08. 


. 9B12 


-Cl.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


8286 








End 


8663 


GI 


none 








Score 


78 


Exons 


8286. .8438, 


8304 


. .8438, 


8308. 


.8439, 8483. .8593, 8592. .8663 


Seq. No. 


5357 








Seq. ID 


OJ990712_08.9B12.C1 


Gene No. 


11140 








Strand 




Start 


44270 








End 


56723 



5491 



Name 

Start 

GI 

Exons 



OJ990712_08 . 9B12 . CI . o2 . tm 

32598 

none 

32598. .32822, 32618 32821, 
32906. .33016, 32907.. 33017 



Method TBLASTX : Mai ze 
End 33017 
Score . 220 
32832. .32906, 32843 32905, 



Seq. No. 5357 

Gene No. 11140 

Start 44270 

Name OJ990712_08 . 9B12 . CI . o3 . tw 

Start 32649 

GI none 

Exons 32649. .32822, 32669 .. 32815, 



Seq. ID OJ990712_08.9B12.C1 
Strand 

End ... -56723 
Method TBLASTX: Wheat 
End 32960 
Score 168 
32829. .32960, 32831.. 32947 



Seq. No. 5357 

Gene No. 11140 

Start 44270 

Name OJ990712_08 . 9B12 . CI . 08 . tm 

Start 33230 

GI none 

Exons 33230. .33541 



Seq. ID OJ990712_08. 9B12.C1 
Strand 

End 56723 

Method TBLASTX : Mai ze 

End 33541 

Score 192 



Seq. No. 
Gene No. 
Q Start 
1 3 Name 
?f\ Start 
GI 

Exons 



ru 



C3 



Seq. No. 
v3 Gene No. 
: y Start 
Name 
Start 
GI 



□ 



'•J Exons 



5357 

11140 

44270 

OJ990712_08.9B12.Cl.oll.gs 

44270 

none 

44270. .44599 

5357 

11140 

44270 

OJ9907 12_08 . 9B12 . CI . 06 . tm 

44397 

none 

44397. .44423, 444 40 .. 44484 , 
56517. .56723, 5654 9 56722 



Seg. ID OJ990712_08. 9B12.C1 
Strand 

End 56723 

Method GENSCAN 

End 44599 

Score .81 



Seq. ID OJ990712_08. 9B12.C1 
Strand 

End 56723 

Method TBLASTX : Maize 

End 56723 

Score 41 
44489. .44536, 56505 .. 56672, 



C3 



Seq. No. 5357 

Gene No. 11140 

Start 44270 

Name OJ9907 12_08 . 9B12 . CI . o3 . ts 

Start 52772 

GI none 

Exons 52772. .53110 



Seq. ID OJ990712_08.9B12.C1 
Strand 

End 56723 

Method TBLASTX : Soybean 

End 53110 

Score 207 



Seq. No. 5357 

Gene No. 11140 

Start 44270 

Name OJ990712_08 . 9B12 . CI . o4 . ts 

Start 53531 

GI none 

Exons 53531. .53653, 53532 .. 53744 , 



Seq. ID OJ990712_08.9B12.C1 
Strand 

End 56723 

Method TBLASTX : Soybean 

End 53885 

Score 126 
53751. .53885 



Seq. No. 
Gene No. 



5357 
11140 



Seq. ID OJ990712_08. 9B12.C1 
Strand 



5492 






Start 


44270 


End 


56723 






Name 


OJ990712_08 . 9B12 . CI . ol . tw 


Method 


TBLASTX: Wheat 






Start 


53682 


End 


54086 






GI 


none 


Score 


82 






Exons 


53682. .53738, 53687. .53728, 


53733. .54086, 5374 1 .. 5404 3, 








53745. .54086 










Seq. No. 


5357 


Seq. ID 


OJ990712_08.9B12 


.CI 




Gene No . 


11140 


Strand 








Start 


44270 


End * 


56723 






Name 


OJ990712 08.9B12.Cl.o4.tm 


Method 


TBLASTX: Maize 






Start 


53736 


End 


53954 






GI 


none 


Score 


272 






Exons 


53736. .53954, 53736. . 53930, 


53741. .53953 






Seq. No. 


5357 


Seq. ID 


OJ990712_08.9B12 


.CI 




Gene No. 


11140 


Strand 








Start 


44270 


End 


56723 






Name 


OJ990712 08.9B12.Cl.ol.tm 


Method 


TBLASTX: Maize 






Start 


53955 


End 


54416 






GI 


none 


Score 


542 






Exons 


53955. .54416, 53957. .54220, 


54290. .54415 






Seq. No. 


5357 


Seq. ID 


OJ990712_08.9B12 


.CI r 


•3 — 


Gene - No. 


11140 


Strand 






55. 


Start 


'44270 


End 


56723 






Name 


OJ990712 08. 9B12.Cl.o5.tw 


Method 


TBLASTX: Wheat 






Start 


54087 


End 


54485 




i y 


GI 


none 


Score 


200 




) . £ 


Exons 


54087. .54422, 54104. .54214, 


54384. .54485 




: L _J 


Seq. No. 


5357 


Seq. ID 


OJ990712_08.9B12 


.CI 


:r t : 
1 ! i 
: is? 


Gene No. 


11140 


Strand 








Start 


44270 


End 


56723 






Name 


OJ990712 08.9B12.Cl.o2. ts 


Method 


TBLASTX : Soybean 




1 J 


Start 


54102 


End 


54572 




! t J 


GI 


none 


Score 


224 




• 


Exons 


'54102. .54383, 54140. .54214, 


54384. .54572, 54428. .54559 




;5 


Seq. No. 


5358 


Seq. ID 


OJ990712_08.9B12 


.C2 




Gene No. 


11141 


Strand 


+ 




;j 


Start 


1243 


End 


1453 






Name 


OJ990712_08. 9B12.C2.ol.gs 


Method 


GENSCAN 






Start 


1243 


End 


1453 






GI 


none 


Score 


.89 






Exons 


1243. .1334, 1411. .1453 










Seq. No. 


5358 


Seq. ID 


OJ990712JD8.9B12 


.C2 




Gene No. 


11142 


Strand 








o car r. 


912 


End 


1014 






Name 


OJ990712 08. 9B12.C2.ol.gp 


Method 


AAT/GAP 






Start 


912 


End 


1014 






GI 


LIB3477-003-P1-K1-E9 


Score 


157 






Exons 


912. .1014 










GI Descrip. 


'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



54 93 




Seq. No. 


5359 






Seq. ID 


OJ990712 


08. 


9B12 


.C3 


Gene No. 


11143 






Strand 


+ 








Start 


3450 






End 


9305 








Name 


OJ990712 08 


.9B12.C3.ol. 


gs 


Method 


GENSCAN 








Start 


3450 






End 


9305 








GI 


none 






Score 


. 63 








Exons 


3450. .3773, 


5883. .6009, 


9136. 


.9305 










Seq. No. 


5359 






Seq. ID 


OJ990712 


_08 . 


9B12 


.C3 


Gene No. 


11143 






Strand 


+ 








Start 


3450 






End 


9305 








Name 


OJ990712 08 


.9B12.C3.ol. 


gp 


Method 


AAT/GAP 








Start 


3453 






End 


5952 








GI 


LIB3477-003 


-P1-K1-D6 




Score 


730 








Exons 


- 3453. .3773, 


5883. .5952 















GI Descrip. 1 3831458 4.0e-32 (AC005700) hypothetical protein [Arabidopsis 



thaliana] ' 



Qpn Ma 


5359 




Seq. ID 


OJ990712_ 


08 . 9B12 


.C3 


Gene No. 


11143 




Strand 


+ 






Start 


3450 




. End 


9305 






Name 


OJ990712 08.9B12.C3. 


o2.gp 


Method 


AAT/GAP 






Start 


6011 




End 


6433 






GI 


3762705 




Score 


707 






Exons 


6011. .6433 












C vJ ■ LlU • 


5359 




Seq. ID 


OJ990712 


08 . 9B12 


.C3 


Gene No. 


11144 




Strand 


+ 






Start 


10247 




End 


15858 






Name 


OJ990712 08.9B12.C3. 


o2.gs 


Method 


GENSCAN 






Start 


10247 




End 


15701 






GI 


none 




Score 


.55 






Exons 


10247. .10548, 11317. 


.11453, 


11535. .11644, 12367 


. .12447, 






12668. .12760, 13625. 


.13744, 


14389. .14460, 14671 


. .14748, 






15510. .15701 












Seq. No. 


5359 




Seq. ID 


OJ990712 


_08.9B12 


.C3 


Gene No. 


11144 




Strand 


+ 






Start 


10247 




End 


15858 






Name 


OJ990712 08.9B12.C3. 


o4 . gp 


Method 


AAT/GAP 






Start 


11012 




End 


11698 






GI 


2428386 




Score 


764 






Exons 


11012. .11101, 11206. 


.11453, 


11571. .11698 






Seq. No. 


5359 




Seq.' ID 


OJ990712 


_08.9B12 


.C3 


Gene No. 


11144 




Strand 


+ 






Start 


10247 




End 


15858 






Name 


OJ990712 08.9B12.C3. 


o5.gp 


Method 


AAT/GAP 






Start 


12406 




End 


13769 






GI 


none 




Score 


427 






Exons 


12406. .12447, 12668. 


.12760, 


13625. .13769 






Seq. No. 


5359 




Seq. ID 


OJ990712_ 


_08.9B12 


.C3 


Gene No. 


11144 




Strand 


+ 






Start 


. 10247 




End 


15858 






Name 


OJ990712 08.9B12.C3. 


06 . gp 


Method 


AAT/GAP 







5494 



Start 14139 End 15858 

GI 57568_1.R1084 Score 1412 

Exons 14139. .14460, 14671 14748, 15510.. 15858 

GI Descrip. 1 4759180/ref | NP_004188 . 1 | pSTK19 | 2.0e-10 serine/threonine kinase 

19 >gi_1082305_pir A53439 complement C4A 5'' -region protein RP 

- human >gi_452067 (L26261) RP1 [Homo sapiens] >gi_500622 
(L26260) MHC HLA-RP- complement system protein [Homo sapiens] 1 





Seq. No. 


5359 


Seq. ID 


OJ990712_08.9B12.C3 




Gene No. 


11145 


Strand 


+ 




Start 


24159 


End 


25322 




Name 


OJ990712 08.9B12.C3.o5.gs 


Method 


GEN SCAN 




Start 


24159 


End 


25322 




GI 


none 


Score 


.96 




Exons 


24159. .24239, 24839. .24925, 


25065. .25322 




Seq. No. 


5359 


Seq. ID 


OJ990712_08.9B12.C3 




Gene No. 


11146 


Strand 






Start 


10425 


End 


10943 




Name 


OJ990712 08. 9B12.C3.o3.gp 


Method 


AAT/GAP 




Start 


10425 


End 


10943 




GI 


35458 1.R1084 


Score 


134 




Exons ' 


10425. .10446, 10766 10850, 


10911. .10943 




GI Descrip. 


'3868853/dbj |BAA34247| l.Oe 


-21 (AB013853) GPI-anchored protein 






[Vigna radia'ta] 1 








Seq. No. 


5359 


Seq. ID 


OJ990712_08.9B12.C3 


ry 


Gene No. 


11147 


Strand 






Start 


14981 


End 


20876 




Name 


OJ990712 08. 9B12.C3.ol.np 


Method 


AAT/NAP 




Start 


14981 ■ 


End 


20876 


si 


GI. 


4680199 


Score 


603 


I y 


Exons 


14981. .15000, 16654. .16715, 


16887. .17037, 17083. .17596, 






17675. .17847, 18071 .. 18590, 


18970. .19315, 20771. .20876 


□ 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


5359 


Seq. ID 


OJ990712_08.9B12.C3 




Gene No . 


11148 


Strand 




•.1 


Start 


23407 


End 


23885 


□ 


Name 


OJ990712 08.9Bl2.C3.o4.gs 


Method 


GENSCAN 




Start 


23407 


End 


23885 




GI 


none 


Score 


.82 ' ■ 




Exons 


23407. .23636, 23801 . .23885 








Seq. No. 


5359 


Seq. ID 


OJ990712_08.9B12.C3 




Gene No. 


11149 


Strand 






Start 


25240 


End 


32669 




Name 


OJ990712 08.9B12.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


3489 


End 


3773 




GI 


none 


Score 


395 




Exons 


3489.. 3773, 3518.. 3682 








Seq. No. 


5359 


Seq. ID 


OJ990712_08.9B12.C3 




Gene No. 


11149 


Strand 






Start 


25240 


End 


32669 




Name 


OJ990712 08.9B12.C3.o4.ts 


Method - 


TBLASTX : Soybean 




Start 


3489 


End 


3725 



5495 




GI 


none 




Score 


224 




Exons 


3489.. 3725, 3518.. 3679 








Seq. No. 


5359 




Seq. ID 


OJ990712_08.9B12 


.C3 




11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08.9B12.C3. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


5895 




End 


6059 




GI 


none 




Score 


209 




Exons 


5895.. 6059, 5897.. 6058 








Seq. No. 


5359 




Seq. ID 


OJ990712_08.9B12 


.C3 


Gene No. 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OR 9R1 ? C3 


ol . tw ' 


Method 


TBLASTX : Wheat 




Start 


13651 ~" 




End 


15686 




GI 


none 




Score 


107 




Exons 


13651 13740 13652 


. 13744 , 


14349. .14477, 14385 .. 14456, 






14392 14487 14670 


.14747, 


14 671. .14 7 48, 14674 .. 14748, 






15507. .15686, 15509. 


.15685 








Seq. No. 


5359 




Seq. ID 


OJ990712_08.9B12 


.C3 


\JJ CllC ViKJ . 


11149 




Strand 






Start 


£. .J £. *i \J 




End 


32669 




Name 


OJ990712 08 9B12 C3 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


15449 ~~ 




End 


15740 




GI 


none 




Score 


237 




Exons 


15449. .15703, 15479. 


.15724, 


15483. .15737, 15600.. 15740 




Seq. No-. 


5359 




Seq. ID 


OJ990712_08.9B12 


.C3 


VjCllC INU • 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08 9B12 C3 


o4 tm 


Method 


TBLASTX: Maize 




Start 


16670 ~~ 




End 


17003 




GI 


none 




Score 


212 




Exons 


16670. .17002, 16725. 


.17003 








Seq. No. 


5359 




Seq. ID 


OJ990712_08.9B12 


.C3 




1 1 1 4 Q 

X X X *± J 




Strand 






Start 


2S240 




End 


32669 




Name 






Method 


TBLASTX : Soybean 




Start 


16685 




End 


17009 




GI 


none 




Score 


68 




Exons 


16685. .16909, 16728. 


.16865, 


16901. .17008, 16917. .17009 




Seq. No. 


5359 




Seq. ID 


OJ990712_08.9B12 


.C3 


W CilC 111/ i 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08.9B12.C3. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


17076 




End 


17410 




GI 


none 




Score 


' 105 




Exons 


17076. .17291, 17108. 


.17293, 


17327. .17410 




Seq. No. 


5359 




Seq. ID 


OJ990712JD8.9B12 


.C3 


Gene No. 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08.9B12.C3. 


06. tm 


Method 


TBLASTX: Maize 





5496 



• 



Start 


17093 




End 


17608 




GI 


none 




Score 


74 




Exons 


17093. .17296, 17100. 


.17180, 


17387. .17608 




Seq. No. 


5359 




Seq. ID 


OJ990712_ 


08.9B12 


Gene No. 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08.9B12.C3. 


o2 .np 


Method 


AAT/NAP 




Start 


25240 




End 


32669 




GI 


3024871 




Score 


642 




Exons 


25240. .25272, 28141. 


.28453, 


28699. .28825, 30174. 


.30335, 




30687. .30836, 31097. 


.31162, 


31611. .31776, 31905. 


.32040, 




32574. .32669 . 











.C3 



GI Descrip. HYPOTHETICAL 77.3 KD PROTEIN SLL0005 gi 1 1001579 | dbj | BAA10206 | 
(D64000) ABCl-like [Synechocystis sp.] 



Seq. No. 


5359 




Seq. ID 


OJ990712_08. 9B12 


.C3 


Gene No. 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712_08.9B12.C3 


. o3. tm 


Method 


TBLASTX: Maize 






ZjOO / 




End 


26639 




GI 


none 




Score 


218 




Exons 


25587. .25781, 25592 


. .25822, 


25598. .25822, 2 6353 2 6556, 






26355. .26609, 26356 


. .26628, 


26358. .26609, 26402 .. 2 6611, 






26594. .26635, 26610 


. .26639 








Seq. No. 


5359 




Seq. ID 


OJ990712_08.9B12 


.C3 


Gene No. 


11149 




Strand 












End 


32669 




Name 


OJ990712 08.9B12.C3 


.06. gs 


Method 


GENS CAN 




Start 


26329 




End 


32075 




GI 


none 




Score 


.78 




Exons 


26329. .26631, 28153 


. .28413, 


28676. .28825, 30174 .. 30335, 






30687. .30856, 31905 


. .32075 








Seq. No. 


5359 




Seq. ID 


OJ990712_08. 9B12 


.C3 


Gene No. 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08.9B12.C3 


."ol . tm 


Method 


TBLASTX: Maize 




Start 


28117 




End 


28420 




GI 


none 




Score 


337 




Exons 


28117. .28413, 28123 


. .28416, 


28139. .28420 




Seq. No. 


5359 




Seq. ID 


OJ990712_08.9B12 


-C3 


Gene No. 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08.9B12.C3 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


28139 




End 


28357 




GI 


none 




Score 


132 




Exons 


28139. .28342, 28140 


. .28343, 


28150. .28356, 28151.. 28357 




Seq. No. 


5359 




Seq. ID 


OJ990712_08. 9B12 


.C3 


Gene No. 


11149 




Strand 






Start 


25240 




End 


32669 




Name 


OJ990712 08.9B12.C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


28703 




End 


30335 




GI 


none" 




Score 


130 





5497 




Exons 



28703. .28825, 30168 . . 30335, 30205.. 30318 



Seq. No. 5359 

Gene No. 11149 

Start 25240 

Name OJ9907 12_08 . 9B12 . C3 . o2 . ts 

Start 28718 

GI none 

Exons 28718. .28825, 28722 .. 28823, 
30181. .30327 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990712_08.9B12.C3 
32669 

TBLASTX : Soybean 

30332 

83 



30168. .30332, 30174 .. 30320, 



Seq. No. 5360 Seq. ID OJ990712_ 

Gene No. 11150 Strand + 

Start 1843 End 2447 

Name OJ990712_08 . 9B12 . C4 . ol . gs Method GENSCAN 

Start 1843 End 2447 

GI none Score . 93 

Exons 1843.. 2053, 2386.. 2447 



08.9B12.C4 



m gi 



□ 
••J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 



GI Descrip. 



i 9 ~ Seq. No. 
Q Gene No. 
Q Start 
; s =l Name 

Start 

GI 

Exons 



5360 

11151 

9010 

OJ990712_08.9B12.C4.ol.gp 

9010 

2312335 

9010. .9462 



5360 

11151 

9010 

OJ990712_08, 
9279 
5478530 
9279. .9497, 



9B12.C4.ol.np 



10679. .10787, 



Seq. ID OJ990712_08.9B12.C4 

Strand + 

End 17346 

Method AAT/GAP 

End '94 62 

Score 796 



Seq. ID 

Strand 

End 

Method 
End 
Score 
11034. .11083, 



OJ990712_08.9B12.C4 
+ 

17346 
AAT/NAP 
14386 
249 

11411. .11779, 



11867. .11974, 12260. .12520, 14360.. 14386 

(AF130441) UVB-resistance* protein UVR8 [Arabidopsis thaliana] 



5360 
11151 
9010 

OJ990712_08.9B12.C4.o4 .gs 
10662 
none 

10662. .10666, 10750 .. 10888, 11411 .. 11779, 11867 
12260. .12597,. 13417. .13538, 14796 .. 14860, 14993 
16351. .17346 



Seq. ID OJ990712_08.9B12.C4 
Strand + 

17346 
GENSCAN 
17346 
.53 



End 

Method 

End 

Score 



,11974, 
,15100, 



Seq. No. 5360 Seq. ID OJ990712_08 . 9B12 . C4 

Gene No. 11151 Strand + -. 

Start 9010 End 17346 

Name , OJ990712_08 . 9B12 . C4 . o2 . gp Method AAT/GAP 

Start ' 11475 End 11902 

GI 3766635 Score 658 

Exons 11475. .11779, 11867.. 11902 

GI Descrip. 4557026/ref | NP_003913 . 1 | pHERCl | 2.0e-14 guanine nucleotide 

exchange factor p532 >gi_1477565 (U50078) p532 [Homo sapiens] 



5498 



• 



ru 



i ts f 



Seq. No. 


5360 






Seq. ID 


OJ990712 


_08.9B12 


.C4 


VjCllC VtKJ . 


111 R9 






Strand 








Start 


5427 






End 


8638 






Name 


OJ990712 08. 


9B12.C4 


.o2.gs 


Method 


GENSCAN 






Start 


5427 






End 


8638 






GI 


none 






Score 


.54 






Exons 


5427. .5978, 


6296.. 6356, 7687 


'..7763, 8528. .8638 






Seq. No. 


5360 






oeq ■ x u 




_08.9B12 


:C4 


bene wo • 


111 






\ Strand 








Start 


9015 






End 


9899 






Name 


OJ990712 08. 




» Oj . CJS 


Mo +■ Vi r\rf 








Start 


9015 






n»na 








GI 


none 






Score 


. DO 






Exons 


9015. .9899 














Seq. No. 


5360 






Con T H 

oeq. xu 


n TQQm 1 0 


_08.9B12 


.C4 


ociie wo ■ 


X X X D H 






Strand 








Start 


12480 






End 


12947 






Name 


OJ990712 08. 


9B12.C4 


. o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


69 






End 


511 






GI 


none 






Score 


228 






Exons 


69. .125, 349 


m n 
. . D xu , 


jjU . . 0 X X , 


365. .511 








Seq. No. 


5360 






Seq. ID 


OJ990712 


_08.9B12 


.C4 


Gene No. 


11154 






Strand 










1 OA P 0 






End 


12947 






Name 


OJ990712 08. 


QDl 0 n A 


_ 

• Oj . tm 


Method 


TBLASTX : 


Maize 




Start 


10700 






End 


11749 






GI 


none 






Score 


69 






Exons 


10700. .10774 


, 10975 


. .11046, 


10976. .11071, 10985 


. .11086, 






11633. .11749 


, 11633 


. .11749 










Seq. No. 


5360 






Seq. ID 


OJ990712 


_08.9B12 


■ C4 


Gene No. 


11154 






Strand 








Start 


12480 






End 


12947 






Name 


OJ990712 08. 




• OX . L.S 


Method 


TBLASTX : 


Soybean 




Start 


11398 






End 


12339 








none 






Score 


176 






Exons 


11398. .11538 


1 1 a no 
, 114UO 


1 1 c:£'5 


11408. .11536, 11410 


. .11526, 






11435. .11545 




1 1 RTI 
. . 110 / X , 


11537. .11782, 11537 


. .11767, 






11545. .11787 




1 1 £GQ 


11561. .11713, 11564 


. . 11632, 






11701. .11787 


1 1 RSI 


1 1 Qfi R 


11854. .11979, 11867 


. .11983, 






12257. .12337 


, 12259 


. .12339 










Seq. No. 


5360 






Seq. ID 


OJ990712 


_08.9B12 


.C4 


Gene No. 


11154 






Strand 








Start 


12480 






End 


12947 






Name 


OJ990712 08. 


9B12.C4 


. ol . tm 


Method 


TBLASTX : ] 


Maize 




Start 


11408 






End 


12839 






GI 


none 






Score 


66 






Exons 


11408. .11497 


, 11455 


. .11526, 


11456. .11563, 11563 


. .11631, 






11564. .11632 


, 11848 


. .11979, 


11851. .11985, 11867 


. .11983, 






12244. .12615 


, 12256 


. .12366, 


12257. .12619, 12257 


. .12616, 






12418. .12621 


, 12637 


. .12681, 


12710. .12751, 12714 


. . 12752, 






12777. .12839 


, 12783 


. .12839 











5499 



Seq. No. 


5360 


Seq. ID 


OJ990712_08 . 9B12 . C4 


Gene No . 


11154 


Strand 




Start 


12480 


End 


12947 


Name 


OJ990712 08.9B12.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


12368 


End 


12577 


GI 


none 


Score 


257 


Exons 


12368. . 12577, 12418. . 1254 9 






Seq. No. 


5360 


Seq. ID 


OJ990712_08 . 9B12 .C4 


Gene No. 


11154 


Strand 




Start 


12480 


End 


i O O A ^ 

1^94 / 


Name 


OJ990712 08.9B12.C4.o3.gp 


Method 


AAT/GAP 


Start 


12480 


End 


12947 


GI 


4861 1.R1084 


Score 


893 


Exons 


12480. . 12947 






GI Descrip. 


1 4557026/ref | NP_003913 . 1 | pHERCl | 2 . Oe- 


14 guanine nucleotide 



exchange factor p532 >gi_1477565 (U50078) p532 [Homo sapiens] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 
iSas GI 
j ==* Exons 



5360 

11155 

16423 

OJ990712_08 . 9B12 . C4 . ol . tc 

16423 

none 



Seq. ID OJ990712_08.9B12.C4 
Strand 
End 

Method 
End 
Score 



16965 

TBLASTX: Cress 

16965 

112 



16423. .16548, 16609 .. 16656, 16771.. 16965 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5361 Seq. ID OJ990402_02 . 9B05 . CI 

11156 Strand + 

1 End 504 

OJ990402_02. 9B05 . CI . ol . np Method AAT/NAP 

1 End 504 

5103193 Score 879 

1. .504 

(AP000342) transposase of TnlO [Plasmid R100] 
gi|5738084|gb|AAD50242.1|AF162223_l (AF162223) ISlO-left 
transposase [Shigella flexneri] 



5362 Seq. ID 

11157 Strand 

1 End 

OJ9904 02_02 . 9B05 . C2 . ol . np Method 

1 End 

6466937 Score 
1. .65, 2370. .3471 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990402_02.9B05.C2 
+ 

3471 
AAT/NAP 
3471 
694 



Seq. No. 5362 Seq. ID 

Gene No. 11157 Strand 

Start 1 End 

Name OJ990402_02 . 9B05 . C2 . o2 . gp Method 

Start 2143 End 

GI uC-osflcyp088bl2bl Score 

Exons 2143.. 2251 

GI Descrip. • 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990402_02. 9B05.C2 
+ 

3471 
AAT/GAP 
2251 
146 



5500 



Seq. No. 5362 Seq. ID 

Gene No. 11158 Strand 

Start 7097 End 

Name OJ990 4 02_02 . 9B05 . C2 . o3 . gs Method 

Start 7097 End 

GI none Score 

Exons 7097.. 7099, 7386.. 7724 . 



OJ990402_02.9B05.C2 
+ 

7724 
GENSCAN 
7724 
.75 



Seq. No. 5362 Seq. ID 

Gene No. 11159. Strand 

Start 6119 End 

Name OJ9904 02_02 . 9B05 . C2 . o2 . gs Method 

Start 6119 End 

GI none Score 

Exons 6119.. 6529 



OJ990402_02.9B05.C2 

6529 
GENSCAN 
6529 
.99 



ru 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5362 Seq. ID 

11160 Strand - . 

11820 End 16314 

OJ9904 02_02 . 9B05 . C2 . o2 . np Method AAT/NAP 

11820 End 16314 

4680203 Score 542 

11820. .11850, 13956. .14053, 14508 .. 15348 , 15852 
(AF114171) TNP2-lilce protein [Sorghum bicolor] ■ 



OJ990402 02.9B05.C2 



,16314 



5362 Seq. ID 

11161 Strand 

18115 End 

OJ9904 02_02 . 9B05 . C2 . ol . tm Method 

2404 End 

none Score 

2404. .2847, 2406. .2843 

5362 
11161 
18115 

OJ990402_02.9B05.C2.o2.ts 
2413 
none 

2413.. 2466, 2479. .2625, 2635. 

5362 Seq. ID 

11161 Strand 

18115 End 

OJ9904 02_02 . 9B05 . C2 . ol . tw Method 

2470 End 

none Score 

2470.. 2856, 2917. .3057 



OJ990402_02.9B05.C2 
19083 

TBLASTX: Maize 

2847 

513 



OJ990402_02.9B05.C2 
19083 

TBLASTX : Soybean 
2748 
42 

2712, 2698.-2748 

OJ990402_02. 9B05.C2 
19083 

TBLASTX: Wheat 
3057 
259 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



5362 Seq. ID 

11161 Strand 

18115 x End 

OJ9904 02_02 . 9B05 . C2 . o2 . tm Method 

2857 End 

none ' Score 



OJ990402_02.9B05.C2 
19083 

TBLASTX: Maize 

3485 

282 



2857. .3162, 2868. .3170, 2902. .3216, 2981. .3220, 3253. .3453, 
3309.. 3485 



5501 



Seq, No. 5362 Seq. ID 

Gene No. 11161 Strand 

Start 18115 End 

Name OJ990402_02 . 9B05 . C2 . ol . tc Method 

Start 14623 End 

GI none Score 

Exons 14623. .14979 



OJ990402J32.9B05.C2 
19083 

TBLASTX : tress 

14979 

244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5362 

11161 

18115 

OJ990402_02 . 9B05 . C2 . o3 . tm 

14644 

none 



Seq. ID OJ990402_02.9B05.C2 
Strand 
End 

Method 
End 
Score 



19083 

TBLASTX: Maize 

14860 

118 



14644. .14829, 14 644 .. 14 850, 14663. .14860 





Seq. No. 


5362 




Seq. ID 


OJ990402_02.9B05 




Gene No . 


11161 




Strand 






Start 


18115 




End 


19083 




Name 


OJ990402 02.9B05.C2 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14728 




End 


15361 




GI 


none 




Score 


51 




Exons 


14728. .14847, 14845 


. .14970, 


14846. .14968, 15021 .. 15200, 


3 




15032. .15361 








n 


Seq. No. 


5362 




Seq. ID 


OJ990402JD2.9B05 




Gene No. 


11161 




Strand 




y 

: sx 


Start 


18115 




End 


19083 


;=? 


Name 


OJ990402 02.9B05.C2 


.ol.ts 


Method 


TBLASTX: Soybean 


i I 


Start 


15032 




End 


15304 




GI 


none 




Score 


72 


y 


Exons 


15032. .15304, 15156 


. .15269 








Seq. No. 


5362 




Seq. ID 


OJ990402__02.9B05 




Gene No. 


11161 




Strand 




' l 4 


Start 


18115 




End 


19083 




Name 


OJ990402 02.9B05.C2 


. o5 . gs 


Method 


GENSCAN 


.3 


Start 


18115 




End 


19083 




GI. 


none 




Score 


.76 




Exons 


18115. .18280, 18545 


. .18698, 


18715. .18! 


847, 19078.. 19083 




Seq. No. 


5363 




Seq. ID 


OJ990402_02. 9B05 




Gene No. 


11162 




Strand 


+ 




Start 


231 




End 


915 




Name 


OJ990402 02.9B05.C3 


. ol . gs 


Method 


GENSCAN 




Start 


231 




End 


915 




GI 


none 




Score 


.56 




Exons 


231. .359, 454. .715, 


785. .915 








Seq. No. 


5364 




Seq. ID 


OJ990402_02.9B05 




Gene No. 


11163 




Strand 


+ 




Start 


2991 




End 


4915 




Name 


OJ990402 02.9B05.C4 


. ol.np 


Method 


AAT/NAP 




Start 


2991 




End 


4915 




GI 


2792216 




Score 


597 




Exons 


2991.. 3205, 4324.. 4915 







5502 



GI Descrip. 



(AF032686) NBS-LRR type resistance protein [Hordeum vulgare] 



Seq. No. 


5364 




Seq. ID 


OJ990402 


_02.9B05.C4 


Gene No. 


11163 




Strand 


+ 




Start 


2991 




End 


4915 




Name 


OJ990402 02.9B05 


.C4.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4322 




End 


4873 




GI 


none 




Score 


100 




Exons 


4322.. 4444, 4324 


..4443, 4487 


..4684, 4686. .4724, 


4751. .4873 


Seq. No. 


5365 




Seq. ID 


OJ990402 


_02.9B05.C5 


Gene No. 


11164 




Strand 


+ 




Start 


126 




End 


3533 




Name 


OJ990402 02.9B05 


.C5.ol.gs 


Method 


GENSCAN 




Start 


126 




End 


3533 




GI 


none 




Score 


. 62 




Exons 


126. .779, 2592.. 


3059, 3128.. 


3533 






Seq. No. 


5365 




Seq. ID 


OJ990402 


02. 9B05.C5 


Gene No. 


11164 




Strand 


+ 




Start 


126 




End 


3533 




Name 


OJ990402 02.9B05 


.C5.ol.np 


Method 


AAT/NAP 




Start 


2579 




End 


3233 




GI 


4519938 




Score 


265 




Exons 


2579. .3233 










GI Descrip. 


(AB019240) RPRlh 


[Oryza sativa] 






Seq. No. 


5365 




Seq. ID 


OJ990402 


_02.9B05.C5 


Gene No. 


11165 




Strand 






Start 


4012 




End 


7698 




Name 


OJ990402 02.9B05 


.C5.o2.gs 


Method 


GENSCAN 




Start 


4012 




End 


7698 




GI 


none 




Score 


.88 




Exons 


4012.. 4064, 4550 


..4695, 4847 


. .5033, 5127. . 6369, 


7120. .7698 


Seq. No. 


5365 




Seq. ID 


OJ990402 


_02.9B05.C5 


Gene No. 


11165 




Strand 






Start 


4012 




End 


7698 




Name 


OJ990402 02.9B05 


.C5.o2.np 


Method 


AAT/NAP 




Start 


4145 




End 


4408 




GI 


5295971 




Score 


150 




Exons 


4145. .4408 










GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of the 




predicted gene.; 


Similar to 


Tobacco DNA for retroviral-like 




transposon Tnt 1 


-94. (X13777) 


[Oryza sativa] 




Seq. No. 


5366 




Seq. ID 


OJ990402 


_02.9B05.C6 


Gene No. 


11166 




Strand 


+ 




Start 


3864 




End 


7416 




Name 


OJ990402 02.9B05 


. C6.o2.np 


Method 


AAT/NAP 




Start 


3864 




End 


7207 




GI 


4325357 




Score 


368 




Exons 


3864.. 3933, 5315 


..5719, 6521 


. .7207 







GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 

retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



5503 




Seq.^ No. 


5366 








Seq. ID 


OJ990402 


_02. 


9B05.C6 


Gene No . 


11166 








Strand 


+ 






Start 


3864 








End 


7416 






Name 


OJ990402 02 


.9B05 


.C6.o2. 


gs 


Method 


GENSCAN 






Start 


5777 








End 


7416 






GI 


none 








Score 


.46 






Exons 


5777. .6002, 


6258 


. .7201, 


7207. 


.7416 








Seq. No. 


5366 








Seq. ID 


OJ990402 


_02. 


9B05.C6 


Gene No 


11167 








Strand 


+ 






Start 


8045 








End' 


9531 






Name 


OJ990402 02 


9B05 


.C6.o3. 


gs 


Method 


GENSCAN 






Start 


8045 








End 


9531 






GI 


none 








Score 


.67 






Exons 


8045. .8250, 


8653 


. .8704, 


9022. 


.9130, 9401.. 9531 






Seq. No. 


5366 








Seq. ID 


OJ990402 


_02. 


9B05.C6 


Gene No. 


11168 








Strand 








Start 


1341 








End 


7595 






Name 


OJ990402 02 


9B05 


.C6.ol . 


gs 


Method 


GENSCAN 






Start 


1341 








End 


5585 






GI 


none 








Score 


.43 






Exons 


1341. .1462, 


1587 


. .3183, 


3244 . 


.3460, 3510.. 3655, 


3957. .4114, 




5171. .5585 
















Seq. No. 


5366 








Seq. ID 


OJ990402 


_02. 


9B05.C6 


Gene No. 


11168 








Strand 








Start 


1341 








End 


7595 






Name 


OJ990402 02 


9B05 


.C6.ol . 


np 


Method 


AAT/NAP 






Start . 


1484 








End 


7595 






GI 


5295971 








Score 


1795 






Exons 


1484. .3655, 


7571 


. .7595 













1= GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 

predicted gene.; Similar to Tobacco DNA for retroviral-like 
3 transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 

•J 



Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05. 


C6 


Gene No. 


11168 








Strand 






Start 


1341 








End 


7595 




Name 


OJ990402 02 


.9B05 


.C6.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


1589* ; 








End 


1885 




GI 


none 








Score 


215 




Exons 


1589. .1885, 


1589 


. .1858, 


1591. 


.1884 






Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05. 


C6 


Gene No. 


11168 








Strand 






Start 


1341 








End 


7595 




Name 


OJ990402 02 


.9B05 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1594 








End 


1980 




GI 


none 








Score 


56 




Exons 


1594. .1674, 


1595 


. .1666, 


1679. 


.1750, 1684. .1980 




Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05. 


C6 


Gene No. 


11168 








Strand 






Start 


1341 








End 


7595 




Name 


* OJ990402. 02 


.9B05 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1789 








End 


2172 





5504 






GI 


none 








Score 


278 






Exons 


1789. .2172 
















Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05 


.C6 














q+- r^nri 








Start 


1341 








End 


7595 






Name 


OJ990402 02 


.9B05 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1798 








End 


2151 






GI 


none 








Score 


89 






Exons 


1798. .1971, 


1996 


. .2151 












Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05 


.C6 






1 1 1 fift 

llluO 
















Start 


1341 








End 


7595 






Name 


OJ990402 02 


.9B05 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1886 








End 


2277 






GI 


none 








Score 


194 






Exons 


1886. .2275, 


1888 


. .2277 












Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05 


.C6 




uCIlC Vt\J • 


1 1 1 fift 








Strand 








Start 


1341 








End 


7595 






Name 


OJ990402 02 


.9B05 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




ss. 

J 


Start 


2321 








End 


2775 




sf 


GI 


none 








Score 


87 




ft ' 


Exons 


2321. .2494, 


2347 


. .2670, 


2353. 


.2634, 2561.. 2647, 2704.. 2775 


; i 


Seq. No. 


5366 








Seq. ID 


OJ990402_02. 9B05 


.C6 


3 


Gene No. 


11168 








Strand 






ii 


Start 


1341 








End 


7595 






Name 


OJ990402 02 


.9B05 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




i S 


Start 


2347 








End 


2859 






GI 


5509260 








Score 


163 






Exons 


2347. .2859, 


2351 


. .2827 










3 

A 


GI Descrip. 


- 
















Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05 


.C6 




UCi J.C IN {J . 


1 1 1 fifi 








Strand 






3 


Start 


1341 








End 


7595 




3 


Name 


OJ990402 02 


.9B05 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 




3 


Start 


2428 








End 


2703 






GI 


none 








Score 


93 






Exons 


2428. .2703, 


2561 


. .2689 












Seq. No. 


5366 








Seq. ID 


OJ990402JD2. 9B05 


.C6 




uCl It: LNvJ . 


1 1 1 fift 

illDO 








Strand 








Start 


1341 








End 


7595 






Name 


OJ990402 02 


.9B05 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


2467 








End 


2788 






GI 


none 








Score 


183 






Exons 


2467. .2787, 


2468 


. .2788 












Seq. No. 


5366 








'Seq. ID 


OJ990402_02.9B05 


.C6 




Gene No. 


11168 








Strand 








Start 


1341 








End 


7595 






Name 


OJ990402 02 


.9B05 


. C6 . o2 . 


ts 


Method 


TBLASTX : Soybean 






Start 


" 31-90 








End 


3651 





5505 





GI 


none 








Score 


124 




Exons 


3190. .3651, 


3410 


. .3610 










Seq. No. 


5366 








Seq. ID 


OJ990402_02. 9B05.C6 




Gene No. 


11168 








Strand 






Start 


1341 








End 


7595 




Name 


OJ990402 02. 


9B05 


.C6.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


3208 








End 


3633 




GI 


none 








Score 


238 




Exons 


3208. .3633 














Seq. No. 


5366 








Seq. ID 


OJ990402_02. 9B05.C6 




Gene No. 


11168 








Strand 






Start 


1341 








End 


7595 




Name 


OJ990402 02. 


9B05 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3268 








End 


3603 




GI 


none 








Score 


120 




Exons 


3268.-3432, 


3448 


. .3603 










Seq. No. 


5366 








Seq. ID 


OJ990402_02. 9B05.C6 




Gene No. 


11168 








Strand 






Start 


1341 








End 


7595 




Name 


OJ990402 02. 


9B05 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


□ 


Start 


3271 








End 


3657 . 


. ^ - 


GI 


none 








Score 


44 


ffi 


Exons 


3271. .3342, 


3275 


. .3331, 


3355 


..3657, 3374. .3643, 3394. .3657 


m 


Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05.C6 


0 


Gene No. 


11168 








Strand 




\ i\ 
•is 


Start 


1341 








End 


7595 


hi 


Name 


OJ990402 02. 


9B05 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5292 








End 


5714 




GI 


none 








Score 


87 


\ st \ 


Exons 


5292. .5402, 


5418 


. .5633, 


5607 


. .5714 




! 1 s 


Seq. No. 


5366 








Seq. ID 


OJ990402_02.9B05.C6 


! 


Gene No. 


11168 








Strand 






Start 


1341 








End 


7595 




Name 


OJ990402 02. 


9B05 


.C6.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6515 








End 


6886 




GI 


none 








Score 


100 




Exons 


6515. .6682, 


6701 


. .6886, 


6721 


. .6855 






Seq. No. 


5367 








Seq. ID 


OJ990402_02.9B05.C7 




Gene No . 


11169 








Strand 


+ 




Start 


249 








End 


3558 




Name 


OJ990402 02. 


9B05 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


249 








End 


3558 




GI 


none 








Score 


.67 




Exons 


249. .261, 1549.. 


1649, 1742.. 


1913, 2209 


..2265, 3521.. 3558 




Seq. No. 


5367 








Seq. ID 


OJ990402 02.9B05.C7 




Gene No. 


11169 








Strand 


+ 




Start 


249 








End 


3558 




Name 


OJ990402 02. 


9B05 


.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


2696 








End 


3077 




GI 


uC-osflcyp033a04bl 




Score 


663 



5506 




Exons 2696.. 3077 

GI Descrip. 1 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 * 



Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05 


.C7 


Gene No. 


11170 




Strand 


+ 




Start 


5812 




End 


6598 




Name 


OJ990402 02 


,9B05.C7.o3 v gs 


Method 


GENSCAN 




Start 


5812 




End 


6598 




GI 


none 




Score 


.75 




Exons 


5812. .5865, 


6046.. 6116, 6163. 


.6295, 6383.. 6598 




Seq. No. 


5367 




Seq. ID 


OJ990402_02. 9B05 


.C7 


Gene No. 


11171 




Strand 






Start 


1 




End 


13141 




Name 


OJ990402 02 


.9B05.C7.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


6536 




GI 


5852180 




Score 


435 




Exons 


1..21, 1360 


. .1803, 1855. .1972 


, 2926..: 


2981, 4374. .4583, 






6516. .6536 










GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 






Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05 


. C7 


Gene No . 


11171 




Strand 






Start 


1 




' End 


13141 




Name 


OJ990402 02 


. 9B05.C7 .o2.np 


Method 


AAT/NAP 




Start 


1 




End 


13141 




GI 


5295971 




Score 


1200 




Exons 


1..52, 3842 


..4753, 4781. .4919, 6692.. 


6780, 10696. . 11466 






13105. .13141 








GI Descrip. 


(AB026295) 


EST D24315(R1718) 


corresponds to a region of 


the 




predicted gene.; Similar to Tobacco DNA for retroviral- 


like 




transposon 


Tnt 1-94. (X13777) 


[Oryza sativa] 




Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05 


.C7 


Gene No. 


11171 




Strand 






Start 


1 




End 


13141 




Name 


OJ990402 02 


.9B05.C7.o2.gs 


Method 


GENSCAN 




Start 


3827 




End 


5325 




GI 


none 




Score 


.92 




Exons 


3827. .4959, 


5271/.5325 








Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05 


.C7 


Gene No. 


11171 




Strand 






Start 


1 




End 


13141 




Name 


OJ990402 02 


. 9B05.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3953 




End 


4228 




GI 


none 




Score 


193 




Exons 


3953. .4228, 


4052. .4132 








Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05 


.C7 


Gene No. 


11171 




Strand 






Start 


1 




End 


13141 




Name 


OJ990402 02 


.9B05.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4166 




End 


4619 




GI 


none 




Score 


84 




Exons 


4166. .4252, 


4253. .4618, 4370. 


.4534, 4374. .4619 





5507 



Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05.C7 


flpnp No 


11171 




Strand 




Start 


1 




End 


13141 


Name 


OJ990402 02.9B05.C7 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


4230 




End 


4702 


GI 


none 




Score 


61 


Exons 


4230. .4376, 4232.. 4387, 4235 


..4630, 4421. .4639, 4440. .4640 




4616. .4702 








Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05.C7 


Gene No. 


11171 




Strand 




Start 


1 




End 


13141 


Name 


OJ990402 02.9B05.C7 


.o3.np 


Method 


AAT/NAP 


Start 


9867 




End 


13141 


GI 


4388825 




Score 


206 


Exons 


9867. .9894, 12806.. 


13141 






GI Descrip. 


(AC006528) putative 


retroelement pol polyprotein [Arabidop 




thaliana] 








Seq. No. 


5367 




Seq. ID 


OJ990402_02.9B05.C7 


(Zpnp No 


11171 




Strand 




Start 


1 




End 


13141 


Name 


OJ990402 02.9B05.C7 


. o4 . gs 


Method ■ - 


GENSCAN 


Start 


10623 




End 


13095 


GI 


none 




Score 


.71 


Exons 


10623. .11051, 11094 


. .11528, 


11627. .11665, 12554. .12694, 




12700. .13095 








Qpn No 


5367 




Seq. ID 


OJ990402_02. 9B05.C7 


Gene No. 


11171 




Strand 




Start 


1 




End 


13141 


Name 


OJ990402 02.9B05.C7 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


10842 - 




End 


11166 


GI 


none 




Score 


112 


Exons 


10842. .11165, 10906 


. .11166 






Sea No 


5367 




Seq. ID 


OJ990402_02.9B05.C7 


Gene No. 


11171 




Strand 




Start 


1 




End 


13141 


Name 


OJ990402 02.9B05.C7 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


10893 




End 


11243 


GI 


none 




Score 


71 


Exons 


10893. .11243/ 10959 


. .11156 






Seq. No. 


5368 




Seq. ID 


OJ990402_02.9B05.C8 


Gene No . 


11172 




Strand 




Start 


1 




End 


543 


Name 


OJ990402 02.9B05.C8 


.ol.np 


Method 


AAT/NAP 


Start 


1' 




End 


543 


GI 


6721550 




Score 


89 


Exons 


1.-241, 520. .543 








GI Descrip. 


(AP001073) Similar 


to Oryza 


sativa gene for Pib (AB013448) 


Seq. No. 


5368 




Seq. ID 


OJ990402_02.9B05.C8 


Gene No. 


11172 




Strand 




Start 


1 




End 


543 



5508 



Name 

Start 

GI 

Exons 



OJ9904 02_02 . 9B05 . C8 . ol . gs Method GENSCAN 

81 End 227 

none Score .73 
81. .227 



Seq. No. 5369 Seq. ID 

Gene No. 11173 Strand 

Start 481 End 

Name OJ990402_02. 9B05 . C9 . ol . gs Method 

Start 481 End 

GI none Score 

Exons 481.. 540 



OJ990402_02.9B05.C9 
+ 

540 

GENSCAN 

540 

.64 



Seq. No. 5370 Seq. ID 

Gene No. 11174 Strand 

Start 3298 End 

Name OJ990402_02 . 9B05 . C12 . o2 . gs Method 

Start 3298 End 

GI none Score 

Exons 3298.. 3375, 3567.. 3926 



OJ990402_02.9B05.C12 
+ 

3926 
GENSCAN 
3926 
■-64 





Seq. No. 


5370 


Seq. ID 


OJ990402_ 


02 


.9B05.C12 




Gene No. 


11175 


Strand 


+ 








Start - 


5177 , 


End 


7471 








Name 


OJ990402 02.9B05.C12.o3.gs 


Method 


GENSCAN 








Start 


5177 


End 


7471 








GI 


none 


Score 


.84 






y 


Exons 


5177. .5179, 6229. .6505, 7323 


. .7471 








j 


Seq. No. 


5370 


Seq. ID 


OJ990402_ 


02 


.9B05.C12 




Gene No. 


11176 


Strand 


+ 








Start 


11459 


End 


12356 








Name 


OJ990402 02.9B05.C12.o2.np 


Method 


AAT/NAP 








Start 


11459 


End 


12356 








GI 


4926870 


Score 


51 






4 


Exons 


11459. .11594, 12167. .12356 












GI Descrip. 


(AC007509) putative non-LTR 


retroelement reverse 


transcriptase 






[Arabidopsis thaliana] 










J 


Seq. No. 


5370 


Seq. ID 


OJ990402_ 


02 


.9B05.C12 


3 


Gene No. 


11177 


Strand 


+ 








Start 


17307 


End 


17467 








Name 


OJ990402 02.9B05.C12.o3.np 


Method 


AAT/NAP 








Start 


17307 


End 


17467 








GI 


5852172 


Score 


119 








Exons 


17307. .17467 












GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 









Seq. No. 5370 Seq. ID 

Gene No. 11178 Strand 

Start 7 9 End 

Name OJ990402_02 . 9B05 .C12 . ol . gs Method 

Start 7 9 End 

GI none Score 

Exons 79.. 1933, 2760.. 2851 



OJ990402_02.9B05.C12 

2851 
GENSCAN 
2851 
. 69 



Seq. No. 



5370 



Seq. ID OJ990402_02.9B05.C12 



5509 




Gene No. 


11179 


Strand 




Start 


6169 


End 


6403 


Name 


OJ990402 02.9B05.C12.ol.np 


Method 


AAT/NAP 


Start 


6169 


End 


6403 


GI 


6862925 


Score 


42 


Exons 


6169. .6403 






GI Descrip. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


5370 


Seq. ID 


OJ990402_02.9B05 


Gene No. 


11180 


Strand 




Start 


10655 


End 


17519 


Name 


OJ990402 02.9B05.C12.o4.gs 


Method 


GENSCAN 


Start 


10655 


End 


17519 


GI 


none 


Score 


.51 


Exons 


10655. .10852/, 12360. .12489, 


12916. .13001, 14537. .14803, 



14911. .15060, 15241. .15294, 16839 .. 16896, 16917 .. 17118 , 
17381. .17519 



U 

: " 

's =7 

m 

ri : 
! : 3 

i:5 
i. j 



'i sf 



Seq. No. 


5371 




Seq. ID 


OJ990402 


Gene No. 


11181 




Strand . 


+ 


Start 


1 




End 


2827 


Name 


OJ990402 02.9B05.C13.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


625 


GI 


6721512 




Score 


46 


Exons 


1..51, 393. .625 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


5371 




Seq. ID 


OJ990402 


Gene No. . 


11181 




Strand 


+ 


Start 


1 




End 


2827 


Name 


OJ990402 02.9B05.C13.ol 


.gs 


Method 


GENSCAN 


Start 


231 




End 


2827 


GI 


none 




Score 


.93 


Exons 


231. .275, 2031. .2075, 2373. .2827 




Seq. No. 


5371 




Seq. ID 


OJ990402 


Gene No. 


11182 




Strand 


+ 


Start 


5455 




End 


6320 


Name 


OJ990402 02.9B05.C13.o2 


.gs 


Method 


GENSCAN 


Start 


5455 




End 


6320 


GI 


none 




Score 


.85 


Exons 


5455.. 5590, 5843.. 6139, 


6166. 


.6320 




Seq. No. 


5371 




Seq. ID 


OJ990402 


Gene No. 


11183 




Strand 




Start 


6945 




End 


11215 


Name 


OJ990402 02.9B05.C13.o2 


. np 


Method 


AAT/NAP 


Start 


6945 




End 


11215 


GI 


3236247 




Score 


396 


Exons 


6945. .6981, 8341. .8990, 


11175, 


. .11215 





02.9B05.C13 



02.9B05.C13 



GI Descrip. 



(AC004684) 
thaliana] 



putative SCARECROW gene regulator [Arabidopsis 



Seq. No. 5371 Seq. ID OJ990402_02.9B05.C13 

Gene No. 11183 Strand 

Start 6945 End 11215 

Name OJ990402 02 . 9B05 . C13 . o3 . np Method AAT/NAP 



5510 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9650 End 10845 

6907106 Score 407 

9650.. 9861, 9896.. 10096, 10396.. 10845 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza -sativa] 



5371 

11184 

12285 

OJ9904 02_02 . 9B05 . C13 . o4 . tm 

6006 

none 

6006.. 6209, 6007.. 6186 

5371 

11184 

12285 

OJ990402_02.9B05.C13.o3.ts 

6033 

none 

6033.. 6179, 6034. .6180 



5371 

11184 

12285 

OJ990402_02. 

8342 

none 

8342. .8434, 
8840. .8968 



9B05.C13.o2.tc 



8552. .8593, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8619. .8723, 



OJ990402_02 . 9B05 . C13 
13129 

TBLASTX: Maize 

6209 

217 



OJ990402_02.9B05.C13 
13129 

TBLASTX: Soybean 

6180 

184 



OJ990402 02.9B05.C13 



13129 

TBLASTX: Cress 
8968 
75 

8626. .8736, 8709. .8840, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5371 

11184 

12285 

OJ990402_02. 

8607 

none 

8607. .8714, 
8802. .8852, 



9B05.C13.ol.tm 



8608. 
8840. 



,8715, 
,8977, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8689. .8796, 
8841. .8990 



OJ990402_02.9B05.C13 
13129 

TBLASTX: Maize 
8990 
141 

8697. .8798, 8700. .8801, 



3 Seq. No. 


5371 








Seq. ID 


OJ990402_02.9B05.C13 


Gene No. 


11184 








Strand 




Start 


12285 








End- 


13129 


Name 


OJ990402 02, 


,9B05. 


C13.o2, 


.ts 


Method 


TBLASTX : Soybean 


Start 


8617 








End 


8777 


GI 


none 








Score 


140 


Exons 


8617. .8772, 


8619. 


.8777 








Seq. No. 


5371 








Seq. ID 


OJ990402_02.9B05.C13 


Gene No. 


11184 








Strand 




Start 


12285 








End 


13129 


Name 


OJ990402 02, 


,9B05. 


C13.o3. 


.tm 


Method 


TBLASTX: Maize 


Start 


9747 








End 


10058 


GI 


none 








Score 


57 


Exons 


9747. .9794, 


9748. 


.9789, 


9749. 


.9802, 9780.. 9815, 9886.. 9954, 




9891. .9956, 


9895. 


.9945, 


9897. 


.10058, 


9897. .10025, 994 4. .10057, 



9959. .9985 



5511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5371 

11184 

12285 

OJ9904 

12258 

none 

12258. 

12408. 

12408. 

12409. 

12459. 

12688. 

12715. 

12735. 

12735. 

12798. 

12798. 

12802. 

12808. 

12855. 



02 02.9B05.C13.ol. ts 



12335 
12632 
12632 
12633 
12632 
12747 
12792 
12791 
12791 
12893 
12893 
12921 
12900 
12893 



12267. 
12408. 
12408. 
12409. 
12465. 
12712. 
12718. 
12735. 
12735. 
12798. 
12798. 
12802. 
12826. 
12856. 



.12335, 
,12632, 
.12632, 
.12633, 
.12632, 
.12777, 
.12774, 
.12791, 
.12791, 
.12884, 
.12842, 
.12921, 
.12921, 
,12921, 



Seq. ID OJ990402 
Strand 

End 13129 
Method TBLASTX 
End 13059 
Score 67 
12291. .12410, 12408 
12408. .12608, 12408 
12409. .12609, 12409 
12422. .12631, 12442 
12472. .12633, 12649 
12715. .12792, 12715 
12735. .12791, 12735 
12735. .12791, 12735 
12798. .12893, 12798 
12798. .12884, 12798 
12798. .12893, 12802 
12808. .12906, 12808 
12838. .12921, 12843 
13006. .13059 



02.9B05.C13 



Soybean 



. .12539, 
. .12608, 
. .12537, 
. .12615, 
. .12690, 
. .12777, 
. .12791, 
. .12791, 
. .12893, 
. .12884, 
. .12906, 
. .12981, 
. .12893, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5371 

11184 

12285 

OJ9904 

12258 

none 

12258. 

12378. 

12408. 

12409. 

12688. 

12735. 

12735. 

12798. 

12798. 

12802. 

12840. 



02 02.9B05.C13.o2.tm 



12335, 
.12548, 
.12632, 
.12537,. 
.12792, 
.12791, 
.12791, 
.12893, 
.12893, 
.12948, 
.12893, 



12291. 
12378. 
12409. 
12409. 
12715. 
12735. 
12735. 
12798. 
12798. 
12808. 
12865. 



.12335, 
.12632, 
,12537, 
.12549, 
,12771, 
.12791, 
.12791, 
,12884, 
,12893, 
,12921, 
,12921, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12364 
12408 
12409. .12633, 
12456. .12632, 
12715. .12792, 
12735. .12791, 
12762. .12875, 
12798. .12884, 
12802. .12921, 
12826. .12921, 
13006. .13059 



OJ990402 02.9B05.C13 



13129 

TBLASTX: Maize 
13059 
89 



12540, 12378 
12632, 12408 



12632, 
12629, 
12409. .12537, 
12642. .12683, 
12718. .12789, 
12735. .12797, 
12771. .12863, 



12798. 
12802. 
12832. 



,12884, 
,12921, 
,12966, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5371 

11184 

12285 

OJ9904 

12258 

none 

12258. 

12408. 

12409. 

12409. 

12540. 

12683. 

12718. 

12735. 

12735. 

12786. 

12798. 



Seq. ID OJ990402 
Strand ^ 



02.9B05.C13 



02 02.9B05.C13.ol.tc 



12341, 
12632, 
12591, 
12537, 
12632, 
12748, 
12747, 
12791, 
12791, 
12893, 
12884, 



12291, 
12408. 
12409. 
12409. 
12573. 
12688. 
12718. 
12735. 
12735. 
12798. 
12798. 



.12371, 
.12632, 
.12534, 
.12534, 
.12620, 
.12747, 
,12792, 
,12791, 
,12791, 
,12893, 
,12893, 



End 

Method 

End 

Score 



13129 
TBLASTX: 
13129 
119 



Cress 



12378. .12632, 12378 .. 12632, 

12408. .12608, 12408 .. 12638 , 

12409. .12537, 12409 .. 12543, 

12459. .12632, 12471 .. 12632 , 

12574 . .12612, 12655 .. 12690 , 

12712. .12741, 12715. .12789, 

12718. .12747, 12721. .12777, 

12735. .12791, 12735. .127 91, 

12735. .12791, 12735. .12791, 

12798. .12884, 12798. .12884, 

12798. .12842, 12798. .12893, 



5512 




12798. .12893, 12802 12924 , 
12808. .12900, 12826. .12906, 
12856. .12921, 12911 .. 12958, 




12802. .12906, 12808 .. 12906, 
12843. .12893, 12856 .. 12921, 
13006. .13059, 13007.. 13129 



Seq. No. 


5371 


Seq. ID 


OJ990402 


_02.9B05 


.C13 


Gene No. 


11184 


Strand 








Start 


12285 


End 


13129 






Name 


OJ990402 02.9B05.C13 


.o4.np Method 


AAT/NAP 






Start 


12285 


End 


12975 






GI 


6692098 


Score 


398 






Exons 


12285. . 12335, 12385. 


.12975 








GI Descrip. 


(AC007764) F22C12.10 


[Arabidopsis thaliana] 






Seq. No. 


5372 


Seq. ID' 


OJ990402 


_02.9B05 


.C14 


Gene No. 


11185 


Strand 


+ 






Start 


192 


End 


598 






Name 


OJ990402 02.9B05.C14 


. ol.tw Method 


TBLASTX : 


Wheat 




Start 


184 


End 


504 






GI 


none 


Score 


157 






Exons 


184. .405, 237. .398, 


414. .494, 415. .504 











Seq. No. 


5372 


Seq. ID 


OJ990402_02.9B05 


.C14 




Gene No. 


11185 


Strand 


+ 






Start 


192 


End 


598 




□ 


Name 


OJ990402 02.9B05.C14.ol.tm 


Method 


TBLASTX: Maize 






Start 


190 


End 


576 




CR 


GI 


none 


Score 


345 




i : i s 

: 


Exons 


190. .492, 190. .453, 204. .473, 


505. .576, 


516. .572 




3 

i -J 


Seq. No. 


5372 


Seq. ID 


OJ990402_02.9B05 


.C14 




Gene No. 


11185 


Strand 


+ 






Start 


192 


End 


598 




! kr 


Name 


OJ990402 02.9B05.C14.ol.gs 


Method 


GENSCAN 




t: 


Start 


192 


End • 


473 




□ 


GI 


none 


Score 


.89 






Exons 


192. .337, 387. .473 










Seq. No. 


5372 


Seq. ID 


OJ990402_02.9B05 


• C14 




Gene No. 


11185 


Strand 


+ 






Start 


192 


End 


598 






Name 


OJ990402 02.9B05.C14.ol.np 


Method 


AAT/NAP 




'is* 


Start 


192 


End 


598 ■ 






GI 


5295971 


Score 


381 






Exons 


192. .598 










GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 


5372 




Seq. ID 


OJ990402JD2.9B05 


Gene No. 


11185 




Strand 


+ 


Start 


192 




End 


598 


Name 


OJ990402 


02.9B05.C14.ol.ts . 


Method 


TBLASTX : Soybean 


Start 


196 




End 


588 


GI 


none 




Score 


337 


Exons 


196. .588, 


237. .437 






Seq. No. 


5372 




Seq. ID 


OJ990402_02.9B05 



5513 






Gene No . 


11185 






Strand 


+ 






Start 


192 






End 


598 






Name 


OJ990402 


_02. 


9B05.C14.ol. tc 


Method 


TBLASTX: Cress 






Start 


214 






End 


579 






GI 


none 






Score 


189 






Exons 


214. .579 














Seq. No. 


5373 






Seq. ID 


OJ990402_02.9B05 


.C15 




Gene No. 


11186 






Strand 


+ 






Start " 


1 






End 


730 






Name 


OJ990402 


_02. 


9B05.C15.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


730 






GI 


4008008 






Score 


198 






Exons 


1..177, 


289. 


.484, 600. .730 










GI Descrip. 


(AF084035) receptor-like protein kinase [Arabidopsis thaliai 




Seq. No. 


5373 






Seq. ID 


OJ990402 02.9B05 


.C15 




Gene No . 


11186 






Strand 


+ — 






Start 


1 






End 


730 






Name 


OJ990402 


02. 


9B05.C15.ol. tc 


Method 


TBLASTX: Cress 






Start 


29 






End 


394' 






GI 


none 






Score 


120 






Exons 


29 . . 172, 


94 . 


171. 287 394. 


289. .390 








Seq. No. 


5373 






Seq. ID 


OJ990402_02.9B05 


.C15 


. ^ 


qqqq No . 


11186 






Strand 


+ 






Start 


1 






End 


730 




ru 


Name 


OJ990402 


02. 


9B05.C15.ol.ts 


Method 


TBLASTX : Soybean 






Start 


29 






End 


394 






GI 


none 






Score 


131 






Exons 


29 . . 172, 


76. 


171. 289 393. 


290. .394 






ru 


Seq. No. 


5373 






Seq. ID 


OJ990402_02.9B05 


.C15 


is 


Gene No . 


11186 






Strand 


+ 




ri 


Start 


1 






End 


730 




) t 3 


Name 


OJ990402 


_02. 


9B05.C15.ol.tw 


Method 


TBLASTX : Wheat 




H 


Start 


35 






End 


409 




':• =s 


GI 


none 






Score 


183 






Exons 


35. .169, 


38. 


.175, 76. .171, 


289. .408, 290. .409 




t; _J 

,s at 


Seq. No. 


5373 






Seq. ID 


OJ990402_02.9B05 


. CIS 




Qene No . 


11186 






Strand 


+ 






Start 


1 






End 


730 






Name 


OJ990402 


_02. 


9B05.C15.ol.tm 


Method 


TBLASTX: Maize 






Start 


41 






End 


409 






GI 


none 






Score 


151 






Exons 


41. .178, 


41. 


.175, 289. .408, 


290. .409 








Seq. No. 


5373 






Seq. ID 


OJ990402_02.9B05 


.C15 




Gene No . 


11186 






Strand 


+ 






Start 


1 






End 


730 






Name 


OJ990402 


_02. 


9B05.C15.ol.gs 


Method 


GENSCAN 






Start 


89 






End 


627 






GI 


none 






Score 


.98 






Exons 


89. .177, 


289 


. .439,, 553. .627 










Seq. No. 


5374 






Seq. ID 


OJ990402_02.9B05 


.C16 



5514 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11187 Strand + 

1 End 450 

OJ9904 02_02 . 9B05 . C16 . ol . np Method AAT/NAP 
1 End 450 

5295971 Score 144 

1. .450 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777) [Oryza sativa] 



5374 Seq. ID 

11187 Strand 

1 End 
OJ990402_02 . 9B05 . C16 . ol . tm Method 

2 End 
none Score 
2. .121, 4. .147, 115. .219 

5375 Seq. ID 

11188 Strand 
194 End 
OJ9904 02_02 . 9B05 . C18 . ol . gs Method 
194 End 
none Score 
194. .329 



OJ990402_02.9B05.C16 
+ 

450 

TBLASTX: Maize 

219 

139 



OJ990402_02.9B05.C18 
+ 

329 

GEN SCAN 

329 

.56 



OJ990402 02.9B05.C20 



5376 Seq. ID 

11189 Strand 
7 End 601 

OJ990402_02. 9B05 . C20 . ol . gp Method AAT/GAP 
7 End 549 

uC-osflm202109g06bl Score 1054 

7. .549 

'421989/pir MS29819 1.0e-24 serpin - barley 

>gi_19071_emb_CAA78822_ (Z15116) protein zx [Hordeum vulgare] 
>gi 444778 prf 1908213A protein Zx [Hordeum vulgare] 1 



Seq. No. 


5376 






Seq. ID 


OJ990402_02.9B05.C20 


Gene No. 


11189 






Strand 




Start 


7 






End 


601 


Name 


OJ990402 


_02.9B05.C20.ol. 


gs 


Method 


GEN SCAN 


Start 


92 






End 


565 


GI 


none 






Score 


1 


Exons 


92. .565 










Seq. No. 


5376 






Seq. ID 


OJ990402_02.9B05.C20 


Gene No. 


11189 






Strand 




Start 


7 






End 


601 


Name 


OJ990402 


02.9B05.C20.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


93 






End 


589 


GI 


none 






Score 


66 


Exons 


93. .248, 


104. .247, 222.. 


305, 


233. .328, 


362. .454, 363.-455, 




473. .589, 


474. .566 








Seq. No. 


5376 






Seq. ID 


OJ990402_02.9B05.C20 


Gene No. 


11189 






Strand 




Start 


7 






End 


601 



5515 



Name OJ990402_02 . 9B05 .C20 . ol . np Method AAT/NAP 

Start 98 End 601 

GI 5668792 Score 272 

Exons 98.. 601 

GI Descrip. (AC007519) Strong similarity to gb|Z15116 serpin (pazx) from 

Hordeum vulgare and is a member of the PF| 00079 Serpin family. 
ESTs gb|R65473, gb|N38150 and gb|AA712968 come from this gene. 

[Arabidopsis thaliana] gi | 6634730 | gb| AAF19738 . 1 | AC012463_12 

(AC012463) T2E6.14 [Arabidopsis thaliana] 





Qprr No 


5376 




Seq. ID 


OJ990402 02 9B05 C20 




Gene No. 


11189 




Strand 






Start 


7 




End 


601 




Name 


OJ990402 02.9B05.C20.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


102 




End 


589 




GI 


none 




Score 


46 




Exons 


102. .248, 104. .247, 233 


. .346, 


237. .317, 


356. .460, 473. .589, 






474. .554 










Seq. No. 


5376 




Seq. ID 


OJ990402 02 . 9B05 .C20 




Gene No. 


11189 




Strand 






Start 


7 




End 


601 




Name 


OJ990402 02.9B05.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


104 




End 


589 




GI 


r none 




Score 


42 


W 


Exons 


104.. 196, 105.. 260, 233 


. .328, 


356. .460, 


366. .461, 473. .589 


L ! i 
i : : j 


Spa No 


5377 




Seq. ID 


OJ990402 02 9B05 C21 


C3 


Gene No. 


11190 




Strand 


+ _ 


i . £ 


Start 


1 




End 


2911 




Name 


OJ990402 02.9B05.C21.ol 


.np 


Method 


AAT/NAP 


'i ~l 


Start 


1 




End 


2902 


\ Z 1 \ 
; s? 


GI 


4519936 




Score 


2010 


IS 


Exons 


1..578, 639. .931, 1217. 


.2902 






'•: cr 


GI Descrip. 


(AB019186) RPR1 [Oryza . 


sativa] 






\s 


Seq. No. 


5377 




Seq. ID 


OJ9904 02_02 . 9B05 - C21 




Gene No. 


11190 




Strand 


+ 




Start 


1 




End 


2911 




Name 


OJ990402 02. 9B05.C21.ol 


.gs 


Method 


GEN SCAN 




Start 


65 




End 


2911 




GI 


none 




Score 


.99 




Exons 


65. .2911 






V 




Seq. No. 


5377 




Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11191 




Strand 






Start 


2877 




End 


3243 




Name 


OJ990402 02.9B05.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


2877 


End 


3243 




GI 


none 




Score 


726 




Exons 


2877. .3243 










Seq. No. 


5377 




Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11192 




Strand 






Start 


3465 ■ 




End 


4823 




Name 


OJ990402 02.9B05.C21.o2 


.gp 


Method 


AAT/GAP 




Start 


3380 


End 


3922 



5516 



GI uC-osflm202109g06bl Score 1058 

Exons 3380.. 3922 

GI Descrip. 1 421989/pir | | S29819 1.0e-24 serpin - barley 

>gi_19071_emb_CAA78822_ (Z15116) protein zx [Hordeum vulgare] 
>gi_444778_prf 1908213A protein Zx [Hordeum vulgare] 1 





Seq. No. 


5377 


Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11192 


Strand 


- 




Start 


3465 


End 


4823 




Name 


OJ990402 02.9B05.C21.o2.gs 


Method 


GENSCAN 




Start 


3465 


End 


4823 




GI 


none 


Score 


.7 




Exons 


3465. .4823 








Qprr No 


5377 


Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11192 


Strand 






Start 


3465 


End 


4823 




Name 


OJ990402 02.9B05.C21.o2.np 


Method 


AAT/NAP 




Start 


3471 


End 


4799 




GI 


5668792 


Score 


561 




Exons 


3471. .3962, 4011. .4316, 4407. 


.4799 - 






GI Descrip. 


(AC007519) Strong similarity to gb|Z15116 serpin (pazx) from 






Hordeum vulgare and is a member of the 


PF| 00079 Serpin family 


Q 




ESTs gb|R65473, gb|N38150 and gb|AA712968 come from this gene 






[Arabidopsis thaliana] gi I 6634730 | gb | AAF19738 . 1 IAC012463 12 


m 




(AC012463) T2E6.14 [Arabidopsis thaliana] 


rli 

i!3 


Seq. No. 


5377 


Seq. ID 


OJ990402_02.9B05.C21 


t : 


Gene No. 


11193 


Strand 




i ; i 

•s w 


Start 


6031 


End 


8035 




Name 


OJ990402 02.9B05.C21.o4.np 


Method 


AAT/NAP 


"f i 
i y 


Start 


6031 


End 


8035 


i: 


O J- 


4263521 


Score 


60 


C3 


Exons 


6031. .6258, 7982. .8035 








GI Descrip. 


(AC004044) putative WD-repeat 


protein 


[Arabidopsis thaliana] 


I* *" 


Seq. No. 


5377 


Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11194 


Strand 




Q 


Start 


9146 


End 


11383 




Name 


OJ990402 02.9B05.C21.o5.tm 


Method 


TBLASTX: Maize 




Start 


248 


End 


508 






none 


Score 


132 




Exons 


248. .388, 251. .385, 271. .399, 


280. .396 


, 402. .479, 403. .504, 






404. .508 








Seq. No. 


5377 


Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11194 


Strand 






Start 


9146 


End 


11383 




Name 


OJ990402 02.9B05.C21.o2.tc 


Method 


TBLASTX: Cress 




Start 


416 . 


End 


2,047 




GI 


none 


Score 


66 




Exons 


416. .478, 716. .829, 1204. .1320, 1217.. 


1315, 1312. .1344, 






1385. .1534, 1408. .1524, 1547. 


.1606, 1646. .1705, 1916. .2047 




Seq. No. 


5377 


Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11194 


Strand 






Start 


9146 


End 


11383 



5517 





Name 


OJ990402 02. 


9B05 


.C21.o2. 


.ts 


Method 


TBLASTX: Soybean 




Start 


746 








End 


2293 




GI 


none 








Score 


60 




Exons 


746.. 838, 1223.. 


1402, 1249.. 


1341, 1391 


. .1534, 1408. .1530, 






1550. .1675, 


1937 


. .2116, 


2180 


. .2293 






Seq. No. 


5377 








Seq. ID 


OJ990402_02 . 9B05 . C21 




fZpnp No 


11194 








Strand 






Start 


9146 








End 


11383 




Name 


OJ990402 02. 


9B05 


.C21.02, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1223 








End 


1518 




GI 


none 








Score 


121 




Exons 


1223. .1375, 


1231 


. .1350, 


1385 


..1516, 1399.. 1518 




Seq. No. 


'5377 








Seq. ID 


OJ990402_02 . 9B05 . C21 




Gene No 


11194 








Strand 






Start 


9146 








End 


11383 




Name 


OJ990402 02. 


9B05 


.C21.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


1428 








End 


1771 




GI 


none 








Score 


209 




Exons 


' 1428. .1769, 


1430 


. .1771, 


1430 


..1762, 1596. .1763, 1642. .1770 




Seq. No. 


5377 








Seq. ID 


OJ990402 02 9B05 C21 




Gene Mf-j 


11194 . 








Strand 




:, 1 
ic 


Start 


9146 








End 


11383 


■ = rs 

i.l i 


Name 


OJ990402 02. 


9B05 


.C21.o3, 


.tw 


Method 


TBLASTX: Wheat 


: Li 


Start 


1847 








End 


2146 




GI 


none 








Score 


219 


: Js i 

i ( ; 


Exons 


1847. .2146, 


1855 


. .2142 








y 

"j=r 


Seq. No. 


5377 








Seq. ID 


OJ990402_02 . 9B05 . C21 


; : i ? 

: U 


Gene No 


11194 








Strand 






Start 


9146 








End 


11383 


:s 


Name 


OJ990402 02. 


9B05 


.C21.o3, 


. tm 


Method 


TBLASTX: Maize 




Start 


2090 








End 


2533 


'•: . i 
H 


GI 


none 








Score 


372 


: ; 
I 5 " 
xt 


Exons 


2090. .2530, 


2093 


. .2533 








Q 


Seq. No. 


5377 








Seq. ID 


OJ990402_02.9B05.C21 




Gene No 


11194 








Strand 




r ™s 


Start 


9146 








End 


11383 




Name ' 


OJ990402 02. 


9B05 


.C21.ol. 


.tw 


Method 


TBLASTX: Wheat - 




Start 


2189 








End 


2539 




GI 


none 








Score 


243 




Exons 


2189. .2536, 


2192 


. .2539 










Seq. No. 


5377 • 








Seq. ID 


OJ9904 02_02 . 9B05 .C21 






11194 








Strand 






Start 


9146 








End 


11383 




Name 


OJ990402 02. 


9B05 


.C21.o4, 


.tm 


Method 


TBLASTX: Maize 




Start 


2537 








End 


2905 




GI 


none 








Score 


44 




Exons 


2537. .2611, 


2538 


. .2615, 


2609 


..2905, 2612. .2905 




Seq. No. 


5377 








Seq. ID 


OJ990402_02.9B05.C21 




Gene No. 


11194 








Strand 






Start 


9146 








End • 


11383 



5518 



Name 

Start 

GI 

Exons 



OJ990402_02 . 9B05 . C21 . ol . ts Method TBLASTX : Soybean 
3466 End 4715 

none Score 66 

3466.. 3621, 3477.. 3620, 3595.. 3678, 3606.. 3701, 3735.. 3827, 
3736.-3828, 3846. .3947, 3847. .3939, 4014. .4091, 4119. .4319, 
4177. .4317, 4407. .4532, 4408. .4533, 4542. .4715, 4584. .4619 



Seq. No. 5377 

Gene No. 11194 

Start 9146 

Name OJ9904 02_02 . 9B05 . C2 1 . ol tc 

Start 3475 

GI none 

Exons 3475.. 3621, 3477.. 3620, 3606. 

3846. .3947, 3847. .3927 



OJ990402_02 . 9B05 .C21 
11383 

TBLASTX: Cress 

3947 

46 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3719, 3610.. 3690, 3729.. 3833, 



U 

vn 



ri 



:. t 

'-■4 

t. i- 
i* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Ly Start 
\1 GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



5377 
11194 
9146 

OJ990402_02.9B05.C21.o2.tm 
3477 
none 

3477. .3569, 3478. .3633, 3606. 
3846. .3947, 4014. .4088, 4119. 

5377 
11194 
9146 

OJ9904 02_02 . 9B05 . C2 1 . o3 . gs 
9146 
none 

9146.. 9661, 10074. .10151, 11206.. 11383 



OJ990402 02.9B05.C21 



11383 

TBLASTX: Maize 
4323 
42 

3701, 3729.. 3833, 3739.-3834, 
4322, 4120.. 4323 



Seq. ID OJ990402_02.9B05.C21 



Strand 
End 

Method 

End 

Score 



11383 
GEN SCAN 
11383 
.88 



5378 Seq. ID 

11195 Strand 

44 End 
OJ990402_02 . 9B05 . C22 . ol . gs Method 

44 End 

none Score 
44 . .229 



OJ990402_02.9B05.C22 
+ 

229 

GENSCAN 

229 

.64 



Seq. No. 5378 Seq. ID 

Gene No. 11196 Strand 

Start 1078 End 

Name OJ990402_02 . 9B05 . C22 . o2 . gs Method 

Start 1078 End 

GI none Score 

Exons 1078.. 1344 



OJ990402_02.9B05.C22 
+ 

1344 
GENSCAN 
1344 
.71 



Seq. No. 5378 Seq. ID 

Gene No. 11197 Strand 

Start 1033 End 

Name OJ990402_02 . 9B05 . C22 . ol . gp Method 

Start 1033 End 

GI none Score 

Exons 1033.. 1366 



OJ990402_02 . 9B05 . C22 

1366 
AAT/GAP 
1366 
652 



5519 



Seq. No. 


5379 










Seq. ID 


OJ990402 


_02. 


9B05 


.C23 


Rpnp No. 


11198 










Strand 


+ 








Start 


84 










End 


701 








Name 


OJ990402 02. 


9B05 


.C23, 


.ol. 


.gs 


Method 


GENSCAN 








Start 


84 










End 


701 








GI 


none 










Score 


1 








Exons 


84. .701 




















Seq. No. 


5379 










Seq. ID 


OJ990402 


_02. 


9B05 


.C23 


HpriP No 


11199 










Strand 


+ 








Start 


9690 










End 


10577 








Name 


OJ990402 02. 


9B05 


.C23, 


,o2, 


.gp 


Method 


AAT/GAP 








Start 


9649 










End 


10157 








GI 


none 










Score 


998 








Exons 


9649. .10157 




















Seq. No. 


5379 










Seq. ID 


OJ990402 


_02. 


9B05 


.C23 


Gene No. 


11199 










Strand 


+ 








Start 


9690 










. End 


10577 








Name 


OJ990402 02. 


9B05 


.C23. 


,o5. 


.gs 


Method 


GENSCAN 








Start 


9690 










End 


10577 








GI 


none 










Score 


1 








Exons 


9690. .10577 





















rii 



i y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5379 

11200 

13345 

OJ990402_02 . 9B05 . C23 . 06 . gs 

13345 

none 

13345. .13369, 14268 .. 14551, 
15651. .15766, 15912.. 18223 

5379 



Seq. ID OJ990402_02.9B05.G23 

Strand + 

End 18319 

Method GENSCAN 

End 18223 

Score .56 
14678. .14750, 14 937 .. 15353, 



Seq. ID OJ990402_02.9B05.C23 
+ 

18319 
AAT/NAP 
18319 
1388 



11200 
13345 

OJ9904 02_02 . 9B05 . C23 . ol . np 
15421 
6466937 

15421. .18319 ;^ 
(AC011621) putative retroelement pol polyprotein [ArafcTidopsis 
thaliana] 



Strand 
End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



5379 Seq. ID OJ990402_02.9B05.C23 

11201 Strand 

316 End 911 

OJ990402_02 . 9B05 . C23 . ol . gp Method AAT/GAP 

316 End 911 

41714_1.R1084 Score 1132 

316.. 911 

1 480109/pir | IS36438 3.0e-ll EPPT protein - hydromedusa 
(Podocoryne carnea) (fragment) >gi_396743_emb_CAA524 02_ (X74358) 
Pod-EPPT [Podocoryne carnea] 1 



5379 

11202 

2198 



Seq. ID 

Strand 

End 



OJ990402 02.9B05.C23 



3892 



5520 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990402_02.9B05.C23.o2.gs 

2198 

none 

2198.. 2335, 2813.. 2984, 3037, 



5379 

11203 

7802 

OJ990402_02.9B05.C23.o4,, 
7802 



Method GENSCAN 
End 3892 
Score .52 
.3263, 3272.. 3892 



gs 



none 

7802.. 7948, 8196.. 8276 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_02 . 9B05 . C23 

8276 
GENSCAN 
8276 
.92 



OJ990402 02.9B05.C23 



5379 Seq. ID 

11204 Strand 
10463 End 
OJ990402_02 . 9B05 . C23 . ol . tc Method 
1 End 
none Score 
1..333, 1..345, 4. .405, 4. .417, 13-.. 390, 13. .381, 13. .318, 
22. .423, 28. .423, 31. .420, 49. .453, 55. .438, 64. .462, 76. .474, 
91. .456, 103. .165, 103. .513, 112. .537, 133. .495, 163. .546, 
172. .570, 175. .564, 184. .564, 184 . .561, 211. .567, 244. .564, 
244. .567, 244. .567, 316. .576, 10336 .. 104 67 , 10336. .10467 



10857 

TBLASTX: Cress 

10467 

209 



Seq. No. 5379 

Gene No. 11204 

Start 10463 

Name OJ990402_02 . 9B05 . C23 . o2 . ts 

Start 3043 

GI none 

Exons 3043.. 3132, 3048.. 3146, 3203. 

3665.-3883, 3666. .3893, 4205. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3277, 3392 
.4375, 4290 



OJ990402 02.9B05.C23 



10857 

TBLASTX : Soybean 
4527 
76 

3544, 3548.. 3637, 
4376, 4480.. 4527 



p Seq. No. 5379 

'~i Gene No. 11204 

■7 Start 10463 

|; ! Name 0 J9904 02_02 . 9B05 . C23 . o3 . tm 

l J Start 3048 

Q GI none 

n Exons 3048.. 3134, 3209.. 3331, 3338, 
3666.. 3857 



OJ990402_02.9B05.C23 
10857 

TBLASTX: Maize 

3880 

118 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3376, 3392.. 3544, 3644.. 3880, 



Seq. No. 5379 Seq. ID 

Gene No. 11204 Strand 

Start 10463 End 

Name OJ990402_02 . 9B05 .C23 . o3 . gp Method 

Start 10463 End 

GI none Score 

Exons 10463. .10857 



OJ990402_02 . 9B05 . C23 

10857 
AAT/GAP 
10857 
786 



Seq. No. 5379 Seq. ID 

Gene No. . 11205 Strand 

Start 16889 End 

Name OJ990402_02 . 9B05 . C23 . ol . tw Method 

Start 16889 End 

GI none Score 



OJ990402_02.9B05.C23 
17426 

TBLASTX: Wheat 

17372 

413 



5521 




Exons 


16889. .17368, 16890. 


.17372 








Seq. No. 


5379 




Seq. ID 


OJ990402_02.9B05 


.C23 








o L. x> aiiu 






Start 


• 16889 




End 


17426 




Name 


OJ990402 02.9B05.C23 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


16907 




End 


17240 




GI 


none 




Score 


233 




Exons 


16907. .17239, 16926. 


.17240 








Seq. No. 


5379 




Seq. ID 


OJ990402_02.9B05 


.C23 


^ono Ma 
otr 1 vt\j • 


1 1 ?ns 

J. \J -J 




Strand 






Start 


16889 




End 


17426 




Name 


OJ990402 02.9B05.C23 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


16950 




End 


17426 




GI 


none 




Score 


516 




Exons 


16950. .17426, 16953. 


.17423, 


16955. .17425 




Seq. No. 


5379 




Seq. ID 


OJ990402_02.9B05 


.C23 


UCllC IN (J ■ 


1 1 90^ 




Strand 






Start 


16889 




End 


17426 




Name 


OJ990402 02.9B05.C23 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


17007 




End 


17342 




GI 


none 




Score 


188 




Exons 


17007.. 17342 










Seq. No. 


5379 




Seq. ID 


OJ990402_02. 9B05 


.C23 




1 1 ?nfi 




Strand 






Start 


17355 




End 


17978 




Name 


OJ990402 02.9B05.C23 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


17355 




End 


17708 




GI 


none 




Score 


328 




Exons 


17355. .17708, 17360. 


.17701 








Seq. No. 


5379 




Seq. ID 


OJ990402_02. 9B05 


.C23 


UCllC V*{J . 


X X £. \J \J 




Strand 






Start 


17355 




End 


17978 




Name 


OJ990402 02.9B05.C23 


. o2 . tw 


Method 


TBLASTX: Wheat , 




Start 


17421 




End 


17783 




GI 


none 




Score 


294 




Exons 


17421. .17783, 17474. 


.17569, 


17615. .17722 




Seq. No. 


5379 




Seq. ID 


OJ990402_02. 9B05 


.C23 




1 1 ?nfi 




Strand 






Start 


17355 




End 


17978 




Name 


OJ990402 02.9B05.C23 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


17445 




' End 


17978 




GI 


none 




Score 


342 




Exons 


17445. .17783, 17465. 


.17773, 


17777. .17956, 17778. .17978 




Seq. No. 


5379 




Seq. ID 


OJ990402_02. 9B05 


.C23 


Gene No. 


11207 




Strand 






Start 


17979 




End 


18152 




Name 


OJ990402 02.9B05.C23 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17979 




End 


18152 




GI 


none 




Score 


201 




Exons 


17979. .18152, 17984. 


.18148 









5522 



Seq. No. 5380 

Gene No. 11208 

Start 1 

Name OJ990402_02 . 9B05 .C24 . ol .np' 

Start 1 

GI 4581164 

Exons 1..842, 1474.. 1562 

GI Descrip. (AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990402_02.9B05.C24 

Strand + 

End 1562 

Method AAT/NAP 

End 1562 

Score 456 



Seq. No. 5380 Seq. ID 

Gene No. 11208 Strand 

Start 1 End 

Name OJ9904 02_02 . 9B05 . C24 . ol . tm Method 

Start 62 End 

GI none Score 

Exons 62.. 397, 63.. 401 



OJ9904 02_02.9B05.C24 
+ 

1562 

TBLASTX: Maize 

401 

374 



Seq. No. 5380 

Gene No. 11208 

Start 1 

Name OJ990402_02 . 9B05 .C24 .ol . tw 

Start 384 

GI none 

Exons 384.. 812, 545.. 808 

iifs 

| : y Seq. No. 5380 

n Gene No. 11208 

Start 1 

Name OJ990402_02 . 9B05 . C24 . o2 . tm 

Start 474 

!*y GI none 

= Exons 474..773 



□ 



Seq. ID 

Strand 

End 

Method 

End 

Score' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_02.9B05.C24 
+ 

1562 

TBLASTX: Wheat 

812 

288 



OJ990402_02.9B05.C24 
+ 

1562 

TBLASTX: Maize 

773 

241 



Seq. No. 5381 Seq. ID 

Gene No. 11209 Strand 

Start 1 End 

:3 Name OJ990402_02 . 9B05 . C25 . ol . gp Method 

;3 Start 1 End 

= 1 GI none Score 

Exons 1..482 



OJ990402_02.9B05.C25 
482 

AAT/GAP 

482 

948 



Seq. No. 5381 Seq. ID 

Gene No. 11209 Strand 

Start 1 End 

Name OJ990402_02 . 9B05 . C25 . ol . gs Method 

Start 22 End 

GI none Score 

Exons 22.. 441 



OJ990402_02.9B05.C25 
482 

GENSCAN 

441 

1 



Seq. No. 5382 Seq. ID 

Gene No. 11210 Strand 

Start 429 End 

Name OJ990402_02 . 9B05 . C27 . ol . gs Method 

Start 429 End 

GI none Score 



OJ990402_02.9B05.C27 
+ 

1070 
GENSCAN 
1070 
.84 



5523 




Exons 429. .562, 617 903, 952 .. 1070 





Seq. No. 


5382 




Seq. ID 


OJ990402_02. 9B05 


.C27 




Gene No. 


11211 




Strand 








Start 


1391 




End 


1560 






Name 


OJ990402 02.9B05.C27 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


1355 




End 


1559 






GI 


none ' 




Score 


45 






Exons 


1355. .1414, ' J.35B. .1414, 1362. .1427, 1400. .1558, 1403. .1513, 






1410. . 1559 * 












Seq. No. 


5382 




Seq. ID 


OJ990402_02. 9B05 


.C27 




Gene No. 


11211 




Strand 








Start 


1391 




End 


1560 






Name 


OJ990402 02.9B05.C27 


. ol . np 


Method 


AAT/NAP 






Start 


1391 




End 


1560 






GI 


2443320 




Score 


232 






Exons 


1391. .1560 












GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 






Seq. No. 


5383 




Seq. ID 


OJ990402_02. 9B05 


.C28 




Gene No. 


11212 




Strand 








Start 


1 




End 


1216 






Name 


OJ990402 02.9B05.C28 


. ol . np 


Method 


AAT/NAP 




— 


Start * 


1 




End 


1216 






GI 


2443320 




Score 


1113 




■ '. a. 

: I c 
: 3 ! : 


Exons 


1..81, 286. .1216 










fy 


GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 




i. 

} jj 


Seq. No. 


5383 




Seq. ID 


OJ990402_02.9B05 


.C28 




Gene No. 


11212 




Strand 








Start 


1 




End 


1216 




ru 


Name 


OJ990402 02.9B05.C28 


.o2.tw 


Method 


TBLASTX: Wheat 




15 


Start 


56 




End 


315 




C3 


GI 


none 




Score 


207 






Exons 


56. .301, 60. .302, 87 


. .302, 


256. .315 






I s * 


Seq. No. 


5383 




Seq. ID 


OJ990402_02.9B05 


.C28 


_J 


Gene No. 


11212 




Strand 






LJ 


Start 


1 




End 


1216 






Name 


OJ990402 02.9B05.C28 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


364 




End 


841 






GI 


none 




Score 


121 






Exons 


364. .594, 392. .538, 


402. .54 


8, 527. .805, 


592. .804, 596.. 


841 




Seq. No. 


5384 




Seq. ID 


OJ990402_02.9B05 


.C30 




Gene No. 


11213 




Strand 








Start 


1 




End 


246 






Name 


OJ990402 02.9B05.C30 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 




End 


207 






GI 


5902448 




Score 


348 






Exons 


1..207 












GI Descrip. 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


5384 




Seq. ID 


OJ990402_02. 9B05 


.C30 




Gene No. 


11213 




Strand 








Start 


1 




End 


246 





5524 



Name 


OJ990402 02.9B05.C30 


. ol . gs 


Method 


GENSCAN 








Start 


78 




End 


246 








GI 


none 




Score 


.99 








Exons 


78. .246 














Seq. No. 


5385 




Seq. ID 


OJ990402 


_02. 


9B05 


.C32 


















Start 


59 




End 


609 








Name 


OJ990402 02.9B05.C32 


. ol . gs 


Method 


GENSCAN 








Start 


59 




End 


609 








GI 


none 




Score 


.69 








Exons 


59. .365, 412. .609 














Seq. No. 


5386 




Seq. ID 


OJ990402 


_02. 


9B05 


.C33 




1 1 91 R 




Oil CLIIVJ. 










Start 


813 




End 


1596 








Name 


OJ990402 02.9B05.C33 


. ol . gs 


Method 


GENSCAN 








Start 


813 




End 


1165 








GI 


none 




Score 


.63 








Exons 


813. .840, 1072. .1165 














Seq. No. 


5386 




Seq. ID 


OJ990402 


_02. 


9B05 


.C33 


Gene No. 


11215 




Strand 


+ 








O Lai L 


813 ■ 




End 


1596 








Name 


OJ990402 02.9B05.C33 


. ol .np 


Method 


AAT/NAP 








Start 


991 




End 


1596 








GI 


5042454 




Score 


187 








Exons 


991. .1159, 1536. .1596 












GI Descrip. 


(AC007789) putative ] 


polyprotein [Oryza 


sativa] 








Seq. No. 


5387 




Seq. ID 


OJ990402 


_02. 


9B05 


.C34 


Gene No. 


11216 




Strand 


+ 








O Lai L 


98 




End 


667 








Name 


OJ990402 02.9B05.C34 


.ol.np 


Method 


AAT/NAP 








Start 


98 




End 


667 








GI 


2443320 




Score 


527 








Exons 


98. .667 














GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 








Seq. No. 


5387 




Seq. ID 


OJ990402^ 


_02. 


9B05 


.C34 




11216 




Strand 


+ 








Start 


98 




End 


667 








Name 


OJ990402 02.9B05.C34 


. ol . gs 


Method 


GENSCAN 








Start 


347 




End 


488 








GI 


none 




Score 


.58 








Exons 


347. .488 














Seq. No. 


5388 




Seq. ID 


OJ990402 


_02. 


9B05 


.C35 


Gene No. 


11217 




Strand 


+ 








Start 


1 




End 


601 . 








Name 


OJ990402 02.9B05.C35 


. ol . np 


Method 


AAT/NAP 








Start 


1 




End 


601 








GI 


4378066 




Score 


452 








Exons 


1. .601 














GI Descrip. 


(AF098806) polyprote 


in [Sorghum bicolor] 









gi | 4680208 | gb | AAD27571 . 1 1 AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



5525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5388 
11217 
1 

OJ990402_02.9B05.C35.ol.tw 
122 
none 

122. .166, 145. .270, 174. .224, 285. .539 



Seq. ID OJ990402_02.9B05.C35 

Strand + 

End 601 

Method TBLASTX : Wheat 

End 539 

Score 54 



5388 

11217 

1 

OJ990402_02.9B05.C35.ol.gs 

324 

none 

324. .491 



Seq. ID OJ990.402_02.9B05.C35 

Strand + 

End 601 

Method GENSCAN 

End 4 91 

Score .74 



KJ 



Seq. No. 5389 

Gene No. 11218 

Start 1 

Name OJ990402_02 . 9B05 . C36 . ol . np 

Start 1 

GI 5921185 

Exons 1. . 696 

GI Descrip. CYTOCHROME P450 76C1 gi I 2979548 | gb | AAC06157 . 1 1 (AC003680) 
putative cytochrome P450 [Arabidopsis thaliana] 



Seq. ID OJ990402_02.9B05.C36 
Strand 

End 696 

Method AAT/NAP 

End 696" 

Score 323 



Seq. No. 


5389 






Seq. ID 


OJ990402_02.9B05 


.C36 


Gene No. 


11218 






Strand 






Start 


1 






End 


696 




Name 


OJ990402 02 


. 9B05.C36 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


668 




GI 


none 






Score 


89 




Exons 


1..213, 8.. 


193, 21.. 


92, 109.. 


225, 576. 


.668 




Seq. No. 


5389 






Seq. ID 


OJ990402_02.9B05 


.C36 


Gene No. 


11218 






Strand 






Start 


1 






End 


696 




Name 


OJ990402 02 


. 9B05.C36 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


459 




GI 


none 






Score 


96 




Exons 


1..228, 8.. 


193, 298. 


.459 








Seq. No. 


5389 






Seq. ID 


OJ990402_02.9B05 


.C36 


Gene No. 


11218 






Strand 






Start 


1 






End 


696 




Name 


OJ990402 02 


. 9B05.C36 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


4 






End 


546 




GI 


none 






Score 


129 




Exons 


4. .228, 8.. 


226, 289. 


.459, 472 


. .546 






Seq. No. 


5389 






Seq. ID 


OJ990402_02.9B05 


.C36 


Gene No. 


11218 






Strand 






Start 


1 






End 


696 




Name 


OJ990402 02 


.9B05.C36 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


4 






End 


456 




GI 


none 






Score 


123 





5526 



Exons 



4. .234, 8. .310, 289. .456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
^ Name 
t Start 

i GI 

H Exons 



: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5389 

11218 

1 

OJ9904 02_02 . 9B05 . C36 . ol . gs 
43 

none 
43. .619 

5390 

11219 

211 

OJ9904 02_02 . 9B05 . C39 . ol . np 
211 

5042454 
211. .358 



5390 
11220 
265 

OJ990402_02 . 9B05 . C39 . ol . gs 
265 
none 
265.. 327 

5391 
11221 
1 

OJ9904 02_02 . 9B05 . C42 . ol . np 
1 

4680180 
1. .342 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID 


OJ990402 


Strand 


- 


End 


696 


Method 


GENSCAN 


End 


619 


Score 


.76 


Seq. ID 


OJ990402 


Strand 




End 


358 


Method 


AAT/NAP 


End 


358 


Score 


97 


.n [Oryza 


sativa] 


Seq. ID 


OJ990402 


Strand 


- 


End 


327 


Method 


GENSCAN 


End 


327 


Score 


.68 


Seq. ID 


OJ990402 


Strand 


+ 


End 


342 


Method 


AAT/NAP 


End 


342 


Score 


562 



5391 

11222 

282 

OJ990402_02 . 9B05 . C42 . ol . tw 
1 

none 

1..297, 3. .329 



Seq. ID OJ990402_02.9B05.C42 
Strand 

End 333 

Method TBLASTX : Wheat 

End 329 

Score 264 



Seq. No. 5391 

Gene No. 11222 

Start 282 

Name OJ990402_02 . 9B05 . C42 . ol . ts 

Start 4 

GI none 

Exons 4.. 288 



Seq. ID OJ990402_02.9B05.C42 
Strand 

End 333 

Method TBLASTX : Soybean 

End 288 

Score 182 



Seq. No. 5391 

Gene No. 11222 

Start 282 

Name OJ9904 02_02 . 9B05 . C42 . ol . tm 

Start 39 



Seq. ID OJ990402_02.9B05.C42 
Strand 

End 333 

Method TBLASTX: Maize 

End 329 



5527 



GI none Score 241 

Exons 39. .242, 40. .243, 53.-244, 154. .300, 246. .329 



Seq. No. 


5391 


Seq. ID 


OJ990402_02.9B05. 


C42 


Gene No. 


11222 


Strand 


- 




Start 


282 


End 


333 




Name 


OJ990402 02.9B05.C42.ol.gs 


Method 


GENSCAN 




Start 


282 


End 


333 




GI 


none 


Score 


.65 




Exons 


282. .333 








Seq. No. 


5392 


Seq. ID 


OJ990402_02. 9B05. 


C43 


Gene No. 


11223 


Strand 






Start 


1 


End 


470 




Name 


OJ990402 02.9B05.C43.ol.np 


.Method 


AAT/NAP 




Start 


1 


End 


470 




GI 


6498441 


Score 


556 




Exons 


1..362, 423. .470 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


5392 






Seq. ID 


OJ990402_02.9B05. 


C43 


: E 
cr 


Gene No. 


11223 ' 






Strand 


- 






Start 


1 






End 


470 




Li: 


Name 






gs 








ii \ i 
! jj 


Start 


8 






End 


439 




! !B e 


GI 


none 






Score 


.6 






Exons 


8. .439 














Seq. No. 


5392 






Seq. ID 


OJ990402_02. 9B05. 


C43 


fy 


Gene No. 


11223 






Strand 








Start 


1 






End 


470 






Name 


OJ990402 


02.9B05.C43.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


149 






End 


470 






GI 


none 






Score 


116 






Exons 


149. .229, 


248. .469, 255. 


.470 








□ 


Seq. No. 


5392 






Seq. ID 


OJ990402_02. 9B05. 


C43 




Gene No. 


11223 






Strand 






□ 


Start 


1 






End 


470 






Name 


OJ990402 


02.9B05.C43.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


149 






End 


470 






GI 


none 






Score 


81 






Exons 


149. .469, 


342. .470 












Seq. No. 


5393 






Seq. ID 


OJ990402_02. 9B05. 


C44 




Gene No. 


11224 






Strand 


+ 






Start 


682 






End 


819 






Name 


OJ990402 


02.9B05.C44.ol. 


gs 


Method 


GENSCAN 






Start 


682 






End 


819 






GI 


none 






Score 


.48 






Exons 


682. .819 














Seq. No. 


5394 






Seq. ID 


OJ990402_02. 9B05. 


C45 




Gene No. 


11225 






Strand 








Start 


924 






End 


1338 





5528 



Name 

Start 

GI 

Exons 



OJ990402_02. 

924 

none 

924. .1338 



9B05.C45.ol.gs 



Method GENSCAN 
End 1338 
Score .75 



Seq. No. 5395 Seq. ID 

Gene No. 11226 Strand 

Start 91' End 
Name ■ OJ990402_02 . 9B05 .C4 6.ol . gs Method . 

Start: 91 End 

GI none Score 

Exons 91.. 213 



OJ990402_02.9B05.C46 
+ 

213 

GENSCAN 

213 

.71 



! y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5396 Seq. ID OJ990402_02.9B05.C48 

11227 Strand + 

1 End 604 

OJ9904 02_02 . 9B05 . C48 . ol . np Method AAT/NAP 

1 End 604 

6721562 Score 871 

1. .604 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 idbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; " hypothetical protein. (AF031569) [Oryza 
sativa] ■ 



5396 Seq. ID 

11227 Strand 
1 End 
OJ990402_02.9B05.C48.ol.gs Method 
1 End 
none Score 
1..134, 201. .292, 298.-578 

5397 Seq. ID 

11228 Strand 
1 End 
OJ990402_02. 9B05.C49.ol.np Method 
1 End 
4206306 \ Score 
1. .1594 

(AF049110) prpol [Zea mays] 

5397 Seq. ID 

11228 Strand 

1 End 

OJ990402_02. 9B05 . C49.ol . ts Method 

20 End 

none Score 
20. .244, 254. .394 

5397 Seq. ID 

11228 Strand 

1 End 

OJ9904 02_02 . 9B05 . C4 9 . ol . tm Method 

38 End 

none Score 



OJ990402_02.9B05.C48 
+ 

604 

GENSCAN 

578 

.58 



OJ990402 02.9B05.C49 



1594 
AAT/NAP 
1594 
1230 



OJ990402_02.9B05.C49 
1594 

TBLASTX : Soybean 

394 

66 



OJ990402_02.9B05.C49 
1594 

TBLASTX: Maize 

397 

111 



5529 



Exons 



38.-397, 44. .202, 45. .305 



Seq. No. 5397 Seq. ID 

Gene No. 11228 " Strand 

Start 1 *' End 

Name OJ9904 02_02 . 9B05 . C4 9 . o2 . tw Method 

Start 167 End 

GI none Score 

Exons 167.. 55 6 



OJ990402_02 . 9B05 . C49 
1594 

TBLASTX: Wheat 

556 

220 



Seq. No. 5397 Seq. ID 

Gene No. 11228 Strand 

Start 1 End 

Name OJ990402_02. 9B05 . C4 9 . o2 . tm Method 

Start 398 End 

GI none Score 

Exons 398.. 538, 398.. 667 

Seq. No. 5397 Seq. ID 

Gene No. 11228 Strand 

Start 1 End 

Name OJ990402_02-9B05.C4 9.ol.tw Method 

Start 907 End 

GI none Score 

Exons 907.. 1296, 950.. 1297 



OJ990402_02.9B05.C49 
1594 

TBLASTX: Maize 

667 

63 



OJ990402_02.9B05.C49 
1594 

TBLASTX: Wheat 

1297 

157 



;;;; Seq. No. 

iU Gene No. 

Q Start 

;.J Name 

= 2 Start 
GI 

1 » Exons 



5397 ■ Seq. ID 

11228 Strand 

1 ' End 
OJ990402_02 . 9B05 .C49. o3 . tw Method 

1297 End 

none Score 

1297. .1503, 1351. .1506 



OJ990402_02 . 9B05 . C4 9 
1594 

TBLASTX: Wheat 

1506 

89 



Seq. No. 5398 Seq. ID 

Gene No. 11229 Strand 

Start 1 End 

Name OJ9904 02_02 . 9B05 . C50.ol.np Method 

Start 1 End 

GI 4206306 Score 

Exons 1..292 

GI Descrip. (AF049110) prpol [Zea mays] 

Seq. No. 5398 Seq. ID 

Gene No. 11229 Strand 

Start 1 End 

Name OJ990402_02 . 9B05 . C50 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 226, 2 . . 268, "9 . . 269 



OJ990402_02.9B05.C50 
292 

AAT/NAP 

292 

326 



OJ990402_02.9B05.C50 
292 

TBLASTX: Maize 

269 

100 



Seq. No. 5398 Seq. ID 

Gene No. 11229 Strand 

Start 1 End 

Name OJ990402_02 . 9B05 . C50 . ol . tw Method 

Start - 2 End 

GI none Score 



OJ990402_02.9B05.C50 
292 

TBLASTX: Wheat 

291 

121 



5530 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2. .226, 2. .289, 3. .290, 46. .291, 68. 



5398 Seq. ID 

11229 Strand 

1 End 
OJ9904 02_02 . 9B05 . C50 . ol . gs Method 

95 End 

none Score 
95. .259 



154 

OJ990402_02. 
292 

GEN SCAN 
259 
.86 



9B05.C50 



Seq. No. 5399 Seq. ID 

Gene No. 11230 Strand 

Start 14 6 End 

Name OJ9904 02_02 . 9B05 . C53 . ol . gs Method 

Start 14 6 End 

GI none Score 

Exons 146.. 321 



OJ990402_02, 
+ 

321 

GEN SCAN 

321 

.86 



9B05.C53 



cn 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 02.9B05.C53 



367 

AAT/NAP 

367 

263 



5399 
11231 
1 

OJ990402_02.9B05.C53.ol.np 
1 

6691716 
1. .154, 230. .367 ^ 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



9B05.C57 



Seq. No. 


5400 








Seq. ID 


OJ990402 


Gene No. 


11232 








Strand 




Start 


66 








End 


746 


Name 


OJ990402 


_02. 


9B05.C57.ol 


.gs 


Method 


GEN SCAN 


Start 


66 








End 


746 


GI 


none 








Score 


.83 


Exons 


66. .251, 


329 


..421, 505. 


.583, 


671. .746 




Seq. No. 


5401 








Seq. ID 


OJ990402 


Gene No. 


11233 








Strand 


+ 


Start 


24 








End 


303 


Name 


OJ990402 


_02. 


9B05.C58.ol 


. gs 


Method 


GEN SCAN 


Start 


24 








End 


303 


GI 


none 








Score 


.52 


Exons 


24. .99, 


107. 


.303 








Seq. No. 


5402 








Seq. ID 


OJ990402 


Gene No. 


11234 








Strand 




Start 


1 








End 


509 


Name 


OJ990402 


_02. 


9B05.C61.ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


509 


GI 


5902444 








Score 


853 



, 9B05.C58 



9B05.C61 



1..509 

(AB030283) GAG-POL precursor [Oryza sativa] 



5402 

11234 

1 



Seq. ID 

Strand 

End 



OJ990402_02. 
509 



9B05.C61 



5531 





Name 


OJ990402 02.9B05.C61.ol 


,gs 


Method 


GENSCAN 




Start 


7-0 




End 


423 




GI 


none 




Score 


.65 




Exons 


70. .423 










Seq. No. 


5402 




Seq. ID 


OJ990402 




Vj ClIC nU > 


11234 




Strand 

u L. 1 Ull V-l 






Start 


1 




End 


509 




Name 


OJ990402 02.9B05.C61.ol 


.tw 


Method 


TBLASTX: 1 




Start 


119 . 




End 


487 




GI 


none 




Score 


210 




Exons 


119. .487 










Seq. No. 


5403 




Seq. ID 


OJ990402 




r;p n p Ma 


11235 




Strand 






Start 


320 




End 


426 




Name 


OJ990402 02.9B05.C62.ol 


.gs 


Method 


GENSCAN 




Start 


320 




End 


426 




GI 


none 




Score 


.61 




Exons 


320. .426 










Seq. No. 


5404 




Seq. ID 


OJ990402 




Gene No. 


11236 




Strand 




|.J 


Start 


1 




" End ■ 


257 




Name 


OJ99040.2 02 . 9B05 .C63.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


257 


Ui 


GI 


5042454 




Score 


81 


ru 


Exons 


1..103, 163. .257 








•» cr 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


i . E 

■ ; y 


Seq. No. 


5404 




Seq. ID 


OJ990402 


:i i e 




11236 




Strand 




it 1 


Start 


1 




End 


257 




Name 


OJ990402 02.9B05.C63.ol 


. gs 


Method 


GENSCAN 




Start 


97 




End 


204 




GI 


none 




Score 


.76 




Exons 


97. .204 








58. 


Seq. No. 


5404 




Seq. ID 


OJ990402 


■: si 


Gene No. 


11236 




Strand 






Start 


1 




End 


257 




Name 


OJ990402 02.9B05.C63.o2 


.np 


Method. 


AAT/NAP 




Start 


151 




End 


257 




GI 


5042454 




Score 


79 




Exons 


151. .257 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


5405 




Seq. ID 


OJ990402 




Gene No. 


11237 




Strand 


+ 




Start 


1 




End 


219 




Name - 


OJ990402 02.9B05.C64.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


219 




GI 


6907106 




Score 


272 




Exons 


1. .219 









GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



5532 




Seq. No. 


5405 








Seq. ID 


OJ990402_02 


. 9B05 


.C64 


Gene No . 


11238 








Strand 








Start 


58 








End 


200 






Name 


OJ990402 02. 


9B05. 


C64.ol, 


.gs 


Method 


GENSCAN 






Start 


58 








End 


200 






GI 


none 








Score 


.41 






Exons 


58. .200 
















Seq. No. 


5406 




- 




Seq. ID 


OJ990402_02 


. 9B05 


.C66 


Gene No . 


11239 








Strand 








Start 


140 








End 


442 






Name 


OJ990402 02. 


9B05. 


C66-0I. 


.gs 


Method 


GENSCAN 






Start 


140 








End 


442 






GI 


none 








Score 


.94 






Exons 


140. .442 
















Seq. No. 


5407 








Seq. ID 


OJ990402_02 


. 9B05 


.C67 


Gene No . 


11240 








Strand 








Start 


30 






- 


End 


591 






Name 


OJ990402 02. 


9B05. 


C67.ol, 


.gs 


Method 


GENSCAN 






Start 


30 






End 


591 






GI 


none 








Score 


.84 






Exons 


30. .110, 250 


. .591 












Seq. No. 


5408 








Seq. ID 


OJ990402_02 


. 9B05 


.C70 


Gene No . 


11241 








Strand 


+ 






Start 


499 








End 


698 






Name 


OJ990402 02. 


9B05. 


C70.ol, 


.gs 


Method 


GENSCAN 






Start 


499 








End 


698 






GI 


none 








Score 


.93 






Exons 


499. .698 
















Seq. No. 


5408 








Seq. ID 


OJ990402_02 


. 9B05 


.C70 


Gene No . 


11242 








Strand 


+ 






Start 


5784 








End 


9794 






Name 


OJ990402 02. 


9B05. 


C70.o3. 


.gs 


Method 


GENSCAN 






Start 


5784 








End 


9794 






GI 


■ none 








Score 


.76 






Exons 


5784. .6492, 


6530. 


.6857, 


7251. 


.9415, 9703.. 9794 






Seq. No. 


5408 








Seq. ID 


OJ990402_02 


. 9B05 


.C70 


Gene No . 


11243 








Strand 


+ 






Start 


12955 








End 


13265 






Name 


OJ990402 02. 


9B05. 


C70.ol. 


• gp 


Method 


AAT/GAP 






Start 


12955 








End 


13265 






GI 


5667598 








Score 


433 






Exons 


12955... 13184 


, 13228. .13265 










Seq. No. 


5408 








Seq. ID 


OJ990402JD2 


.9B05 


.C70 




11244 








Strand 








Start 


10434 








End 


15087 






Name 


OJ990402 02. 


9B05. 


C70..O2. 


,tw 


Method 


TBLASTX: Wheat 




Start 


2578 








End 


3006 






GI 


none 








Score 


89 






Exons 


2578. .2694, 


2710. 


.2916, 


2899. 


.3006 








Seq. No. 


5408 








Seq. ID 


OJ990402_02 


. 9B05 


.C70 



5533 



• 



Q 

SI 

'•tj 



m 

Q 



•2 



l3 



Cpnp Mo 


11244 




Strand 




Start 


10434 




End 


15087 


Name 


OJ990402 02.9B05.C70. 


o2. tc 


Method 


TBLASTX: Cress 


Start 


2725 




End 


3033 


GI 


none 




Score 


188 


Exons 


2725. .3033 








Seq. No. 


5408 




Seq. ID 


OJ990402_02. 9B05 


Gene No. 


11244 




Strand 




Start 


10434 




End 


15087 


Name 


OJ990402 02.9B05.C70. 


o2.np 


Method 


AAT/NAP 


Start 


10317 




End 


15087 


GI 


5002525 




Score 


392 


Exons 


10317. .10546, 10667.. 


10865, 


10977. .11205, 11443. .11515, 




11564. .11710, 11974. . 


12033, 


15052. .15087 


GI Descrip. 


(AL078606) KI domain 


interacting kinase 1-like protein 




[Arabidopsis thaliana] 






Seq. No. 


5408 




Seq. ID 


OJ990402_02.9B05 


Gene No. 






Strand 




o Lai u 


10434 




End 


15087 


Name 


OJ990402 02.9B05.C70. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


10431 




End 


11209 


GI 


none 




Score 


90 


Exons 


10431 10571 10760 


10864 , 


10770. .10868, 10977. .11078, 




10982 11209 11006 


11191 , 


11136.. 11195 


Seq. No. 


5408 




Seq. ID 


OJ990402_02.9B05 


Gene No. 


11944 




Strand 




Start 


1 04 ^4 

J. \J 1 J *3 




End 


15087 


Name 


O.T9Q040? 0? QROS CIO 




Method 


GEN SCAN 


Start 


10434 _ 




End 


12081 


GI 


none 




Score 


.98 


Exons 


10434. .10601, 10715.. 


10865, 


10977. .11208, 11452. .11710, 




11974. .12081 








Seq. No. 


5408 




Seq. ID 


OJ990402_02.9B05 


Gene No. 


11244 




Strand 




Start 


10434 




End 


15087 


Name 


OJ990402 02.9B05.C70. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


10437 




End 


12045 


GI 


none 




Score 


68 


Exons 


10437. .10529, 10760.. 


10861, 


10761. .10859, 10982. .11206, 




11010. .11084, 11453'.. 


11518, 


11546. .11713, 11562. . 11711, 




11974. .12045 








Seq. No. 


5408 




Seq. ID 


OJ990402_02. 9B05 


Gene No. 


11244 




Strand 




Start 


10434 




End 


15087 


Name 


OJ990402 02.9B05.C70. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


10745 




End 


11714 


GI 


none 




Score 


156 


Exons 


10745. .10864, 10746.. 


10865, 


10979. .11137, 10983. . 11084, 




10985. .11119, 11130.. 


11192, 


11131. .11187, 11132. . 11200, 




11452. .11628, 11453.. 


11647, 


11454. .11648, 11651. . 11713, 



.C70 



11652. .11714 



5534 



Seq. No. 5408 Seq. ID 

Gene No. 11244 Strand 

Start 10434 End 

Name OJ990402_02 . 9B05 . C70 . ol . ts Method 

Start 10760 End 

GI none Score 

Exons 10760. .10864, 10761 .. 10883, 10982 .. 11224 , 10983 .. 11084 , 
11546. .11713 



OJ990402_02 . 9B05 .C70 
15087 

TBLASTX: Soybean 
11713 
86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5409 
11245 
1 

OJ9907 12_0 9 . 9B05 . CI . ol . np 
1 

5091513 
1. .682 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990712_09.9B05.C1 

Strand + 

End 682 

Method AAT/NAP 

End 682 

Score 818 



5409 Seq. ID 

11245 Strand 

1 End 

OJ9907 12_09 . 9B05 . CI . ol . gs Method 

86 End 

none Score 
86. .669 



OJ990712_09.9B05.C1 
+ 

682 

GENSCAN 

669 

.66 



Seq. No. 5410 Seq. ID 

Gene No. 11246 Strand 

Start 174 End-' 

Name OJ990712_09. 9B05.C2 .oi.gs Method 

Start 174 End 

GI none Score 

Exons 174.. 324 



OJ990712_09.9B05.C2 

.+ 

324 

GENSCAN 

324 

.48 



I. J 



Seq. No. 

Gene No. 

Start 

•Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5411 Seq. ID 

11247 Strand 

1095 End 

OJ9907 12_09 . 9B05 . C3 . ol . gp Method 

1095 End 

none Score 
1095.. 1306 



OJ990712_09.9B05.C3 
+ 

1306 
AAT/GAP 
1306 
396 



5412 

11248 

3916 

OJ9907 12_09 . 9B05 . C4 . o2 . gs 

3916 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3916. .3985, 4698. .4728, 5056. .5104, 5312. .5518, 7294. .7346, 
7834. .7900, 8404. .8482, 8780. .8908, 9895. .10100, 1101 6 11370, 
12482. .12616, 13639.. 13760 



OJ990712_09.9B05.C4 
+ 

17688 
GENSCAN 
13760 
.67 



Seq. No. 5412 Seq. ID 

Gene No. 11248 Strand 

Start 3916 End 

Name OJ990712_09 . 9B05 . C4 . o2 . gp Method 

Start 9347 End 



OJ990712_09.9B05.C4 
+ 

17688 

AAT/GAP 

9512 



5535 





GI 


23897 1.R1084 


Score 


227 




Exons 


9347. .9512 








GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 5 . Oe- 


58 Oryza sativa genomic 






DNA, chromosome 2, clone : P0437H03 (contig b) 1 




Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 




Gene No. 


11248 


Strand 


+ 




Start 


3916 


End 


17688 




Name 


OJ990712 09.9B05.C4.o3.gp 


Method 


AAT/GAP 




Start 


9694 


End 


11237 




GI 


23880 2.R1084 


Score 


834 




Exons 


9694. .9801, 9895. .10100, 11016. .11237 






GI Descrip. 


M176420/dbj IBAA37167 | 2.0e- 


11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 








Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 




Gene No. 


11248 


Strand 


+ 




Start 


3916 


End 


17688 




Name 


OJ990712 09.9B05.C4.o2.np 


Method 


AAT/NAP 




Start 


11328 


End 


17688 




GI 


6166392 


Score 


150 




Exons 


11328. .11370, 12482. .12616, 


12759. .12809, 13093 .. 13165, 






17637. .17688 








GI Descrip. 


(AF1 69803) flavohemoprotein 


b5+b5R [Homo sapiens] 




Seq. No. 


5412 


Seq. ID 


OJ990712 09.9B05.C4 


en 


Gene No. 


11248 


Strand 


+ 


i y 


Start 


3916 


End 


17688 


:=~ 


Name 


OJ990712 09.9B05.C4.o4.gp 


Method 


AAT/GAP 


i , 5 


Start 


12539 


End 


13530 




GI 


3762892 


Score 


1032 




Exons 


12539. .12616, 12759 .. 12809, 


13093.. 13530 


ry 


GI Descrip. 


3881161/emb|CAA21721.1| 5.0e 


-10 (AL032654) similar to 






Heme-binding domain in cytochrome b5 and oxidoreductases 


Q 




[Caenorhabditis elegans] 








Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 


u 


Genp No 


11248 


Strand 


+ 




Start . 


3916 


End 


17688 


r=i 

t- -jS 


Name 


OJ990712 09.9B05.C4.o3.gs 


Method 


GENSCAN 




Start 


14695 


End 


15927 




GI 


none 


Score 


.52 




Exons 


14695. .14821, 15788. .15927 








Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 




Gene No. 


11249 


Strand 


+ 




Start 


19418 


End 


22899 




Name 


OJ990712 09.9B05.C4.o5.gs 


Method 


GENSCAN 




Start 


19418 


End 


21395 




GI 


none 


Score 


.6 




Exons 


19418. .19500, 19701. .19865, 


19870. .20042, 20072 21131, 






21248. .21395 








Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 




Gene No. 


11249 


Strand 


+ 




Start 


19418 


End 


22899 




Name 


OJ990712 09.9B05.C4.o5.gp 


Method 


AAT/GAP 



5536 



Start 19434 End 19873 

GI 4107129 Score 756 

Exons 19434. .19873 

GI Descrip. 1330273/dbj I D85055 | RICSINE11 2.0e-18 Rice retroposon p-SINEl-r31 
gene 



Seq. No. 5412 Seq. ID 

Gene No. 1124 9 Strand 

Start 19418 End 

Name OJ990712_09. 9B05.C4 .o3 .np Method 

Start 20386 End 

GI 6630696 Score 

Exons 20386.. 22899 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990712_09.9B05.C4 
+ 

22899 
AAT/NAP 
22899 
3725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

s*~ s Exons 

GI Descrip. 

■sef 

j i n Seq. No. 
rLl Gene No. 
□ Start 

Name 
h t Start 

i |J Exons 

i;3 Seq. No. 

vl Gene No. 

1 1 Start 

Name 

Q Start 

U GI 

ri Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5412 Seq. ID 

11250 Strand 

1 End 

OJ990712_09. 9B05.C4 .ol.np Method 

1 End 

6721516 Score 



1..41, 1886. .2054, 7437. .7513, 7924. 
(AP001072) hypothetical protein [Oryza sativa] 



OJ990712_09.9B05.C4 

8164 
AAT/NAP 
8164 
363 
8164 



5412 

11250 

1 

OJ990712_09.9B05.C4.ol.gs 

1137 
none 

1137. .1656, 1918. .2267 

5412 

11250 

1 

0 J9907 12_09 . 9B05 . C4 . ol . gp 

3200 

none 

3200.. 3246, 3622.. 3731, 3944. 



5412 

11251 

16712 

OJ990 

6437 

none 

6437. 

6471. 

6569. 

6680. 

6691. 

6817. 

6869. 

6891. 

7031. 



712 09.9B05.C4.o4.tm 



.6595, 
.6626, 
.6592, 
.6763, 
.6825, 
.6939, 
.6958, 
.6950, 
.7138, 



6438; 
6471. 
6576. 
6680. 
6716. 
6839. 
6876. 
6948. 
7034. 



6581, 
6623, 
6677, 
6742, 
6808, 
6949, 
6950, 
6980, 
7105, 



6450. 
6488, 
6577. 
6682. 
6723. 
6840. 
6878. 
7030. 
7035. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4032 



OJ990712_09.9B05.C4 

8164 
GENSCAN 
2267 
.76 



OJ990712__09.9B05.C4 

8164 
AAT/GAP 
4032 
423 



Seq. I 
Strand 
End 

Method 

End 

Score 
.6662, 
.6670, 
.6681, 
.6801, 
.6809, 
.6950, 
.6949, 
.7104, 
.7103, 



D OJ990712 09.9B05.C4 



18500 
TBLASTX: 
7138 
81 

6468. .6650, 
6493. .6681, 
6671. . 6769, 
6687. .6857, 
6723. .6857, 
6853. .6948, 
6884. .6970, 
7030. .7104, 
7041. .7103, 



Maize 



6470. 
6524. 
6676. 
6691, 
6723, 
6864, 
6884. 
7031. 
7042. 



. 6592, 
.6550, 
.6801, 
.6807, 
.6806, 
. 6944, 
.6958, 
.7105, 
.7104, 



5537 




7046. .7114 



Seq. No. 


5412 




Seq. ID 


OJ990712_09.9B05 


.C4 


Gpnp No 


11251 




Strand 






Start 


16712 




End 


18500 




Name 


OJ990712 09.9B05.C4. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


11278 




End 


12978 




GI 


none 




Score 


70 




Exons 


11278. .11364, 11285. 


.11371, 


11296. .11364, 11307. .11372, 






12482. .12505, 12489. 


.12617, 


12490. .12618, 12554. .12625,. 






12735. .12827, 12752. 


.12832, 


12753. .12857, 12907.. 12978 




Sea No 


5412 




Seq. ID 


OJ990712_09.9B05 


.C4 


Gene No. 


11251 




Strand 






Start 


16712 




End 


18500 




Name 


OJ990712 09.9B05.C4. 


o4 .gs 


Method 


GENSCAN 




Start 


16712 




End 


18500 




GI 


none 




Score 


.53 




Exons 


16712. .16957, 17.811. 


.17957, 


18023. .18162, 18257. .18397, 






18497. .18500 










Qprr No 


5412 




Seq. ID 


OJ990712_09.9B05 


. C4 


Gene No. 


11252 




Strand 






Start 


20287 




End 


20736 




Name 


OJ990712 09.9B05.C4. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


20287 




End 


20677 




GI 


none 




Score 


117 




Exons 


20287. .20415, 20298. 


.20378, 


20455. .20676, 20457 .. 20654, 






20467. .20676, 20495. 


.20677 








Seq. No. 


5412 




Seq. ID 


OJ990712_09.9B05 


.C4 


Gene No. 


11252 




Strand 






Start 


20287 




End 


20736 




Name 


OJ990712 09.9B05.C4. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


20452 




End 


20736 




GI 


none 




Score 


270 




Exons 


20452. .20736, 20475. 


.20651 








Seq. No. 


5412 




Seq. ID 


OJ990712_09.9B05 


.C4 


Gene No. 


11253 




Strand 






Start 


21223 




End 


21627 




Name 


OJ990.712 09.9B05.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


21223 




End 


21627 




GI 


none 




Score 


370 




Exons 


21223. .21567, 21246. 


.21524, 


21247. .21546, 21565. .21627 




Seq. No. 


5412 




Seq. ID 


OJ990712_09.9B05 


.C4 


Gene No. 


11254 




Strand 






Start 


21577 




End 


22774 




Name 


OJ990712 09.9B05.C4. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


21577 




End 


21951 




GI 


none 




Score 


77 




Exons 


21577. .21726, 21709. 


.21951 








Seq. No. 


5412 




Seq. ID 


OJ990712_09.9B05 


.C4 


Gene No. 


11254 




Strand 






Start 


21577 




End 


22774 





5538 



La 



Q 
u 



Name 


OJ990712 09.9B05.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


21715 


End 


22179 


GI 


none 


Score 


297 


Exons 


21715. .22179, 21996.. 22106 


■f 




Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 




11254 


Strand 




Start 


21577- 


End 


22774 


Name 


OJ990712 09.9B05.C4.o3.tw 


Method 


TBLASTX: Wheat 


Start 


21822 


End 


22014 


GI 


none 


Score 


260 


Exons 


21822. .22013, 21823.. 22014 






Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 




11254 


Strand 




Start 


21577 


End 


22774 


Name 


OJ990712 09.9B05.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


21967 


End 


22365 


GI 


none 


Score 


201 


Exons 


21967. .22188, 21969 .. 22187 , 


22192. .22365 


Seq. No. 


5412 


Seq. ID 


OJ990712_09.9B05.C4 


Gene No. 


11254 


Strand 




J LClI L 


21S77 


End 


22774 


Name 


OJ990712 09. 9B05.C4.ol.tw 


• Method 


TBLASTX: Wheat 


Start 


22015 


End 


22774 


GI 


none 


Score 


801 


Exons 


22015. .22704, 22023 22520, 


22237. .22566, 22289 .. 22651 , * 




22587. .22703, 22702 .. 22770, 


22703. .22774 


Seq. No. 


5413 


Seq. ID 


OJ990712_09.9B05.C5 


Cpnp Kin 


11255 


Strand 


+ 


Start 


424 


End 


489 


Name 


OJ990712 09. 9B05.C5.ol.gs 


Method 


GEN SCAN 


Start 


424 


End 


489 


GI 


none 


Score 


.72 


Exons 


424. .489 






Seq. No. 


5414 


- Seq. ID 


OJ990712_09.9B05.C6 


Gene No. 


11256 


Strand 


+ 


Start 


8 


End 


9696 


Name 


OJ990712 09.9B05.C6.ol.gs 


Method 


GENSCAN' 


Start 


8 


End 


9696 


GI 


none 


Score 


.67 


Exons 


8. .64, 145. .511, 582. .662, 770. .931, 3619. .3994, 4155. .4308, 




4390.. 4641, 4981.. 5461, 5917 


..6051, 6106. .6272, 7427. .7702, 




7780. .7910, 8636. .8750, 8819. .8908, 9340. .9417, 9673. .9696 


Seq. No. 


5414 


Seq. ID 


OJ990712_09. 9B05.C6 


Gene No. 


11256 


Strand 


+ 


Start 


8 


End 


9696 


Name 


OJ990712 09. 9B05.C6.ol.np 


Method 


AAT/NAP 


Start 


4110 


End 


6413 


GI 


1546704 


Score 


140 


Exons 


4110. .4308, 4390. .4525, 6377 


. .6413 




GI Descrip. 


(X98854) peroxidase ATP7a [Arabidopsis 


thaliana] 



5539 




Seq. No. 


5414 


Seq. ID 


OJ990712_09.9B05.C6 




11256 


o u i- aiiu 


-j- 


Start 


8 


End 


9696 


Name 


OJ990712 09.9B05.C6.o2.gp 


Method 


AAT/GAP 


Start 


5233 


End 


6267 


GI 


none 


Score 


907 


Exons 


5233.. 5461, 5917.. 6051, 6136 


. .6267 




Seq. No. 


5414 


Seq. ID 


OJ990712_09.9B05.C6 




11257 






Start 


4378 


End 


4500 


Name 


OJ990712 09.9B05.C6.ol.gp 


Method 


AAT/GAP 


Start 


4378 


End 


4500 


GI 


2800190 


Score 


180 


Exons 


4378. .4500 






Seq. No. 


5414 


Seq. ID 


OJ990712_09.9B05.C6 


Gene No. 


11258 


Strand 




Start 


10932 


End 


12493 


Name 


OJ990712 09.9B05.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4147 


End 


4509 


GI 


none 


Score 


86 


Exons 


4147. .4245, 4148. .4255, 4183 


..4269, 4184. .4255, 4249. .4308, 




4251. .4310, 4254. .4307, 4374 


..4508, 4375. .4509 


Seq. No. 


5414 


Seq. ID 


OJ990712_09.9B05.C6 




11258 


Strand 




Start 


10932 


End 


12493 


Name 


OJ990712 09.9B05.C6.o2.gs 


Method 


GEN SCAN 


Start 


10932 


End 


12493 


GI 


none 


Score 


.95 


Exons 


10932. .11574, 11649. .12493 






Seq. No. 


5414 


Seq. ID 


OJ990712_09. 9B05.C6 




11258 


Strand 




Start 


i 10932 


End 


12493 


Name 


OJ990712 09.9B05.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10935 


End 


11127 


GI 


none 


Score 


44 


Exons 


10935. .11018, 10941. .11126, 


11011. .11127 


Seq. No. 


5414 


Seq. ID 


OJ9907i2_09.9B05.C6 


Gene No. 


11258 


Strand 




Start 


10932 


End 


12493 


Name 


OJ990712 09.9B05.C6.o2.np 


Method 


AAT/NAP 


Start 


10938 


End 


12220 


GI 


4586055 


Score 


995 


Exons 


10938. .11574, 11649.. 12220 






GI Descrip. 


(AC007020) hypothetical protein -[Arabidopsis thaliana] 


Seq. No. 


5414 


Seq. ID 


OJ990712_09.9B05.C6 


Gene No. 


11258 


Strand 




Start 


10932 


End 


12493 


Name 


OJ990712 09. 9B05.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


10941 


End 


11238 


GI 


none 


Score 


131 


Exons 


10941. .11237, 11011. .11238 







5540 



rif 



h3 



Seq. No. 


5414 






Seq. ID 


OJ990712_09.9B05 


.C6 


Liene no . 


11258 






Strand 






Start 


10932 






End 


12493 




Name 


OJ990712 09.9B05.C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11157 






End 


11716 




GI 


none 






Score 


137 




Exons 


11157. 


.11366, 11164 


. .11373, 


11379. .11576, 11386. .11577, 






11646. 


.11708, 11648 


. .11716 








oeq. no. 


5414 






Seq. ID 


OJ990712_09.'9B05 




Gene No. 


11258 






Strand 






Start 


10932 






End 


12493 




Name 


OJ990712 09.9B05.C6 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11379 






End 


11834 




GI 


none 






Score 


117 




Exons 


11379. 


.11576, 11395 


. .11577, 


11645. .11833, 1164 9. .11834 




Seq. No. 


5415 






Seq. ID 


OJ990712_09.9B05 


.C7 


Gene ,No. 


11259 






Strand 


+ 




u Lai L 


14717 






End 


15703 




Name 


OJ990712 09.9B05.C7 


. o4 .np 


Method 


AAT/NAP 




Start 


14717 






End 


15703 




GI 


5091512 




Score 


690 




Exons 


14717. 


.14886, 14928 


. .15059, 


15196. .15256, 15345.. 15703 


- 


GI Descrip. 


(AB023482) Similar 


to Plasmodium vivax 


circumsporozoite 


protein 




gene, 


complete cds. 


(M11926) 


[Oryza sativa] 




Seq. No. 


5415 






Seq. ID. 


OJ990712_09.9B05 


.C7 


Gene No. 


11260 






Strand 


+ 




Start 


19606 






End 


19739 




Name 


OJ990712 09.9B05.C7 


. o5 . np 


Method 


AAT/NAP 




Start 


19606 






End 


19739 




GI 


5922620 




Score 


169 




Exons 


19606. 


.19739 










GI Descrip. 


(AP000492) EST D15357 (C0514 ] 


\ corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 



gi 16016853 | dbj | BAA85196.il 

corresponds to a region of the predicted gene 
protein [Oryza sativa] 



(AP000570) EST D15357 (C0514 ) 

hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5415 
11261 • 
20018 

OJ9907 12_09 . 9B05 . C7 . o7 . np 

20018 

5922620 

20018. .20061, 20489. .20638, 
21558. .21642, 22996.. 23126 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990712_ 
+ 

23126 
AAT/NAP 
23126 
489 



09.9B05.C7 



21123. .21297, 21345 .. 21521, 



the 



(AP000492) EST D15357 (C0514 ) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 



5415 
11262 



Seq. ID OJ990712_09. 9B05.C7 
Strand + 



5541 



Start 
Name 
Start 
GI 

Exons 



26297 End 33444 

OJ990712_09 . 9B05 . C7 . o9 . np Method AAT/NAP 

26297 End 32795 

5091513 Score 1682 

26297. .26341, 27291 28254 , 28967 29780, 30768. 
32723. .32795 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



.31027, 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5415 Seq. ID 

11262 Strand 
26297 End 
OJ990712JD9. 9B05 .C7 .olO . gs Method 
27206 End 
none Score 

27206. .27484, 27503. . 27691, 27710 

28974. .29204, 29287 .. 29648, 29736 

5415 

11262 Strand + 

26297 End 33444 

OJ990712_09 . 9B05 . C7 . ol2 . gs Method GEN SCAN 
32380 End 33444 

none Score .44 

32380. .32401, 32867 33265, 33389.. 33444 



OJ990712_09.9B05.C7 
+ 



33444 
GENSCAN 
30147 
.59 

27890, 28064. 
29880, 29885. 



28306, 
30147 



Seq. ID OJ990712_09.9B05.C7 



Seq. No. 5415 Seq. ID 

Gene No. 11263 Strand 

Start 35304 End 

Name OJ9907 12_09 . 9B05 . C7 . 06 . gp Method 

Start 35304 End 

GI 72524 JL.R1084 Score 

Exons 35304. .35607 

GI Descrip. 1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990712_09.9B05.C7 
+ 

35607 
AAT/GAP 
35607 
409 



i!3 



Seq. No. 5415 Seq. ID 

Gene No. 11263 Strand 

Start 35304 End 

Name OJ9907 12_09 . 9B05 . C7 . o7 . gp Method 

Start ' 35502 End 

GI 5816518 Score 

Exons 35502. .35607 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza -sativa DNA, 
similar sequence to Pib gene 



OJ990712_09.9B05.C7 
+ 

35607 
AAT/GAP 
35607 
154 



Seq. No. 5415 Seq. ID 

Gene No. 11264 Strand 

Start 44278 End 

Name OJ990712_09. 9B05.C7 .olO. gp Method 

Start 44225 End 

GI 15939J..R1084 Score 

Exons 44225. .44550, 45188.. 45289 

GI Descrip. ' 42638 18/gb | AAD154 61 | 1.0e-16 (AC006067) unknown protein 
[Arabidopsis thaliana] 1 



OJ990712_09.9B05.C7 
+ 

47245 
AAT/GAP 
45289 
795 



Seq. No. 
Gene No. 



5415 
11264 



Seq. ID OJ990712_09.9B05.C7 
Strand + 



5542 




Start 


44278 


End 


47245 




Name 


OJ990712 09.9B05.C7.ol4.gs 


Method 


GENSCAN 




Start 


44278 


End 


47245 




GI 


none 


Score 


.58 




Exons 


44278. .44550, 45188 45418 , 


47051. .47245 




Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05. 


C7 


Gene No. 


11264 


Strand 


+ 




Start 


44278 


End 


47245 




Name 


OJ990712 09.9B05.C7.oll.np 


Method 


AAT/NAP 




Start 


44341 


End 


45648 




GI 


6671930 


Score 


371 




Exons 


44341. .44550, 45293 .. 45418 , 


45508. .45648 




GI Descrip. 


(AC016795) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5415 


Seq. ID 


OJ990712JD9.9B05. 


C7 


Gene No. 


11265 


Strand 


+ 




Start 


54849 


End 


55025 




Name 


OJ990712 09.9B05.C7.oll.gp 


Method 


AAT/GAP 




Start 


54849 


End 


55025 




GI 


12651 1.R1084 


Score 


260 




Exons 


54849.. 55025 








GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 1 . Oe- 


30 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05. 


C7 


Gene No. 


11266 


Strand 


+ 




Start 


58335 


End 


64555 




Name 


OJ990712 09.9B05.C7.ol7.gs 


Method- 


GENSCAN 




Start 


58335 


End 


64020 




GI 


none 


Score 


.57 




Exons 


58335.-58383, 59613 .. 60926, 


61470. .61798, 62031 6342 6, 






63508. .63666, 63748. .63897, 


63935. .64020 




Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05. 


C7 


Gene No. 


11266 


Strand 


+ 




■Start 


58335 


End 


64555 




Name 


OJ990712 09.9B05.C7.ol2.np 


Method 


AAT/NAP 




Start 


62028 


End 


64555 




GI 


3645899 


Score 


1024 




Exons 


62028. .64555 








GI Descrip. 


(U68408) 5' end not determined experimentally [Zea mays] 




Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05. 


C7 


Gene No . 


11267 


Strand 






Start 


2064 


End 


3449 




Name 


OJ990712 09.9B05.C7.ol.gs 


Method 


GENSCAN 




Start 


2064 


End 


3449 




GI 


none 


Score 


.71 




Exons 


2064. .2444, 2500.. 2786, 3191 


..3305, 3360.. 3449 




Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05. 


C7 


Gene No. 


11268 . 


Strand 






Start 


5241 - 


End 


5987 




Name 


OJ990712 09.9B05.C7.o2.gs 


Method 


GENSCAN 




Start 


5241 


End 


5987 




GI 


none 


Score 


.98 





5543 



Exons 



5241. .5987 



-Seq. No. 


5415 


Seq. ID 


OJ990712 


_09.9B05 


.C7 


Gene No. 


11269 


Strand 








Start 


6896 


End 


10181 






Name 


OJ990712 09.9B05.C7.o3.gs 


Method 


GENSCAN 






Start 


6896 


End 


10181 






GI 


none 


Score 


.88 






Exons 


6896.. 7288, 7558. .7906, 8554 


..8690, 8961. .9284, 


10125. . 


10181 


Seq. No. 


5415 


Seq. ID 


OJ990712 


_09.9B05 


.C7 


Gene No 


11269 


Strand 








Start 


6896 


End 


10181 






Name 


OJ990712 09.9B05.C7.ol.np 


Method 


AAT/NAP 






Start 


6899 


End 


9381 






GI 


6671946 


Score 


977 






Exons 


6899.-7288, 7558. .8202, 8961 


..9137, 9313. .9381 






GI Descrip. 


(AC016795) putative amino acid transporter protein [Arabidopsis 




thaliana] 










Seq. No. 


5415 


Seq. ID 


OJ990712 


_09.9B05 


.C7 


Gene No. 


11269 


Strand 








Start 


6896 


End 


10181 






Name 


OJ990712 09.9B05.C7.ol.gp ■ 


Method 


AAT/GAP 






Start 


7112 


End 


7817 






GI 


uC-osflcypl56g07bl 


Score 


842 






Exons " 


7112. .7288, 7558. .7817 










GI Descrip. 


'2576363 6.0e-29 (U39783) amino acid transport 


protein 






[Arabidopsis thaliana] 1 










Seq. No. 


5415 


Seq. ID 


OJ990712 


_09.9B05 


.C7 


Gene No. 


11270 


Strand 








Start 


12168 


End 


17789 






Name 


OJ990712 09.9B05.C7.o2.np 


Method 


AAT/NAP 






Start 


12130 


End 


16831 






GI 


5091513 


Score 


1666 






Exons 


12130. .12266, 13189. .14022, 


14636. .14795, 14837 


. .15774, 






16719. .16831 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


5415 


Seq. ID 


OJ990712 


_09.9B05 


.C7 


Gene No. 


11270 


Strand 








Start 


12168 


End 


17789 






Name 


OJ990712 09.9B05.C7.o4.gs 


Method 


GENSCAN 






Start 


12168 


End 


12512 






GI 


none 


Score 


.7 






Exons 


12168. .12512 










Seq. No. 


5415 


Seq. ID 


OJ990712 


_09.9B05 


.C7 


Gene No. 


11270 


Strand 








Start 


12168 


End 


17789 






Name 


OJ990712 09.9B05.C7.o3.np 


Method 


AAT/NAP 






Start 


12869 


End 


17670 






GI 


5091513 


Score 


1600 






Exons 


12869. .12966, 13139 .. 14022 , 


14636. .14795, 14837 


. .15754, 





. 17645.. 17670 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



5544 






54 15 


Seq. ID 


OJ990712_09. 


9B05 C7 


Gene No. 


11270 


Strand 






Start 


12168 


End 


17789 




Name 


OJ990712 09.9B05.C7.o5.gs 


Method 


GENSCAN 




Start 


13085 


End 


13984 




GI 


none 


Score 


.58 




Exons 


13085. .13306, 13464 .. 13827, 


13914. .13984 






54 15 


Seq. ID 


OJ990712 09 


9B05 C7 


Gene No. 


11270 


Strand 






Start 


12168 


End 


17789 




Name 


OJ990712 09.9B05.C7.o6.gs 


Method 


GENSCAN 




Start 


14820 


End 


15791 




GI 


none 


Score 


.8 




Exons 


14820. .15791 








Seq. No. 


5415 


Seq. ID 


OJ990712_09. 


9B05.C7 


Gene No. 


11270 


Strand 






Start 


12168 


End 


17789 




Name 


OJ990712 09.9B05.C7.o2.gp 


Method 


AAT/GAP 




Start 


16857 


End 


17789 




GI 


72524 1.R1084 


Score 


417 




Exons 


16857. .17171, 17739.. 17789 








GI Descrip. 


'5091496/dbj IAB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


5415 


Seq. ID 


OJ990712_09. 


9B05.C7 


Gene No. 


11271 


Strand 






Start 


19879 


End 


19962 




Name 


OJ990712 09.9B05.C7.o6.np 


Method 


AAT/NAP 




Start 


19879 


End 


19962 




GI 


6630699 


Score 


86 




Exons 


19879. .19962 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 | db j IBAA89566.1 | 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


5415 


Seq. ID 


OJ990712_09. 


9B05.C7 


Gene No. 


11272 


Strand 






Start 


23266 


End 


23354 




Name 


OJ990712 09.9B05.C7.o8.np 


Method 


AAT/NAP 




Start 


23266 


End 


23354 




GI 


6630699 


Score 


89 




Exons 


23266. .23354 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 | db j | BAA8 9566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


5415 


Seq. ID 


OJ990712_09. 


9B05.C7 


Gene No. 


11273 


Strand 






Start 


28182 


End 


28453 




Name 


OJ990712 09.9B05.C7.o4.gp 


Method 


AAT/GAP 




Start 


28182 


End 


28453 




GI 


uC-osflcyp053f07al 


Score 


340 




Exons 


28182. .28453 









GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 3.0e-38 Oryza sativa genomic 



5545 



DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


5415 


Seq. ID 


OJ990712_09. 9B05.C7 


Gene No . 


11274 


Strand 




Start 


32370 


End 


32674 


Name 


OJ990712 09.9B05.C7.o5.gp 


Method 


AAT/GAP 


Start 


32370 


End 


32674 


GI 


72524 1.R1084 


Score 


442 


Exons 


32370. .32674 






GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence* 


Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05.C7 


Gene No . 


11275 


Strand 




Start 


37220 


End 


42887 


Name 


OJ990712 09.9B05.C7.ol3.gs 


Method 


GENSCAN 


Start 


37220 


End 


42887 


GI 


none 


Score 


.57 


Exons 


37220. .37546, 37670 .. 37781, 


37801. .38104, 38159 .. 38297 , 




38474. .38786, 38810 .. 38944 , 


39572. .40497, 40789 .. 40913, 




41193. .41253, 42687.. 42887 






Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11275 


Strand 




Start 


37220 


End 


42887 


Name 


OJ990712 09. 9B05.C7.ol0.np 


Method 


AAT/NAP 


Start 


37222 


End 


40598 


GI 


5091513 


Score 


1745 


Exons 


37222. .37288, 38007 .. 38867, 


39602. .40598 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05-C7 


Gene No. 


11275 


Strand 




Start 


37220 


End 


42887 


Name 


OJ990712 09. 9B05.C7.o8.gp 


Method 


AAT/GAP 


Start 


41341 


End 


41646 


GI 


72524 1.R1084 


Score 


402 


Exons 


41341. .41646 






GI Descrip. 


■5091496/dbj | AB023482 . 2 | AB023482 3 . Oe- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11275 


• Strand . 




Start 


37220 


End 


42887 


Name 


OJ990712 09.9B05.C7.o9.gp 


Method 


AAT/GAP 


Start 


41538 


End 


41649 


GI 


5816518 


Score 


138 


Exons 


41538. .41649 






GI Descrip. 


4521193/dbj | AB013450.il AB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


5415 


Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11276. 


Strand 




Start 


49541 


End 


50062 


Name 


OJ990712 09.9B05.C7.ol5.gs 


Method 


GENSCAN 


Start 


49541 


End 


50062 


GI 


none 


Score 


.87^" 



5546 



Exons 



49541. .50062 



Seq. No. 


5415 








Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11277 








Strand 




Start 


51894 








End 


55995 


Name 


OJ990712 09. 


9B05 


.C7.ol6 


. gs 


Method 


GENSCAN 


Start 


51894 








End 


55995 


GI 


none 








Score 


.73 


Exons 


51894. .51930, 53295 .. 53502, 


54431. .54662, 55990.. 55995 


beq. no. 


Q A 1 C 
04 10 








Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


1 1 OTQ 

llz /O 








Strand 




Start 


56776 








End 


57178 


Name 


OJ990712_09. 


9B05 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


bo 1 o 








End 


8202 


GI 


none 








Score 


168 


Exons 


DO / J. . / LIZ , 


CD Q A 

boo4 


O 1 1 1 

. . /ill, 


by / 4 


..7114, 7115. .7291, 7116. .7289, 




/ loo . . / z yu , 


/ JJ / 


. . oZUZ , 


/oob 


..8152, 7557. .8198 


Seq. No. 


04 10 








Seq. ID 


OJ990712_09.9B05.C7 


bene wo. 


11278 








Strand 




Start 


56776 








End 


57178 


Name 


uj y yu / iz uy . 


ytsuo 


r , '7 /-\ i 


LC 


Method 


TBLASTX: Cress 


Start 


...by / 4 








End 


9113 


GI 


none 








Score 


76 


Exons 


by / 4 . . / iou , 


by o l 


"7 1 nn 
• . / 1 UU , 


/ ZUo 


..7291, 7209. .7286, 7543. .7797, 




"7 c: co *7 coo 
/ ObZ . . / OZ / , 


/ boo 


. . /boo, 


/ / 1 0 


..7792, 7843. .8181, 7856. .8137, 




oUjj . . oiy J, 


Q ft C O 

o yoz 


. . yu4 / , 


oyoz 


..9113, 8962. .9102 


Seq. No. 


5415 








Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11278 








Strand 




Start 


00 / / D 








End 


57178 


Name 


uj y yu / iz uy . 


youo 


. C / . 04 . 




Method 


TBLASTX : Soybean 


Start 


by / 4 








End 


7292 


GI 


none 








Score 


97 


Exons 


CQO>t Tl CQ 

oy /4 . . / loo , 


by y j 


*7 1 C Q 

. . / iby , 


O O fi Q 


..7291, 7221. .7292 


oeq. wo. 


5415 








Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11278 








Strand 




Start 


JO / / O 








End 


57178 


Name 


OJ9yU712 09. 


ftr» ft c 

yBUo 




ts 


Method 


TBLASTX : Soybean 


Start ? ' 


O ft 1 1 

8011 








End 


9104 


GI 


none 








Score 


115 


Exons 


8011. .8181, 


8012 


. .8143, 


8014 


..8145, 8163. .8198, 8952. .9104, 




8956. .9102 












Seq. No. 


5415 








Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11278 








Strand 




Start 


56776 








End 


57178 


Name 


OJ990712 09. 


9B05 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


8949 








End 


9114 


GI 


none 








Score 


134 


Exons 


8949. .9098, 


8949 


. .9113, 


8956 


. .9114 




Seq. No. 


5415 








Seq. ID 


OJ990712_09.9B05.C7 


Gene No. 


11278 








Strand 




Start- 


56776 








End 


57178 



5547 




Name 


OJ990712 09.9B05.C7 


,o5. ts 


Method 


TBLASTX : Soybean 




Start 


44329 




End 


44553 




GI 


none 




Score 


217 




Exons 


44329. .44553, 44346 


. .44552 








Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 


.C7 


Gene No. 


11278 




Strand 








^6776 

JD / f \J 




End 


57178 




Name 


OJ990712 09.9B05.C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


44338 




End 


45291 




GI 


none 




Score 


279 




Exons 


44338. .44559, 44340 


. .44558, 


45185. .45286, 45185 .. 45247, 






45190. .45285, 45196 


. .45291 








Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 


.C7 


Gene No. 


11278 




Strand 






Start 


56776 




End 


57178 




Name 






Method 


TBLASTX: Cress 




Start 


44343 




End 


47218 




GI 


none 




Score 


186 . 




Exons 


44343.-44468, 44344 


. . 44559, 


45185. .45286, 45187 .. 45309, 






45266. .45421, 45289 


. .45414, 


45505. .45636, 45519 .. 45626, 






47102. .47218 










Seq. No. 


5415 




Seq. ID t 


OJ990712_09.'9B05 


.C7 


Gene No. 


11278 




Strand 






OtdiL 


JO / / D 




End 


57178 




Name 


OJ990712 09.9B05.C7 


. o2. ts 


Method 


TBLASTX : Soybean 




Start 


45185 




End 


47182 




GI 


none 




Score 


98 




Exons 


45185. .45283, 45187 


. .45309, 


45266. .45421, 45301 .. 454 14 , 






45505. .45663, 45519 


. .45644, 


47099. .47182 




Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 


.C7 


Gene No. 


11278 




Strand 






OLdi L 


^677 fi 

JO/ / o 




End 


57178 




Name 


OJ990712 09.9B05.C7 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


45293 




End 


47173 




GI 


none 




Score 


122 




Exons 


45293. .45421, 45307 


. .45414, 


45494. .45598, 45505 .. 45639, 






47096. .47173 










Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 


.C7 




1 1 01 fl 




Strand 






Start 


56776 




End 


57178 




Name 


OJ990712 09.9B05.C7 


. ol2 . qp 


Method 


AAT/GAP 




Start 


56776 




End 


57178 




GI ' 


none 




Score 


773 




Exons 


56776. .57178 










Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 


.C7 


Gene No. 


11279 




Strand 






Start 


62454 




End 


63314 




Name 


OJ990712 09.9B05.C7 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


62454 




End 


63011 




GI 


none 




Score 


118 




Exons 


624S4..62684, 62724 


. .63011, 


62832. .63002, 62837.. 63010 





5548 



Seq. No. 5415 

Gene No. 11279 

Start 62454 

Name OJ990712_09 . 9B05 . C7 . o3 . tm 

Start 62679 

GI none 

Exons 62679. .62744, 62684.-6274 6, 
62831. .63166, 63162.. 63314 



Seq. ID • OJ990712_09.9B05.C7 
Strand 

End 63314 
Method TBLASTX : Mai ze 
End 63314 
Score 87 
62745. .63167, 62784 .. 63050, 



Seq. No. 5415 

Gene No. 11279 

Start 62454 

Name OJ9907 12_09 . 9B05 . C7 . o3 . ts 

Start 62853 

GI none 

Exons 62853. .63164, 62871 .. 63062, 



Seq. ID OJ990712_09.9B05.C7 
Strand 

End 63314 

Method TBLASTX : Soybean 

End 63314 * 

Score 250 
62873. .63157, 63186.. 63314 



Seq. No. 5415 

Gene No. 11279 

Start 62454 

Name OJ9907 12_09 . 9B05 . C7 . o3 . tc 

Start 62871 

GI none 

Exons 62871. .63065, 63087 .. 63161, 



Seq. ID OJ990712_09.9B05.C7 
Strand 

End 63314 

Method TBLASTX : Cress 

End 63313 

Score. 127 
63176. .63313, 63177.. 63308 



ry 



Seq. No. 5415 

I 1 Gene No. 11280 

3 Start 63747.^. 

i"i Name OJ990712_09. 9B05 .C7 . o2 . tw 

I Start 63747 

GI none 

Exons 63747. .63854, 63879.. 64109 



Seq. ID OJ990712_09.9B05.C7 
Strand 

End 64567 

Method TBLASTX : Wheat 

End 64109 

Score 77 



i" "i 


Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 


-i 


Gene No. 


11280 




Strand 






Start 


63747 




End 


64567 




Name 


OJ990712 09.9B05.C7. 


o2. tm 


Method 


TBLASTX: Maize 


1 1 


Start 


63882 




End 


64543 




GI 


none 




Score 


231 




Exons 


63882. .64109, 63890. 


.64096, 


64111. .64527, 64112. .6454 3 




Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 




Gene No. 


11280 




Strand . 






Start 


63747 




End 


64567 




Name 


OJ990712 09.9B05.C7. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


63900 




End 


64567 




GI 


none 




Score 


140 




Exons 


63900. .64109, 64112. 


.64285, 


64307. .64567 




Seq. No. 


5415 




Seq. ID 


OJ990712_09.9B05 




Gene No. 


11280 




Strand 






Start 


63747 




End 


64567 




Name 


OJ990712 09.9B05.C7. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


64124 




End 


64492 




GI 


none 




Score 


97 




Exons 


64124. .64297, 64316. 


. 64492, 


64379. .64492 



5549 





oeq. wo. 




Con T n 






Gene No. 


11280" 


Strand 






Start 


63747 


End 


64567 




Name 


OJ990712 09.9B05.C7.o4.tc 


Method 


TBLASTX: Cress 




Start 


64172 


End 


64537 




GI 


none 


Score 


88 




Exons 


64172. .64303, 64292.. 64537 








Seq. No. 


5416 


Seq. ID 


OJ990712_09.9B05.C8 




Gene No. 


11281 


Strand 








1 


End 






Name 


OJ990712 09.9B05.C8.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3813 




GI 


'4680207 


Score 


253 




Exons 


1..24, 442. .508, 961. .1863, 3643.-3699 


, 3762.. 3813 




GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 






bicolor] - 








Seq. No. 


5416 


Seq. ID 


OJ990712_09.9B05.C8 






11281 


Strand 


.}- 




Start 


1 


End 


3813 




Name 


OJ990712 09.9B05.C8.ol.np 


Method 


AAT/NAP 


.: 


Start 


- 251 


End 


1991 


: ^ 


GI 


6539588 


Score 


205 




Exons 


251. .550, 1967. .1991 






i;R 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


i br 
'» sJ 


ot;q • no • 


5416 


Seq. ID 


OJ990712_09.9B05.C8 




Gene No. 


11281 


Strand 


+ 


, 5^ 


Start 


1 


End 


3813 




Name 


OJ990712 09. 9B05.C8.ol.gs 


Method 


GEN SCAN 


ru 


Start 


278 


End 


1683 




GI 


none 


Score 


.57 


: : J 


Exons 


278. .365, 371. .550, 693. .756, 


950. .1139, 1171. .1683 


"i , : 


Can K\r\ 


5416 


Seq. ID 


OJ990712_09.9B05.C8 




Gene No. 


11281 


Strand 


+ 




Start 


1 


End 


3813 


L -J 


Name ;. 


OJ990712 09.9B05.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start" 


962 


End 


1260 




GI 


none 


Score 


143 > ' 




Exons 


962. .1135, 1017. .1136, 1147.. 


1260 






oeq. wo. 


5416 


Seq. ID 


OJ990712_09.9B05.C8 




Gene No. 


11281 


Strand 


+ 




Start 


1 


End 


3813 




Name 


OJ990712 09. 9B05.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


1010 


End 


1290 




GI 


none 


Score 


93 




Exons 


.1010. .1135, 1023. .1136, 1141. 


.1191, 1198.. 1287, 1204.. 1290 




Seq. No. 


5417 


Seq. ID 


OJ990712_09.9B05.C9 




Gene No. 


11282 


Strand 


+ 




Start 


1 


End 


8632 




Name 


OJ990712 09. 9B05.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3571 



5550 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680207 Score 628 

1..35, 684. .1429, 1469. .2549, 3414. .3571 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



5417 Seq. ID 

11282 Strand 

1 End 

OJ990712_09. 9B05 . C9 . ol . gs Method 

682 End 

none Score 

682.. 788, 1037.. 2006 



OJ990712_09.9B05.C9 
+ 

8632 
GENSCAN 
2006 
.61 



Seq. No. 5417 Seq. ID OJ990712_09 . 9B05 -C9 

Gene No. 11282 Strand + 

Start 1 End 8632 

Name OJ990712_09. 9B05 .C9 . o2 . gs Method GENSCAN 

Start 3408 End 8416 

GI none Score .73 

Exons 3408.. 3430, 5139.. 5195, 5401.. 5452, 5528.. 6066, 6749.. 6807, 

7696..7937, 8199. .8264, 8357. .8416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5417 Seq. ID OJ990712_09 . 9B05 . C9 

11282 . Strand + 

1 End 8632 

OJ990712_09 . 9B05 . C9 . o2 . gp Method AAT/GAP 

6586 End 8632 

1211_1.R1084 Score 1361 

6586. .6656, 6749. .6807, 7652. .7937, 8199. .8264, 
'5106775/gb|AAD39838.1|AF067732__l 3.0e-64 (AF067732) 
protein S12 [Hordeum vulgare] ' 



8357. .8632 

ribosomal 



5417 Seq. ID 

11282 Strand 

1 -End 

OJ990712_09. 9B05.C9.o2.np Method 

7629 End 

5106775 Score 



OJ990712_09.9B05.C9 
+ 

8632 
AAT/NAP 
8413 
573 



7629. .7937, 8199. .8264, 8357. .8413 

(AF067732) ribosomal protein S12 [Hordeum vulgare] 



5417 Seq. ID 

11283 Strand 

9503 . End 12754 

OJ990712_09 . 9B05 . C9 . o3 . gs Method GENSCAN 

9503 End 12754 

none Score . 78 
9503.. 9966, 10097 .. 10202 , 10292 .. 10313, 11040.. 
11505. .11654, 12671.. 12754 



OJ990712_09.9B05.C9 
+ 



11176, 



5417 

11283 

9503 

OJ9907 12_09 . 9B05 . C9 . o3 . np 

9721 

4895223 



Seq. ID OJ990712_09.9B05.C9 



Strand 
End 

Method 

End 

Score 



+ 

12754 
AAT/NAP 
11725 
1178 



9721. .9966, 10073 .. 10202 , 10292 .. 10493, 10722 .. 10784 , 



5551 



11040. .11179, 11270. .11419, 11505.. 11725 
GI Descrip. (AC007660) glycerol-3-phosphate dehydrogenase [Arabidopsis 
thaliana] 



Seq. No. 


5417 




Seq. ID 


OJ990712_09.9B05 


.C9 


Gene No. 


11283 




Strand 


+ 




Start 


9503 




End 


12754 




Name 


OJ990712 09.9B05.C9. 


o3.gp 


Method 


AAT/GAP 




Start 


11588 




End 


12643 






J f UO JJi 






7?9 




Exons 


11588. .11654, 12268. 


.12643 








Seq. No. 


5417 




Seq. ID 


OJ990712_09. 9B05 


.C9 


Gene No. 


11284 




Strand 


+ 




Start 


13684 




End 


13863 




Name 


OJ990712 09.9B05.C9. 


o4 . gs 


Method 


GENS CAN 




Start 


13684 




End 


13863 




\j ± 


none 




Ol— vJX. " 






Exons 


13684. .13863 










Seq. No. 


5*417 




Seq. ID 


OJ990712JD9.9B05 


-C9 


Gene No. 


11285 . 




Strand 


- 




Start 


4099 




End 


4612 




Name 


OJ990712 09.9B05.C9. 


ol.gp 


Method 


AAT/GAP 




Start 


4099 




End 


4612 






none 




Score 


542 




Exons 


-4099. .4187, 4296. .4336, 4437.. 


4612 






Seq. No. 


5417 




Seq. ID 


OJ990712_09.9B05 


-C9 


Gene No. 


11286 




Strand 






Start 


13640 




End 


13895 




Name 


OJ990712 09.9B05.C9. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


572 




End 


1301 






none 




Score 


46 




Exons 


572. .604, 613. .927, 


954. .1106, 


974.. 1105, 1218.. 1301 




Seq. No. 


5417 




Seq. ID 


OJ990712_09.9B05 


.C9 


Gene No. 


11286 




Strand 






Start 


13640 




End * 


13895 




Name 


OJ990712 09.9B05.C9. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


805 




End 


1099 




GI 


none 




Score 


103 




Exons 


805.. 888, 807. .887, 


901. .939, 


933. .1088, 962. .1099, 963 


. .11 


Seq. No. 


5417 




Seq. ID 


OJ990712_09.9B05 


.C9 


Gene No. 


11286 




Strand 






Start 


13640 




End 


13895 




Name 


. OJ990712 09.9B05.C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


807 




End 


1301 




GI 


none 




Score 


86 




Exons 


807. .887, 808. .888, 


956. .1102, 


960. .1106, 1121. .1225, 





1131. .1199, 1215. .1301 



Seq. No. 5417 . Seq. ID OJ990712_09 . 9B05 . C9 

Gene No. 11286 Strand . - 

Start 13640 End 13895 

Name OJ990712 09 . 9B05 . C9 . o2 . tm Method TBLASTX :Maize 



5552 



Start 
GI 

Exons 



7675 End 8561 

none Score 289 

7675. .7932, -7676. .7933, 7680. .7949, 7689. .7940, 8199. .8231, 

8199. .8270, 8316. .8417, 8329. .8421, 8330. .8419, 8534. .8560, 
8535. .8561 



Seq. No. 5417 

Gene No. 11286 

Start 13640 

Name OJ9907 12_09 . 9B05 . C9 . ol . tw 

Start 7677 

GI none 
Exons 



Seq. ID OJ990712_09.9B05.C9 
Strand 
End 

Method 
End 
Score 



13895 

TBLASTX: Wheat 

7940 

92 



7677. .7937, 7678. .7746, 7682. .7933, 7688. .7939, 7689. .7940 



Seq. No. 5417 

Gene No. 11286 

Start 13640 

Name O J 9 9 0 7 1 2_0 9 . 9B0 5 . C 9 . o 1 . t c 

Start 7694 

GI none 
Exons 



Seq. ID OJ990712_09.9B05.C9 
Strand 
End 

Method 
End 
Score 



13895 

TBLASTX: Cress 

8419 

311 



7694. .7936, 7695. .7940, 8199. .8231, 8330. .8419 



m 



Seq. No. 5417 

Gene No. 11286 

Start 13640 

Name OJ990712_09. 9B05.C9.ol. ts 

Start 7706 

GI none 

Exons 7706.. 7939, 7707.. 7940, 8199. 

8329.. 8421, 8330. .8422, 8448. 



Seq. ID OJ990712_09.9B05.C9 
Strand 

End 13895. 

Method TBLASTX : Soybean 

End 8564 

Score 393 

.8231, 8199. .8270, 8316. .8417, 
.8549, 8466. .8564, 8470. .8553 



Seq. No. 5417 Seq. ID 

Gene No. 11286 Strand 

Start 13640 End 

Name OJ9907 12 J)9 . 9B05 . C9 . ol . tm Method 

Start 11023 End 

GI none Score 

Exons 11023. .11175, 11027 11179, 11032 11175, 11264 

11265. .11420, 11266. .11421, 11267 .. 11422 , 11504 

11504. .11536, 11505.. 11537 



OJ990712 09.9B05.C9 



13895 

TBLASTX: Maize 
11537 
140 

11422, 
11536, 



Seq. No. 5417 Seq. ID 

Gene No. 11286 Strand 

Start 13640 End 

Name OJ990712_09. 9B05 . C9. o4 .np Method 

Start 13640 End 

GI 1947160 Score 

Exons 13640.. 13895 

GI Descrip. (AF000298) weak similarity to collagens; 

proline-rich [Caenorhabditis elegans] 



OJ990712 09.9B05.C9 



13895 
AAT/NAP 
13895 
51 

glycine- and 



Seq. No. 5418 Seq. ID 

Gene No. 11287 Strand 

Start 557 End 

Name OJ9907 12_09 . 9B05 . C10 . ol . gs Method 

Start 557 End 

GI none Score 



OJ990712_09.9B05.C10 
769 

GENSCAN 
769 * 
.58 



5553 



Exons 



557. .769 









Seq. ID 


O.T9Q071 9 


09 . 




Gene No. 


11288 




Strand 








Start 


1 




End 


754 






Name 


OJ990712 09.9B05.C12.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


754 






GI 


5091513 




Score 


672 






Exons 


1. .754 












GI D.escrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


5419 




beq. iu 


OJ990712_ 


_09. 


9B05.C12 


Gene No. 


11288 




btrana 


- 






Start 


1 




bna 


754 






Name 


OJ990712 09.9B05.C12.ol 


. gs 


we tinoa 


GENSCAN 






Start 


303 




hna 


716 






GI 


none 




Score 


.88 






Exons 


303. .716 












Seq. No. 


5420 




Seq. ID 


OJ990712 


_09. 


9B05.C13 


Gene No. 


11289 




Strand 


+ 






Start 


693 




End 


983 






Name 


OJ990712 09.9B05.C13.ol 


.gp 


Method 


AAT/GAP 






Start 


693 




End 


983 






GI 


3760584 




Score 


531 






Exons 


693. .983 












Con Wri 


5420 




Seq. ID 


n.TQQ071 9 






Gene No. 


11290 




Strand 


+ 






Start 


2241 




End 


4168 






Name 


OJ990712 09.9B05.C13.o2 


. np 


Method 


AAT/NAP 






Start 


2241 




End 


4168 






GI 


6721512 




Score 


101 






Exons 


2241. .2270, 3890. .4007, 


4035 


. .4168 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Cpn Ma 


5420 




Seq. ID 


OJ990712_ 


_09. 


9B05.C13 


Gene No. 


11291 




Strand 








Start 


420 




End 


4235 






Name 


OJ990712 09.9B05.C13.ol 


.np 


Method 


AAT/NAP 






Start ' 


420 




End 


3465 






GI 


2347198 




Score 


388 






Exons 


420. .445, 2474..2S97, 2845.. 


2934, 3080 


..3218, 3329. 


.34 65 


GI Descrip. 


(AC002338) hypothetical 


protein [Arabidopsis thaliana] 


oeq. no. 


5420 




Seq. ID 


OJ990712_ 


_09. 


9B05.C13 


Gene No. 


11291 




Strand 








Start 


420 




End 


4235 






Name 


OJ990712 09.9B05.C13.o2 


.gs 


Method 


GENSCAN 






Start 


1881 




End 


4235 






GI 


none 




Score 


.92 






Exons 


1881.. 2685, 2801.. 2934, 


3080 


..3218, 3311.. 3643, 


3732. .3804, 




4088. .4235 












Seq. No. 


5420 




Seq. ID 


OJ990712_ 


_09. 


9B05.C13 


Gene No. 


11291 




Strand 








Start 


420 




End 


4235 







5554 



Name 


OJ990712 09 


.9B05 


.C13.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


2911 






End 


3390 






GI 


none 






Score 


161 






Exons 


2911. .2949, 


3080 


..3217, 3084. 


.3215, 3319.. 3390, 


3331. .3366 


Seq. No. 


5420 






Seq. ID 


OJ990712 


09. 9B05 


.C13 


Gene No 


11291 






Strand 








Start 


420 






End 


4235 






Name 


OJ990712 09 


.9B05 


.C13.ol.ts 


Method 


TBLASTX: 


Sovbean 




Start 


3092 






End 


3390 






GI 


none 






Score 


140 






Exons 


3092. .3217, 


3093 


..3218, 3319. 


.3390 








Seq. No. 


5421 






Seq. ID 


OJ990412 


02 . 9B16 


.CI 


Gene No . 


11292 






Strand 








Start 


785 






End 


889 






Name 


OJ990412 02 


.9B16 


.Cl.ol.gs 


Method 


GEN SCAN 






Start 


785 






End 


889 






GI 


none 






Score 


.93 






Exons 


785. .889 














Seq. No. 


5422 






Seq. ID 


OJ990412 


02 9B16 


. C3 


Gene No. 


11293 






Strand 


+ 






Start 


1 






End 


115 






Name ' 


OJ990412 02 


-9B16 


.C3.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


115 






GI 


2213619 






Score 


78 






Exons 


1. .115 














GI Descrip. 


(AC000103) 


F21J9 


.14 [Arabidopsis thaliana] 






Seq. No. 


5423 ¥ 






Seq. ID 


OJ990412 


02 . 9B16 


.C5 


Gene No. 


11294 






Strand 


+ 






Start 


268 






End 


729 






Name 


OJ990412 02 


.9B16 


. C5.ol.np 


Method 


AAT/NAP 






Start 


268 






End 


729 






GI 


6815109 






Score 


172 






Exons 


268. .570, 671.. 729 










GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


5424 






Seq. ID 


OJ990412 


02 . 9B16 


. C7 


Gene No 


11295 






Strand 








Start 


856 






End ■ 


1110 






Name 


OJ990412 02 


.9B16 


.C7.ol.gs 


Method 


GENSCAN 






Start 


856 




End 


1110 






GI 


none 






Score 


.82 






Exons 


856. .1110 














Seq . No . 


5424 






Seq. ID 


OJ990412 


_02.9B16 


.C7 




11296 






Strand 








Start 


1202 






End 


1467 






Name 


OJ990412 02 


.9B16 


.C7.ol.gp 


Method 


AAT/GAP 






Start 


1202 






End 


1467 






GI 


3766775 






Score 


484 






Exons 


1202. .1467 














Seq. No. 


5425 






Seq. ID 


OJ990412 


_02.9B16 


.C8 


Gene No. , 


11297 






Strand 


+ 







5555 



Start 7592 End 9469 

Name OJ990412_02 . 9B16 . C8 . o5 . np Method AAT/NAP 

Start 7592 End 9469 

GI 6815109 Score 101 

Exons 7592.. 7638, 9126.. 9222, 9291.. 9469 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

GI Descrip. 



5425 

11298 

1 

OJ990412_02.9B16.C8.ol.np 
1 

4220511 



Seq. ID OJ990412_02.9B16.C8 
Strand 

End 3981 

Method AAT/NAP 

End 3981 

Score 808 



1..22, 191. .407, 593. .739, 985. .1201, 1317. .2028, 3873. .3981 
(AL035356) DNA polymerase III like protein [Arabidopsis 
thaliana] 



m 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5425 

11298 

1 

OJ990412_02.9B16.C8.o2.np 
1 

4220511 



Seq. ID OJ990412_02.9B16.C8 
Strand 

End 3981 

Method AAT/NAP 

End 2518 

Score 813 



1..22, 191. .407, 593.. 739, 985.. 1201, 1317. .2022, 2404. .2518 
(AL035356) DNA polymerase ill like protein [Arabidopsis 
thaliana] 



5425 

11299 

6244 

OJ990412_02.9B16.C8.o3.tm 

606 

none 



Seq. ID OJ990412_02.9B16.C8 
Strand 

End 8305 

Method TBLASTX : Mai ze 

End 1370 

Score 72 



606.. 746, 609.. 749, 1004.. 1201, 1008.. 1160, 128i..l370 



"■4 



Seq. No. 5425 

Gene No. 11299 
I™ Start * 6244 

U Name OJ990412_02 . 9B16 . C8 . ol . tm 

;;3 Start 1595 

^ GI none 
' ts * Exons 



Seq. ID OJ990412_02.9B16.C8 
Strand 

End 8305 

Method TBLASTX: Maize 

End 2045 

Score 311 

1595.. 1915, 1599.. 1928, 1600.. 1929, 1607". . 1933,. 1920.. 2045, 
1921. .2043 



Seq. No. 5425 

Gene No. 11299 

Start 6244 

Name OJ9904 12_02 . 9B16 . C8 . ol . ts 

Start 1744 

GI none 

Exons 1744.. 2058, 1755.. 2024 



Seq. ID OJ990412_02.9B16.C8 
Strand 

End 8305 

Method TBLASTX : Soybean 

End 2058 

Score 159 



Seq. No. 5425 

Gene No. 11299 

Start 6244 

Name OJ9904 12_02 . 9B16 . C8 . o2 . tm 

Start 2244 



Seq. ID OJ990412_02.9B16.C8 
Strand 

End 8305 

Method -TBLASTX: Maize 

End 2504 



5556 



GI 

Exons 



none Score 58 

2244. .2294, 2244. .2294, 2292. .2471, 2295. .2504, 2326.-2472, 
2384. .2473 



Seq. No. 


5425 


Seq. ID 


OJ990412_02.9B16.C8 


Gene No. 


11299 


Strand 




Start 


6244 


End 


8305 


Name 


OJ990412 02. 9B16.C8.o4.np 


Method 


AAT/NAP 


Start 


6244 


End 


8305 


GI 


6721561 


Score 


108 


Exons 


6244.. 6378, 8201.. 8305 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of th< 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi 1 6815086 | dbj | BAA90372 . 1 | 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


5426 


Seq. ID 


OJ990412_02.9B16.C9 


Gene No. 


11300 


Strand 


+ 


Start 


1270 


End 


6009 


Name 


OJ990412 02.9B16.C9.ol.gs 


Method 


GENSCAN 


Start 


1270 


End 


6009 


GI 


none 


Score 


.61 


Exons 


1270. .1282, 1585. .1685, ■ 2785.-. 2908, 4016. .4871, 5463. .5470, 




5528.. 6009 






Seq. No. 


5426 


Seq. ID 


OJ990412_02.9B16.C9 


Gene No. 


11301 


Strand 




Start 


1296 


End 


5354 • 


Name 


OJ990412 02.9B16.C9.ol.np 


Method 


AAT/NAP 


Start 


1296 


End 


5354 


GI 


6815053 


Score 


691 


Exons 


1296. .1532, 1564. .1736, 2221. .2289, 5274. .5354 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


l sativa] 


Seq. No. 


5427 


Seq. ID 


OJ990412_02.9B16.C10 


Gene No. 


11302 


Strand 


+ 


Start 


3447 


End 


3504 


Name 


OJ990412 02.9B16.C10.ol.gp 


Method 


AAT/GAP 


Start 


3447 


• End 


3504 


GI 


70 2.R1084 


Score 


116 


Exons 


'3447.. 3504 






GI Descrip. 


'3461814 8.0e-51 (AC004138) 


hypothetical protein [Arabidopsis 




thaliana] f 






Seq. No. 


5428 


Seq. ID 


OJ990412_02.9B16.C11 


Gene No. 


11303 


Strand 


+ 


Start 


1 


End 


2717 


Name 


OJ990412 02.9B16.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1083 


GI 


5688945 


Score 


618 


Exons 


1..68, 709. .1083 






GI Descrip. 


(AB017427) mitochondrial ribosomal protein S14 [Oryza sativa] 




gi | 5688950 | dbj | BAA82751 . 1 | 


(AB017429) 


mitochondrial ribosomal 




portein S14 [Oryza sativa] 






Seq. No. 


5428 


Seq. ID 


OJ990412_02.9B16.C11 



5557 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11303 Strand + 

1 End 2717 

OJ9904 12_02 . 9B16 . Cll . o2 . np Method AAT/NAP 
549 End 2394 

5688947 Score 282 

549.-594, 2144. .2394 

(AB0174 28) succinate dehydrogenase iron-protein subunit (SDHB) 
[Oryza sativa] gi | 5688949 | dbj I BAA82750 . 1 | (AB017429) succinate 
dehydrogenase iron-protein subunit (SDHB) [Oryza sativa] 



5428 Seq. ID 

11303 Strand 
1 End 
OJ990412_02 . 9B16 . Cll . ol . gp Method 
706 End 
70_1.R1084 Score 
706. .1246 

, 5688945/dbj IBAA82748.il 1.0e-174 (AB017427) mitochondrial 
ribosomal protein S14 [Oryza sativa] >gi_5688950_dbj_BAA82751 . 1_ 
(AB017429) mitochondrial ribosomal portein S14 [Oryza sativa] 1 



OJ990412_02.9B16.C11 
+ 

2717 
AAT/GAP 
1246 
1008 





Seq. No. 


5428 






Seq. ID 


OJ990412_02.9B16.C11 




Gene No. 


11303 






Strand 


+ 




Start 


1 






End 


2717 




Name 


OJ990412 02'. 9B16 


.Cll . ol . gs 


Method 


GENSCAN 




Start 


748 






End 


2397 




GI 


none 






Score 


.72 


i y 


Exons 


748. .1082, 


2226. 


.2397 






I s 


Seq. No. 


5428 






Seq. ID 


OJ990412_02 . 9B16.C11 




Gene No. 


11303 






Strand 


+ 




Start 


1 






End 


2717 


: : y 


Name 


OJ990412 02 


-9B16 


.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


789 






End 


1090 




GI 


none 






Score 


76 


■ j 


Exons 


789. .1085, 


792. . 


941, 793.. 


1089, 797.. 


1090 




Seq. No. 


5428 






Seq. ID 


OJ990412_02.9B16.C11 


i 


Gene No. 


11303 






Strand 


+ 




Start 


1 






End 


2717 


: sr 
: c 


Name 


OJ990412 02 


.9B16 


.Cll.ol. tm 


Method 


TBLASTX: Maize 


= J 


Start 


2178 






End 


2477 




GI . 


none 






Score 


302 




Exons 


2178. .2477, 


2224 


..2406, 2226.. 2423 






Seq. No. 


5428 






Seq. ID 


OJ990412JD2. 9B16.C11 




Gene No. 


11303 






Strand 


+ 




Start 


1 






End 


2717 




Name 


OJ990412 02 


.9B16 


.Cll.o2.gp 


Method 


AAT/GAP 




Start 


2222 






End 


2717 




GI 


70 2.R1084 






Score 


926 




Exons 


2222. .2717 












GI Descrip. 


■3461814 8. 


Oe-51 


(AC004138 


\ hypothetical protein [Arabidops 






thaliana] 1 












Seq. No. 


5428 






Seq. ID 


OJ990412_02.9B16.C11 




Gene No. 


11303 






Strand 


+ 



5558 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ9904 12_02 . 9B1 6 . Cll . ol . ts Method 
2223 End 
none Score 
2223.. 2381, 2224.. 2394, 2225.. 2386 



2717 

TBLASTX : Soybean 

2394 

239 



Seq. No. 5428 

Gene No. 11303 

Start 1 

Name OJ990412_02 . 9B16 .Cll . o2 . tc 

Start 2235 

GI none 

Exons 2235.. 2381, 2236.. 2385 ■ 



Seq. ID OJ990412_02.9B16.C11 

Strand + 

End 2717 

Method TBLASTX : Cress 

End 2385 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
« Gene No. 
i Start 

Name 
H Start 

y gi 

5 Exons 



5428 

11303 

1 

OJ9904 12_02 . 9B1 6 . Cll . ol . tw 

2279 

none 



Seq. ID OJ990412_02.9B16.C11 

Strand + 

End 2717 

Method TBLASTX : Wheat 

End 2406 

Score 193 



2279. .2401, 2280. .2402, 2281. .2406 



5429 

11304 

665 

OJ990412JD2. 9B16 . C13 . ol . gp 

665 

none 

665. .961 



Seq. ID OJ990412_02.9B16.C13 

Strand + 

End 961 

Method AAT/GAP 

End 961 

Score 567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



5429 
11305 
1929 

OJ990412_02. 9B16.C13.o2.np 
1929 
4538928 

1929.. 1955, 4234.. 4369, 4504.. 4635 

(AL049483) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990412_02.9B16.C13 
Strand + 

4710 
AAT/NAP 
4635 
130 



End 

Method 

End 

Score 



5429 
11305 
1929 

OJ9904 12_02 . 9B1 6 . C13 . o2 . gs 
3683 
none 

3683. .4369, 4447. .4710 

5429 
11306 
1032 

OJ990412_02. 9B16.C13.ol.ts 
1008 
none 

1008. .1172, 1034. .1153, 1053. .1340, 1053. .1757, 1054. .1755 



Seq. ID OJ990412_02.9B16.C13 

Strand + 

End 4710 

Method GEN SCAN 

End 4710 

Score .96 



Seq. ID OJ990412_02.9B16.C13 
Strand 

End 3936 

Method TBLASTX : Soybean 

End 1757 

Score 213 



5429 
11306 



Seq. ID OJ990412_02.9B16.C13 
Strand 



5559 



Start 
Name 
Start 
GI 

Exons 



1032 End 

OJ9904 12_02 . 9B1 6 . C13 . ol . tm Method 

1018 End 

none Score 



3936 

TBLASTX: Maize 

1757 

798 



1018. .1755, 1029. .1757, 1030. .1755, 1031. .1756, 1053. .1181, 
1242. .1388, 1563.. 1673 



! y 



hi 



Seq. No. 5429 

Gene No. 11306 

Start 1032 

Name OJ990412_02 . 9B16. C13 . ol . tc 

Start 1020 

GI none 

Exons 1020.. 1757, 1051.. 1755, 1242. 

Seq. No. 5429 

Gene No. 11306 

Start 1032 

Name OJ990412_02 . 9B16 . C13 . ol . gs 

Start 1032 

GI none 

Exons 1032.. 1627, 2080.. 2301, 2692. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990412_02.9B16.C13 
Strand 

End 3936 

Method TBLASTX : Cress 

End 1757 

Score 516 
.1388 

Seq. ID OJ990412_02.9B16.C13 
Strand 

End 3936 

Method GEN SCAN 

End 2848 

Score .51 
.2848 



5429 
11306 
1032 

OJ990412_02.9B16.C13.ol.np 
1035 
4678349 
1035.. 1797, 3849.. 3936 

(AL049659) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990412_02.9B16.C13 
Strand 

End 3936 

Method AAT/NAP 

End 3936 

Score 890 



5429 

11306 

1032 

OJ990412_02..9B16.C13.ol.tw 

1059 

none 



Seq. ID OJ990412_02.9B16.C13 
Strand 

End 3936 

Method TBLASTX : Wheat 

End 1745 

Score 413 



1059. .1199, 1419. .1745, 1419. .1745 



Seq. ID OJ990412_02.9B16.C13 
Strand 

3936 
AAT/GAP 
1492 
735 



5429 
11306 
1032 

OJ9904 12_02 . 9B1 6 . C13 . o2 . gp 
1064 

LIB3477-008-P1-K1-F11 
1064. .1492 

, 4678349/emb|CAB41159.1| 2.0e-57 (AL049659) putative protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



5429 

11306 

1032 

OJ990412_02.9B16.C13.o3.gp 
1458 

36220JL.R1084 

1458. .1757, 2036. .2055 



Seq. ID OJ990412_02.9B16.C13 
Strand 

End 3936 

Method AAT/GAP 

End . 2055 

Score 578 



5560 



GI Descrip. ' 4678259/embi CAB41120 . 1 | 1.0e-65 (AL049657) putative protein 
[Arabidopsis thaliana] 1 





Seq. No. 


5430 


Seq. ID 


OJ990412_02 


.9B16.C14 




Gene No. 


11307 


Strand 


- 






Start 


116 


End 


917 






Name 


OJ990412 02.9B16.C14.ol.gs 


Method 


GENSCAN 






Start 


116 


End 


917 






GI 


none 


Score 


.67 






Exons 


116. .270, 787. .917 










t_} ^ \J s • 


5431 


Seq. ID 


OJ990412_02 


.9B16.C15 




Gene No. 


11308 


Strand 


+ 






Start 


3424 


End 


3720 






Name 


OJ990412 02.9B16.C15.ol.gp 


Method 


AAT/GAP 






Start 


3304 


End 


3716 






GI 


702095 


Score 


715 






Exons 


3304. .3716 










GI Descrip. 


4490338/emb|CAB38620.1| 3.0e- 


11 (AL035656) putative 






auxin-induced protein [Arabidopsis thaliana] 






Seq. No. 


5431 


Seq. ID 


OJ990412_02 


.9B16.C15 




Gene No. 


11308 


Strand 


+ 






Start 


3424 


End . 


3720 




=( 


Name 


OJ990412 02.9B16.C15.o2.gs 


Method 


GENSCAN 




s 


Start 


3424 


End 


3720 




■ * 


GI 


none 


Score 


.4 






Exons 


3424.. 3720 - 








y 


Seq. No. 


5431 


Seq. ID 


OJ990412_02 


.9B16.C15 






11308 


Strand 


+ 




j 


Start 


3424 ' 


End 


3720 




=? 


Name 


OJ990412 02.9B16.C15.ol.np 


Method 


AAT/NAP 






Start 


3440 


End 


3696 




3 


GI 


416690 


Score 


168 




j 


Exons 


3440. .3696 










GI Descrip. 


AUXIN- INDUCED PROTEIN 15A gi | 817 63 | pir || JQ1096 auxin-induced 






protein 15A - soybean gi | 255573 | bbs | 113699 (S44172 


) orf 15A 


5 




[Glycine max=soybeans, cv. Wayne, Peptide, 82 aa] 


[Glycine max] 


3 


Seq. No. 


5432 


Seq. ID 


OJ990412_02 


. 9B16.C16 




Gene No. 


11309 


. Strand 


+ 






Start 


544 


End 


705 






Name 


OJ990412 02.9B16.C16.ol.gs 


Method 


GENSCAN 






Start 


544 


End 


705 






GI 


none 


Score 


.7 






Exons 


544. .705 










Seq. No. 


5433 


Seq. ID 


OJ990412_02 


. 9B16.C17 




Gene No. 


11310 


Strand 


+ 






Start 


1195 


End 


1850 






Name 


OJ990412 02.9B16.C17.ol.gs 


Method 


GENSCAN 






Start 


1195 


End 


1850 






,GI 


none 


Score 


.57 






Exons 


1195.. 1333, 1485. .1693, 1754. 


.1850 








Seq. No. 


5433 


Seq. ID 


OJ990412_02 


. 9B16.C17 



5561 



Gene No. 11311 Strand *' + 

Start 2495 End 2803 

Name OJ990412_02 . 9B16 .C17 . ol .np Method AAT/NAP 

Start 2468 End 2773 

GI 3096945 Score 166 

Exons 24 68.. 2773 

GI Descrip. (AL023094) putative auxin-regulated protein [Arabidopsis 
thaliana] 



Seq. No. 5433 

Gene No. 11311 

Start 2495 

Name OJ9904 12_02 . 9B16 . C17 . o2 . gs 

Start 2495 

GI none 

Exons 2495.. 2803 



Seq. ID OJ990412_02-.9B16.G17 

Strand + 

End 2803 

Method GENSCAN 

End 2803 

Score .86 



Seq. No. 5433 

Gene No. 11312 

Start 3827- 

Name OJ9904 12_02 . 9B1 6 . C17 . o3 . gs 

Start 3827 

GI none 

Exons 3827.. 3951 



Seq. ID OJ990412_02.9B16.C17 

Strand + 

End 3951 

Method GENSCAN 

End 3951 

Score .41 



}t Seq. No. 
Gene No. 
Start 
Q Name 
j J Start 

^ Exons 

GI Descrip. 

p Seq. No. 

sa Gene No. 

lz l Start 

: 'Z Name 

^ Start 

□ gi 

l!3 Exons 



5434 

11313 

1 

OJ990412_02.9B16.C18.ol.np 
1 

3402678 



Seq. ID OJ990412_02.9B16.C18 

Strand + 

End 3206 

Method AAT/NAP 

End " 2156 

Score 176 



1..41, 893. .1071, 1218. .1438, 1982. .2156 

(AC004 697) putative adenylate kinase [Arabidopsis thaliana] 



5434 

11313 

1 

OJ990412_02 . 9B16 . C18 . ol . gs 

393 

none 



Seq. ID OJ990412_02.9B16.C18 

Strand + 

End 3206 

Method GENSCAN 

End 3206 

Score .56 



393. .440, 931. .1071, 1218. .1469, 2048. .2183, 2495. .2541, 
2940.. 3206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5434 

11313 

1 

OJ990412_02.9B16.C18.ol.tm 

892 

none 



Seq. ID OJ990412_02.9B16.C18 

Strand + 

End 3206 

Method TBLASTX : Maize 

End 1471 

Score 224 



892. .1068, 928. .1071, 930. .1076, 1209. .1469, 1219. .1254, 
1220. .1471, 1247. .1468, 1306. .1470 



Seq. No. 5434 

Gene No. 11313 

Start 1 

Name OJ9904 12_02 . 9B1 6 . CI 8 . o2 . tm 

Start 1998 



Seq. ID OJ990412_02.9B16.C18 

Strand + 

End 3206 ■ 

Method TBLASTX: Maize 

End 2210' 



5562 





GI 


none 




Score 


234 






Exons 


1998.. 2210, 2017.. 2178, 


2069. 


.2182 








Seq. No. 


5435 




Seq. ID 


OJ990412_02.9B16 


.C21 




Gene No . 


1 1 "51 A 

1 ± .3X4 




otrano 


• 

T 






Start 


112 




End 


2497 






Name 


OJ990412 02.9B16.C21.ol 


.gs 


Method 


GENSCAN 






Start 


112 




End 


1381 






GI 


none 




Score 


.76 






Exons 


112.. 139, 1279.. 1381 












Seq. No. 


5435 




Seq. ID 


OJ990412_02.9B16 


.C21 




Gene No. 


11314 




Strand 


+ 












End 


2497 






Name 


OJ990412 02.9B16.C21.ol 


.np 


Method 


AAT/NAP 






Start 


1279 




End 


2497 






GI 


4585994 




Score 


85 






Exons 


1279.. 1381, 2018.. 2075, 


2212. 


.2377, 2425. .2497 






GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


5436 




Seq. ID 


OJ990412_02.9B16 


.C22 




Gene No . 


Hold 




Strand 








Start 


2284 




End 


2391 




:=? 


Name 


OJ990412 02.9B16.C22.ol 


r gs 


Method 


GENSCAN 




:3 


Start 


2284 




End 


2391 




J = 


GI 


none 




Score 


.77 






Exons 


2284. .2391 










* ~s 


Seq. No. 


5437 




Seq. ID 


" OJ990412_02.9B16 


.C24 




Gene No. 


11316 




Strand 


+ 








X 




End 


1363 




! i E 


Name 


OJ990412 02.9B16.C24.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1210 




! 1 


GI ' 


4585994 




Score 


211 




: 


Exons 


1..100, 244. .299, 429.. 


602, 756.. 869, 


1121. .1210 






GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 




s 3 


Seq. No. 


5437 




Seq. ID 


OJ990412_02.9B16 


.C24 


_i 


Gene No . 


1 1 "31 C 




Strand 


+ 




; 


Start 


1 




End 


1363 




: =5 


Name 


OJ990412 02.9B16.C24.ol 


.gs 


Method 


GENSCAN 






Start 


244 




End 


1363 






GI 


none 




Score 


.76 






Exons 


244. .299, 429. .602, 756 


. .869, 


1121. .1363 






Seq. No. 


5437 




Seq. ID 


OJ990412_02.9B16 


.C24 




Gene No. 


11 Jl / 




Strand 


+ 






Start 


2048 




End 


2463 






Name 


OJ990412 02.9B16.C24.o2 


.gs 


Method 


GENSCAN 






Start 


2048 




End 


2463 






GI 


none 




Score 


.86 






Exons 


2048. .2057, 2342. .2463 












Seq. No. 


5437 




Seq. ID 


OJ990412_02.9B16 


.C24 




Gerie No. 


11318 




Strand 


+ 






Start 


3172 




End 


3652 






Name 


OJ990412 02.9B16.C24.o3 


.gs 


' Method 


GENSCAN 





5563 



i.y Gene No. 

!fe 3 Start 

1=11 Name 

; * Start 

Exons 
"''4 GI Descrip. 

Seq. No. 
1% Gene No. 

Start 
j »=s Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



End 3652 
Score .7 



Seq. ID OJ990412_02.9B16.C25 

Strand + 

End 1264 

Method AAT/GAP 

End 1264 

Score 4 65 



Seq. ID OJ990412_02.9B16.C26 

Strand + 

End 325 

Method AAT/GAP 

End 325 

Score 456 



Seq. ID OJ990412_02.9B16.C26 

Strand + 

End 1186 

Method GENSCAN 

End 1186 

Score .91 



Seq. ID OJ990412_02.9B16.C26 

11321 Strand + 

457 End 1186 

OJ9904 12_02 . 9B16 . C2 6 . ol . np Method AAT/NAP 

457 End 1177 

4585994 Score 164 

457. .618, 776. .892, 1088. .1177 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



Start 


3172 






GI 


none 






Exons 


3172. .3238, 


3546. .3652 




Seq. No. 


5438 








11319 






Start 


1023 






Name 


OJ990412 02, 


.9B16.C25.ol. 


gp 


Start 


1023 






GI 


2797269 






Exons 


1023. .1264 






Seq. No. 


5439 






VJCliC VtKJ . 


11320 






Start 


85 






Name 


OJ990412 02, 


.9B16.C26.ol. 


gp 


Start 


85 






GI 


2797269 






Exons 


85. .325 






Seq. No. 


5439 








11321 






Start 


457 






Name 


OJ990412 02, 


.9B16.C26.ol. 


gs 


Start 


457 






GI 


none 






Exons 


457. .618, 776. .892, 1088 




Seq. No. 


5439 







5439 Seq. ID 

11322 Strand 

1742 End 
OJ9904 12_02 . 9B16 . C2 6 . o2 . gs Method 

1742 End 

none Score 

1742. .1867, 2406. .2543 



OJ990412_02.9B16.C26 

2543 
GENSCAN 
2543 
.93 



OJ990412 02.9B16.C29 



5440 Seq. ID 

11323 Strand 

1 End 1261 

OJ9904 12_02 . 9B1 6 . C2 9 . ol . np Method AAT/NAP 

1 End 1261 

5257279 Score 1150 
1..30, 116. .366, 715. .1261 

(AP000364) Similar to Transposon MAGGY gag and pol gene 

homologues. (L35053) [Oryza sativa] 



5440 
11323 



Seq. ID 
Strand 



OJ990412 02.9B16.C29* 



5564 




Start 


1 


End 


1261 








Name 


OJ990412 02.9B16.C29.ol.gs 


Method 


GENSCAN 








Start 


67 


End 


1059 








GI 


none 


Score 


.49 








Exons 


67. .1059 












Seq. No. 


5440 


Seq. ID 


OJ990412 


_02. 


9B16 


.C29 


Gene No. 


11324 


Strand 










Start 


2072 


End 


2593 








Lvalue 


OJ990412 02.9B16.C29.ol.gp 


Method 


AAT/GAP 








Start 


2072 


End 


2593 








GI 


LIB3434-038-P1-K1-F1 


Score 


752 








Exons 


2072. .2593 












GI Descrip. 


'5257255/dbj IAP000364.il AP000364 0.0e+00 Oryza 


sativa genomic 




DNA/ chromosome 8, clone : P0026F07 1 










Seq. No. 


Jin 




OJ990412 


_02. 


9B16 


.C34 


OCUC VtKJ * 






- 








Start 


247 


End 


778 








Name 


OJ990412 02.9B16.C34.ol.gp 


Method 


AAT/GAP 








Start 


247 


End 


778 








GI 


3766775 


Score 


1042 








Exons 


247. .778 












Seq. No. 


5441 


Seq. ID 


OJ990412 


_02. 


9B16 


.C34 




11325 


Strand 










Start 


247 


End 


778 








Name 


OJ990412 02.9B16.C34.ol.gs 


Method 


GENSCAN 








Start 


399 


End 


719 








GI 


none 


Score 


.78 








Exons 


399. .719 












Seq. No. 


5442 


Seq. ID 


OJ990412 


_02. 


9B16 


.C35 


Gene No. 


11326 


Strand 


+ 








Start 


1 


End 


907 








Name 


OJ990412 02.9B16.C35.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


907 








GI 


5257279 


Score 


191 








Exons 


1..147, 632. .907 












GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 










Seq. No. 


5443 


Seq. ID 


OJ990412 


_02. 


9B16 


.C37 




11327 


Strand 


+ 








Start 


270 


End 


1710 








Name 


OJ990412 02.9B16.C37.ol.gs 


Method 


GENSCAN 








Start 


270 


End 


1710 








GI 


none 


Score 


.6 








Exons 


270. .539, 688. .878, 1048. .1161, 1704.. 


1710 








Seq. No. 


5443 


Seq. ID 


OJ990412 


_02. 


9B16 


.C37 


Gene No. 


11328 


Strand 










Start 


2334 


End 


3445 








Name 


OJ990412 02.9B16.C37.o2.gs 


Method 


GENSCAN 








Start 


2334 


End 


3445 








GI 


none 


Score 


.91 








Exons 


2334. .2549, 2644. .2751, 2855 


..3445 











5565 



Seq. No. 5444 

Gene No. 11329 

Start 506 

Name OJ9904 12_02 . 9B16 . C38 . ol . gs 

Start 506 

GI none 

Exons 506.. 616, 3732.. 3827, 4532, 
5499. .5506 



Seq. ID OJ990412_02.9B16.C38 

Strand + 

End 5506 

Method GENSCAN 

End 5506 

Score .53 
.4556, 4901.. 5029, 5289.. 5458, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene* No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5444 

11330 

7333 

OJ990412_02. 9B16.C38.o2.gs 

7333 

none 

7333.. 7406, 8965.. 8988 



Seq. ID OJ990412_02.9B16.C38 
Strand 

End 9133 

Method GENSCAN 

End 8988 



Score 



,55 



Seq. ID OJ990412_02.9B16.C38 
Strand 

End 9133 

Method AAT/GAP 

End 7772 

Score 433 



5444 • 
11330 
7333 

OJ990412_02.9B16.C38.ol.gp 
7471 

61605_3.R1084 
7471. .7772 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 

5444 Seq. ID OJ990412_02.9B16.C38 

11330 Strand 

7333 End 9133 

OJ9904 12_02 . 9B16 . C38 . ol . np Method AAT/NAP 

8140 End 8988 

6063554 Score 281 

8140. .8314, 8961. .8988 

(AP000615) ESTs AU075609 (C63344 ) , C71850 ( E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

5444 Seq. ID OJ990412_02.9B16.C38 

11330 Strand 

7333 End 9133 

OJ990412_02.9B16.C38.o2.gp Method ' AAT/GAP 

8765 End 9133 

101153_1.R1084 Score 383 

8765. .8989, 9108. .9133 

*5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza- sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



5445 Seq. ID 
11331 ' Strand 

560 End 
OJ990412_02 . 9B16.C39.ol . gs Method 

560 End 

none Score 
560. .1035 



.OJ990412_02.9B16.C39 
+ 

1035 
GENSCAN 
1035 
.63 



5566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
:3S * Start 

Name 
W Start 

m gi 

; S [J Exons 

Seq. No. 
:a Z Gene No. 
^3 Start 
fy Name 
•i Start 

'* ; Exons 

i 3 f Seq. No. 
; ,3 Gene No. 
□ Start 
Name 
Start 
GI 

Exons 



□ 



5445 ■ Seq. ID 

11332 Strand 

1 End 

OJ990412_02 . 9B16 . C39 . ol . np Method 

1 End 

6063554 Score 



OJ990412_02.9B16.C39 

2284 
AAT/NAP 
2284 
671 



1..25, 335.. 367, 717.. 935, 1053.. 1342, 2243.. 2284 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5445 
11332 
1 

OJ990412_02. 9B16.C39.ol.gp 
141 

101153_1.R1084 
141. .375, 725. .870 

, 5852170/emb|AL117265. HOST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412 02.9B16.C39 



2284 
AAT/GAP 
870 
486 



5445 Seq. ID 

11332 Strand 
1 End 
OJ9904 12_02 . 9B1 6 . C39 . o2 . gs Method 
1194 End 
none Score 
1194. .1342 

5446 Seq. ID 

11333 Strand 
3227 End 
OJ990412_02 . 9B16 . C40 . ol . gs Method 
3227 End 
none Score 
3227. .3369 

5446 Seq. ID 

11334 Strand 
6348 End 
OJ990412_02 . 9B16 . C40 . o2 . gs Method 
6348 , " End 
none Score 
6348. .6505, 7791. .7851 



OJ990412_02.9B16.C39 

2284 
GENSCAN 
1342 
.48 



OJ990412_02.9B16.C40 
+ 

3369 
GENSCAN 
3369 
.63 



OJ990412_02.9B16.C40 

7851 
GENSCAN 
7851 
.75 



Seq. No. 5447 Seq. ID 

Gene No. 11335 Strand 

Start 279 End 

Name OJ9904 12_02 . 9B16 . C42 . ol . gs Method 

Start 279 * End 

GI none Score 

Exons 279.. 440, 1063.. 1352, 1916.. 2017 

Seq. No. - 5448 Seq. ID 

Gene No. 11336 Strand 

Start 704 End 

Name ' OJ990412_02 . 9B16 . C43 . ol . gs Method 



OJ990412_02.9B16.C42 

2017 
GENSCAN 
2017 
.69 



OJ990412_02.9B16.C43 

1075 
GENSCAN 



5567 



Start 
GI 

Exons 



704 
none 

704. .1075 



End 
Score 



1075 
.69 



Seq. No. 5449 Seq. ID 

Gene No. 11337 Strand 

Start 103 End 

Name OJ9904 12_02 . 9B16 . C4 4 . ol . gs Method 

Start 103 End 

GI none Score * • 

Exons 103.. 1224 



OJ990412_02.9B16.C44 
+ 

1224 
GENSCAN 
1224 
.86 



-.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



fU Start 



GI 

Exons 

GI Descrip. 



Q 

H 

Seq. No. 
a Gene No. 

U start 
Name 
Start 
GI 

Exons 



5449 Seq. ID 

11338 Strand 
2132 End 

0 J9904 12_02 . 9B16 . C4 4 . o2 . gs Method 

2132 End 

none Score 
2132. .2164, 2394. .2441 

5450 Seq. ID 

11339 Strand 
5920 End 
OJ9904 12_02 . 9B16 . C4 5 . o2 . gs Method 
5920 - End 
none Score 
5920.. 5928, 6479.. 6577 

5450 Seq. ID 

11340 Strand 
6678 End 
OJ9904 12_02 . 9B16 . C45 . ol . np Method 
6678 End 
1666236 Score 
6678. .6727, 7970. .8688 

(U76261) unknown [Hordeum vulgare] 

5450 Seq. ID 

11340 Strand 

6678 End 

OJ9904 12_02 . 9B16 . C45 . o3 . gs Method 
7 4 05 • End 

none Score 
7405. .8280, 8497. .8685 



OJ990412_02.9B16.C44 

2441 
GENSCAN 
2441 
.76 



OJ990412_02.9B16.C45 
+ 

6577 
GENSCAN 
6577 
.73 



OJ990412_02.9B16.C45 

8688 
AAT/NAP 
8688 
237 



OJ990412_02.9B16.C45 

8688 
GENSCAN 
8685 
.81 



Seq. No. 5450 Seq. ID 

Gene No. 11341 Strand 

Start 10471 End 

Name OJ9904 12_02 . 9B16 . C45 . o4 . gs Method 

Start 10471 End 

GI none Score 
Exons 



OJ990412_02.9B16.C45 

12567 
GENSCAN 
12567 
.81 



10471. .10605, 11751. .11820, 12437.. 12567 



Seq. No. 5450 

Gene No. 11342 

Start 13310 

Name OJ990412 02 . 9B16 . C45 . o4 . tw 



Seq. ID OJ990412_02.9B16.C45 
Strand 

End 13838 

Method TBLASTX : Wheat 



5568 




Start 


8164 




End 


8517 




GI 


none 




Score 


59 




Exons 


8164. .8517, 8246. .8461 








Seq. No. 


S4sn 




Seq. ID 


OJ990412_02.9B16 


.C45 




1 1 "349 




^t" rsnH 

O <— X OHU 






Start 


i o 




End 


13838 




Name 


OJ990412 02 9B16 C45 


. ol tw 


Method 


TBLASTX: Wheat 




Start 


10891 ~ 




End 


11189 




GI 






Score " 


84 




Exons 


10821. .11186, 10821. 


.11189 








Seq. No. 






Seq. ID 


OJ990412_02.9B16 


.C45 


Gene No. 


11^49 




Strand 






otdl t 


1 "3 "31 0 

1 JJ1U 




End 


13838 




Name 


O.TQQ0419 02 QR1 P4S 


. o2 . tm 


Method 


TBLASTX : Maize 




Start 


1 0Q1 4 ~~ 

X \J X *i 




End 


11385 




GI 


none 




Score 


79 




Exons 


10914. .11000, 10918. 


.10995, 


11013. .11384, 11017. .11052, 






11166. .11384, 11197. 


.11385 








Seq. No. 


^4^0 




Seq. ID 


OJ990412_02.9B16 


.C45 




1 1 *^4 9 




Strand 






Start 


1 ^1 0 
i JJJ.U 




End 


13838 




Name 


OJ990412 02 9B16 C4 5 


. ol tm 


Method 


TBLASTX: Maize 




Start 


1 1 7fiQ ~ 




End 


12476 




GI 






Score 


113 




Exons 


11769. .12476, 11932. 


.12069, 


12144. .12410, 12220. .12438 




Seq. No. 


S450 

•J *3 *J \J 




Seq. ID 


OJ990412_02.9B16 


.C45 


Gene No. 


X X J *i £. 




Strand 






C f- -j -r-4- 


1 ^?1 0 




End 


13838 




Name 


O.TQQ0419 09 QR1 P4 c i 




Method 


TBLASTX: Wheat 




Start 


11844 ~~ 

X X Q *± *a 




End 


12224 




GI 


nunc 




Score 


54 




Exons 


11844. .11924, 11916. 


.12068, 


11932. .12051, 12078. .12224, 






' 12079. .12222 










Seq. No. 


S4 ^0 

j4 JU 




Seq. ID 


OJ990412_02.9B16 


.C45 




11^49 




Strand 






Start 


1 "3^1 0 




End 


13838 




Name 


OJ990412 02 9B16 C45 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1999S "~ 




End 


12474 




GI 


none 




Score 


170 




Exons 


12225. .12437, 12229. 


.12474 








Seq. No. 


R4 




Seq. ID 


OJ990412_02.9B16 


.C45 


VjtSIlc INtJ • 






Strand 






Start 


13310 




■ End 


13838 




Name 


OJ990412 02.9B16.C45 


. o5 . gs 


Method 


GENSCAN 




Start 


13310 




End 


13838 




GI 


none 




Score 


.6 




Exons 


13310. .13463, 13480. 


.13838 








Seq. No. 


5451 




Seq. ID 


OJ990412_02. 9B16 


.C46 


Gene No. 


11343 




Strand 


+ 




Start 


219 




End 


1459 





5569 




Name 


OJ990412 02.9B16.C46.ol.gs 


Method 


GENSCAN 








Start 


219 


End 


1459 








GI 


none 


Score 


.96 








Exons 


219. .325, 525. .565, 1143. .1459 










Seq. No. 


^4 M 


Seq. ID 


OJ990412 


_02. 


9B16. 


C46 


Gene No. 


11^44 
1 1 1 


Strand 


+ 








Start 


979^ 


End 


5681 








Name 


UJ .7 .7 VJ *i J. U£. jDlU.UMU.UJ.yo 


Method 


GENSCAN 








Start 


979^ ~~ 


End 


5681 . 








GI 


none 


Score 


.47 








Exons 


2723.. 2770, 2845.-3222, 4404 


..4602, 4789. .4809, 


5464. .5681 


Seq. No. 


5451 


Seq. ID 


OJ990412 


_02. 


9B16. 


C46 


Gene No. 


11345 


Strand 


+ 








Start 


6893 


End 


6999 








Name 


OJ990412 02.9B16.C46.o2.np 


Method 


AAT/NAP 








OLdlt 


6893 


End 


6999 








GI 


6630699 


Score 


90 








Exons 


6893.-6999 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi| 6721536 |dbj |BAA89566.1| (AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


5451 


Seq. ID 


OJ990412_ 


_02. 


9B16. 


C4 6 


Gene No. 


11346 


Strand 


+ 










7135 


End 


9111 








Name 


OJ990412 02.9B16.C46.o3.np 


Method 


AAT/NAP 








Start 


7135 


End 


9111 








GI 


6539570 


Score 


171 








Exons 


7135.. 7328, 7501.. 7574, 9092 


. .9111 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


5451 


Seq. ID 


OJ990412 


_02. 


9B16. 


C46 


Gene No . 


11347 


Strand 


+ 








Start 


10225 


End 


10525 








Name 


OJ990412 02.9B16.C46.o5.gs 


Method 


GENSCAN 








Start 


10225 


End 


10525 








GI 


none 


Score 


.89 








Exons 


10225. .10346, 10444.. 10525 












Seq. No. 


5451 


Seq. ID 


OJ990412 


_02. 


9B16. 


C46 


bene ino . 


11348 


Strand 


+ 








Start 


13008 


End 


15064 








Name ■ 


OJ990412 02. 9B16.C46.o6.gs 


Method 


GENSCAN 








Start 


13008 


End 


15064 








GI 


none 


Score 


.58 








Exons 


13008. .13100, 13693. .13967, 


14284. .14339, 14574 


. .15064 




Seq. No. 


5451 


Seq. ID 


OJ990412 


_02. 


9B16. 


C46 


Gene No. 


11349 


Strand 


+ 








Start 


16707 


End 


18337 








Name 


OJ990412 02.9B16.C46.o7.gs 


Method 


GENSCAN 








Start 


16707 


End 


18328 








GI 


none 


Score 


.72 








Exons 


16707. .16878, 16884. .18328 













5570 



Seq. No. 5451 

Gene No. 11349 

Start 16707 

Name OJ9904 12_02 . 9B16 . C4 6 . o4 . np 

Start 16931 

GI 421948 

Exons 16931. .18337 

GI Descrip. UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase 
garden petunia 



Seq. ID OJ990412_02.9B16.C46 

Strand + 

End 18337 

Method AAT/NAP 

End 18337 

Score 1108 





Seq. No. 


5451 


Seq. ID 


OJ990412 




Gene No. 


11350 


Strand 


+ 




Start 


18649 


End 


23702 




Name 


OJ990412 02.9B16.C46.o8.gs 


Method 


GENSCAN 




Start 


18649 


End 


23702 




GI 


none 


Score 


.65 




Exons 


18649. .18700, 21042 .. 21338 , 


21800. .21990, 23163 




Seq. No. 


5451 


Seq. ID 


OJ990412 




Gene No. 


11351 


Strand 






Start 


331 


End 


14 35 




Name 


OJ990412 02.9B16.C46.ol.gp 


Method 


AAT/GAP 




Start 


331 


End 


1435 


I — 


GI 


none 


Score 


1012 




Exons ■ 


331. .652/ 1194. .1435 








Seq. No. 


5451 


Seq. ID 


OJ990412 


: : j jj 


Gene No. 


11352 


• Strand 






Start 


1632 


End 


2039 




Name 


OJ990412 02.9B16.C46.o2.gs 


Method 


GENSCAN 




Start 


1632 


End 


2039 


hi 


GI 


none 


Score 


.81 


m 


Exons 


1632. .1903, 1994.. 2039 






rl 


Seq. No. 


5451 


Seq. ID 


OJ990412 


•J nr 
i k : 


Gene No. 


11353 


Strand 






Start 


4384 


End 


8894 


i: £k 


Name 


OJ990412 02.9B16.C46.ol.np 


Method 


AAT/NAP 




Start 


4384 


End 


6861 


'•tsS 


GI 


5922620 


Score 


369 




Exons 


4384.-4582, 5662.. 5975, 6630 


..6782, 6823. .6861 



GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5451 

11353 

4384 

OJ990412_02.9B16.C4 6.o4.gs 

6128 

none 



Seq. ID OJ990412__02.9B16.C46 
Strand 

End 8894 

Method GENSCAN 

End 8894 

Score .95 



6128. .6285, 6602. .6626, 6672. .6798, 6910. .6993, 7269. .7447, 
8832. .8894 



Seq. No. 



5451 



Seq. ID OJ990412_02.. 9B16.C46 



5571 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



11354 Strand 

16952 End 

OJ9904 12_02 . 9B1 6 . C4 6 . o2 . ts Method 

16952 End 

none Score 



16952. .17035, 17120 .. 17383, 17432 17473, 17552 
17669. .17734 



17734 

TBLASTX : Soybean 

17734 

84 

17689, 



Seq. No. 5451 Seq. ID 

Gene No. 11355 - Strand 

Start 17842 End 

Name OJ990412_02 . 9B16. C46 .ol . ts Method 

Start 17842 End 

GI none Score 

Exons 17842. .18165, 17843.. 18184 



OJ990412_02.9B16.C46 
18184 

TBLASTX : Soybean 

18184 

342 



Seq. No. 5451 Seq. ID 

Gene No. 11355 Strand 

Start 17842 End 

Name OJ9904 12_02 . 9B1 6 . C4 6 . o2 . tm Method 

Start 17873 End 

GI none Score 

Exons 17873. .18145 



OJ990412_02.9B16.C46 
18184 

TBLASTX: Maize 

18145 

193 



m 
r u 



i : :S 
i t : 

I 



□ 



Seq. No. 5451 

Gene No. 11355 

Start 17842 

Name OJ990412_02.9B16.C46.ol.tc 

Start 17885 

GI none 

Exons 17885. .17950, 17960. .18148 

Seq. No. 5451 

Gene No. 11356 

Start 21254 

Name OJ990412_02 . 9B16. C46 .ol . tm 

Start 21254 

GI none 

Exons 21254. .21553, 21283. .21672, 
21548. .21598, 21550. .21681, 
21653. .21751 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990412_02.9B16.C46 
18184 

TBLASTX: Cress 

18148 

63 



OJ990412 02.9B16.C46 



21751 

TBLASTX: Maize 
21751 
143 

21283. .21537, 21297 . . 21560, 
21621. .21728, 21651 .. 2174 9, 



Seq. No. 5452 

Gene No. 11357 

Start 1331 

Name OJ9904 12_02 . 9B16 . C48 . ol . np 

Start 1331 

GI 421948 

Exons 1331.. 1520, 1763.. 1958 

GI Descrip. UDP rhamnose — anthocyanidin- 
garden petunia 



Seq. ID OJ990412_02.9B16.C48 

Strand + 

End 1958 

Method AAT/NAP 

End 1958 

Score 79 

3-glucoside rhamnosyltransf erase - 



Seq. No. 5452 Seq. ID 

Gene No. 11358 Strand 

Start 1295 End 

Name OJ9904 12_02 . 9B1 6 . C4 8 . ol . gs Method 

Start . 1295 End 



OJ990412_02.9B16.C48 

1700 
GENS CAN 
1700 



5572 



GI none Score . 68 

Exons 1295.. 1700 



Seq. No. 5453 Seq. ID 

Gene No. 11359 Strand 

Start 390 End 

Name OJ9904 12_02 . 9B1 6 . C50 . ol . gs Method 

Start 390 End 

GI none Score 

Exons 390.. 469, ,595.. 682 



OJ9904 12_02 . 9B16 . C50 
+ 

682 

GENSCAN 

682 

.5 



•is* 

m 



' k 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
<y Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

p Exons 

llj GI Descrip. 



5454 Seq. ID 

11360 Strand 

1 End 
OJ9904 12_02 . 9B1 6 . C51 . ol . np Method 

1 End 

2126090 Score 
1..249 
transposase 



OJ990412_02.9B16.C51 
249 

AAT/NAP 

249 

413 

- Escherichia coli 



(insertion sequence IS10) 
gi|455676|bbs|140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 
gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



5454 Seq. ID 

11360 Strand 

1 End 
OJ9904 12_02 . 9B1 6 . C51 . ol . gs Method 

68 End 

none Score 
68. .230 



OJ990412_02 . 9B16 . C51 
249 

GENSCAN 

230 

.57 



5455 Seq. ID OJ990412_02.9B16.C52 

11361 Strand + 

1 End 223 

OJ9904 12_02 . 9B16 . C52 . ol . np Method AAT/NAP 

1 End 223 

6907087 Score 135 

1..46, 122. .223 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


5455 






Seq. ID 


OJ990412_02 


.9B16. 


-C52 


Gene No. 


11362 






Strand 


+ 






Start 


1963 






End 


15992 






Name 


OJ990412 02 


.9B16. 


C52.o3.np 


Method 


AAT/NAP 






Start 


1963 






End 


15992 






GI 


6691191 






Score 


710 






Exons 


1963. .2311, 


5705. 


.5949, 5993. 


.6272, 15957.. 15992 






GI Descrip. 


(AC007534) 


F7F22. 


15 [Arabidopsis thaliana] 






Seq. No. 


5455 






Seq. ID 


OJ990412_02 


.9B16. 


,C52 


Gene No.- 


11362 






Strand 


+ 






Start 


1963 






End 


15992 






Name 


OJ990412 02 


.9B16. 


C52.o4.np 


Method 


AAT/NAP 







5573 



i U 



! 1 



Start 


8793 


End 


11212 




GI 


421948 


Score 


521 




Exons 


8793. .9623, 11170. .11212 








GI Descrip. 


UDP rhamnose — anthocyanidin- 


3-glucoside rhamnosyltransf eras* 




garden petunia 








Seq. No. 


5455 


Seq. ID 


OJ990412_02.9B16 


.C52 


Gene No. 


11362 


Strand 


+ 




Start 


1963 


End 


15992 




Name 


OJ990412 02.9B16iC52.o6.np 


Method 


AAT/NAP 




Start 


9856 


End 


14864 




GI 


5852180 


Score 


52 




Exons 


9856. .9897, 13408 .. 134 96, 14665. .14864 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


5455 


Seq. ID 


OJ990412_02. 9B16 


.C52 


Gene No. 


11362 


Strand 


+ 




Start 


1963 


End 


15992 




Name 


OJ990412 02.9B16.C52.o4.gs 


Method 


GENSCAN 




Start 


10380 


End 


12913 




GI 


none 


Score 


.73 




Exons 


10380. .10449, 11060. .11319, 


11407. .114 89, 11627. .11960, 






12770.. 12913 








Seq. No. 


5455 


Seq. ID 


OJ990412_02.9B16 


.C52 


Gene No. 


11362 


Strand 


+ 




Start 


1963 


End 


15992 




Name 


OJ990412 02.9B16.C52.o5.np 


Method 


AAT/NAP 




Start 


10639 


End 


11717 




GI 


6539555 


Score 


924 




Exons 


10639. .11319, 11407.. 11717 









GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 





transposase (AF078934) [Oryza 


sativa] 




Seq. No. 


5455 


Seq. ID 


OJ990412 


Gene No. 


11362 


Strand 


+ 


Start 


1963 


End 


15992 


Name 


OJ990412 02.9B16.C52.o5.gs 


Method 


GENSCAN 


Start 


13593 


End 


14322 


GI 


none 


"Score 


.96 


Exons 


13593. .13743, 14174. .14322 






Seq. No. 


5455 


Seq. ID 


OJ990412 


Gene No. 


11363 


Strand 




Start 


605 


End 


14318 


Name 


OJ990412 02.9B16.C52.o2.np 


Method 


AAT/NAP 


Start 


605 


End 


2559 


GI 


4680186 


Score 


171 


Exons 


605.. 833, 2522..25S9 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 


Seq. No. 


5455 


Seq. ID 


OJ990412 


Gene No. 


11363 


Strand 




Start. 


605 


End 


14318 - . 


Name 


OJ990412 02.9B16.C52.o7.np 


Method 


AAT/NAP 


Start 


1756 


End 


14318 



5574 




GI 5852175 Score 129 

Exons 1756.. 1775, 13555 .. 13738, 14270.. 14318 

GI Descrip. (AL117265) zhbOOOS.l [Oryza sativa] 



Seq. No. 


5455 








Seq. ID 


OJ990412 


_02.9B16.C52 


Gene No. 


11363 








Strand 






Start 


605 








End 


14318 




Name 


OJ990412 02. 


9B16 


.C52.o2, 


,gs 


Method 


GENSCAN 




Start 


2531 








. End 


7469 




.GI 


none 








Score 


.52 




Exons 


2531. .2609, 


3825 


. .3897, 


4155. 


.4270, 4309. .4345, 


4527. .4643, 




47.93. .4891, 


5724 


. .5838, 


6826. 


.6868, 6973.. 7184, 


7275. .7469 


Seq. No. 


5455 








Seq. ID 


OJ990412 


_02.9B16.C52 


Gene No. 


11363 








Strand 






Start 


605 








End 


14318 




Name 


OJ990412 02. 


9B16 


.C52.o3, 


.gs 


Method 


GENSCAN 




Start 


8757 








End 


10064 




GI 


none 








Score 


.64 




Exons 


8757. .8965, 


8974 


. .9642, 


9654. 


.9831, 9996.. 10064 




Seq. No. 


5455 








Seq. ID 


OJ990412 


_02.9B16.C52 


Gene No. 


11364 








Strand 






Start 


. 14680 








End 


15753 




Name 


• OJ990412 02. 


9B16 


.C52.o2, 


,tw * 


Method 


TBLASTX: 


Wheat 


Start 


1841 








End 


2261 




GI 


none 








Score 


72 




Exons 


1841. .1915, 


1842 


. .1916, 


1968. 


.2261, 1976. .2167, 


2037. .2240 


Seq. No. 


5455 








Seq. ID 


OJ990412 


_02.9B16.C52 


Gene No. 


11364 








Strand 






Start 


14680 








End 


15753 




Name 


OJ990412 02. 


9B16 


.C52.ol, 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


1916 








End 


2246 




GI 


none 








Score 


246 




Exons 


1916. .2173, 


1959 


. . 2246, 


2001. 


.2246 






Seq. No. 


5455 








Seq. ID 


OJ990412 


_02.9B16.C52 


Gene No. 


11364 








Strand 






Start 


14680 








End 


15753 




Name 


OJ990412 02. 


9B16 


-C52.ol. 


,tw 


Method 


TBLASTX: 


Wheat 


Start 


5741 








End 


6199 




GI 


none 








Score 


56 




Exons 


5741. .5773, 


5744 


. . 5947, 


5745. 


.5942, 5840. .5944, 


5990. . 6061, 




5994. .6095, 


6071 


. .6199, 


6088. 


.6189 






Seq. No. 


5455 








Seq. ID 


OJ990412 


_02.9B16.C52 


Gene No. 


11364 








Strand 






Start 


14680 








End 


15753 




Name 


OJ990412 02. 


9B16 


.C52.o2, 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


8813 








End 


9259 




GI 


none 








Score 


105 




Exons 


8813. .8863, 


8814 


. .8897, 


8898. 


.8951, 9020. .9259 




Seq. No. 


5455 








Seq. ID 


OJ990412 


_02.9B16.C52 


Gene No. 


11364 








Strand . 






Start 


146.80 








End 


15753 





5575 



Name 

Start 

GI 

Exons 



OJ9904 12_02 . 9B16 . C52 . o3 . tw Method TBLASTX : Wheat 

11494 End 11780 

none * Score 87 

11494. .11640, 11636. .11713, 11637 .. 1 1780, 11689 11748 ■ 



Seq. No. 5455 

Gene No. 11364 

Start 14680 

Name OJ990412_02. 9B16.C52 .o6.gs 

Start 14680 

GI none 

Exons 14680. .14827, 15680.. 15753 



Seq. ID OJ990412_02.9B16.C52 
Strand 

End 15753 

Method GENSCAN : 

End 15753 

Score .49 



Seq. No. 5456 
Gene No. 11365 
Start 176 

Name OJ990412_02 . 9B16.C53.ol .gp 

Start 176 

GI LIB3477-003-P1-K1-E9 
Exons 176.. 277 

GI Descrip. 1 2498586/sp | Q40638 | MP01JDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990412_02.9B16.C53 
Strand + 

277 

AAT/GAP 
277 
115 



End 

Method 

End 

Score 



in 



Seq. No. 5456 ■ Seq. ID 

Gene No. 11366 Strand 

Start 1416 End 

Name OJ990412_02 . 9B16.C53 .ol.gs Method 

Start 1416 End 

GI none Score 

Exons 1416.. 1632 



OJ990412_02.9B16.C53 

1632 
GENSCAN 
1632 
.71 



iy Seq. No. 5457 Seq. ID 

Gene No. 11367 Strand 

p Start 4 99 End 

\i Name OJ9904i2_02. 9B16.C54 .ol.gs Method 

<i Start 4 99 End 

1 _ GI none Score 

f *3 Exons 499.. 797, 1171.. 1354 



OJ990412_02.9B16.C54 

1354 
GENSCAN 
1354 
.57 



3 Seq. No. 


5458 


Seq. ID 


OJ990412_02.9B16 


.C55 


Gene No. 


11368 


Strand 


+ 




Start 


574 


End 


789 




Name 


OJ990412 02. 9B16.C55. ol.gs 


Method 


GENSCAN 




Start 


574 


End 


789 




GI 


none 


Score 


.72 




Exons 


574. .789 








Seq. No. 


5458 


Seq. ID 


OJ990412_02.9B16 


.C55 


Gene No. 


11369 


Strand 


+ 




Start 


5776 


End 


15558 




Name 


OJ990412 02.9B16.C55.o3.np 


Method 


AAT/NAP 




Start 


5776 


End 


15558 




GI 


5305335 


Score 


115 




Exons 


5776.. 5811, 10387. .10555, 10688 .. 10798 , 15191.. 15558 




GI Descrip. 


(AF071081) proline-rich mucin 


homolog 


[Mycobacterium 





tuberculosis] 



5576 



• 





5458 








Seq. ID 


OJ990412 02.9B16 C55 


Gene No. 


11369 








Strand 


+ 


Start 


5776 








End 


15558 


Name 


OJ990412 02. 


9B16. 


C55.o2 


.gp 


Method 


AAT/GAP 


Start 


10426 








End 


10740 


GI 


none 








Score 


607 


Exons 


10426. .10740 










Seq. No. 


5458 








Seq. ID . 


OJ990412_02.9B16.C55 


Gene No 


11370 








Strand 




Start 


1 








End 


15974 


Name 


OJ990412 02. 


9B16. 


C55.o2 


.np 


Method 


AAT/NAP 


Start 


1 








End 


15974 


GI 


1655699 








Score 


119 


Exons 


1..52, 5574. 


.5656, 5937 


. .6094, 


9767.. 9927, 15937.. 15974 


GI Descrip. 


(Y07752) pherophorin-S 


[Volvox carteri] 




Seq. No. 


^ft 
J4JO 








Seq. ID 


OJ990412_02.9B16.C55 




11370 








Strand 




Start 


1 








End 


15974 


Name 


OJ990412 02. 


9B16. 


C55.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3189 








End 


5863 


GI 


none 








Score 


37 


Exons 


3189. .3272, 


3212. 


.3271, 


3331. . 


3498, 3331.. 3504, 3332.. 3505, 




5504. .5587, 


5521. 


.5586, 


5657. . 


5863, 5668.. 5862 




5458 








Seq. ID 


OJ990412_02.9B16.C55 


Gene No. 


11370 








Strand 




Start 


1 








End 


15974 


Name 


OJ990412 02. 


9B16. 


C55.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3263 








End 


3466 


GI 


none 








Score 


84 


Exons 


3263.-3466, 


3330. 


.3386, 


3331. . 


3465, 3332.. 3466 


Seq. No. 


5458 








Seq. ID 


OJ990412_02.9B16.C55 


Gene No. 


11370 








Strand 




Start 


1 








End 


15974 


Name 


OJ990412 02. 


9B16. 


C55.ol 


.gp 


Method 


AAT/GAP 


Start 


3291 








End - 


6000 


GI 


4908 1.R1084 








Score 


1062 


Exons 


3291**3504, 


5512. 


.6000 








GI Descrip. 


'3068809 1.0e-40 


(AF059295) Skpl homolog [Arabidopsis thaliana] 


Seq. No. 


5458 








Seq. ID 


OJ990412_02.9B16.C55 


VJCI1C IN \J • 


11370 








Strand 




Start 


1 








End 


15974 


Name 


OJ990412 02. 


9B16. 


C55.ol 


,tc 


Method 


TBLASTX: Cress 


Start 


3328 








End 


5838 


GI 


none 








Score 


205 


Exons 


3328. .3504, 


3332. 


.3505, 


5513. . 


5581, 5521.. 5586, 5576.. 5833, 




5671. .5838 












Seq. No. 


5458 








Seq. ID 


OJ990412_02,9B16.C55 


Gene No. 


11370 








Strand 




Start 


1 








End 


15974 


Name 


OJ990412 02. 


9B16. 


C55.o2 


.gs 


Method 


GENSCAN 



5577 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
i;n Start 
ru GI 

Exons 
j 1 "; GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3331 
none 

3331.. 3504, 5512.. 5928, 6049. 



End 7104 
Score .55 
.6200, 7065.. 7104 



5458 
11370 
1 

OJ9904 12_02 . 9B16 . C55 . ol . np 
3334 
3068809 
3334.. 3504, 5512.. 5850 

(AF059295) Skpl homolog [Arabidopsis thaliana] 



Seq. ID OJ990412_02.9B16.C55 
Strand 

End 15974 

Method AAT/NAP 

End 5850 

Score 631 



5458 Seq. ID 

11370 Strand 

1 End 

OJ9904 12_02 . 9B1 6 . C55 . ol . ts Method 

3412 End 

none Score 



OJ990412_02.9B16.C55 
15974 

TBLASTX : Soybean 

5863 

118 



3412. .3504, 3413. .3505, 3425. .3505, 5504. .5587, 5521. .5586, 
5657.. 5863, 5668.. 5862 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412 02.9B16.C55 



5458 
11370 
1 

OJ990412_02 . 9B16.C55.o3.gp 
12622 

533_1.R1084 
12622. .12675, 12698.. 12786 

, 113172/sp|P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



15974 
AAT/GAP 
12786 
170 



5459 
11371 
289 

OJ9904 12_02 . 9B16 . C5 6 . ol . np 
289 

6041833 

289. .642, 1376. .1764, 1814 
(AC009853) unknown protein 
gil 6642634 | gb | AAF20215 . 1 |AC012395_2 
[Arabidopsis thaliana] 



Seq. ID OJ990412_02.9B16.C56 
Strand + 
End 2195 
Method AAT/NAP 
End 2195 
Score 541 
.2195 

[Arabidopsis thaliana] 

(AC012395) unknown protein 



5459 

11371 

289 

OJ9904 12_02 . 9B16 . C56 . ol . gs 

368 

none 

368.. 642, 1376.. 2162 

5459 

11372 

2124 

OJ990412_02. 9B16.C56.ol.gp 



02.9B16.C56 



Seq. ID OJ990412_ 

Strand + 

End 2195 

Method GENSCAN 

End 2162 

Score .44 



Seq. ID OJ990412_02.9B16.C56 

Strand + 

End 2359 

Method AAT/GAP 



5578 




Start 


2124 


End 


2359 




GI 


5004456 


Score 


435 




Exons 


2124 . .2359 








GI Descrip. 


2352023/gb|U93713| 6. Oe-12 


Cloning vector pRS400 with kanMX' 




marker, complete sequence 








Seq. No. 


5459 


Seq. ID 


OJ990412_02 


. 9B16.C56 


Gene No. 


11373 


Strand 


+ 




Start 


2705 


End 


5740 




Name 


OJ990412_02 . 9B16 . C56 . o2 . np 


Method 


AAT/NAP 




Start 


2705 


End 


4101 




GI 


6056412 


Score 


134 




Exons 


2705. .2727 , 3963. .4101 








GI Descrip. 


(AC009525) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


5459 


Seq. ID 


OJ990412_02 


.9B16.C56 


Gene No. 


11373 


Strand 


+ 




Start 


2705 


End 


5740 




Name 


OJ990412 02.9B16.C56.o2.gp 


Method 


AAT/GAP 




Start 


3655 , 


End 


4625 




GI 


31424 1.R1084 


Score 


1903 




Exons 


3655. .4625 








GI Descrip. 


, 6016877/dbj IBAA85220.il 5. 


0e-ll (AP000570) ESTs 





AU077642 (E30706) , AU077641 (E30706) correspond to a region of the 





predicted gene.; hypothetical 


protein 


[Oryza sativa] 1 




Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16 


.C56 


Gene No. 


11373 


Strand 


+ 




Start 


2705 


End 


5740 




Name 


OJ990412 02.9B16.C56.o2.gs 


Method 


GENSCAN 




Start 


3799 


End 


5740 




GI 


none 


Score 


.73 




Exons 


3799. .4091, 5158. .5226, 5374. 


.5740 






Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16 


.C56 


Gene No. 


11374 


Strand 


+ 




Start 


7279 


End 


7942 




Name 


OJ990412 02.9B16.C56.o3.gs 


Method 


GENSCAN 




Start 


7279 


End 


7942 




GI 


none 


Score 


.52 




Exons 


7279. .7336, 7575. .7942 








Seq. No. 


5459 


Seq. ID 


OJ990412 02.9B16 


.C56 


Gene No. 


11374 


Strand 


+ 




Start 


7279 


End 


7942 




Name 


OJ990412 02.9B16.C56.o3.np 


Method 


AAT/NAP 




Start 


7548 


End 


7838 




GI 


6539588 


Score 


189 




Exons 


7548. .7838 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16 


.C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02. 9B16.C56.o3.tm 


Method 


TBLASTX: Maize 




Start 


364 


End 


549 




GI 


none 


Score 


208 





5579 



i y 



it; x 



Exons 


364. .549, 365. .547 








Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o3.tc 


Method 


TBLASTX: Cress 




Start 


368 


End 


1592 




GI 


none 


Score 


129 




Exons 


368. .673, 457. .636, 1365. .1592 






Seq. No. 


5459 


Seq. ID 


OJ990412_02. 9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02. 9B16.C56.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1329 


End 


1742 




GI 


none 


Score 


238 




Exons 


1329.. 1589, 1337.. 1603, 1374. 


.1601, 1641. .1742 




Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o4.tc 


Method 


TBLASTX: Cress 




Start 


1674 


End 


2180 




GI 


none 


Score 


91 




Exons 


1674.. 1754, 1892.. 1999, 1899. 


.2024, 2031. .2180 . 




Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02. 9B16.C56.o4 .tm 


Method 


TBLASTX: Maize 




Start 


1808 


End 


2071 




GI 


none 


Score 


108 




Exons 


1808. .1951, 1808. .1948, 1917. 


.2069, 1949.. 2071, 1952.. 2071 


Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o2.tm 


Method 


TBLASTX: Maize 




Start 


3898 


End 


4112 




GI 


none 


Score 


244 




Exons 


3898.. 3942, 3949.. 4098, 3984. 


.4112, 3996. ,4109 




Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o3.gp 


Method 


AAT/GAP 




Start 


9580 


End 


10965 




GI 


82 3.R1084 


Score 


1988 




Exons 


9580. .10137, 10405. .10506, 10600. .10965 




GI Descrip. 


, 2244749/emb|CAB10172.1| 5.0e 


-61 (Z97335) 






hydroxymethyltransf erase [Arabidopsis 


thaliana] 1 




Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02. 9B16.C56.o2.tc 


Method 


TBLASTX: Cress 




Start 


9887 


End 


10673 





5580 



• • 

GI none Score 239 

Exons 9887.. 10138, 9897.. 10139, 10029. . 10139, 10401 10508, 

10403. .10519, 10403. .10507, 10413 .. 10508 , 1057 6 10653, 
10588. .10668, 10589 .. 10669, 10598 .. 10672, 10599.. 10673 



Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.ol.tm 


Method 


TBLASTX: Maize 




Start 


9893 


End 


12355 




GI 


none 


Score 


370 




Exons 


9893. .10138, 9894. .10151, 9951. .10151, 


10401. .10508, 






10403. .10507, 10591. .10758, 


10597. .10992, 10598 .. 10990, 






10800. .10991, 10897. .10992, 


12038. .12355, 12041.. 12355 




Seq. "No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o4.gs 


Method 


GENSCAN 




Start 


9893 


End 


12346 




GI 


none 


Score 


.95 




Exons 


9893.. 10137, 10405. .10506, 


10600. .10990, 12041.. 12346 




Seq. No. 


■5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9893 


End 


12355 




GI 


none 


Score 


275 




Exons 


9893.. 10138, 9897.. 10151, 10401.. 10508 


, 10403. .10507, 






10591. .10758, 10598. .10990, 


10599. .10868, 10600 10992, 






10601. .10993, 12033. .12083, 


12038. .12184, 12041. .12355, 






12153. .12284, 12227.. 12355 








Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o4.np 


Method 


AAT/NAP 




Start 


9896 


End 


12355 




GI 


2244749 


Score 


1553 




Exons 


9896.. 10137, 10405. .10506, 


10600. .10990, 12041.. 12355 




GI Descrip. 


(Z97335) hydroxymethyltransferase [Arabidopsis thaliana] 




Seq. No. 


5459 . 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10424 


End 


10852 




GI 


none 


Score 


60 




Exons 


10424. .10519, 10598. .10852, 


10599. .10667, 10743.. 10841 




Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16. 


C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.ol.tc 


Method 


TBLASTX: Cress 




Start 


10673 


End 


12355 




GI 


none 


Score 


50 





5581 




Exons 10673. .10744, 10673 . . 10747 , 10754 10990, 10755 .. 10868 , 

10756. .10995, 10800 .. 10991 / 12038 .. 12355, 12041.. 12355 



Seq. No. 


5459 


Seq. ID 


OJ990412_02. 9B16 


.C56 


Gene No. 


11375 


Strand 


— 




Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12185 


End 


12355 




GI 


none 


Score 


69 




Exons 


12185. . 12355, 12236. . 12355 








Seq. No. 


5459 


Seq. ID 


OJ990412_02.9B16 


.C56 


Gene No. 


11375 


Strand 






Start 


9893 


End 


12355 




Name 


OJ990412 02.9B16.C56.o5.gp 


Method 


AAT/GAP 




Start 


12243 


End 


12355 




GI 


25688 1.R1084 


Score 


179 




Exons 


12243. .12355 








GI Descrip. 


, 2244749/emb|CAB10172.1| 1. 


Oe-62 (Z97335) 





hydroxymethyltransferase [Arabidopsis thaliana] f 



hi 

m 
m 

□ 



■,3 
FU 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5460 

11376 

614 

OJ990412_02. 9B16.C58.ol.gs 

614 

none 

614. .621, 802. .958 

5460 

11377 

1519 

OJ990412_02.9B16.C58.ol.np 
1519 
6815099 
1519. .1561, 



Seqi ID 

Strand 

End 

Me.thod 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990412_02.9B16.C58 
+ 

958 

GENSCAN 

958 

.84 



OJ990412_02.9B16.C58 
+ 

2824 
AAT/NAP 
2824 
79 



2708. .2824 



(AP001081) hypothetical protein [Oryza sativa] 



5460 Seq. ID 

11378 Strand 

2105 End 
OJ990412_02 . 9B16 . C58 . o2 . gs Method 

2105 End 

none Score 
2105.. 2203 



OJ990412_02.9B16.C58 

2203 
GENSCAN 
2203 
.89 



Seq. No. , 5461 * Seq. ID 

Gene No. 11379 Strand 

Start 213 End 

Name OJ990412_02 . 9B16 . C59 . ol . np Method 

Start 213 End 

GI 6630699 Score 
Exons 213.. 290 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990412_02.9B16.C59 
+ 

290 

AAT/NAP 
290 
70 



5582 



Seq. No. 


5461 




Seq. ID 


OJ990412_02. 


9B16.C59 


Cif^ne No 


11380 




Strand 


+ 




Start 


1090 




End 


1352 




Name 


OJ990412 02.9B16.C59.ol 


.gs 


Method 


GENSCAN 




Start 


1090 




End 


1352 




GI 


none 




Score 


.66 




Exons 


1090.. 1352 - 










Seq. No. 


5461 




Seq. ID 


OJ990412_02. 


9B16.C59 


Gene No. 


11381 




Strand 


— 




Start 


429 




End 


535 




Name 


OJ990412 02.9B16.C59.o2 


. np 


Method 


AAT/NAP 




Start 


429 




End 


535 




GI 


5922619 




Score 


102 




Exons 


429. .535 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gi | 6016852 | dbj i BAA85195 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


5462 




Seq. ID 


OJ990412_02. 


9B16.C60 


Gene No . 


11382 




Strand 


+ 




Start 


1208 




End 


5031 




Name 


OJ990412 02.9B16.C60.ol 


. gs 


Method 


GENSCAN 




Start 


1208 




End 


5031 




GI 


none 




Score 


.48 




Exons 


1208.. 1295, 3390.. 3513, 


4854. .5031 






Seq. No. 


5462 




Seq. ID 


OJ990412_02. 


9B16.C60 


Gene No. 


11383 




Strand 


+ 




Start 


5658 




End 


7000 




Name 


OJ990412 02.9B16.C60.ol 


.np 


Method 


AAT/NAP 




Start 


5658 




End 


7000 




GI 


6523547 




Score 


77 




Exons 


5658. .5721, 6751. .7000 










GI Descrip. 


(AJ242540) hydroxyproline-: 


rich glycoprotein DZ-HRGE 


> [Volvox 



carteri f. nagariensis] 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5463 

11384 

1 

OJ990412_02.9B16.C61.ol.gp 

1' 

2131 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1.-374, 1236.. 1772, 1865.. 2406 

, 417745/sp|P32112|SAHH_WHEAT 0.0e+00 ADENOSYLHOMOCYSTEINASE 
(S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) (ADOHCYASE) >gi_170773 
(L11872) S-adenosyl-L-homocysteine hydrolase [Triticum 
aestivum] 1 



OJ990412_02.9B16.C61 
+ 

2410 
AAT/GAP 
2406 
2843 



5463 Seq. ID 

11384 Strand 
1 End 
OJ990412JD2 . 9B1 6 . C61 . ol . np Method 
1 End 
417745 Score 
1..374, 1236.. 1772, 1865.. 2071 

ADENOSYLHOMOCYSTEINASE (S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) 



OJ990412_02.9B16.C61 
+ 

2410 
AAT/NAP 
2071 
1806 



5583 



(ADOHCYASE) gi 1170773 (L11872) S-adenosyl-L-homocysteine 
hydrolase [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990412_02.9B16.C61 
Strand 
End 

Method 
End 
Score 

2.. .61, 3. .374, 11.3. .373, 1184. .1294, 1221. .1775, 1233. .1775, 
1446.. 1547, 1862".. 2074, 1864.. 2070 



5463 

11384 

1 

OJ9904 12_02 . 9B16 . C61 . ol . tc 

2 

none 



+ 

2410 

TBLASTX: Cress 

2074 

564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5463 Seq. ID 

11384 Strand 

1 End 
OJ9904 12_02 . 9B16 . C61 . ol . tm Method 

2 End 
none Score 



OJ990412_02.9B16.C61 
+ 

2410 

TBLASTX: Maize 

2410 

625 



2. .373, 3. .374, 1214. .1294, 1221. .1775, 1233. .1772, 1364. .1774, 
1862. .2080, 1862. .2044, 1863. .2075, 1864. .2079, 1923. .2084, 
2156.. 2200, 2161.. 2220, 2203. .2283, 2239.. 2367, 2243.. 2287, 
2286. .2396, 2289. .2396, 2291. .2398, 2291.. 2410 



Seq. No. 5463 

Gene No. 11384 

Start- 1 

Name OJ990412_02 . 9B16 .C61 . ol . ts 

Start 2 

GI none 
Exons ■ 



Seq. ID OJ990412_02.9B16.C61 

Strand • + 

End 2410 

Method TBLASTX : Soybean 

End 2083 

Score 582 



2. .373, 3. .374, 1214. .1294, 1221. .1775, 1233. .1772, 1370. .1774, 
1862. .2083, 1862. .2044, 1864. .2073 



Seq. No. 5463 

Gene No. 11384 

Start 1 

Name OJ990412_02 . 9B16 .C61 . ol . gs 

Start 111 

GI none 
Exons 



Seq. ID OJ990412_02.9B16.C61 

Strand + 

End 2410 

Method GENS CAN 

End 2074 

Score . 95 



111. .374, 1236. .1772, 1865. .2074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5463 

11384 

1 

OJ990412_02 . 9B16.C61 . o2 . tw 

179 

none 



Seq. ID OJ990412_02.9B16.C61 

Strand + 

End 2410 

Method TBLASTX : Wheat 

End 1396 

Score 291 



179. .373, 180. .374, 1214. .1294, 1221. .1394, 1234. .1386, 
1367. .1396 



Seq. ID' OJ990412_02.9B16.C61 
Strand 
End 

Method 
End 
Score 

1401. .1775, 1403. .1774, 1862. .2098, 1864. .2082, 2136. .2198, 
2142. .2198, 2185. .2373, 2242. .2274, 2286. .2387, 2287. .2388 



Seq. No. 5463 

Gene No. 11384 

Start 1 

Name OJ9904 12_02 . 9B16 . C61 . ol . tw 

Start 1401 

GI none 
Exons 



+ 

2410 

TBLASTX: Wheat 

2388 

580 



5584 



Seq. No. 


5464 


Seq. ID 


OJ990412 


02 . 


9B16 


.C62 


Gene No. 


11385 


Strand 


+ 








Start 


759 


End 


996 








Name 


OJ990412 02.9B16.C62.ol.gs 


Method 


GENSCAN 








Start 


759 


End 


996 








GI 


none 


Score 


1 








Exons 


759. .996 












Seq. No. 


5465 


Seq. ID 


OJ990412_ 


02. 


9B16 


.C64 


Gene No . 


11386 


Strand 










Start 


1 


End 


408 








Name 


OJ990412 02.9B16.C64.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


400 








GI 


1001955 


Score 


103 




- - 




Exons 


1..108, 302. .400 












GI Descrip. 


(U19099) unknown protein [Lycopersicon 


chilense 


] 






Seq. No. 


5465 


Seq. ID 


OJ990412_ 


02. 


9B16 


.C64 


Gene No. 


11386 


Strand 










Start 


1 


End 


408 








Name 


OJ990412 02.9B16.C64.ol.gp 


Method 


AAT/GAP 








Start 


56 


End 


408 








GI 


286880 


Score 


227 









^ 3 Exons 

ff{ GI Descrip. 

] *3 Seq. No. 
x ~m Gene No. 
Q Start 
HI Name 
Start 

Exons 

'"'•4 

M Seq. No. 
.3 Gene No. 

Start 

Name 
j >3 Start 

GI 

Exons 

GI Descrip. 



56. .108, 302. .408 

1001955 3.0e-53 (U19099) unknown protein [Lycopersicon chilense 
] 



5465 

11386 

1 

OJ990412_02.9B16.C64.ol.gs 
82 

none 

82. .108, 302. .391 



Seq. ID OJ990412_02.9B16.C64 

Strand 

End 408 

Method GENSCAN 

End 391 

Score .8 



5466 
11387 
1 

OJ990412_02.9B16.C65.ol.gp 
1 

LIB3431-009-P1-K1-H1 
1..90 

'1001955 3.0e-53 (U19099) unknown protein [Lycopersicon chilense 



Seq. ID OJ990412_02.9B16.C65 

Strand + 

End 359 

Method AAT/GAP 

End 90 

Score 168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5466 

11387 

1 

OJ990412_02.9B16.C65.ol.np 



Seq. ID OJ990412_02.9B16.C65 

Strand + 

End 359 

Method AAT/NAP 

End 359 

Score 199 



6093827 
1. .359 

PHOTOSYSTEM II CORE COMPLEX PROTEINS PSBY PRECURSOR (L-ARGININE 
METABOLISING ENZYME) (L-AME) [CONTAINS: PHOTOSYSTEM II PROTEIN 
PSBY-1 (PSBY-A1); PHOTOSYSTEM II PROTEIN PSBY-2 (PSBY-A2) ] 
gi|2956690|emb|CAA11248| (AJ223306) PSBY [Arabidopsis thaliana] 



5585 




gi 1 3414928 (AF079800) PsbY precursor [Arabldopsis thaliana] 



Seq. No. 


5466 








Seq. ID 


OJ990412_02.9B16 


.C65 


Gene No. 


11388 








Strand 


- 




Start 


55 








End 


275 




Name 


OJ990412 


02.9B16.C65 


.ol 


.gs 


Method 


GENSCAN 




Start 


55 








End 


275 




GI 


none 








Score 


.99 




Exons 


55. .275 














Seq. No. 


54 67 








Seq. ID 


OJ990412_02.9B16 


.C66 


Gene No. 


11389 








Strand 


- 




Start 


167 








End 


719 




Name 


OJ990412 


02.9B16.C66 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


156 








End 


576 




GI 


none 








Score 


114 




Exons 


156. .287, 


156. .287, 


166 


. .288, 


414. .575, 


415. .576 




Seq. No. 


5467 








Seq. ID 


OJ990412_02.9B16 


.C66 


Gene No. 


11389 








Strand 


- 




Start 


167 








End 


719 




Name 


OJ990412 


02.9B16.C66 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


166 








End 


576 




GI 


none 








Score 


131 




Exons 


166. .288, 


168. .287, 


414 


. .575, 


415. .576 






Seq. No. 


5467 








Seq. ID 


OJ990412_02.9B16 


.C66 


Gene No. 


11389 








Strand 


- 




Start 


167 








End 


719 




Name 


OJ990412 


02.9B16.C66 


.ol 


.gs 


Method 


GENSCAN 




Start 


167 








End 


719 




GI 


none 








Score 


.82 




Exons 


167. .288, 


415. .719 












Seq. No. 


5468 








Seq. ID 


OJ990412_02.9B16 


.C67 


Gene No. 


11390 








Strand 


+ 




Start 


113 








End 


685 




Name 


OJ990412 


02.9B16.C67 


.ol 


.gs - 


Method 


GENSCAN 




Start 


113 . 






End 


685 




GI 


none 








Score 


.55 




Exons 


113. .502, 


508. .685 












Seq. No. 


5469 








Seq. ID 


OJ990412_02.9BI6 


.C68 


Gene No. 


11391 








Strand 


+ 




Start 


102 








End 


206 




Name 


OJ990412 


02.9B16.C68 


.ol 


.gs 


Method 


GENSCAN 




Start 


102 








End 


206 




GI 


none 








Score 


.84 




Exons 


102. .206 














Seq. No. 


5470 








Seq. ID 


OJ990412_02.9B16 


.C71 


Gene No. 


11392 








Strand 






Start 


2 








End 


567 




Name 


OJ990412* 


02.9B16.C71 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


567 




GI 


none 








Score 


107 





Exons 2.. 79, 126.. 218, 200.. 334, 202.. 567, 409.. 567 



5586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Q Exons 

i 1 

i!n 

,: |S Seq. No. 

I* Gene No. 

Q Start 

Ly Name 

:.i Start 

m GI 
' " Exons 

;5 GI Descrip. 

U 

,h 4 Seq. No. 
j 3 A Gene No. 
! 2 Start 
^ Name 
; ;f s Start 
U GI 

Exons 

GI Descrip. 



5470 
11392 
2 

OJ990412_02.9B16.C71.ol.tw 
190 
none 

190.. 333, 191.. 316, 343.. 519, 344 

5471 
11393 
129 

OJ990412_02.9B16.C74.ol.gs 
129 
none 

129. .374 

5472 
11394 
1819 

OJ990802_09. 9B24 .C2.ol.gs 
1819 
none 

1819.. 1905, 1992.. 2110, 281 
4121. .4527, 4615. .4800, 5003. .5504 

5472 
11394 
1819 

OJ990802_09.9B24.C2.ol.np 
3804 
6174838 

3804.. 4556, 4671.. 4800, 5003.. 5501 
(AB0268 90) transcription factor NtWRKY4 [Nicotiana tabacum] 



Q&n T D 
Oc(j • xu 


n,TQQ04 1 9 


Strand 




End 


567 


Method 


TBLASTX:' 


End 


520 


Score 


58 


344. .520 




Seq. ID 


OJ990412 


Strand 




End 


374 


Method 


GENSCAN 


End 


374 


Score 


.49 


Seq. ID 


OJ990802 


Strand 


+ 


End 


5504 


Method 


GENSCAN 


End 


5504 


Score 


.66 


3188, 3459. .3620, 


5504 




Seq. ID 


OJ990802 


Strand 


+ 


End 


5504 


Method 


AAT/NAP 


End 


5501 


Score 


633 


5501 





5472 Seq. ID 

11394 Strand 

1819 End 

OJ990802_09 . 9B24 . C2 . ol . gp Method 

4716 End 

LIB3432-012-P1-K1-F1 Score 
4716.. 4800, 5003.. 5369- 

'927025 5.0e-31 (L44134) SPFl-like DNA-binding protein [Cucumis 
sativus] * 



OJ990802_09.9B24.C2 
+ 

5504 
AAT/GAP 
5369. 
791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



5472 
11395 
5873 

OJ990802_09 . 9B24 . C2 . o5 . tm 
2981 



none 
2981. . 
3513. . 
4623. . 

5472 
11395 



.3175, 2982. 
,3620, 3516. 
.4802, 4'634. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3182, 3445.. 3522, 
3620, 3828.. 3965, 
4804, 4634. .4801, 



OJ990802_09.9B24 .C2 
11079 

TBLASTX: Maize 
4806 
224 

3452. .3526, 3459.-3539, 
4020. .4064, 4301. .4468, 
4657. .4803, 4669. .4806 



Seq. " ID 
Strand 



OJ990802 09.9B24.C2 



5587 




Start 


5873 








- End 


11079 




Name 


OJ990802 09. 


9B24 


.C2.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4019 








End 


5160 




GI 


none 








Score 


62 




Exons 


4019. .4060, 


4020 


. .4064, 


4073. 


.4123, 4133. .4192, 


4679. .4804, 




4690. .4797, 


5001 


. .5129, 


5003. 


.5128, 5004. .5129, 


5005. .5160 


Seq. No. 


5472 








Seq. ID 


OJ990802 


_09. 9B24 .C2 


Gene No. 


11395 








Strand 






Start 


5873 








End 


11079 




Name 


OJ990802 09. 


9B24 


.C2.o5. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


4020 








End 


4804 




GI 


none 








Score 


62 




Exons 


4020. .4064, 


4400 


. .4468, 


4675. 


.4800,. 4676. .4804, 


4682. .4801 


Seq. No. 


5472 








Seq. ID 


OJ990802 


_09. 9B24 .C2 


Gene No. 


11395 








Strand 






Start 


5873 








End 


11079 




Name 


OJ990802 09. 


9B24 


.C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4073 








End 


5152 




GI 


none 








Score 


60 




Exons 


4073. .4123, 


4133 


. .4192, 


4766. 


.4804, 4769. .4801, 


5000. .5152, 




5001. .5132 














Seq. No. 


5472 








Seq. ID 


OJ990802 


_09.9B24.C2 


Gene No. 


11395 








Strand 






Start 


5873 








End 


11079 




Name 


OJ990802 09. 


9B24 


.C2.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4079 








End 


5143 




GI 


none 








Score 


52 




Exons 


4079. .4123, 


4133 


. .4192, 


4987. 


.5118, 4994. .5137, 


4998. .5129, 




5002. .5142, 


5003 


. .5143 










Seq. No. 


5472 








Seq. ID 


OJ990802 


_09. 9B24 .C2 


Gene No. 


11395 








Strand 






Start 


5873 








End 


11079 




Name 


OJ990802 09. 


9B24 


.C2.o6. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4079 








End 


5402 




GI 


none 








Score 


59 




Exons 


4079. .4183, 


4169 


. .4192, 


5001. 


.5132, 5003.. 5173, 


5004. .5174, 




5005. .5208, 


5279 


. .5320, 


5373. 


.5402 






Seq. No. 


5472 








Seq. ID 


OJ990802 


_09.9B24.C2 


Gene No. 


11395 








Strand 






Start 


5873 








End 


11079 




Name 


OJ990802 09. 


9B24 


.C2.o2. 


gs 


Method 


GENSCAN 




Start 


5873 








End 


10137 




GI 


none 








Score 


. 61 




Exons 


5873. .5951, 


6330 


. . 6429, 


7357. 


.7480, 7691.. 7915, 


8023. .8253, 




8534. .8847, 


9390 


. .9584, 


9870. 


.10137 






Seq. No. 


5472 








Seq. ID 


OJ990802 


_09. 9B24 .C2 


Gene No. 


11395 








Strand 






Start 


5873 








End 


11079 




Name 


OJ990802 09. 


9B24 


.C2.o2. 


np 


Method 


AAT/NAP 




Start 


5997 








End 


11079 




GI 


3953478 








Score 


1834 





5588 




Exons 5997.. 6027, 7759.. 7915, 8023.. 8253, 8350.. 8454, 8534.. 8988, 

9390.. 9584, 9870.. 10305, 11029.. 11079 
GI Descrip. (AC002328) F2202.23 [Arabidopsis thaliana] 



Seq. No. 


5472 










Seq. ID 


OJ990802_09.9B24.C2 


Gene No. 


11395 










Strand 




Start 


5873 










End 


11079 


Name 


OJ990802 09. 


9B24 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7703 










End 


8251 


GI 


none" 










Score 


217 


Exons 


7703. , 


.7918, 


7725 


. .7925, 


8016. 


.8210, 8020.. 8220, 8022.. 8210 




8029. . 


.8211, 


8144 


. .8221, 


8214. 


.8249, 8215.. 8250, 8215.. 8250 




8216. , 


.8251 












Seq. No. 


5472 










Seq. ID 


OJ990802_09.9B24.C2 


Gene No. 


11395 










Strand 




Start 


5873 










End 


11079 


Name 


OJ990802 09. 


9B24 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8218 










End 


8785 


GI 


5342530 








Score 


57 


Exons 


8218. , 


.8271, 


8219 


. .8254, 


8350. 


.8451, 8373. .8459, 8534. .8785 




8550. , 


.8783, 


ft s^ft 

OJ JO 


. .8785 








GI Descrip. 


3953478 4 . Oe 


i-59 


(AC002328) F2202.23 [Arabidopsis thaliana] 


Seq. No. 


5472 










Seq. ID 


OJ990802_09.9B24.C2 


Gene No. 


11395 










Strand 




Start 


5873 










End 


11079 


Name 


OJ990802 09. 


9B24 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8383 










End 


8792 


GI 


none 










Score 


49 




8383. , 


.8475, 


840? 


. .8476, 


8507. 


.8788, 8511.. 8792, 8535.. 8792 


Seq. No. 


5472 










Seq. ID 


OJ990802__09.9B24.C2 


Gene No. 


11395 










Strand 




Start 


5873 










End 


11079 


Name 


OJ990802 09. 


9B24 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8763 










End 


9561 


GI 


none 










Score 


359 


U 1 von q 

ill AUllkJ 


8763. , 


.8987, 


ft76^ 


. .8984, 


8765. 


.9004, 8923.. 9000, 9413.. 9529 




9413. , 


.9520, 


9415 


. .9558, 


9532. 


.9561, 9536.. 9559 


Seq. No. 


5472 










Seq. ID 


OJ990802JD9. 9B24.C2 


Gene No. 


11395 










Strand 




Start 


5873 










End 


11079 


Name 


OJ990802 09. 


9B24 


,C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8882 










End 


9669 


GI 


none 










Score 


81 


Exons 


8882. . 


,8995, 


9376 


. .9669, 


9390. 


.9545, 9392.. 9592 


Seq. No. 


5472 










Seq. ID 


OJ990802_09.9B24.C2 


Gene No. 


11395 










Strand 




Start 


5873 










End 


11079 


Name 


OJ990802 09. 


9B24 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9393 










End 


9597 


GI 


none 










Score 


71 


Exons 


9393. . 


,9524, 


9394 


. .9597, 


9395. 


.9586, 9448.. 9594 



5589 






Seq. No. 


5472 


Seq. ID 


OJ990802_09 . 9B24 


,C2 




Gene No. 


11395 


Strand 








Start 


5873 


End 


11079 






Name 


OJ990802 09.9B24.C2.o4.tm 


Method 


TBLASTX: Maize 






Start 


9985 


End 


10290 






GI 


none 


Score 


73 






Exons 


9985. .10044, 9986. .10042, 


9986. .10051, 


9988. .10044, 








10048. .10125, 10048. .10128 


, 10053. .10148, 10062. .10148, 








10167 . . 10274, 10168 .. 10290 


, 10168. .10275, 10169.. 10276 






Seq. No. 


5472 


Seq. ID 


OJ990802_09.9B24 


,C2 




• Gene No. 


11395 


Strand 








Start 


5873 


End 


11079 






Name 


OJ990802_09 . 9B24 . C2 . o2 . ts 


Method 


TBLASTX : Soybean 






Start 


9992 


End 


10285 






GI 


none 


Score 


106 






Exons 


9992. .10105, 9994. .10266, 


9995. .10285, 


10000. .10125, 








10184 . . 10267 










Seq. No. 


5473 


Seq. ID 


OJ990802_09.9B24 


.C3 




Gene No . 


11396 


Strand 








Start 


1 


End 


984 






Name 


OJ990802 09.9B24.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


762 






GI 


3953478 


Score 


95 






Exons 


1.-.21, 629.. 762 








MS 


GI Descrip. 


(AC002328) F2202.23 [Arabidopsis thaliana] 




i y 


Seq. No. 


5473 


Seq. ID 


OJ990802_09.9B24 


.C3 




Gene No. 


11396 


Strand 






LJ 


Start 


1 


End 


984 




u 


Name 


OJ990802 09.9B24.C3.ol.gs 


Method 


GENS CAN 




rj = 
* y 


Start 


121 


End 


984 






GI 


none 


Score 


.59 




:: 

l -J 


Exons 


121. .195, 655. .984 








V 1 


Seq. No. 


5473 


Seq. ID 


OJ990802_09.9B24 


.C3 


t . 


Gene No. 


11397 


Strand 






'* — : 


Start 


2974 


End 


3806 




f 1 


Name 


OJ990802 09.9B24.C3.o2.gs 


Method 


GENSCAN 






Start 


2974 


End 


3725 




r3 
s ~ 


GI 


none 


Score 


.73 






Exons 


2974. .3128, 3209. .3725 










Seq. No. 


5473 


Seq. ID 


OJ990802_09.9B24 


.C3 




Gene No. 


11397 


Strand 








Start 


2974 


End 


3806 






Name 


OJ990802 09.9B24.C3.ol.tm 


Method 


TBLASTX: Maize 






Start 


3216 


End 


3806 






GI 


none 


Score 


100 






Exons 


3216. .3407, 3489. .3806, 3490. .3801 








Seq. No. 


5474 


Seq. ID 


OJ990802_09.9B24 


.C4 




Gene No. 


11398 


Strand 


+ 






Start 


1 


End 


994 






Name 


OJ990802 09.9B24.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


994 





5590 




GI 6665543 ' Score 529 

Exons 1..994 

GI Descrip. (AC013289) putative protein kinase [Arabidopsis thaliana] 





Seq- No. 


5474 






Seq. ID 


OJ990802_09. 9B24 


.C4 




Gene No. 


11398 






Strand 


+ 






Start 


1 






End 


994 






Name 


OJ990802_ 


09. 9B24 .C4 


.ol. tw 


Method 


TBLASTX: Wheat 






Start 


113 






End s 


350 






GI 


none 






Score 


89 . 






Exons 


113. .265, 


113 . . 265, 


114 . .275, 


126. .272, 


133 . . 288, 290 . . 


343 






291. .350 














Seq. No. 


5474 






Seq. ID 


-p rt rt rt rt rt rt rt rt rt ^r-> rt a 

OJ990802_09. 9B24 


:C4 




Gene No. 


11398 






Strand 


+ 






Start 


1 






End 


994 






Name 


OJ990802_ 


09. 9B24 .C4 


.ol. tm 


Method 


TBLASTX : Maize 






Start 


115 






End 


827 






GI 


none 






Score 


85 






Exons 


115. .282, 


116. .256, 


126. .290, 


300. .614, 


314. .613, 343.. 


624 






645.-725, 


708. .827 












Seq. No. 


5474 






Seq. ID 


OJ990802_09. 9B24 


,C4 


,~ S3. 


Gene No. 


11398 






Strand 


+ 




I * 


Start 


1 






End 


994 




! l -J: 


Name 


OJ990802_ 


09. 9B24 .C4 


.ol. tc 


Method 


TBLASTX: Cress 




: : r= 


Start 


120 






End 


839 






GI 


none 






Score 


214 






Exons 


120. .269, 


125. .253, 


282. .617, 


287. .598, 


708. .839, 761.. 


820 




Seq. No. 


5474 






Seq. ID 


OJ990802_09. 9B24 


.C4 




Gene No. 


11398 






Strand 


+ 




ry 


Start 


1 






End 


994 




:2 


Name 


OJ990802 


09 . 9B24 . C4 


. ol . ts 


Method 


TBLASTX : Soybean 






Start 


120 






End 


617 




w 


GI 


none 






Score 


200 






Exons 


120. .269, 


125. .253, 


130. .288, 


145. .255, 


294. . 617, 302. . 


616 


w 


Seq. No. 


5474 






Seq. ID 


OJ990802 09 . 9B24 


.C4 




Gene No. 


11398 






Strand 








Start 


1 






End 


994 






Name 


OJ990802_ 


09. 9B24 ,C4 


.ol.gs 


Method 


GENSCAN 






Start ■ 


277 






End 


959 






GI 


none 






Score 


.62 






Exons 


. 277. .457, 


572.-959 












Seq. No. 


5474 






Seq. ID 


OJ990802 09.9B24 


• C4 




Gene No. 


11398 






Strand 


+ 






Start 


1 






End 


994 






Name 


OJ990802 


_09-.9B24.C4 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


351 






End 


617 






GI 


none 






Score 


116 






Exons 


351. .458, 


483. .617, 


488. .616 










Seq. No. 


5475 






Seq. ID 


OJ990802_09. 9B24 


.C5 




Gene No. 


11399 






Strand 


+ 






Start 


109 






End 


2438 





5591 



m 



ri 



Name 


OJ990802 09.9B24.C5.ol.gs 


Method 


GENSCAN 


Start 


109 


End 


2348 


GI 


none 


Score 


. 44 


Exons 


109.. 819, 1111.. 1363, I960.. 2348 




Seq. No. 


5475 


Seq. ID 


OJ990802_09. 9B24 .C5 


Gene No. 


11399 


Strand 


+ 


Start 


109 


End 


2438 


Name 


OJ990802 09.9B24.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


141 


End 


537 


GI 


none 


Score 


128 


Exons 


141.. 239, 142.. 276, 253.. 537, 


327. .524 


, 328 . . 537 


Seq. No. 


5475 


Seq. ID 


OJ990802_09. 9B24 .C5 


Gene No. 


11399 


Strand . 


+ 


Start 


109 


End 


2438 


Name 


OJ990802 09.9B24.C5.ol.np 


Method 


AAT/NAP 


Start 


247 


End 


2438 


GI 


6630696 


Score 


3442 


Exons 


247. .1407, 1447. .2438 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 




region of the predicted gene. 


; Similar 


to retrovirus-related pol 




polyprotein from transposon Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


5475 


Seq. ID 


OJ990802_09.9B24.C5 


Gene No. 


11399 


Strand 


+ 


Start 


109 


End 


2438 


Name 


OJ990802 09.9B24.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


289 


End 


599 


GI 


none 


Score 


302 


Exons 


289. .597, 328.-594, 336. .599 






Seq. No. 


5475 


Seq. ID 


OJ990802_09.9B24.C5 


Gene No. 


11399 


Strand 


+ 


Start 


109 


End 


2438 


Name 


OJ990802 09.9B24.C5.ol.gp 


Method 


AAT/GAP 


Start 


356 


End 


1185 


GI 


101595 1.R1084 


Score 


1113 


Exons 


356. .995, 1111. .1185 






GI Descrip. 


1 3047066 3.0e-15 (AF058825) contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 


Seq. No. 


5475 


Seq. ID 


OJ990802__09.9B24.C5 


Gene No. 


11399 


Strand 


+ 


Start 


109 


End 


2438 


Name 


OJ990802 09.9B24.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1087 


End 


1535 


GI 


none 


Score 


364 


Exons 


1087. .1395, 1107. .1400, 1110. 


.1394, 1111. .1395, 1446. .1535, 




1468. .1533 






Seq. No. 


5475 


Seq. ID 


OJ990802_09.9B24.C5 


Gene No. 


11399 


Strand 


+ 


Start 


109 


End 


2438 


Name 


OJ990802 09.9B24.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1483 


End 


1863 


GI 


none 


Score 


90 



5592 



Exons 



1483.. 1632, 1615.. 1863 



Seq. No. 5475 Seq. ID 

Gene No. 11399 Strand 

Start 109 End 

Name OJ990802_09 . 9B24 . C5 . o3 . tm Method 

Start 1621 End 

GI none Score 

Exons 1621.. 1962, 1959.. 2084 



OJ990802_09.9B24 .C5 
+ 

2438 

TBLASTX: Maize 

2084 

198 



Seq. No. 5475 Seq. ID 

Gene No. 11399 Strand 

Start 109 - End 

Name OJ990802_09 . 9B24 . C5 . o3 . tw Method 

Start 1728 End 

GI none Score 

Exons 1728.. 1919, 1729.. 1920 



OJ990802_09.9B24.C5 
+ 

2438 

TBLASTX: Wheat 

1920 

256 



Seq. No. 5475 Seq. ID 

Gene No. 11399 Strand 

Start 109 End 

Name OJ990802_09 . 9B24 .C5.ol.ts Method 

Start 1873 End 

GI none Score 

Exons 1873.. 1962, 1959.. 2093, 2097.. 2270 



OJ990802_09.9B24.C5 
+ 

2438 

TBLASTX : Soybean 

2270 

77 



Seq. No. 5475 

Gene No. 11399 

Start 109 

Name OJ990802_09 . 9B24 .C5.ol.tw 

Start 1921 

GI none 

Exons 1921.. 1962, 1929.. 1961, 1939. 
1959. .2438 



Seq. ID OJ990802_09. 9B24 -C5 

Strand + 

End 2438 

Method TBLASTX : Wheat 

End 2438 

Score 53 

2049, 1949.. 2389, 1958.. 2425, 



Seq. No. 
'"4 Gene No. 
U Start 
L i Name 

Start 
% GI 
^ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5476 Seq. ID 

11400 Strand 
1 End 
OJ990802_09 . 9B24 . C6 . ol . np Method 
1 End 
6630696 Score 
1. .1309 - 

(AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990802_09.9B24.C6 
+ 

1312 
AAT/NAP 
1309 
2072 



5476 Seq. ID 

11400 Strand 

1 End 

OJ990802_09 . 9B24 .C6.ol.gs Method 

97 End 

none Score 

97. .325, 492. .1312 



OJ990802_09.9B24.C6 
+ 

1312 
GENSCAN 
1312 
.59 



Seq. No. 
Gene No. 
Start 



5476 

11401 

2618 



Seq. ID OJ990802_09.9B24.C6 
Strand + 
End 4191 



5593 



Name 


OJ990802 09. 


9B24 


.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


2188 






End 


2413 




GI 


426253 








Score 


380 




Exons 


2188. .2413 














Seq. No. 


5476 








Seq. ID 


OJ990802_09.9B24 


.C6 


Gene No . 


11401 








Strand 


+ 




Start 


2618 








End 


4191' 




Name 


OJ990802 09. 


9B24 


,C6.o2. 


gs 


Method 


GENSCAN 




Start 


2618 






End 


4191 




GI 


none 








Score 


.46 




Exons 


2618. .2727, 


2964 


. .3292, 


3459. 


.3500, 4049. .4191 




Seq. No. 


5476 








Seq. ID 


OJ990802_09.9B24 


.C6 


Gene No. 


11402 








Strand 


+ 




Start 


4824 








End 


6735 




Name 


OJ990802 09. 


9B24 


.C6.o3. 


np 


Method 


AAT/NAP 




Start 


4794 








End 


6735 




GI 


4826399 








Score 


182 




Exons 


4794. .5658, 


6570 


. .6661, 


6713. 


.6735 






GI Descrip. 


(AJ012423) wall- 


associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


5476 








Seq. ID 


OJ990802_09.9B24 


.C6 


Gene No . 


11402 








Strand 


+ 




Start 


4824 








End 


6735 




Name 


OJ990802 09. 


9B24 


.C6.o3. 


gs 


Method 


GENSCAN 




Start 


4824 








End 


6199 




GI 


none 








Score 


. 6 




Exons 


4824. .5658, 


6071 


. .6199 










Seq. No. 


5476 








Seq. ID 


OJ990802_09.9B24 


.C6 


Gene No. 


11402 








Strand 


+ 




Start 


4824 








End 


6735 




Name 


OJ990802 09. 


9B24 


.C6.o4. 


np 


Method 


AAT/NAP 




Start 


6071 








End 


6735 




GI 


6678720 








Score 


67 




Exons 


6071. .6164, 


6538 


. .6735 










GI Descrip. 


low density lipoprotein 


i receptor related protein 






gil 4 9942 | emb | CAA47817 | 


(X67469) AM2 receptor [Mus musculus 


Seq. No. 


5476 








Seq. ID 


OJ990802_09.9B24 


.C6 


Gene No . 


11403 








Strand 






Start ' 


2573 








End . 


3084 




Name 


OJ990802 09. 


9B24 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7 








End 


369 




GI . 


none 








Score 


244 




Exons 


7. .324, 192. 


.260 


, 340.. 


369 








Seq. No. 


5476 








Seq. ID 


OJ990802_09.9B24 


.C6 


Gene No. 


11403 








Strand : . 






Start 


2573 








End 


3084 




Name 


OJ990802 09. 


9B24 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7 








End 


390 




GI 


none 








Score 


286 




Exons 


7. .390, 192. 


.302 












Seq. No. 


5476 








Seq. ID 


OJ990802_09.9B24 


.C6 



5594 



Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No". 
Gene No. 
Start 
i.'Fi Name 
fll Start 
Q GI 

Exons 

|*» Seq. No. 
ilJ Gene No. 
» Start 

Name 
ill Start 

■1 GI 
^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11403 
2573 

OJ990802_09 . 9B24 . C6 . o2 . tw 
13 

none 

13. .285, 280. .369, 350. .466 

5476 

11403 

2573 

OJ990802_09 . 9B24 . C6 . ol . tm 

493 

none 

493. .840, 494. .841, 500. .841 

5476 

11403 

2573 

OJ990802_09 . 9B24 . C6 . ol . tw 

698 

none 



Strand 
End 

Method 

End 

Score 



3084 

TBLASTX: Wheat 

466 

238 



Seq. ID OJ990802_09.9B24.C6 
Strand 

End 3084 

Method TBLASTX : Mai ze 

End 841 

Score 325 



Seq. ID OJ990802_09. 9B24 .C6 
Strand 

End 3084 

Method TBLASTX : Wheat 

End 1173 

Score 92 



698. .772, 698. .763, 703. .771, 787. .1173, 788. .1171 



5476 

11403 

2573 

OJ990802_09.9B24 .C6.o2.ts 

704 

none 



Seq. ID OJ990802_09.9B24.C6 
Strand 

End 3084 

Method TBLASTX : Soybean 

End 1045 

Score .94 



704. .817, 739. .807, 836. .1045, 841. .966 



5476 

11403 

2573 

OJ990802_09. 9B24 .C6.o3.tm 

1183 

none 



Seq. ID OJ990802_09.9B24.C6 
Strand 

End 3084 

Method TBLASTX : Mai ze 

End 14 91 

Score 117 



1183. .1272, 1184. .1273, 1184. .1273, 1185. .1274, 1312. .1422, 
1323. .1421, 1429. .1488, 1465. .1491 



5476 

11403 

2573 

OJ990802_09 . 9B24 . C6 . o3 . tw 

1496 

none 



Seq. ID OJ990802_09.9B24.C6 
Strand 

End 3084 

Method TBLASTX: Wheat 

End 1805 

Score 85 



1496. .1603, 1521. .1619, 1522. .1590, 1602. .1664, 1603. .1665, 
1676. .1804, 1679. .1732, 1776. .1805 



Seq. No. 5476 

Gene No. 11403 

Start 2573 

Name OJ990802_09 . 9B24 . C6 . o2 . np 

Start 2573 

GI 769706 

Exons .2573. .2660, 2950. .3084 

GI Descrip. (D32052) ORF74 [Oryza sativa] 



Seq. ID OJ990802_09. 9B24 .C6 
Strand 

End 3084 

Method AAT/NAP 

End 3084 

Score 100 



5595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5477 Seq. ID 

11404 Strand 

1 End 

OJ990802_09. 9B24.C7.ol.np Method 

1 End 

6665543 Score 
1..590, 1638. .1660 

(AC013289) putative protein kinase [Arabidopsis thaliana] 



OJ990802_09.9B24.C7 
+ 

1660 
AAT/NAP 
1660 
369 



5477 Seq. ID 

11404 Strand 

1 End 
OJ990802_09.9B24.C7.ol.tw Method 

2 End 
none Score 
2. .175, 235. .369, 267. .365 



OJ990802_09.9B24.C7 
+ 

1660 

TBLASTX: Wheat 

369 

133 



Seq. No. 


5477 










Seq. ID 


OJ990802_09. 9B24 .C7 


Gene No. 


11404 










Strand' 


+ 


Start 


1 










End 


1660 


Name 


OJ990802 


_09. 


9B24. 


C7.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


38 










End 


369 


GI 


none 










Score 


165 


Exons 


38. .184, 


50. 


.184, 


178. 


.369, 


187. .348, 


267. .365 


Seq. No. 


5477 










• Seq. ID 


OJ990802_09.9B24.C7 


Gene No. 


11404 










Strand 


+ 


Start 


1 










End 


1660 


Name 


OJ990802 


_09. 


9B24. 


C7.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


41 










End 


579 


GI 


none 










Score 


149 


Exons 


41. .166, 


184 


. .363 


, 186 


. .350, 


466. .579 




Seq. No. 


5477 . 










Seq. ID 


OJ990802 09.9B24.C7 


Gene No. 


11404 










Strand 


+ 


Start 


1 










End 


1660 


Name 


OJ990802 


_09. 


9B24. 


C7.ol 


.tm 


Method 


TBLASTX :Maize 


Start 


41 










End 


564 


GI 


none 










Score ; 


161 


Exons - 


41. .184, 


47. 


.175, 


183. 


.218, 


184. .390, 


270. .374, 481. .564, 




,501. .560 















Seq. No. 5477 Seq. ID 

Gene No. 11404 Strand 

Start 1 End 

Name OJ9908 02_09 . 9B24 . C7 . ol . gs Method 

Start 224 End 

GI none Score 

Exons 224.. 720 



OJ990802_09.9B24.C7 
+ 

1660 
GENS CAN 
720 
.52 



Seq. No. 5478 Seq. ID 

Gene No. 11405 Strand 

Start 10227 End 

Name OJ990802_09 . 9B24 . C8 . ol . np Method 

Start 10227 End 

GI 417154 Score 



OJ990802_09. 9B24 .C8 
+ 

14232 
AAT/NAP 
14225 
3499 



5596 



Exons 10227. .10352, 114 19 .. 1184 1, 12678.. 14225 

GI Descrip. HEAT SHOCK PROTEIN 82 gi | 100685 | pirtl S25541 heat shock protein 
82 - rice (strain Taichung Native One) gi | 20256 1 emb | CAA77978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 


5478 


Seq. ID 


OJ990802_ 


09.9B24 


.C8 


Gene No. 


11405 


Strand 


+ 






Start 


10227 


End 


14232 






Name 


OJ990802 09.9B24 .C8.o3.gs 


Method 


GENSCAN 






Start 


10227 


End 


14228 








none 


Score 


.97 






Exons 


10227. .10352, 11419 .. 11841, 


12678. .14228 






Seq. No. 


5478 


Seq. ID 


OJ990802_ 


09.9B24 


.C8 


Gene No. 


11405 


Strand 


+ 






Start 


10227 


End 


14232 






Name 


OJ990802 09.9B24.C8.o5.gp 


Method 


AAT/GAP 






Start 


12746 


End 


14232 






GI 


269 1.R1084 


Score 


2722 






Exons 


12746. .14232 










GI Descrip. 


, 417154/sp|P33126|HS82 ORYSA 


0.0e+00 ] 


HEAT SHOCK 


PROTEIN 


82 



>gi_100685_pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA77978_ (Z11920) heat shock 
protein 82 (HSP82) [Oryza sativa] ' 



Seq. No. 


5478 








Seq. ID 


OJ990802 


Gene No. 


11406 








Strand 




Start 


20 








End 


1959 


Name 


OJ990802 09. 


9B24. 


,C8.ol. 


gs 


Method 


GENSCAN 


Start 


20 








End 


1959 


GI 


none 








Score 


.72 


Exons 


20. .133, 256. .382, 591. 


.767, 


1407. .1518, 1617. . 


Seq. No. 


5478 








Seq. ID 


OJ990802 


Gene No. 


11407 








Strand 




Start 


2672 








End 


8290 


Name 


OJ990802 09. 


9B24 . 


,C8.o2. 


gs 


Method 


GENSCAN 


Start 


2672 








End 


8290 


GI 


none 








Score 


.67 


Exons 


2672. .2877, 


2921. 


.2960, 


3053. 


.4102, 4561. .4647, 




5792. .6038, 


6854. 


.6922, 


7491. 


.7625, 8130.. 8290- 


Seq. No. 


5478 








Seq. ID 


OJ990802 


Gene No. 


11407 








Strand 




Start 


2672 








End 


8290 


Name 


OJ990802 09. 


9B24. 


C8.ol. 


gp 


Method 


AAT/GAP 


Start 


3420 








End 


3968 


GI 


none 








Score 


996 


Exons 


3420. .3968 












Seq. No. 


5478 








Seq. ID 


OJ990802 


Gene No. 


11407 








Strand 




Start 


2672 








End 


8290 


Name 


OJ990802 09. 


9B24. 


C8.o2. 


gp 


Method 


AAT/GAP 


Start 


3973 








End 


4262 


GI 


none 








Score 


326 


Exons 


3973. .4102, 


4196. 


.4262 









1959 



.5689, 



,C8 



5597 



Seq. No. 5478 Seq. ID 

Gene No. 11407 - Strand 

Start 267*2 End 

Name OJ990802_09 . 9B24 . C8 . o3 . gp Method 

Start 4016 End 

GI none Score 

Exons 4016.. 4102, 4196.. 4310 



OJ990802_09.9B24.C8 

8290 
AAT/GAP 
4310 
238 



Seq. No. 5478 Seq. ID 

Gene No. 11407 Strand 

Start 2672 End 

Name OJ990802_09 . 9B24 . C8 . o4 . gp Method 

Start 64 60 End 

GI none Score 

Exons 6460.. 6711 



OJ990802_09.9B24.C8 

8290 
AAT/GAP 
6711 
484 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

\]2 Exons 

i. * 

1=7 

Cn 
n = 

Seq. No. 

! *-^ Gene No. 

LU 'Start 

i 6 3 Name 

m Start 

! * GI 



OJ990802 09.9B24.C8 



'"■4 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5478 Seq. ID 

11408 Strand 

15654 End 

OJ990802_09 . 9B24 . C8 . o4 . tc Method 

14 End 

none Score 

14. .73, 89. .145, 254. .385, 254. .382, 256. .384, 585. .758, 
587. .769, 614. .769, . 1445. .1516, 1446. .1517, 1621. .1716, 
1628. .1717 



19997 

TBLASTX: Cress 

1717 

114 



5478 Seq. ID 

11408 * - Strand 

15654 End 

OJ990802_09. 9B24 .C8.o3.ts Method 

17 End 

none Score 



OJ990802_09.9B24.C8 
19997 

TBLASTX: Soybean 

1714 

135 



17. .136, 248. .385, 256.-384, 587. .769, 591. .770, 1449. .1538, 
1454.. 1516, 1621.. 1713, 1628.. 1714 



5478 Seq. ID 

11408 Strand 

15654 "End 
OJ990802_09 . 9B24 . C8 . o5 . tm Method 
600 End 

none - " Score 



OJ990802_09.9B24.C8 
19997 

TBLASTX : Maize 

1499 

190 



600. .770, 602. .757, 605. .787, 606 .. 770, 1406 .. 14 80, 1407. .1499, 
1430. .1498 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



5478 

11408 

15654 

OJ990802_09 . 9B24 . C8 . o2 . ts 

2658 

none 



Seq. ID OJ990802_09.9B24 .C8 



Strand 
End 

Method 

End 

Score 



19997 

TBLASTX : Soybean 

3436 

120 



2658. .2825, 2681. .2821, 2698.-2823, 2880. .2948, 3053. .3232, 
3057.. 3233, 3215.. 3307, 3413.. 3436 



Seq. No. 
Gene No. 
Start 



5478 

11408 

15654 



Seq. ID 

Strand 

End 



OJ990802 09.9B24.C8 



19997 



5598 



Name 

Start 

GI 

Exons 



OJ990802 09.9B24.C8.o4.tm 



Method TBLASTX : Mai ze 



2672 End 3274 

none Score 204 

2672.. 2821, 2673.. 2825, 2674.. 2829, 2889.. 2963, 2923.. 2961, 

3066. .3173, 3068. .3142, 3075. .3158, 3125. .3274, 3156. .3245, 
3160.. 3270 



Seq. No. 5478 Seq. ID 

Gene No. 11408 Strand 

Start 15654 End 

Name OJ990802_09 . 9B24 . C8 . 06 . tw Method 

Start 3053 End 

GI none Score 

Exons 3053.. 3220, 3054.. 3221, 3055.. 3222 



OJ990802_09.9B24.C8 
19997 , 

TBLASTX: Wheat 

3222 

195 



C3 



□ 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



m 

i=;s Seq. No. 

! = Z Gene No. 

|H Start 

U Name 

a Start 

ru GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5478 

11408 

15654 

OJ990802_09 . 9B24 . C8 . o5 . tw 

3262 

none 

3262.. 3345, 3263.. 3328, 3286. 
3404.. 3436, 3417.. 3503, 3418. 
3515.. 3535, 3518.. 3604, 3527. 
3564.. 3812, 3565.. 3813, 3803. 



5478 

11408 

15654 

OJ990802_09, 
3401 



none 

3401. .3463, 
3748. .3858, 
4189. .4242, 
4364. .4465, 
4732. .4758, 
5466. .5690, 
5796. .6056 



9B24.C8.o2.tm 



3569.. 3706, 3573. 

3764. .3829, 3868. 

4193. .4249, 4197. 

4560. .4649, 4561. 

4752.. 4814, 4753. 

5477.. 5701, 5479. 



5478 

11408 

15654 

OJ990802_09 . 9B24 . C8 . o3 . tc 

4013 

none 

4013. .4105, 4044. .4103, 4193. 
4364. .4468, 4561. .4650, 4562. 



Seq. ID OJ990802_09. 9B24.C8 
Strand 

End 19997 
Method TBLASTX : Wheat 
End 3853 
Score 69 

.3336, 3400. .3429, 3403. .3441, 
.3492, 3419. .3520, 3440. .3520, 
.3688, 3527.. 3685, 3564.. 3722, 
.'3853 * " " : 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3692, 
.4104, 
.4250, 
.4695, 
.4812, 
.5700, 



OJ990802_09. 9B24.C8 
19997 

TBLASTX: Maize 
6056 
105 

3574. .3702, 3578. .3613, 
3894. .4106, 3896. .4105, 
4351. .4461, 4359. .4460, 
4562. .4648, 4731. .4751, 
4758. .4814, 5465. .5692, 



5771.. 6043, 5793.. 6044, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4249, 4196 
.4648, 4731 



OJ990802 09.9B24.C8 



19997 

TBLASTX: Cress 
4769 
63 

4246, 4363.. 4461, 
4769 



Seq. No. 5478 

Gene No. 11408 

Start 15654 

Name OJ990802_09 . 9B24 . C8 . o5 . ts 

Start 5582 

GI none 

Exons 5582.. 5623, 5586.. 5621, 5624, 
5786. .6007 



OJ990802_09.9B24.C8 
19997 

TBLASTX: Soybean 

6056 

40 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5698, 5640. .5681, 5778. .6056, 



5599 



■i3 



Seq. No. 


5478 








Seq. ID OJ990802_ 


09.9B24 


Gene No. 


11408 








Strand 




Start 


15654 








End 19997 




Name 


OJ990802 09.9B24.C8. 


ol.ts 


Method TBLASTX : Soybean 


Start 


10203 








End 14228 




GI 


none 








Score 155 




Exons 


10203. 


. 10352, 


10250. 


. 10351, 


10256. . 10354, 11416. 


. 11523, 




11419. 


. 11520, 


11424 . 


. 11522, 


11521. .11580, 11531. 


. 11554, 




11562. 


. 11651, 


11566. 


. 11667, 


11569. . 11655, 11647. 


. 11844, 




11655. 


.11831) 


11711. 


.11848, 


12684. .12758, 12686. 


.12796, 




12908. 


.13111, 


12908. 


. 13099, 


12909. .13142, 12972. 


.13142, 




13161. 


.13226, 


13233. 


. 13298, 


13235. .13531, 13235. 


.13306, 




13236. 


.13667, 


13336. 


. 13506, 


13359. .13517, 13496. 


.13552, 




13609. 


.13650, 


13647. 


. 13682, 


13654. .13701, 13767. 


.14141, 




13779. 


.13976, 


13829. 


. 14113, 


14187. .14228 




Seq. No. 


5478 








Seq. ID OJ990802_ 


09.9B24 


Gene No . 


11408 








Strand 




Start 


15654 








End 19997 




Name 


OJ990802 09.9B24.C8. 


ol.tc 


Method TBLASTX : Cress 


Start 


10218 








End 14228 




GI 


none 








Score 189 




Exons 


10218. 


.10352, 


10235. 


.10354; 


10241. .10351, 11419. 


.11844, 




11462. 


. 11587, 


11468. 


. 11845, 


11487. .11831, 11711. 


.11833, 




12675. 


.12758, 


12675. 


. 12773, 


12680. .12796, 12727. 


.12780, 




12884. 


.13531, 


12894. 


. 13682, 


12895. .13506, 13359. 


.13517, 




13496. 


.13552, 


13606. 


. 13686, 


13637. .14113, 13767. 


.14198, 




14193. 


.14228 










Seq. No. 


5478 








Seq. ID OJ990802 


09.9B24 


Gene No. 


11408 








Strand 




Start 


15654 








End 19997 




Name 


OJ990802 09.9B24.C8. 


ol . tm 


Method TBLASTX : Maize 


Start 


10218 








End 14237 




GI 


none 








Score 203 




Exons 


10218. 


.10352, 


10223. 


.10354, 


10238. .10351, 11419. 


.11844, 




11462. 


.11587, 


11484. 


.11831, 


11642. .11839, 12675. 


.12758, 




12684. 


.12773, 


12730. 


.12786, 


12884. .13531, 12894. 


.13682, 




12895. 


.12921, 


12905. 


.13099, 


12970. .13503, 13359. 


.13517, 




13370. 


.13552, 


13606. 


.13689, 


13637. .14119, 13767. 


.14237, 




14199. 


.14231 











Seq. No. 5478 

Gene No. 11408 

Start 15654 

Name OJ990802_09 . 9B24 . C8 . o3 . tw 

Start 10220 

GI none 

Exons 10220. .10354, 10238 .. 10351, 
11422. .11664, 11468. .11665 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_09.9B24.C8 
19997 

TBLASTX: Wheat 

11665 

208 



11419. .11661, 11421. .11663, 



Seq. No. 5478 Seq. ID 

Gene No. 11408 Strand 

Start 15654 End 

Name OJ990802_09 . 9B24 . C8 . o2 . tw Method 

Start 12675 End . 



OJ990802_09.9B24 .C8 
19997 

TBLASTX: Wheat 
13124 



5600 



GI 

Exons 



none Score 139 

12675. .12761, 12675 12773, 12680 .. 12790, 12727 12786, 

12894. .13124, 12895 .. 12921, 12905 .. 13099, 12972.. 13124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5478 

11408 

15654 

OJ990802_09 . 9B24 . C8 . ol . tw 

13202 

none 



Seq. ID OJ990802_09.9B24.C8 
Strand 

End 19997 

Method TBLASTX : Wheat 

End . 14027 

Score 785 



13202. .13306, 13203 13682, 13336 .. 13503, 13359 .. 13517 , 
13370. .13552, 13606 13704 , 13767 .. 14027, 13779 1397 6, 
13829. .14026 



Seq. No. 5478 Seq. ID 

Gene No. 11408 Strand 

Start 15654 End 

Name ■ OJ990802_09 . 9B24 . C8 . o4 . gs Method 

Start 15654 , End 

GI none Score 

Exons 15654. .17357 



OJ990802_09. 9B24 .C8 

19997 
GENSCAN 
17357 
.96 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



jifj Seq. No. 

1 - Gene No . 

" Start 

Q Name 

: y Start 

U GI 

' ^ Exons. 

0 



5478 

11408 

15654 

OJ990802_09 . 9B24 . C8 . o2 . np 

15655 

5738365 



Seq. ID OJ990802_09.9B24.C8 
Strand 

End 19997 

Method AAT/NAP 

End 18587 

Score 853 



15655. .16767, 16957 .. 17316, 18481. .18587 
(AL021711) putative protein [Arabidopsis thaliana] 



5478 

11408 

15654 

OJ990802_09 . 9B24 . C8 . o3 . tm 

15666 

none 

15666. .15836, 15810 16262, 
16089. .16262, 16302 16577, 
16407. .16577, 164 16 .. 16580, 
16551. .16673, 16602 .. 16688 , 
16701. .16865, 16709. .16750, 
16899. .17018 



Seq. ID OJ990802_09.9B24.C8 
Strand 

End 19997 

Method TBLASTX : Mai ze 

End 17018 

Score 126 
15835. .16149, 16068 16262 , 
16329. .16427, 16407 16595, 
16416. .16505, 16518. .16670, 
16647. .16862, 16689 16862, 
16749. .16811, 16794. .16877, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5478 

11408 

15654 

OJ990802_09. 9B24 . C8 . o4 . ts 

15840 

none 



Seq. ID OJ990802_09. 9B24 .C8 
Strand 

End 19997 

Method TBLASTX : Soybean 

End 16139 

Score 118 



15840. .16106, 15840. .16139, 15946.. 16137 



Seq. No. 5478 

Gene No. 11408 

Start 15654 

Name OJ990802JD9 . 9B24 . C8 . o4 . tw 

Start ' 15955 



Seq. ID OJ990802_09. 9B24.C8 
Strand 

End 19997 

Method TBLASTX : Wheat 

End 16874 



5601 



GI 

Exons 



none 



Score 



143 



15955. .16272, 15957 16271, 16017 16133, 16047 16109, 
16287. .16406, 16303 16401, 16326 16409, 164 13 .. 16589, 
16494. .16706, 16701.. 16874 



Seq. No. 5478 
Gene No. 11408 
Start 15654 
Name OJ990802_09 . 9B24 ,C8 . 

Start 15981 
GI none 
Exons 15981, 

16104, 

16284, 

16422, 

16698, 

16759. .16878, 16884 



,16112, 16009. 

,16271, 16104. 

16403, 16329. 

16691, 16497. 

,16730, 16698. 



o2.tc 



.16086, 
.16259, 
.16574, 
.16616, 
.16877, 
.17024, 



Seq. ID OJ990802_09. 9B24 .C8 
Strand 

End 19997 

Method TBLASTX: Cress 

End . 17025 

Score 57 
16017. .16226, 16101. .16271, 
16113. .16289, 16284. .16403, 
16407. .16520, 16407 .. 16670, 
16500. .16667, 16602 .. 16691 , 
16701. .16874, 16701. .16883, 
16966. .17025 





Seq. No. 


5478 


Seq. ID 


OJ990802_09. 9B24 ,C8 




Gene No. 


11408 


Strand 






Start 


15654 


End 


19997 




Name 


OJ990802 09.9B24.C8.o6.ts 


Method 


TBLASTX : Soybean 




Start 


16161 


End 


16883 




GI 


none 


Score 


76 


— 


Exons 


16161. .16238, 16374. .16622, 


16398. .16538, 164 65. .16620, 


z 




16491. .16688, 164 97 .. 16673, 


16692. .16883, 16695. .16823 


i e 

! £ 


Seq. No. 


5478 


Seq. ID 


OJ990802_09.9B24.C8 




Gene No. 


11408 


Strand 






Start 


15654 


End 


19997 


ys 


Name 


OJ990802 09.9B24.C8.o6.gp 


Method 


AAT/GAP 




Start 


17679 


End 


17767 


LI 


GI 


LIB3477-003-P1-K1-E9 


Score 


98 




Exons 


17679. .17767 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


er 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 


^£ 




sativa] 1 








Seq. No. 


5478 


Seq. ID 


OJ990802_09.9B24.C8 ■ 


_£ 


Gene No. 


11408 


Strand 






Start 


15654 


End 


19997 




Name 


OJ990802. 09.9B24 .C8.o5.gs 


Method 


GEN SCAN 




Start 


18321 % 


End 


19997 




GI 


none 


Score 


.93 




Exons 


18321. .19997 








Seq. No. 


5478 


Seq. ID 


OJ990802_09.9B24.C8 




Gene No. 


11408 


Strand 






Start 


15654 


. End 


19997 




Name 


OJ990802 09.9B24.C8.o7.gp 


Method 


AAT/GAP 




Start 


18945 


End 


19331 




GI 


568457 


Score 


767 




Exons 


18945. .19331 








Seq. No. 


5479 


Seq. ID 


OJ990802_09. 9B24 .C9 




Gene No. 


11409 


Strand • 






Start 


17 


End 


1869 



5602 






Name 


OJ990802 09.9B24.C9.ol.gs 


Method 


GENSCAN 




Start 


17 


End 


1869 




GI 


none 


Score 


.68 




Exons 


17. .194, 306. .451, 1842. .1869 






Seq. No. 


5480 


Seq. ID 


OJ990802_09.9B24.C10 




Gene No . 


11410 


Strand 


+ 




Start 


3706 


End 


4483 




Name 


OJ990802 09. 9B24 .C10.ol.gp 


Method 


AAT/GAP 




Start 


3682 ~ 


End 


4035 




GI 


none 


Score 


684 




Exons 


3682. .4035 








Seq. No. 


5480 


Seq. ID 


OJ990802_09. 9B24 .C10 




Gene No. 


11410 


Strand 


+ 




Start 


3706 


End 


4483 




Name 


OJ990802 09. 9B24 .C10.ol.np 


Method 


AAT/NAP 




Start 


3706 ~~ 


End 


4483 




GI 


6728987 


Score 


112 




Exons 


3706.. 3845, 3916.. 4032, 4460 


. .4483 






GI Descrip. 


(AC018363) putative protein 


phosphatase-2C (PP2C) [Arabidop 






thaliana ] 








Seq. No. 


5480. 


Seq. ID 


OJ990802_09 . 9B24 .C10 




fipnp No 


11410 


Strand 


+ 


—5 


Start 


3706 


End 


4483 


i!n 


Name 


OJ990802 09. 9B24 .C10.o2.gs 


Method 


GENSCAN 


ru 


Start 


3706 "~ 


End 


4032 


i!5 


GI 


none 


Score 


.59 


! ;I 


Exons 


3706. .4032 






': 


Seq. No. 


5481 


Seq. ID 


OJ990802_09.9B24.C11 


"! 1 


Gene No. 


11411 


Strand 


+ 


15 


Start 


930 


End 


2778 


r i 


Name 


OJ990802 09.9B24.Cll.ol.np 


Method 


AAT/NAP 


s? 
: t ! 


Start 


930 


End 


2775 


*^ 


GI 


4966343 


Score 


1079 




Exons 


930. .1340, 1465. .1582, 1786. 


.2009, 2224 


..2466, 2533. .2775 


; jj 


GI Descrip. 


(AC006341) Is a member of PF 


100481 Protein phosphatase 2C 


hJ 




family. [Arabidopsis thaliana] 






Seq. No. 


5481 


Seq. ID 


OJ990802_09.9B24.C11 






11411 


Strand 


+ 




Start 


930 


End 


2778 




Name 


OJ990802 09.9B24.Cll.ol.gs 


Method 


GENSCAN 




Start 


969 


End 


2778 




GI 


none 


Score 


.94 




Exons 


969. .1340, 1465. .1582, 1786. 


.2009, 2224 


. .2778 




Seq. No. 


5481 


Seq. ID 


OJ990802_09 . 9B24 . Cll 




Gene No. 


11412 


Strand 






Start 


2835 


End 


3164 




Name 


OJ990802 09. 9B24 .Cll.ol. tm 


Method 


TBLASTX: Maize 




Start 


887 


End 


1277 




GI 


none 


Score 


40 




Exons 


887. .910, 935. .1132, 938. .1132, 939. .1136, 963. .1133, 






1134. .1277, 1211. .1276, 1251 


. .1277 





5603 



Seq. No. 


5481 






Seq. ID 


OJ990802 


_09.9B24.C11 


Gene No. 


11412 






Strand 






Start 


2835 






End 


3164 




Name 


OJ990802 09 


.9B24.Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1236 






End 


2015 




GI 


none 






Score 


140 




Exons 


1236. .1340, 


1238. .1339, 


1453 


..1584, 1464. .1580, 


1755. .1988, 




1787. .1987, 


1806. .1988, 


1974 


. .2015 






Seq. No. 


5481 






Seq. ID 


OJ990802 


_09.9B24.C11 


Gene No. 


11412 






Strand 






Start 


2835 






End 


3164 




Name 


OJ990802 09 


.9B24.Cll.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1278 






End 


2406 




GI 


none 






Score 


75 




Exons 


1278. .1340, 


1453. .1584, 


1471 


. .1581, 1473. .1583, 


1755. .2015, 




1787. .2047, 


1789. .2052, 


2222 


..2377, 2224. .2406, 


2224. .2382, 




2337. .2384 












Seq. No. 


5481 






Seq. ID 


OJ990802 


_09.9B24.C11 


Geflg No . 


11412 






Strand 






Start 


2835 






End 


3164 




Name 


OJ990802 09 


.9B24.Cll ¥ ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1531 






End 


2388 




GI 


none 






Score 


70 




Exons 


1531. .1581, 


1686. .1745, 


1787 


. .2008, 1788. .2015, 


2224. .2265, 




2226. .2264, 


2247. .2387, 


2302 


. .2388 






Seq. No. 


5481 






Seq. ID 


OJ990802 


09. 9B24 .Cll 


Gene No. 


11412 






Strand 






Start 


2835 






End 


3164 




Name 


OJ990802 09 


.9B24.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


2835 






End 


3164 




GI 


none 






Score 


656 




Exons 


2835. .3164 












Seq. No. 


5482 






Seq. ID 


OJ990802 


_09.9B24.C12 


Gene No . 


11413 






Strand 


+ 




Start 


323 






End 


2987 




Name 


OJ990802 09 


.9B24.C12.ol 


. np 


Method 


AAT/NAP 




Start 


323 






End 


2503 




GI 


.3128167 






Score 


635 




Exons 


323. .474, 1160. .1317, 1469.. 


1897, 1949, 


. .2503 




GI Descrip. 


(AC004521) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


5482 






Seq. ID 


OJ990802 


_09.9B24.C12 


Gene No. 


11413 






Strand 


+ 




Start 


323 






End 


2987 




Name 


OJ990802 09 


.9B24.C12.ol 


.gs 


Method 


GENSCAN 




Start 


332 






End 


2987 




GI 


none 






Score 


.68 




Exons 


332. .479, 1463. .2502, 2886..; 


2987 






Seq. No. 


5482 






Seq. ID 


OJ990802 


_09.9B24.C12 


Gene No. 


11413 






' Strand 


+ 




Start 


323 






End 


2987 





5604 



Name OJ990802_09. 9B24 .C12 . ol . gp Method AAT/GAP 

Start 380 End 1792 

GI 5657_1.R1084 Score 1002 

Exons 380.. 479, 1156.. 1317, 1463.. 1792 

GI Descrip. '3128167 2.0e-15 (AC004521) hypothetical protein [Arabidopsis 
thaliana] >gi_3212874 (AC004005) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 5482 

Gene No. 11414 

Start 2272 

Name OJ990802_09 . 9B24 . C12 . ol . ts 

Start 336 

GI none 
Exons 



Seq. ID OJ990802_09.9B24.C12 
Strand 
End 

Method 
End 
Score 



2678 

TBLASTX : Soybean 

2470 

72 



336. .392, 1156. .1320, 1177. .1314, 1179. .1316, 2183. .2305, 
2225*. .2332, 2366.. 2470, 2395.. 2466 



Seq. No. 5482 * 

Gene No. 11414 
Start 2272 

Name OJ990802_09 . 9B24 . C12 . ol . tm 

Start 1153 
GI none 
Exons 1153. 

1580. 

1686. 



1320, 1153. .1314, 1179. 
1642, 1582.. 1659, 1619. 
1805, 1691.. 1762, 1827. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990802 09.9B24.C12 



2678 

TBLASTX: Maize 
1957 
265 

1319, 1506. .1583, 15-36. .1577, 

1711, 1631. .1744, 1637. .1711, 

1895, 1853.. 1957, 1868.. 1903, 



1871.. 1930, 1905.. 1937, 1911.. 1937 



Seq. No. 5482 

Gene No. 11414 

Start 2272 

Name OJ990802_09 . 9B24 . C12 . o2 . tm 

Start 2249 

GI none 

Exons 2249.. 2332, 2256.. 2324, 2347. 

2352.. 2474, 2475.. 2507 



OJ990802_09.9B24.C12 
2678 

TBLASTX: Maize 

2507 

83 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2469, 2348. .2470, 2348. .2473, 



Q 



"Seq. No. 5482 Seq. ID OJ990802_09.9B24-.C12 

Gene No. 11414 Strand 

Start 2272 End 2678 

Name OJ990802_0-9.9B24-.C12.o2.gp Method AAT/GAP 

Start *■■' 2272 End • 2678 

GI uC-osrocyp006h08al Score 798 
Exons 2272.. 2678 

GI Descrip. '3128167 7.0e-14 (AC004521) hypothetical protein [Arabidopsis 
thaliana] >gi_3212874 (AC004005) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 5483 Seq. ID 

Gene No. 11415 Strand 

Start 69 End 

Name OJ990802_09 . 9B24 . C13 . ol . gs Method 

Start 69 End 

GI none Score 

Exons 69.-257 



OJ990802_09.9B24.C13 
+ 

257 

GENSCAN 

257 

.68 



Seq. No. 



5483 



Seq. ID OJ990802_09.9B24.C13 



5605 



■ssf 



Gene No. 


11416 








Strand 


+ 




Start 


932 








End 


1377 




Name 


OJ990802 09. 


9B24. 


C13.ol 


.gp 


Method 


- AAT/GAP 




Start 


932 








End 


1377 




GI 


none 








Score 


853 




Exons 


932. .1377 














Seq. No. 


5483 








Seq. ID 


OJ990802 


_09.9B24.C13 


Gene No. 


11417 








Strand 






Start 


1050 








End 


4630 




Name 


OJ990802 09. 


9B24. 


C13.o2 


. gs 


Method 


GENSCAN 




Start 


1050 








End 


4117 




GI 


none 








Score 


.62 




Exons 


1050. .1089, 


1321. 


.1395, 


1650. 


.1744, 2225.. 2290, 


3198. .3440, 




3665. .3795, 


4045. 


.4117 










Seq. No. 


5483 








Seq. ID 


OJ990802 


_09.9B24.C13 


Gene No.' 


11417 








Strand 






Start 


1050 








End 


4630 




Name 


OJ990802 09. 


9B24. 


C13.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1314 








End 


4629 




GI 


none 








Score 


71 




Exons 


1314. . 1406, 


1315. 


.1458, 


1650. 


.1745, 1652.. 1747, 


2220. .2291, 




2225. .2293, 


3189. 


.3428, 


3192. 


.3425, . 3199. .3417, 


3213. .3389, 




3659. .3775, 


3681. 


.3773, 


4029. 


.4112, 4046. .4132, 


4046. .4132, 




4047. .4133, 


4536. 


.4628, 


4546. 


.4629 






Seq. No. 


5483 








Seq. ID 


OJ990802 


_09.9B24.C13 


Gene No. 


11417 








Strand 






Start 


1050 








End 


4630 




Name 


OJ990802 09. 


9B24. 


C13.ol 


.np 


Method 


AAT/NAP 




Start 


1320 








End 


4630 




GI 


3806016 








Score 


891 




Exons 


1320. .1395, 


1650. 


.1744, 


2225. 


.2290, 3198.. 3422, 


3665. .3774, 




4045. .4129, 


4551. 


.4630 











GI Descrip. 



i.l Seq. No. 
:=*t Gene No. 

Start 
'"■^ Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF053104) peroxisomal targeting signal 1 receptor; 
receptor; PexSp [Nicotiana tabacum] 



PTS1 



5483 Seq. ID 

11417 Strand 

1050 End 

OJ990802_09 . 9B24 . C13 . ol . ts Method 

1320 * End 

none Score 



OJ990802_09.9B24.C13 
4630 

TBLASTX: Soybean 

3428 

104 



1320. .1406, 1650. .1745, 1652. .1747, 1652. .1747, 2220. .2291, 
2225. .2293, 3188. .3388, 3189. .3428, 3192. .3407, 3199. .3408 



5483 

11417 

1050 

OJ990802_09 . 9B24 . C13 . ol . tm 

1326 

none 

1326.. 1394, 1326.. 1406, 1327. 
1653.. 1754, 1654.. 1755, 2225. 
3194.. 3268, 3198.. 3317, 3199. 
3351.. 3425, 3662.. 3775, 3663. 



Seq. ID OJ990802_09.9B24.C13 
Strand 

End 4630 

Method TBLASTX : Mai ze 

End 4 630 

Score 72 

.1395, 1646. .1747, 1652. .1747, 
.2293, 2226.. 2291, 3192.. 3422, 
.3423, 3213.. 3389, 3237.. 3428, 
.3773, 4030. .4131, 4046. .4132, 



5606 



4046. .4132, 4047. .4133, 4536.-4628, 4545. .4628, 4546. .4629, 
4550. .4630 



Seq. No. 


5483 


Gene No. 


11417 


Start 


1050 


Name 


OJ990802 09.9B24.C13.o2. 


Start 


1422 


GI 


32009 1.R1084 


Exons 


1422. .1439, 1650.. 1744, 




4045. .4129, 4551.. 4630 


GI Descrip. 


•3806016 1.0e-123 (AF053 




receptor; PTS1 receptor; 


Seq. No. 


5484 


Gene No. 


11418 


Start 


5158 


Name 


OJ990802 09.9B24.C14.o2. 


Start 


5077 


GI 


875 1.R1084 


Exons 


5077.. 5500, 5602.. 5686 


GI Descrip. 


1 29824 63/emb| CAA18227.il 




[Arabidopsis thaliana] 1 


Seq. No. 


5484 


Gene No. 


11418 


Start 


5158 


Name 


OJ990802 09.9B24.C14.o2. 


Start 


5158 


GI 


none 


Exons 


5158.. 5500, 5602.. 5690, 




7961. .8031, 8961. .9067 


Seq. No. 


5484 


Gene No. 


11418 


Start 


5158 


Name 


OJ990802 09.9B24.C14.o2.i 


Start 


5224 


GI 


2982463 


Exons 


5224.. 5500, 5602.. 5690, 




7433. .7533, 7618. .7673, 


GI Descrip. 


(AL022223) putative prot< 


Seq. No. 


5484 


Gene No. 


11418 


Start 


5158 


Name 


OJ990802 09.9B24.C14.o3.i 


Start 


6893 


GI 


uC-osrocyp017d02bl 


Exons 


6893.. 6946, 7027. .7105, ' 




7961.. 8097 


GI Descrip. 


1 29824 63/emb|CAA18227.1 1 




[Arabidopsis thaliana] ' 


Seq. No. 


5484 


Gene No. 


11419 


Start 


17722 



Seq. ID OJ990802_09.9B24.C13 
Strand 

End 4 630 

Method AAT/GAP 

End 4 630 

Score 1173 



Seq. ID OJ990802_09.9B24.C14 

Strand + 

End 9067 

Method AAT/GAP 

End 568 6 

Score 875 



Seq. ID OJ990802_09.9B24.C14 

Strand + 

End 9067 

Method GEN SCAN 

End 9067 

Score . 8 



Seq. ID OJ990802_09.9B24.C14 

Strand + 

End 9067 

Method AAT/NAP 

End 8042 

Score 848 

.6507, 6885. .6946, 7027. .7105, 
.8042 



Seq. ID OJ990802_09.9B24.C14 

Strand + 

End 9067 

Method AAT/GAP 

End 8097 

Score 916 



Seq. ID OJ990802_09.9B24.C14 
Strand + 
End 20371" 



5607 



.11 

3? 



Name 


OJ990802 09.9B24.C14.o5.np 


Method 


AAT/NAP 


Start 


17722 


End 


20371 


GI 


2792220 


Score 


137 


Exons 


17722. .18460, 20286.. 20371 






GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


5484 


Seq. ID 


OJ990802 09.9B24.C14 


Gene No. 


11420 


Strand 


+ 


Start 


27504 


End 


27948 


Name 


OJ990802 09.9B24.C14.o6.gp 


Method 


AAT/GAP 


Start 


27504 


End 


27948 


GI 


none 


Score 


826 


Exons 


27504 . . 27948 






Seq. No. 


5484 


Seq. ID 


OJ990802 09.9B24.C14 


Gene No. 


11421 


Strand 


+ ~~ 


Start 


27875 


End 


28425 


Name 


OJ990802 09. 9B24 .CI 4 .o7 ,gp 


Method 


AAT/GAP 


Start 


27875 ~ 


End 


28425 


GI 


none 


Score 


953 


Exons 


27875. .28425 






Seq. No. 


5484 


Seq. ID 


OJ990802_09.9B24.C14 


Gene No. 


11422 


Strand 




Start . 


1 


End 


4210 


Name 


OJ990802 09.9B24.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4210 


GI 


3806016 


Score 


536 


Exons 


1..25, 1042. .1155, 1435. .1683 


, 1821. .2210, 2380. .2423, 




4034. .4210 






GI Descrip. 


(AF053104) peroxisomal targeting signal 


. 1 receptor; PTS1 




receptor; Pex5p [Nicotiana tabacum] 




Seq. No. 


5484 


Seq. ID 


OJ990802_09.9B24.C14 


Gene No. 


11422 


Strand 




Start 


1 


End 


4210 


Name 


OJ990802 09.9B24.C14.ol.gs 


Method 


GEN SCAN 


Start 


1042 


End ■ 


4210 


GI 


none 


Score 


.94 


Exons 


1042.. 1155, 1435.. 1683, 1919. 


.1969, 2349. .2477, 4094. .4210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5484 

11422 

1 

OJ990802_09. 9B24 .C14 .ol.gp 
1621 

66330 1.R1084 



Seq. ID OJ990802_09.9B24.C14 
Strand 

End 4210 

Method AAT/GAP 

End 2439 

Score 861 



1621. .1683, 1821. .2014, 2122. .2278, 2349. .2439 

•3193234 1.0e-24 (AF068690) peroxisomal targeting signal-1 

receptor [Citrullus lanatus] 1 



5484 

11423 

9170 

OJ990802_09.9B24.C14.o3.np 

9170 

3953481 



Seq. ID OJ990802_09.9B24.C14 
Strand 

End 11900 

Method AAT/NAP 

End 11900 

Score 927 



5608 



Exons 9170.. 9197, 9525.. 10850, 11039 .. 11150, 11433 .. 11638, 

11754. .11900 

GI Descrip. (AC002328) F2202.26 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5484 Seq. ID 

11424 Strand 

14623 End 

OJ990802_09 . 9B24 .C14 . o4 .np Method 

14623 End 

5902386 Score 



OJ990802_09.9B24.C14 

16294 . 
AAT/NAP 
16294 
981 



14623. .14652, 14 953 .. 16135, 16257. .16294 

(AC009322) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 5484 Seq. ID 

Gene No. 11425 Strand 

Start 21392 End 

Name OJ990802_09. 9B24 .C14 .o4 .gp Method 

Start 21392 End 

GI none Score 

Exons 21392.. 21941 



OJ990802_09.9B24.C14 

21941 
AAT/GAP 
21941 
1063 



! U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Ly Gene No. 
a Start 
fjj Name 
! " Start 

tscf Exons 



5484 Seq. ID 

11426 Strand 
24333 - End 
OJ990802_09 . 9B24 .C14 . o4 .gs Method 
24333 End 
none Score 
24333. .24508, 24612. .25074 

5484 Seq. ID 

11427 Strand 
26170 * End 
OJ990802_09 . 9B24 . C14 . o5 . gp Method 
26170 End 
5003458 Score 
26170. .26318 



OJ990802_09.9B24.C14 

25074 
GEN SCAN 
25074 
.72 



OJ990802_09.9B24.C14 

26318 
AAT/GAP 
26318 
255 



-.1 



Seq. No. 5484 
Gene No. 11428 
Start 31045 

Name OJ990802_09 . 9B24 . C14 . o3 . tm 

Start 1001 
GI none 

Exons 1001.. 1135, 1018.. 1176, 1018, 

1639. .1686, 1649. .1684, 1815, 
1832. .1942, 1923. .2015, 1926, 



Seq. ID OJ990802_09..9B24.C14 
Strand 

End 33934 
Method TBLASTX: Maize 
End 2016 
Score 122 

.1158, 1435. .1656, 1436. .1642, 
.1925, 1816. .1926, 1819. .1944, 
.2015, 1963.. 2016 



Seq. No. 5484 

Gene No. 11428 

Start .31045 

Name OJ990802_09 . 9B24 . C14 . o5 . tc 

Start 1018 

GI none 

Exons - 1018.. 1131, 1018.. 1158, 1417. 

1807. .2025, 1815. .2015, 4094, 



Seq. ID OJ990802_09.9B24.C14 
Strand 

End 33934 

Method TBLASTX: Cress 

End 418 6 

Score 66 

.1527, 1436. .1504, 1567. .1686, 
.4186 



Seq. No. 



5484 



Seq. ID OJ990802_09.9B24.C14 



5609 



Gene No. 11428 Strand 

Start 31045 End 

Name OJ990802_09. 9B24 .C14 .06. tm Method 

Start 2193 End 

GI none Score 

Exons 2193.. 2279, 2198.. 2278, 2347 



33934 

TBLASTX: Maize 

4213 

87 



2448, 2348. .2449, 2349. .2450, 
2349.-2453, 2350. .2451, 2454. .2480, 2455. .2481, 4094. .4210, 
4095. .4190, 4190. .4213 



Seq. No. 5484 
Gene No. 11428 
Start 31045 

Name OJ990802_09 . 9B24 . C14 . ol . tm 

Start 5151 
GI none 

Exons 5151.. 5186, 5152.. 5187, 5235. 

5362.. 5499, 5374.. 5505, 5601. 
5603.. 5686, 5604.. 5693 



OJ9908.02JD9 . 9B24 . C14 
33934 

TBLASTX: Maize 
5693 
48 

,5498, 
,5686, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5315, 5248.. 5310, 5361. 
.5684, 5602. .5685, 5603. 



Q 



Seq. No. 5484 

Gene No. 11428 

Start 31045 

Name OJ990802_09.9B24.C14 . ol . ts 
Start ■ 5232 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990802_09.9B24.C14 
Strand 

End 33934 

Method TBLASTX : Soybean 

End 7264 

Score 103 



5232. .5306, 5248. .5310, 5367. .5498, 5368. .5499, 5392. .5505, 

5602. .5685, 5603;. 5695, 5604. .5693, 6414. .6506, 6414. .6518, 

6883. .6945, 6893. .6946, 7009. .7104, 7025. .7090, 7026. .7100, 

7203. .7259, 7208. .7264, 7210. .7260 



5484 

11428 

31045 

OJ990802_09.9B24.C14.o2.tc 

5241 

none 

5241. .5291, 5248. .5310, 5361. 
5602.. 5682, 5603.. 5695, 5604. 

5484 

11428 

31045 

OJ990802_09. 9B24 .C14 .o3. tc 

6883 

none 

6883. .6945, 6893. .6946, 7009. 
7209. .7259, 7211. .7303, 7410. 
7618. .7671, 7959. .8024, 8016. 



Seq. ID OJ990802_09.9B24.C14 
Strand 

End 33934 
Method TBLASTX : Cress 
End 64 67 

Score 103 

.5498, 5362.. 5499, 5386.. 5505, 
.5693, 6414. .6467 

Seq. ID OJ990802_09.9B24.C14 
Strand 

End 33934 
Method TBLASTX : Cress 
End 8045 
Score 66 

.7104, 7026. .7100, 7208. .7315, 
.7535, 7432. .7533, 7611. .7673, 
.8045 



Seq. No. 5484 

Gene No. 11428 

Start 31045 

Name OJ990802_09.9B24.C14 . o2 . tm 

Start 6888 

GI none 

Exons 6888.-6944, 6893.-6946, 6893. 

7026. .7109, 7219. .7302, 7220. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6949, 7009. 
.7303, 7223. 



OJ990802_09.9B24.C14 
33934 

TBLASTX: Maize 
8090 
82 



.7122, 7024. 
,7303, 7411. 



,7074, 
,7533, 



5610 




7412. .7549, 7422. .7535, 7590. .7673, 7618. .7671, 7959. .8048, 
7959. .8090 



Seq. No. 


5484 




Seq. ID 


OJ990802_09 . 9B24 


.C14 


Gene No. 


11428 




Strand 


— 




Start 


31045 




End 


33934 




Name 


OJ990802_09. 9B24 .C14 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


9533 




End 


10093 




GI 


none 




Score 


270 




Exons 


9533. .9595, 9614. .97 


48, 9716.. 10093 






Seq. No. 


5484 




Seq. ID 


OJ990802_09.9B24 


.C14 


Gene No. 


11428 




Strand 






Start 


31045 




End 


33934 




Name 


OJ990802_09.9B24.C14 


. 06. tc 


Method 


TBLASTX: Cress 




Start 


10097 




End 


10456 




GI 


none 




Score 


68 




Exons 


10097. . 10267, 10271. 


.10429, 


10286. .10456 




Seq. No. 


5484 




-" Seq. ID 


OJ990802_09.9B24 


.C14' 


Gene No. 


11428 




Strand 






Start 


31045 




End 


33934 




Name 


OJ990802 09.9B24.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10115 




End 


10537 




GI 


none 




Score 


139 




Exons 


10115. . 10261, 10116. 


.10262, 


10278. .10430, 10278. .10430, 






10280. .10438, 10455. 


.10505, 


10457. .10537, 10458.. 10511 




Seq. No. 


5484 




• Seq. ID 


OJ990802_09.9B24 


.C14 


Gene No. 


11428 




Strand 






Start 


31045 




End 


33934 




Name 


OJ990802_09. 9B24 .C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14981 




End 


15988 




GI 


none 




Score 


193 . 




Exons 


14981 . . 15385, 15140. 


. 15340, 


15272. .15583, 154 16 .. 15652 , 






15635. .15841, 15680. 


.15988 








Seq. No. 


5484 




Seq. ID 


OJ990802_09.9B24 


.C14 


Gene No. 


11428 




Strand 






Start 


31045 




End 


33934 




Name 


OJ990802_09.9B24.C14 


. o2. ts 


Method 


TBLASTX : Soybean 




Start 


15047 




End 


15808 




GI 


none 




Score 


80 




Exons 


15047. . 15661, 15150. 


.15383, 


15474. .15638, 15500. .15808 




Seq. No. 


5484 




Seq. ID 


OJ990802_09.9B24 


.C14 


Gene No. 


11428 




Strand 






Start 


31045 




End 


33934 




Name 


OJ990802 09.9B24.C14 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15050 




End 


15796 




GI 


none 




Score 


71 




Exons 


15050. .15469, 15050. 


.15364, 


15053. .15355, 15054 .. 15203, 






15140. .15559, 15407. 


.15796, 


15506. .15676 




Seq. No. 


5484 




Seq. ID 


OJ990802_09.9B24 


.C14 


Gene No. 


11428 




Strand 






Start 


31045 




End 


33934 





5611 



Name 


OJ990802 09.9B24.C14 


.06. gs 


Method 


GENSCAN 




Start 


31045 


End 


33934 




GI 


none 




Score 


.58 




Exons 


31045. .31127, 31408. 


.31605, 


31607. .32483, 32679.-32736, 






33087. .33191, 33342. 


.33520, 


33924.. 33934 




Seq. No. 


5484 




Seq. ID 


OJ990802 09.9B24 


.C14 


Gene No. 


11428 - 




Strand 






Start 


31045 




End 


33934 




Name 


OJ990802 09.9B24.C14 


. o7 .np 


Method 


AAT/NAP 




Start 


31400 




End 


32492 




GI 


5257262 




Score 


892 




Exons 


31400. .31492, 31650. 


.32492 








GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5484 




Seq. ID 


OJ990802_09.9B24 


.C14 


Gene No. 


11428 




Strand 






Start 


31045 




End 


33934 




Name 


OJ990802 09.9B24.C14 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


31656 




End 


32015 




GI 


none 




Score 


97 




Exons 


31656. .31910, 31696. 


.31893, 


31935. .32015 





Seq. No. 
h t Gene No. 
W Start 
i;f! Name 
I'll Start 

f:3 GI 

,. Exons 
!,y 

as 

W Seq. No. 
I'll Gene No. 
a Start 
Name 
Start 
GI 

Exons 
hj GI Descrip. 

Q 
□ 



5485 

11429 

105 

OJ990802_09.9B24.C17.ol.gs 

105 

none 

105. .245 ' 



5486 

11430 

1 

OJ990802_09, 
1 

1709922 
1..38, 405.. 



9B24.C18.ol.np 



519 



Seq. ID OJ990802_09.9B24.C17 

Strand 

End 245 

Method GENSCAN 

End 245 

Score .84 



Seq. ID OJ990802_09.9B24.C18 

Strand + 

End 519 

Method AAT/NAP 

End 519 

Score 152 



PHOSPHORIBOSYLGLYCINAMIDE FORMYLTRANSFERASE PRECURSOR (GART) 
(GAR TRANSFORMYLASE) ( 5 ' -PHOSPHORIBOSYLGLYCINAMIDE 
TRANSFORMYLASE) gi | 4 80622 | pir | | S37105 phosphoribosylglycinamide 
formyltransf erase (EC 2.1.2.2) - Arabidopsis thaliana 



Seq. No. 


5486 






Seq. ID 


OJ990802_09.9B24 


.C18 


Gene No. 


11430 






Strand 


+ 




Start 


1 






End 


519 




Name 


OJ990802 


09.9B24.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


388 






End 


519 




GI 


none 






Score 


85 




Exons 


388. .516, 


393.. 518, 396. 


.518, 


406. .519 






Seq. No. 


5487 






Seq. ID 


OJ990802_09.9B24 


.C21 


Gene No. 


11431 






Strand 


+ 




Start 


101 






End 


3853 




Name 


OJ990802 


09.9B24.C21.ol. 


gs 


Method 


GENSCAN 




Start 


101 






End 


3853 




GI 


none 






Score 


.43 





5612 




Exons 


101. .151, 437. .580, 1373. .1468, 2752.. 


3583, 3731.. 3853 




Seq. No. 


5487 


Seq. ID 


OJ990802_09.9B24 


.C21 


Gene No. 


11431 


Strand 


+ 




Start 


101 


End 


3853 




Name 


OJ990802 09.9B24.C21.o2.np 


Method 


AAT/NAP 




Start 


2017 


End 


3819 




GI 


4826399 


Score 


159 




Exons 


2017.. 2079, 2755.. 3165, 3208. 


.3583, 3731.. 3819 




GI Descrip. 


(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


5487 


Seq. ID 


OJ990802_09.9B24 


.C21 


Gene No. 


11432 


Strand 






Start 


356 


End 


1522 




Name 


OJ990802 09.9B24.C21.ol.np 


Method 


AAT/NAP 




Start 


356 


End 


1522 




GI 


5042463 


Score 


200 




Exons 


356. .457, 503. .646, 1332. .1522 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


5488 


Seq. ID 


OJ990802_09.9B24 


.C22 


Gene No . 


11433 


Strand 






Start 


215 


End 


641 




Name 


OJ990802 09.9B24.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


200 


End 


442 




GI 


none 


Score 


82 




Exons 


200. .442, 279. .383 








Seq. No. 


5488 


Seq. ID 


OJ990802_09.9B24 


.C22 


Gene No. 


11433 


Strand 






Start 


215 


End 


641 




Name 


OJ990802 09.9B24.C22.ol.np 


Method 


AAT/NAP 




Start 


215 


End 


641 




GI 


3953478 


Score 


157 




Exons 


215. .456, 614. .641 








GI Descrip. 


(AC002328) F2202.23 [Arabidopsis thaliana] 




Seq. No. 


5488 


Seq. ID 


OJ990802_09.9B24 


.C22 


Gene No. 


11433 


Strand 






Start 


215 


End 


641 




Name 


OJ990802 09. 9B24 . C22 . ol . gs 


Method 


GENSCAN 




Start 


250 . 


End 


398 




GI 


none 


Score 


.59 . 




Exons 


250. .398 








Seq. No. 


5488 


Seq. ID 


OJ990802_09.9B24 


.C22 


Gene No . 


11433 


Strand 






Start 


215 


End 


641 




Name 


OJ990802 09.9B24.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


252 


End 


434 




GI 


none 


Score 


226 




Exons 


252. .431, 273. .434, 281. .433 








Seq. No. 


5489 


Seq. ID 


OJ991112_17.9C20 


.C5 


Gene No. 


11434 


Strand 


+ 




Start 


1 


End 


1296 




Name 


OJ991112 17 . 9C20.C5.ol.np 


Method 


AAT/NAP 





5613 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



1296 
272 



6907086 

1..754, 927. .1065, 1111. .1296 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 5489 

Gene No. 11435 

Start 4593 

Name OJ991112_17.9C20.C5.o2.gs 

Start 4593 

GI none 
Exons 



Seq. ID OJ991112_17.9C20.C5 

Strand + 

End 8 963 

Method GENSCAN 

End 8 963 

Score .77 



4593. .4658, 5348.-5533, 5563.. 6250, 6341.. 7326, 7426.. 8250, 
8526.. 8615, 8865.-8963 



Seq. No. 


5489 


Seq. ID 


OJ991112_17.9C20.C5 


Gene No. 


11436 


Strand 


+ 


Start 


16992 


End 


17123 


Name 


OJ991112 17.9C20.C5.o3.np 


Method 


AAT/NAP 


Start 


16992 


End 


17123 


GI 


6006372 


Score 


96 


Exons 


16992.-17123 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5489 , 


Seq. ID 


OJ991112_17.9C20.C5 


Gene No. 


11 : 437 


• Strand ; . 


+ • 


Start ' 


18163 


End 


18584 


Name 


OJ991112 17.9C20.C5.o4.np 


Method 


AAT/NAP 


Start 


18163 


End 


18584 


GI 


6056412 


Score 


167 


Exons 


18163. .18299, 18368.. 18584 






GI Descrip. 


(AC009525) Unknown protein 


[Arabidopsis 


i thaliana] 


Seq. No. 


5489 


Seq. ID 


OJ991112_17.9C20.C5 


Gene No. 


11438 


Strand 




Start 


2793 


End 


4919 


Name 


OJ991112 17.9C20.C5.ol.gp 


Method 


AAT/GAP 


Start 


2793 


End 


4919 


GI 


25275 2.R1084 


Score 


958 


Exons 


2793.-2923, 3285. .3391, 4245.-4337, 4616. .4795, 4880. .4919 


GI Descrip. 


' 6041757/gb|AC011806.1 IAC011806 0.0e+00 


i Genomic Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 5489 Seq. ID 

Gene No. 11439 Strand 

Start 7001 End 13883 

Name OJ991112_17 . 9C20 .C5 . o2 . np Method AAT/NAP 

Start 7001 End 13883 

GI 4378066 Score 1903 

Exons 7001. .7134, 9408.. 12852, 13519.. 13883 

GI Descrip.' (AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27571.il AF114171_12 (AF114171) 

[Sorghum bicolor] 



OJ991112 17.9C20.C5 



polyprotein 



Seq. No. 
Gene No. 
Start 



5489 

11439 

7001 



Seq. ID 

Strand 

End 



OJ991112 17.9C20.C5 



13883 



5614 




Name 


OJ991112 17. 


9C20.C5 


.o4 .gs 


Method 


GENSCAN 




Start 


12170 






End 


13825 




GI 


none 






Score 


. 62 




Exons 


12170. .13825 










Seq. No. 


5489 






Seq. ID 


OJ991112_17. 9C20 


.C5 


Gene No. 


11440 






Strand 






Start 


19620 






End 


29300 




Name 


OJ991112 17. 


9C20.C5 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9441 . 






End 


9848 




GI 


none 






Score 


64 




Exons 


9441. .9599, 


9442. .9582, 9606.. 9848, 9637.. 9795 




Seq. No. 


5489 






Seq. ID 


OJ991112_17. 9C20 


.C5 


Gene No . 


11440 






Strand 






Start 


19620 






End 


29300 




Name 


OJ991112 17. 


9C20.C5 


,o2 . ts 


Method 


TBLASTX : Soybean 




Start 


9990 






End 


10373 




GI 


none 






Score 


86 




Exons 


9990. .10373, 


10180. 


.10320 








Seq. No. 


5489 






Seq. ID 


OJ991112_17.9C20 


.C5 


Gene No . 


11440 






Strand 






Start 


19620 






End 


29300 




Name 


OJ991112 17. 


9C20.C5 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


9994 






End 


10214 




GI 


none 






Score 


101 




Exons 


9994.. 10209, 


9999. . 


10214 








Seq. No. 


5489 






Seq. ID 


OJ991112_17.9C20 


.C5 


Gene No. 


11440 






Strand 






Start 


19620 






End 


29300 




Name 


OJ991112 17. 


9C20.C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10092 






End 


10475 




GI 


none 






Score 


174 




Exons 


10092. .10475 


, 10105 


. .10434, 


10140.. 10454 




Seq. No. 


5489 






Seq. ID 


OJ991112JL7.9C20 


.C5 


Gene No . 


11440 






Strand 






Start 


19620 






End 


29300 




Name 


OJ991112 17. 


9C20.C5 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


10215 






End 


10634 




GI 


none 






Score 


125 




Exons 


10215. .10634, 10216 


. .10389", 


10218. .10622, 10465.. 10632 




Seq. No. 


5489 






Seq. ID 


OJ991112_17.9C20 


.C5 


Gene No. 


11440 






Strand 






Start 


19620 






End 


29300 




Name 


OJ991112 17. 


9C20.C5 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


10503 






End 


10858 




GI 


none 






Score 


114 




Exons 


10503. .10730 


, 10503 


. .10766, 


10504. .10767, 10766.. 10858 




Seq. No. 


5489 






Seq. ID 


OJ991112_17.9C20 


.C5 


Gene No. 


11440 






Strand 






Start 


19620 






End 


29300 




Name 


OJ991112 17. 


9C20.C5 


. o3. tw 


Method 


TBLASTX: Wheat 





5615 






Start 


10635 




End 


10987 








GI 


none 




Score 


98 








Exons 


10635. .10763, 10635. 


.10763, 


10636. .10764, 10645 


. .10800, 








10763. .10987, 10764. 


.10952 












Seq. No. 


5489 




Seq. ID 


OJ991112 


_17.9C20 


.C5 




Gene No . 


11440 




Strand 










Start 


19620 




End 


29300 








Name 


OJ991112 17.9C20.C5. 


o5 . tw 


Method 


TBLASTX : 


Wheat 






Start . . 


11192 




End 


11551 








GI 


none 




Score 


94 








Exons 


11192. .11413, 11193. 


.11414, 


11420. .11551 








Seq. No. 


5489 




Seq. ID 


OJ991112 


_17.9C20 


.C5 




Gene No. 


11440* 




Strand 










Start 


19620 




End 


29300 








Name 


OJ991112 17.9C20.C5. 


o4 . tm 


Method 


TBLASTX: 


Maize 






Start 


18364 




End 


18578 








GI 


none 




Score 


46 








Exons 


18364. .18429, 18423. 


.18578, 


18425. .18568 








Seq. No. 


5489 




Seq. ID 


OJ991112 


_17.9C20 


-C5 




Gene No. 


11440 




Strand 








! : 
'•i =J 


Start 


19620 




End 


29300 






Name 


OJ991112 17.9C20.C5. 


o2. tc 


Method 


TBLASTX: 


Cress 




!. "1 


Start 


18392 




End 


18584 






!.! i 


GI 


none 




Score 


194 






I s ! ! 


Exons 


18392. .18583, 18417. 


.18584 












Seq. No. 


5489 




Seq. ID 


OJ991112 


_17.9C20 


.C5 


: . 2 


Gene No . 


11440 




Strand 








i : y 


Start 


19620 




End 


29300 






Name 


OJ991112 17.9C20.C5. 


o3 . ts 


Method 


TBLASTX: 


Soybean 






Start 


18416 




End 


18602 




— 


GI 


none 




Score 


216 






! : =f 
i. ! 


Exons 


18416. .18598, 18429. 


.18602 












Seq. No. 


5489 




Seq. ID 


OJ991112 


_17.9C20 


-C5 


, "1 


Gene No. 


11440 




Strand 










Start 


19620 




End 


29300 






• 


Name 


OJ991112 17.9C20.C5. 


o5.np 


Method . 


AAT/NAP 






t 

S S3- 


Start" 


19617 




End 


24437 








GI 


6446577 




Score 


1784 








Exons 


19617. .19979, 20016. 


.20582, 


20654. .20742, 20770 


. .21143, 








21190. .21392, 21471. 


.21596, 


21688. .21825, 21898 


. .22243, 








22317. .22564, 24408. 


.24437 












GI Descrip. 


(AF150630) cellulose 


synthase catalytic subunit 


[Gossypium 






hirsutum] 














Seq. No. 


5489 




Seq. ID 


OJ991112 


_17.9C20 


.C5 




Gene No. 


11440 




Strand 










Start 


19620 




End 


29300 








Name 


OJ991112 17.9C20.C5. 


06. gs 


Method 


GENSCAN 








Start 


19620 




End 


22829 








GI 


none 




Score 


.75 








Exons 


19620. .20710, 20*758. 


.21133, 


21204. .21392, 21471 


. .21596, 








21688. .21825, 21898. 


.22243, 


22317. .22589, 22762 


. .22829 





5616 



Seq. No. 5489 
Gene No. 11440 
Start 19620 

Name OJ9911 12_17 . 9C20 . C5 . ol . tc 

Start 19680 
GI none 

Exons 19680. .19739, 19911 .. 19943, 

20232. .20345, 20248 20328 , 

20651. .20719, 20792 20824 , 

21228. .21392, 21229 21387 , 

21685. .21831, 21686 21826, 

21980. .22087, 22317 .. 22445, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20016 

20400 

21044 

21465 

21898 

22322 



OJ991112 17.9C20.C5 



29300 

TBLASTX: Cress 
22462 
51 

20243, 20046. .20141, 
20558, 20565. .20585, 
21133, 21069. .21134, 
21602, 21466. .21534, 
22245, 21899. .21931, 
22462 



Seq. No. 5489 
Gene No. 11440 
Start 19620 

Name OJ991112_17 . 9C20.C5.ol . tm 

Start 19680 
GI none 
Exons 19680. 

20262. 

20783. 

21247. 

21686. 



.19763, 19848. 

.20345, 20403. 

.20824, 21044. 

.21387, 21465. 

.21826, 21898. 



.19949, 
.20558, 
.21133, 
.21602, 
.22245, 



Seq. ID OJ991112_17.9C20.C5 
Strand 

End 29300 
" Method TBLASTX: Maize 

End 224 62 

Score 90 
20034. .20168, 20038 .. 20214 , 
20565. .20582, 20651 .. 20734 , 
21062. .21142, 21228. .21392, 
21466. .21537, 21685 .. 21831, 
21980. .22087, 22322.. 22462 



Seq. No. 5489 

Gene No. 11440 

Start 19620 

Name OJ991112_17 . 9C20 .C5 . 

Start 19680 

GI none 

Exons 19680. .19763, 19848. 

20236. .20328, 20244. 

20565. .20585, 20651. 

21041. .21133, 21069. 

21465. .21602, 21466. 

21802. .21855, 21898, 



ol.ts 



.19943, 
.20345, 
.20728, 
.21134, 
.21531, 
.22245, 



Seq. ID OJ991112_17.9C20.C5 
Strand 

End 29300 

Method TBLASTX : Soybean 

End 22417 

Score 89 
20016. .20168, 20038. .20178, 
20400. .20558, 20485 .. 20553, 
20655. .20723, 20783 .. 20824 , 
21228. .21392, 21229 .. 21387, 
21685. .21831, 21686 .. 21826, 
21980. .22087, 22322.. 22417 



Seq. No. 5489 

Gene No. 11440 

Start 19620 

Name OJ991112_17 . 9C20 . C5 . o2 . tw 

Start 21474 

GI none 
Exons 



Seq. ID OJ991112_17.9C20.C5 
Strand 

End 29300 

Method TBLASTX : Wheat 

End 22047 

Score 63 



21474. .21602, 21475 21534 , 21631 .. 21831 , 21686 .. 21826, 
21898. .22047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5489 

11440 

19620 

OJ991112_17.9C20.C5.o6.np 

24256 

2244709 



Seq. ID OJ991112_17.9C20.C5 
Strand 

End 29300 

Method AAT/NAP 

End 27163 

Score 311 



24256. .24321, 24 622.-24778, 26653 .. 26706, 26752 .. 26887, 
27060.. 27163 



GI Descrip. (AB005295) HY5 [Arabidopsis thaliana] gi | 2251085 | dbj | BAA21327 | 



5617 



(AB005456) HY5 [Arabidopsis thaliana] 



Seq. No. 


5489 


Seq. ID 


OJ991112_ 


17. 


9C20 


.C5 


Gene No. 


11440 


Strand 










Start 


19620 


End 


29300 








Name 


OJ991112 17.9C20.C5.o7.gs 


Method 


GENSCAN 








Start 


24259 


End 


29300 








GI 


none 


Score 


.77 








Exons 


24259. .24321, 24622.-24778, 


26653. .26887, 29225. 


.29300 




Seq. No. 


5490 


Seq. ID 


OJ991112 


17 . 


9C20 


.C6 


Gene No. 


11441 


Strand 


+ 








Start 


2006 


End 


3636 








Name 


OJ991112 17.9C20.C6.ol.np 


Method 


AAT /NAP 








Start 


2006 


End 


3636 








GI 


6721516 


Score 


285 








Exons 


2006.. 2035, 3420.. 3636 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa 1 








Seq. No. 


5491 


Seq. ID 


OJ991112_ 


17. 


9C20 


,C7 


Gene No. 


11442 


Strand 


+ 








Start 


7244 


End 


10473 








Name 


OJ991112 17.9C20.C7.o2.np 


Method 


AAT /NAP 








Start 


.7244 


End 


10470 








GI 


6907089 


Score 


4090 








Exons 


7244. .8505, 8599. .10470 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


O d L~ -L. V Q. J 








Seq. No. 


5491 


Seq. ID 


OJ991112_ 


17. 


9C20 


,C7 


Gene No. 


11442 


Strand 


+ 








Start 


7244 


End 


10473 








Name 


OJ991112 17.9C20.C7.o3.gs 


Method 


GENSCAN 








Start 


7244 


End 


10473 








GI 


none 


Score 


.73 








Exons 


7244. .10188, 10278. ,10473 












Seq. No. 


5491 


Seq. ID 


OJ991112_ 


17. 


9C20 


. C7 


Gene No. 


11443 


Strand 


+ 








Start 


17323 


End 


17491 








Name 


OJ991112 17.9C20.C7.o4.np 


Method 


AAT /NAP 








Start 


17323 


End 


17491 








GI 


5922623 


Score 


84 








Exons 


17323. .17491 












GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 









gi I 6016856 |dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 5491 

Gene No. 11444 

Start 4508 

Name 0 J9 9 1 1 1 2_1 7 . 9C2 0 . C 7 . o 1 . np 

Start 4508 

GI 6630685 

Exons 4508.. 5566 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ991112_17.9C20.C7 
Strand 

End 5566 

Method AAT /NAP 

End 5566 

Score 1389 



5618 




Seq- No. 


5491 






Seq. ID 


OJ991112_17.9C20 


.C7 


npno No 


114 45 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17 


.9C20 


.C7.ol.tm 


Method 


TBLASTX: Maize- 




Start 


4425 






End 


5173 




GI 


none 






Score 


595 




Exons 


4425. .4454, 


4497 


..5171, 4506. 


.4610, 4511. .5173 




Seq. No. 


5491 . 






Seq. ID 


OJ991112_17.9C20 


.C7 


Cono No 


X X *i *i J 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17 


.9C20 


.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4499 






End 


5164 




GI 


none 






Score 


70 




Exons 


4499. .4747, 


4572 


..4739, 4781. 


.5152, 4781.. 5164, 4788.. 5159 


Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 


.C7 


(^pnp No 

VJ die A> w . 


114 45 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17 


.9C20 


.C7.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


4559 






End 


4939 




GI 


none 






Score 


57 




Exons 


4559. .4747, 


4571 


..4741, 4766. 


.4939, 4770. .4871 




Seq. No. 


5491 










,C7 


f^art^ No 


1144 5 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17 


.9C20 


.C7.o8.tw 


Method 


TBLASTX: Wheat 




Start 


4949 






End 


5365 




GI 


none 






Score 


91 




Exons 


4949. .5185, 


5198 


. .5365 








Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 


. C7 


\J C11C . 


11445 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17 


.9C20 


.C7 .o5. tm 


Method 


TBLASTX: Maize 




Start 


5297 






End 


5568 




GI 


none 






Score 


175 




Exons 


5297. .5566, 


5300 


..5566, 5428. 


.5568 






Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 


.C7 


Cprsf^ KJo 


11445 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17 


.9C20 


.C7 .06. tm 


Method 


TBLASTX: Maize 




Start 


11052 






End 


11234 




GI 


none 






Score 


128 




Exons 


11052. .11234, 11053.. 11229 








Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 


.C7 


UCllC LN U . 


11445 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17 


.9C20 


.C7.o4.gs 


Method 


GENS CAN 




Start 


11091 






End 


14756 




GI 


none 






Score 


. 64 




Exons 


11091. .13953, 14002. .14756 








Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 


.C7 



5619 



Gene No. 
Start 
Name 
'start 
GI 

Exons 

GI Descrip. 



11445 
11091 

OJ991 1 12_l-7 . 9C20 . C7 . o3 . np 
11094 
6498441 



Strand 
End 

Method 
End 
Score 



17246 
AAT/NAP 
16740 
6803 

11094. .11375, 11469. .12866, 13038 13520, 137 13 .. 13953, 
14128. .14262, 1444 6 .. 14819, 14883 .. 1534 6, 15677. .16740 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 5491 Seq. ID 

Gene No. 11445 Strand 

Start 11091 End 

Name OJ991 112_17 . 9C20 . C7 . 06 . tw Method 

Start 11103 End 

GI none Score 

Exons 11103. .11228, 11107 11229, 

11415. .11705, 11422. .11700 



OJ991112_17.9C20.C7 
17246 

TBLASTX: Wheat 
11705 
83 

11259. . 11318, 11414. .11704, 





Seq. No. 


5491 




Seq. ID 


OJ991112_17.9C20 


.C7 




Gene No. 


11445 




-Strand 








Start 


11091 




End 


17246 






Name 


* OJ991112 17.9C20.C7 


.o4 .tw 


Method 


TBLASTX: Wheat 






Start 


11706 




End 


12087 






GI 


none 




Score 


155 






Exons 


11706. .12086, 11737 


. .11985, 


12031.. 12087 




I s ! 1 


Seq. No. 


5491 




Seq. ID 


OJ991112_17.9C20 


.C7 


C3 


Gene No. 


11445 




Strand 






: , E 


Start 


11091 




End 


17246 




•J 


Name 


OJ991112 17.9C20.C7 


.o3 . tm 


Method 


TBLASTX: Maize 




I'll 


Start 


11881 




End 


12224 




: is? 


GI 


none 




Score 


196 




is 


Exons 


11881. .12192, 11884 


. .12195, 


11895. .12224 






Seq. No. 


5491 




Seq. ID 


OJ991112_17.9C20 


.C7 


? k 


Gene No. 


11445 




Strand 






a 


Start 


11091 




End 


17246 






Name 


OJ991112 17.9C20.C7 


.o9.tw 


Method 


TBLASTX: Wheat 






Start 


12417 




End 


12729 






GI 


none 




Score 


60 . 






Exons 


12417. .12677, 12631 


. .12729 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5491 Seq. ID 

11445 Strand 

11091 End 

OJ991112_17 . 9C20 . C7 . o3 . ts Method 

12477 End 

5666795 Score 



OJ991112_17.9C20.C7 
17246 

TBLASTX : Soybean 

13043 

61 



12477. .12677, 12732 .. 12869, 12945.. 13043 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 5491 Seq. ID 

Gene No. 11445 Strand 

Start 11091 End 

Name OJ991112 17 . 9C20 ,.C7 . o5 . tw Method 



OJ991112_17.9C20.C7 
17246 

TBLASTX: Wheat 



5620 






Start 


12732 






End 


16192 




GI 


none 






Score 


92 




Exons 


12732. 


.12872, 12733 


. .12870, 


12735. .12872, 12928 13101 , 






12942. 


.13190, 12942 


. .13166, 


16139. .16192 




Seq. No. 


5491 






Seq. ID 


OJ991112 17.9C20 




Gene No. 


11445 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17.9C20.C7 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13791 






End 


14162 




GI 


none 






Score 


91 




Exons 


13791. 


.14162, 13987 


. .14145 








Seq. No. 


5491 






Seq. ID 


OJ991112 17.9C20 




Gene No. 


11445 






Strand ~ 






Start 


11091 






End 


17246 




Name 


OJ991112 17.9C20.C7 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


13816 






End 


14241 




GI 


none 






Score 


322 




Exons 


13816. 


.14241, 13821 


. .14240 








Seq. No. 


5491 






Seq. ID 


OJ991112 17.9C20 




Gene No . 


11445 






Strand 






Start 


11091 






End 


17246 


3 


Name 


OJ991112 17.9C20.C7 


. o4 . tm 


Method 


TBLASTX: Maize 


—3 


Start 


13914 






End 


14298 


n 


GI 


none 






Score 


226 


i : 

y 


Exons 


13914. 


.14297, 13933 


. .14298 








Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 




Gene No. 


11445 






Strand 






Start 


11091 






End 


17246 


ij 


Name 


OJ991112 17.9C20.C7 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


14325 






End 


14681 


— 


GI 


none 






Score 


116 


■-1 


Exons 


14325. 


.14630, 14325 


. .14681, 


14335. .14646 


& 


Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 




Gene No. 


11445 






Strand 






Start 


11091 






End 


17246 


;=? 


Name 


OJ991112 17.9C20.C7 


. ol . tw 


Method 


" TBLASTX: Wheat 




Start 


1434.9 






End 


14811 




GI 


none 






Score 


434 




Exons 


14349. 


.14810, 14350 


. . 14811 








Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 




Gene No . 


11445 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112 17.9C20.C7 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14406 






End 


14771 




GI 


none 






Score 


114 




Exons 


14406. 


.14540, 14547 


. .14771 








Seq. No. 


5491 






Seq. ID 


OJ991112_17.9C20 




Gene No. 


11445 






Strand 






Start 


11091 






End 


17246 




Name 


OJ991112_17.9C20.C7 


. o5.gs 


Method 


GENSCAN . 



5621 



Start 
GI 

Exons 



14820 
none 

14820. .17246 



End 
Score 



17246 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5491 

11445 

11091 

OJ991112JL7 . 9C20 . C7 . o3 . tw 

14979 

none 



Seq. ID OJ991112_17.9C20.C7 
Strand 

End 17246 

Method TBLASTX : Wheat 

End 154 62 

Score 170 



14979. .15461, 15007 .. 15267 , 15283.. 15462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5491 

11445 

11091 

OJ991112_17 . 9C20 .C7 . o7 . tw 

16200 

none 



Seq. ID OJ991112_17.9C20.C7 
Strand 

End 17246 

Method TBLASTX : Wheat 

End 16592 

Score 91 



16200. .16457, 16234 .. 16473, 1644 0 .. 16538 , 164 4 1 . . 16521 , 
16545. .16592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
y Gene No. 
J Start 
; -- Name 
y Start 

GI 

J Exons 

4 GI Descrip. 



5491 

11445 

11091 

OJ991112_17 . 9C20 .C7 . o7 . tm 

16302 

none 

16302. .16550, 16303.. 16587 



Seq. ID OJ991112_17.9C20.C7 
Strand 

End 17246 

Method TBLASTX : Mai ze 

End 16587 

Score 91 



5492 
11446 
1 

OJ991112_17 . 9C20 . C8 . ol . np 
1 

4416302 
1. .1995 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ991112_17.9C20.C8 
Strand 

End 3271 

Method AAT/NAP 

End 1995 

Score 1943 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5492' 
11446 
1 

OJ991112_17.9C20.C8.o2.tw 
2 

none 



Seq. ID OJ991112_17.9C20.C8 
Strand 

End . 3271 
Method TBLASTX: Wheat 
End 415 
Score 180 



2. .292, 6. .284, 6. .302, 161. .286, 293. .319, 326. .415, 329. .415 



Seq. No. 5492 

Gene No. 11446 

Start 1 

Name OJ991112_17 . 9C20 . C8 . o5 . tm 

Start 2 

GI none 

Exons 2.. 115, 2.. 238, 3.. 239 



Seq. ID OJ991112_17.9C20.C8 
Strand 

End 3271 

Method TBLASTX : Mai ze 

End 239 

Score 108 



Seq. Np. 
Gene No. 
Start 



5492 

11446 

1 



Seq. ID OJ991112_17.9C20.C8 
Strand 

End 3271 



5622 



Name 

Start- 

GI 

Exons 

GI Descrip. 



OJ991112JL7 . 9C20 . C8 . ol . ts Method 

5 End 

5509260 Score 
5. .544, 78. .449 



Seq. No. 5492 Seq. ID 

Gene No. 11446 Strand 

Start 1 End 

Name OJ991 112_17 . 9C20 . C8 . ol . tc Method 

Start 50 End 

GI none Score 

Exons 50.. 322, 141.. 323 



TBLASTX : Soybean 

544 

255 



OJ991112_17.9C20.C8 
3271 

TBLASTX: Cress 

323 

91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5492 Seq. ID 

11446 Strand 

1 End 

OJ991112_17. 9C20.C8.o3.tm Method 

24 6 End 

none Score 



OJ991112JL7.9C20.C8 
3271 

TBLASTX : Maize 

559 

91 



246.. 320, 248.. 322, 276.. 539, 311.. 559 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



i'R 

ry 

y 

q Seq. No. 

I=:l Gene No. 

' y Start 

j ; Name - ■ 

□ Start 



GI 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



5492 
11446 

1 ■ 
OJ991112_17. 9C20.C8.ol.tm 
560 
none 



Seq. ID OJ991112_17. 9C20.C8 
Strand 

End *' 3271 f ' m ~"' - 

Method TBLASTX: Maize 

End 1407 

Score 58 

560. .718, 621. .722, 632. .670, 731. .1348, 760. .882, 771. .1265, 
1048.. 1296, 1363.. 1407 



5492 

11446 

1 

OJ991112_17.9C20.C8.o4.tw 

656 

none 



Seq. ID OJ991112_17.9C20.C8 
Strand 

End 3271 

Method TBLASTX : Wheat 

End 997 

Score 48 



656. .745, 666. .719, 760. .891, 767. .904, 767. .913, 920. .997 

OJ991112 17.9C20.C8 



5492 Seq. ID 

11446 Strand 

1 End ' 

OJ991112_17 .9C20.C8.o2. ts Method 

830 End 

none Score 

830. .1240, 867. .983, 1050. .1211 



3271 

TBLASTX: Soybean 

1240 

43 



Seq. No. 5492 Seq. ID 

Gene No. 11446 Strand 

Start 1 End 

Name OJ991112_17 . 9C20 . C8 . o2 . np Method 

Start 1066 End 

GI 4416301 Score 

Exons 1066.. 1109, 3018.. 3271 

GI Descrip. (AF105716) gag protein [Zea mays] 



OJ991112_17.9C20.C8 

3271 
AAT/NAP 
3271 
88 



Seq. No. 



5492 



Seq. ID OJ991112_17.9C20.C8 



5623 






Gene No. 


11446 






Strand 






Start 


1 






End 


3271 




Name 


OJ991112 17. 


9C20.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1091 






End 


1641 




GI 


none 






Score 


138 




Exons 


1091. .1381, 


1091. .1363, 


1093 


..1368, 1387.. 1632, 1396.. 1641 




Seq. No. 


5492 






Seq. ID 


OJ991112_17.9C20.C8 




Gene No. 


11446 






Strand 






Start 


1 






.. End 


3271 




Name 


OJ991112 17. 


9C20.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1412 






End 


1804 




GI 


none 






Score 


62 




Exons 


1412. .1522, 


1414 . . 1680, 


1417 


..1668, 1463. .1684, 1479. .1685, 






1673. .1804, 


1675. .1803 










Seq. No. 


5492 






Seq. ID 


OJ991112_17.9C20.C8 




Gene No . 


11446 






Strand 






Start 


1 






End 


3271 




Name 


OJ991112 17. 


9C20.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1714 






End 


2031 




GI 


none 






Score 


105 




Exons. 


1714. .2031, 


1796. .2017 








3 


Seq. No. 


5492 






Seq. ID 


OJ991112_17. 9C20.C8 


j 


Gene No . 


11446 






Strand 




as. 
1 i 


Start 


1 






End 


3271 


i : 


Name 


OJ991112 17. 


9C20.C8.o4. 


tm 


Method 


TBLASTX: Maize 


b? 


Start 


1807 






End 


2158 


3 


GI 


none 






Score 


84 


i i 


Exons 


1807. .2046, 


1814. .1942, 


1970 


..2038, 2075. .2158, 2075. .2152 




Seq. No. 


5493 






Seq. ID 


OJ991112_17.9C20.C9 


u 


Gene No. 


11447 






Strand 


+ 




Start 


1 






End 


2158 


Si. 

E 


Name 


OJ991112 17. 


9C20.C9.ol. 


np 


Method 


AAT/NAP 


'4 


Start 


1 






End 


2158 




GI 


6721516 






Score 


522 




Exons 


1..46, 424.. 


664, 1073.. 


1392, 


2136.. 2158 


S3" 

3 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


C 

: 


Seq. No. 


5493 






Seq. ID 


OJ991112_17. 9C20.C9 




Gene No. 


11447 






Strand 


+ 




Start 


1 






End 


2158 




Name 


OJ991112 17. 


9C20.C9.ol. 


gs 


Method 


GEN SCAN 




Start 


26 




End 


1469 




GI 


none 






Score 


.5 




Exons 


26. .46, 145. 


.216, 424.. 


585, 882.. 902, 


1254 . .1469 




Seq. No. 


5494 






Seq. ID 


OJ991112_17.9C20.C10 




Gene No. 


11448 






Strand 


+ 




Start 


33 






End 


194 




Name 


OJ991112 17. 


9C20.C10.ol 


.gs 


Method 


GENSCAN ' 




Start 


33 






End 


194 




GI 


none 






Score 


.79 




Exons 


33. .194 











5624 















Seq. No. 


5494 




Gene No. 


11449 




Start 


1563 - 




Name 


OJ991112 17 . 9C20 .CIO . o2 


.gs 


Start 


1563 




GI 


none 




Exons 


1563.. 1704, 2086.. 2326 




Seq. No. 


5495 




Gene No. 


11450 




Start 


284 




Name 


OJ991112 17.9C20.Cll.ol, 


.np 


Start 


281 






5103838- 




Exons 


281. .406, 451. .730 




GI Descrip. 


(AC007591) ESTs gb|H37295 and 




[Arabidopsis thaliana] 




Seq. No. 


5495 




Gene No. 


J- -L *± -J \J 




Start 


284 




Name 


OJ991112 17.9C20.Cll.ol, 


.gs 


Start 


284 




GI 


none 




Exons 


284. .760 




Seq. No. 


5495 




Gene No. 


11450 




Start 


284 




Name 


OJ991112 17.9C20.Cll.ol. 


• gp 


Start 


379 




GI 


none 




Exons 


379. .853 




Seq. No. 


5495 




Gene No. 


11450 




Start 


284 




Name 


OJ991112 17.9C20.Cll.ol. 




Start 


521 




GI 


none 




Exons 


521. .730, 522. .716 




Seq. No. 


5496 




Gene No. 


11451 




Start 


1359 




Name 


OJ991112 17.9C20.C12.ol, 


( gp 


Start 


1359 




GI 


none 




Exons 


1359. .1664 




Seq. No. 


5496 




Gene No. 


11452 




Start 


649 




Name 


OJ991112 17.9C20.C12.ol, 


.gs 


Start 


649 





GI 

Exons 



none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_17.9C20.C10 
+ 

2326 
GEN SCAN 
2326 
.42 



OJ991112 17.9C20.C11 



853 

AAT/NAP 

730 

148 



OJ991112_17.9C20.C11 
853 

GENSCAN 
760 
. 94 



OJ991112_17.9C20.C11 
853 

AAT/GAP 

853 

907 



OJ991112_17 . 9C20 .Cll 
853 

TBLASTX: Maize 

730 

146 



OJ991112_17.9C20.C12 
+ 

1664 
AAT/GAP 
1664 
521 



OJ991112_17.9C20.C12 

3104 
GENSCAN 
3104 
.73 



649. .723, 1573. .1662, 1759. .2053, 2131. .2156, 2228. .2587, 



5625 



2961. .3104 



Seq. No. 5496 Seq. ID 

Gene No. 11452 Strand 

Start 64 9 End 

Name OJ991112_17 . 9C20 . C12 . o2 . gp Method 

Start 1641 End 

GI none Score 

Exons 1641.. 1662, 1759.. 2059, 2228.. 2320. 



OJ991112_17 . 9C20 . C12 

3104 
AAT/GAP 
2320 
771 



Seq. No. 5496 
Gene No. 11452 
Start 64 9 

Name OJ991112_17 . 9C20 . C12 . ol . tm 

Start 2223 
GI none 

Exons 2223.. 2270, 2225.-2287, 2225. 

2335. .2451, 2374. .2508, 2402. 
2562.. 2594 



Seq. ID OJ991112_17.9C20.C12 
Strand 

End 3104 
Method TBLASTX : Maize 
End 2594 
Score 50 

.2287, 2269. .2451, 2274. .2324, 
.2473, 2447. .2518, 2449. .2541, 



Seq. No. 5497 Seq. ID 

Gene No. 11453 Strand 

Start 106 End 

H Name OJ991112_17 . 9C20 . C13 . ol . gp Method 

!'S Start 106^ End 

Jff GI '702665 Score 

'« iS Exons 106.. 458 



OJ991112_17.9C20.C13 
+ 

458 

AAT/GAP 

458 

588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5497 Seq. ID OJ991112_17.9C20.C13 

11454 Strand + 

4873 End 7513 

OJ991112_17 . 9C20 . C13 . o2 . gp Method AAT/GAP 

4873 End 6173 

701080 ' Score 866 

4873.. 5049, 5898.. 6173 

4049346/emb|CAA22571.1| 3.0e-14 (AL034567) putative protein 
[Arabidopsis thaliana] 



5497 

11454 

4873 

OJ991112_17.9C20.C13.ol.np 

5919 

4049346 



Seq. ID. OJ991112 17.9C20.C13 



Strand 
End 

Method 

End 

Score 



+ 

7513 
AAT/NAP 
7339 
376 



5919.. 6321, 6523.. 6620, 6671.. 6783, 6816.. 7339 
(AL034567) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991112 17.9C20.C13 



5497 
11454 
4873 

OJ991112_17.9C20.C13.o3.gp 
6788 
3768613 
6788. .7513 

4049346/emb|CAA22571.1| 4.0e-ll (AL034567) putative protein 
[Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



7513 
AAT/GAP 
7513 
1371 - 



5626 






Seq. No. 


5497 








Seq. ID 


OJ991112_17 . 9C20.C13 




Gene No. 


11455 








Strand 






Start 


44 








End 


397 




Name 


OJ991112_17 . 


9C20. 


C13.ol 


.gs 


Method 


GENSCAN 




Start 


44 








End 


397 




GI 


none 








Score 


1 




Exons 


44 . . 397 














Seq. No. 


5497 * 








Seq. ID 


OJ991112_17 . 9C20 . CI 3 




Gene No. 


11456 








Strand 






Start 


14495 








End 


19714 




Name 


OJ991112_17 . 


9C20 . 


C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5852 








End 


6181 




GI 


none 








Score 


345 




Exons 


5852. .6181, 


5874 . 


. 6179, 


5977 . 


. 6180 






Seq. No. 


5497 








Seq. ID 


- 

OJ991112_17 . 9C20 .C13 




Gene No. 


11456 








Strand 






Start 


14495 








End 


19714 




Name 


OJ991112 17. 


9C20 . 


C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5916 








End 


6290 




GI 


none 








Score 


115 




Exons 


5916. . 6035, 


5919. 


. 6050, 


5933. 


.6121, 6059.. 6247, 6060.. 6290 




Seq. No. 


5497 








Seq. ID 


OJ991112_17.9C20.C13 




Gene No. 


11456 








Strand 




fx 


Start 


14495 








End 


19714 


=? 


Name 


OJ991112 17. 


9C20. 


C13.o4 


. tm 


Method 


TBLASTX: Maize 


3 


Start 


6762 








End 


7003 




GI 


none 








Score 


156 


T 


Exons 


6762 . . 6875, 


6762 . 


. 6872, 


6914 . 


.7003, 6973.. 7002 


fj 


Seq. No. 


5497 








Seq. ID 


OJ991112_17.9C20.C13 




Gene No. 


11456 








Strand 




1 


Start 


14495 








End 


19714 


lJ; 


Name 


OJ991112_17. 


9C20 . 


C13.ol 


. ts 


Method 


TBLASTX : Soybean 


2. 


Start 


7150 








End 


7326 


sx 


GI 


none 








Score 


70 




Exons 


7150. .7314, 


7150. 


.7326, 


7154 . 


.7318 






Seq.. No. 


5497 








Seq. ID 


OJ991112_17.9C20.C13 




Gene No. 


11456 








•Strand 






Start 


14495 








• End' 


19714 




Name 


OJ991112_17. 


9C20. 


C13.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


7181 








End 


7516 




GI 


none 








Score 


235 




Exons 


7181 . . 7336, 


7181. 


.7324, 


7183. 


.7341, 7183.. 7335, 7374. .7415, 






7382 . .7408, 


7386. 


.7415, 


7387 . 


.7416, 7481. .7516 




Seq. No. 


5497 








Seq. ID 


OJ991112_17.9C20.C13 




Gene No. 


11456 








Strand 






Start 


14495 








End 


19714 




Name 


OJ991112 17. 


9C20. 


C13.o3 


.gs 


Method 


GENSCAN 




Start 


14495 








End 


19714 




GI 


none 








Score 


.43 




Exons 


14495. .14539 


, 15414. .15520, 17416. .17449, 17692 17940, 



18955. .19054, 19557.. 19714 



5627 



Seq. No. 


5497 


Seq. ID 


OJ991112 


_17.9C20 


.C13 


vJCllC INVJ • 


11456 


Strand 








Start 


14495 


End 


19714 






Name 


OJ991112 17.9C20.C13.o2.np 


Method 


AAT/NAP 






Start 


16477 


End 


16751 






GI 


1334371 


Score 


111 






Exons 


16477. .16751 










GI Descrip. 


(X13327) rps 19 [Secale cereale] 








Seq. No. 


D fl j 1 


Seq. ID 


OJ991112 


_17.9C20 


-C13 


Gene No. 


11 /ICC 

1 1 H D D 


■ Strand 








Of a >-+- 


14495 


End 


19714 






Name 


OJ991112 17.9C20.C13.o3.tm 


Method 


TBLASTX: i 


Maize 




Start 


16606 


End 


16858 






GI 


none 


Score 


97 






Exons 


16606. .16692, 16611 .. 16694 , 


16611. .16739, 16613 


. .16741, 






16675. .16749, 16692 .. 16751, 


16734. .16856, 16758 


. .16805, 






16760. .16858, 16772.. 16858 










Seq. No. 


5497 


"Seq. ID 


OJ991112 


_17.9C20 


.C13 


Gene No. 


11456 


Strand 








Start 


14495 


End 


19714 






Name 


OJ991112 17.9C20.C13.o3.np 


Method 


AAT/NAP 






Start 


16745 


End 


16977 






GI 


82538 


Score 


273 






Exons 


16745. .16977 











GI Descrip. hypothetical 9K protein (rpsl9-rpl2 intergenic region) - 
chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza 
gi 1 12074 | emb | CAA33926 | (X15901) ORF82 [Oryza sativa] 
gi I 226650 | prf | I1603356CA ORF 82 [Oryza sativa] 



rice 
sativa] 



Seq. No. 5498 Seq. ID 

Gene No. 11457 Strand 

Start 411 End 

Name OJ991112_17 . 9C20 . C14 . ol . gs Method 

Start 411 End. 

GI none Score 

Exons 411.. 533 



OJ991112_17.9C20.C14 
533 

GENSCAN 

533 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5499 



Seq. ID OJ991112_17.9C20.C15 



Seq. No. 
Gene No. 
Start 
Name 



11458 Strand 
892 End 2514 

OJ991112_17 . 9C20 .C15.ol.np Method AAT/NAP 
892 End 2514 

6069646 Score 1709 

892.. 1871, 2155.. 2514 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



5499 Seq. ID 

11459 Strand. 

3290 End 

OJ991112_17 . 9C20 . C15 . o2 . gs Method 



OJ991112_17 . 9C20 .C15 

5314 
GENSCAN 



5628 




Start 


3290 








End 


5287 


GI 


none 








Score 


.91 


Exons 


3290. .3757, 


3860. 


.4360, 


4381. 


.4608, 4715. .4938, 5017. .5287 


Seq. No. 


5499 








Seq. ID 


OJ991112_17 . 9C20 .C15 


Gene No. 


11459 








Strand 




Start 


-j o o n 

3290 








End 


5314 


Name 


OJ991112 17 


.9C20. 


C15.o2 


.np 


Method 


AAT/NAP 


Start 


3296 








End 


5314 


GI. 


2760837 - 








Score 


1383 


Exohs 


3296. .3757, 


3860. 


.4262, 


4361. 


.4608, 4715. .4938, 5017. .5314 


GI Descrip. 


(AC003105) ; 


putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


5499 








Seq. ID 


OJ991112 17 . 9C20 .CI 5 


Gene No. 


11460 








Strand 


- 


Start 


7407 








End 


7904 


Name 


OJ991112 17 


. 9C20. 


C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


907 








End 


1467 


GI 


none 








Score 


81 


Exons 


907. .1116, 


1132. . 


1467, 


1157 . . 


1360 




Seq. No. 


5499 








Seq. ID 


OJ991112_17.9C20.C15 


Gene No. 


11460 








Strand 




Start 


7407 








End 


7904 


Name 


OJ991112 17 


. 9C20. 


C15.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1171 








End 


1371 


GI 


none 








Score 


191 


Exons 


1171. .1371 












Seq. No. 


5499 








Seq. ID 


OJ991112_17.9C20.C15 


Gene No. 


11460 








Strand 




Start 


7407 








End 


7904 


Name 


OJ991112 17 


. 9C20. 


CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1932 








End 


2517 


GI 


none 








Score 


84 


Exons 


1932. .2069, 


1934. 


.2092, 


2071. 


.2124, 2137.. 2514, 2143.. 2517 


Seq. No. 


5499 








Seq. ID 


OJ991112_17.9C20.C15 


Gene No. 


• 11460 








Strand 




Start 


7407 








End 


7904 


Name 


OJ991112 17 


.9C20. 


C15.ol 


.ts ' 


Method 


TBLASTX : Soybean 


Start 


3317 








End 


5216 


GI 


none 








Score 


83 


Exons 


3317. .3637, 


3674. 


.3757, 


3908. 


.4063, 3912. .4052, 4345. .4626, 




4733. .4810, 


4865. 


.4951, 


5081. 


.5197, 5082. .5216 


Seq. No. 


5499 








Seq. ID 


OJ991112_17.9C20.C15 


Gene No. 


11460 








Strand 




Start 


7407 








End 


7904 


Name 


OJ991112 17 


. 9C20. 


C15.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3317 








End 


4939 


GI 


none 








Score 


144 


Exons 


3317. .3634, 


3333. 


-.3635, 


3659. 


.3751, 3695. .3751, 3894. .4076, 




3911. .4093, 


4357. 


.4614, 


4730. 


.4822, 4805. .4939 


Seq. No. 


5499 








Seq. ID 


OJ991112_17 . 9C20 . C15 


Gene No. 


11460 








Strand 





5629 



3 

n 
y 

3 

A 

1 



Start 


7407 






Name 


OJ991112 17. 


9C20. 


C15.ol.tc 


Start 


3320 






GI 


none 






Exons 


3320. .3637, 


3321. 


.3590 


Seq. No. 


5499 






Gene No . 


114 OU 






Start 


7407 






Name 


OJ991112 17. 


9C20. 


C15.ol.tw 


Start 


3482 






GI 


none 






Exons 


3482. .3637, 


3483. 


.3638, 3674 


Seq. No. 


5499 






Gene No. 


1 1 A Cf\ 

114 oU 






Start 


7407 






Name 


OJ991112 17. 


9C20. 


C15.o3.gs 


Start 


7407 






GI 


none 






Exons 


7407. .7423, 


7844. 


.7904 


Seq. No. 


5500 






Gene No . 


1 1 A £ 1 

114 61 






Start 


2198 






Name 


OJ991112 17. 


9C20. 


C16.o2.gs 


Start 


2198 






GI 


none 






Exons 


2198. .2365, 


3081. 


.3191 


Seq. No. 


5501 






Gene No. 


11462 






Start 


1 






Name 


OJ991202 14. 


9C29. 


CI .ol.np 


Start 


1 






GI 


6714431 







End 

Method 

End 

Score 



7904 

TBLASTX: Cress 

3637 

84 



Seq. ID OJ991112_17.9C20.C15 
Strand 

End 7904 

Method TBLASTX: Wheat 

End 3790 

Score 136 



Seq. ID OJ991112_17.9C20.C15 
Strand 

End 7904 

Method GEN SCAN 

End 7904 

Score .78 



Seq. ID OJ991112_17.9C20.C16 
Strand 

End 3191 

Method GENSCAN 

End 3191 

Score .74 



Seq. ID OJ991202_14.9C29.C1 

Strand + 

End 7201 

Method AAT/NAP 

End 3723 

Score 1591 



Exons 1..314, 1222 .. 1988 , 2141 .. 3723 

GI Descrip. (AC012328) putative cellulose synthase catalytic subunit 
* [Arabidopsis thaliana] 



3 Seq. No. 


5501 




Seq. ID 


OJ991202_14 


.9C29.C1 


Gene No. 


11462 




Strand 


+ 




Start 


1 




End 


7201 




Name 


OJ991202 14.9C29 


.Cl.ol 


.gs Method 


GENSCAN 




Start ■ 


324 




End 


7201 




GI 


none 




Score 


.72 




Exons 


324. .595, 1231.. 


1972, 


2114. .3546, 4641, 


..4792, 7008 


. .7201 


Seq. No. 


5501 




Seq. ID 


OJ991202_14 


.9C29.C1 


Gene No. 


11463 




Strand 


+ 




Start 


7371 




End 


13446 




Name 


OJ991202 14.9C29 


.Cl.o2 


.gs Method 


GENSCAN 




Start 


7371 




End 


13446 




GI 


none 




Score 


.84 




Exons 


7371. .7663, 7821 


. .8568 


, 11794. .13446 






Seq. No. 


5501 




Seq. ID 


OJ991202_14 


.9C29.C1 



5630 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11463 Strand + 

7371 End 13446 

OJ991202_14 . 9C29 . CI . o2 . np Method AAT/NAP 

7572 End 13399 

6056428 Score 1700 

7572.. 7663, 7821.. 8568, 11794.. 13399 

(AC009525) Very similar to cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name OJ991202_14 . 9C29 . CI . o2 . tc 

Start 1226 

GI none 
Exons 



Seq. ID OJ991202_14.9C29.C1 
Strand 

End 15108 

Method TBLASTX: Cress 

End 13302 

Score 4 35- 



1226. .1813, 1468. .1677, 1523. .1705, 1533. .1706, 1747. .1842, 
1889. .1915, 2168. .2497, 2171. .2497, 2205. .2498, 7819. .8019, 
8095. .8424, 8103. .8309, 8350. .8484, 8485. .8511, 11837 .. 11875 , 
11883. .12074, 11884. .12075, 12088 .. 12180 , 13225. .13302 



C3 

hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5501 Seq. ID 

11464 Strand 

14348 End 

OJ991202_14 .9C29.Cl.o2.tm Method 

1300 End 

none Score 



-OJ991202_14.9C29.C1 
15108 

TBLASTX: Maize 

8571 

128 



1300. .1434, 1301. .1423, 1445. .1852, 1459. .1839, 1523. .1849, 
1873. .1965, 1874. .1975, 1886. .1975, 7890. .7988, 7891. .8019, 
8035. .8460, 8109. .8429, 8209. .8451, 8476. .8571, 8479. .8571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5501 

11464 

14348 

OJ991202_14 . 9C29.C1 . o2 . ts 

1475 

none 



Seq. ID OJ991202__14.9C29.C1 
Strand 

End 15108 

Method TBLASTX: Soybean 

End 8598 

Score 178 



1475. .1639, 1477. .1635, 1639. .1677, 1640. .1852, 1732. .1845, 
1873. .1965, 1874. .1975, 1874. .1975, 8095. .8232, 8103. .8228, 
8232.. 8429, 8233.. 8460, 8476.. 8571, 8478.. 8570, 8479.. 8598 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name ' OJ991202_14 . 9C29.C1 .o3. tw 

Start 1621 

GI none 
Exons 



Seq. ID OJ991202_14.9C29.C1 
Strand 
End 

Method 
End 
Score 



15108 

TBLASTX: Wheat 

8511 

167 



1621. .1677, 1622. .1831, 1777. .1812, 1889. .1915, 8214. .8309, 
8215. .8424, 8470. .8511 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name OJ991202_14 . 9C29 .CI ,o3 . tm 

Start 2135 

GI none 
Exons 



Seq. ID OJ991202_14.9C29.C1 
Strand 
End 

Method 
End 
Score 



15108 

TBLASTX: Maize 

12279 

451 



2135. .2593, 2259 .. 2354 , 2362 .. 2592, 11883 .. 12074 , 11884 .. 12087 , 
12087. .12242, 12088. .12279 



5631 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name OJ991202_14 . 9C29 . CI . ol . ts 

Start 2177 

GI none 
Exons 



Seq. ID OJ991202_14.9C29.C1 
Strand 

End 15108 
Method TBLASTX : Soybean 
End 12539 
Score 261 

2177. .2398, 2182. .2310, 2399. .2605, 2403. .2639, 2404. .2601, 
2620. .2706, 2722. .2829, 2723. .2839, 11805 .-. 12083, 11857 12084, 
12084. .12233, 12085 .. 12279, 12387 .. 12539, 12394.. 12537 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name OJ991202_14 . 9C29 . CI . o2 . tw 

Start 2191 

GI none 
Exons 



Seq. ID OJ991202_14.9C29.C1 
Strand 

End 15108 

Method TBLASTX : Wheat 

End 12234 

Score 24 9 



2191. .2298, 2195. .2398, 2220. .2447, 2399. .2551, 2405. .2530, 
11866. .12084, 11874. .12083, 12084 12233, 12085. .12234 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name " OJ991202_14 . 9C29 . CI . ol . tc 

Start 2516 

GI none 
Exons 



Seq. ID OJ991202_14.9C29.C1 
Strand 

End 15108 

Method TBLASTX : Cres s 

End 13113 

Score 112 



2516. .2593, 2620. .2706, 2722. .2985, 2741. .3004, 2981. .3073, 
3077. .3415, 3247. .3402, 12199 12279, 12387 12698 , 
12394. .12702, 12688 .. 12768 , 12775 13113, 12822 13040, 
13068. .13100 



ru 

P 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name OJ991202JL4 . 9C29 . CI . ol . tm 

Start 2611 

GI none 
Exons > 



Seq. ID OJ991202_14.9C29.C1 
Strand 

End 15108 

Method TBLASTX : Mai ze 

End 13302 

Score 638 



2611. .2706, 2722. .3066, 2723. .3478, 2768. .3106, 3151, 
3502.. 3672, 3530.. 3595, 12387 12812, 12394 .. 13125, 
12852. .13124, 128 95 .. 13170, 13222.. 13302 



3429, 



Seq. No. 5501 

Gene No. 11464 

Start 14348 

Name OJ991202_14 . 9C29 . CI . o3 . ts 

Start 2843 

GI none 

Exons 2843. .2980, 2846.. 3019, 2848, 



Seq. ID OJ991202_14 . 9C29.C1 
Strand 

End 15108 

Method TBLASTX : Soybean 

End 13302 

Score 158 

.3009, 2999. .3355, 3359. .3469, 



3533. .3595, 1254 1 12696, 12579 .. 12671, 12847 13053, 
12852. .13052, 13057 .. 13119, 13225.. 13302 



Seq. No. 5501 Seq. ID 

Gene No. 114 64 Strand 

Start . 14348 End 

Name OJ991202_14 . 9C29 . CI . ol . tw Method 

Start 2998 End 

GI none . Score 



OJ991202_14.9C29.C1 
15108 

TBLASTX: Wheat 

13188 

561 



5632 



Exons 



2998.. 3168, 2999.. 3487, 2999.. 3196, 3217.. 3486, 12696 .. 13124 , 
12697. .13125, 12895.. 13188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5501 

11464 

14348 

OJ991202_14 . 9C29 . CI . o4 . tw 

3488 

none 



Seq. ID OJ991202_14.9C29.C1 
Strand 

End 15108 

Method TBLASTX : Wheat 

End 13302 

Score 177 



3488.. 3607, 3488.. 3607, 3489. .3608, 3490.. 3633, 3490.. 3684/ 
13194. .13301, 13201.. 13302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5501 Seq. ID 

1-1464 Strand 

14348 End 

OJ991202_14 . 9C29.C1 .o3. gs Method 

14348 End 

none Score 



OJ991202_14.9C29.C1 

15108 
GEN SCAN 
15108 
.68 



14348. .14482, 14777 14922, 14989. .15108 





Seq. No. 


5502 


Seq. ID 


OJ991202_14.9C29.C2 




Gene No . 


11465 


Strand 


+ 




Start 


123 


End 


609 




Name 


OJ991202 14.9C29.C2.ol.gs - 


Method 


GENSCAN 




Start 


123 


End 


609 




GI 


none 


Score 


. 6 


f : 


Exons 


123. .190, 411. .609 






y 


Seq. No. 


5502 


Seq. ID 


OJ991202_14.9C29.C2 


l 5 


Gene No. 


11466 


Strand 






Start 


5168 


End 


10944 


.J: 


Name 


OJ991202 14.9C29.C2.ol.np 


Method 


AAT/NAP 


u 


Start 


5168 


End . 


10944 




GI 


4678197 


Score 


1804 


3 


Exons 


5168.. 5231, 7579.. 8892, 9181. 


.10944 






GI Descrip. 


(AC007134) putative retroelement pol polyprotein [Arabidopsis 


JL 




thaliana] 






3? 


Seq. No. 


5502 


Seq.. ID 


OJ991202_14.9C29.C2 




Gene No. 


11467 


Strand 


+ 




Start 


11829 


End 


11894 




Name 


OJ991202 14.9C29.C2.ol.gp 


Method 


AAT/GAP 




Start 


11829 


End 


11894 




GI 


2312838 


Score 


71 




Exons 


11829. .11894 








GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


5502 


Seq. ID 


OJ991202_14.9C29.C2 




Gene No. 


11468 


Strand 






Start 


991 


End 


7603 




Name 


OJ991202 14.9C29.C2.o2.gs 


Method 


GENSCAN 




Start 


991 


End 


7603 




GI 


none 


Score 


.51 




Exons 


991. .1302, 2467. .4057, 4135.. 


4181, 439j 


S..4683, 4780. .4946, 






4975.-5332, 5450.. 5956, 6109. 


.6662, 6847. .7281, 7576. .7603 



5633 




Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29 


.C2 


Gene No - 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29 


.C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2698 








End 


3105 




GI 


none 








Score 


72 




Exons 


2698. .3105, 


2728 


. .2856 










Seq. No. 


5502 








Seq. ID 


' OJ991202_14.9C29 


.C2 


Gene No 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29 


.C2.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


3412 








End 


3804 




GI 


none 








Score 


177 




Exons 


3412. .3468, 


-3448 


. .3804 










Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29 


.C2 


Gene No . 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


. 9C29 


.C2.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3496 








End 


3717 




GI 


none 








Score 


161 




Exons 


3496. .3717, 


3500 


. .3712 










Seq. No. 


5502 


- 






Seq. ID 


OJ991202_14 .9C29 


.C2 


Gpnp No 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29 


.C2.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3535 








End 


3916 




GI 


none 








Score 


128 




Exons 


3535. .3906, 


3545 


. .3916 










Seq. No. 


5502 








Seq. ID 


OJ991202_14 .9C29 


.C2 


Gene No 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3718 








End 


4102 




GI 


none 








Score 


187 




Exons 


3718. .4101, 


3746 


. .4102 










Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29 


-C2 


Gene No 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29, 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4066 








End 


4698 




GI 


none 








Score 


85 




Exons 


4066. .4206, 


4264, 


. .4539, 


4555. 


.4698 






Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29 


.C2 


Gene No. 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29. 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4200 








End 


10122 




GI 


none 








Score 


300 




Exons 


4200. .4259, 


9574, 


. .9921, 


9576. 


.9689, 9735.. 9866, 9913.. 1012; 



9981. .10085 



5634 






Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29.C2 




Conp No . 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29. 


C2.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


4222 








End 


4539 




GI 


none 








Score 


188 




Exons 


4222. .4539 














Seq. No. 


5502 








Seq. ID 


OJ991202_14 .9C29.C2 




Gene No. 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4273 








End 


4654 




GI 


none 








Score 


176 




Exons 


4273. .4440, 


4274. 


.4453, 


4292. 


.4453, 4435. .4653, 4475. .4519 






4562. .4654 














Seq. No. 


5502 








Seq. ID 


OJ991202_14 . 9C29.C2 




f^fanp No 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29. 


C2.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


5540 








End 


5926 




GI 


none 








Score 


51 




Exons 


5540. .5731, 


5589. 


.5726, 


5735. 


.5926, • 5817. .5858 


Ul 


Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29.C2 


m 


Gene No. 


11469 








Strand 






Start 


12599 








End 


13169 


'a =S 


Name 


OJ991202 14 


.9C29. 


C2.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


7849 








End 


8166 




GI 


none 








Score 


90 


m 


Exons 


7849. .7920, 


7869. 


.7913, 


7951. 


.8031, 8004. .8045, 8034. .8156, 


is 




8041. .8160, 


8041. 


.8166, 


8042. 


.8161 




i!3 


Seq. No. 


5502 








Seq. ID 


OJ991202JL4 .9C29.C2 


""4 


Gene No . 


11469 








Strand 




|.& 


Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


□ 


Start 


8176 








End 


8850 




GI 


none 








Score 


68 


"I ST 


Exons 


8176. .8244, 


8254. 


.8850, 


8278. 


.8475, 8322. .8558, 8580. .8840 




Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29.C2 




Gene No . 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29. 


C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8185 








End 


8793 




GI 


none 








Score 


274 




Exons 


8185. .8571, 


8202. 


.8567, 


8586. 


.8663, 8587.. 8676, 8671.. 8793 




Seq. No. 


5502 








Seq. ID 


OJ991202_14.9C29.C2 




Gene No. 


11469 








Strand 






Start 


12599 








End 


13169 




Name 


OJ991202 14 


.9C29. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8350 








End 


8811 




GI 


none 








Score 


278 




Exons 


8350. .8811, 


8424. 


.8651 









5635 



OcCJ. LNO . 


^09 




Con T H 


O.TQQ1 909 1 A QCOQ 


CO 


Gene No. 


11469 




Strand 






Start 


12599 




End 


13169 




Name 


OJ991202 14. 


9C29.C2.o2.tc 


Method 


TBLASTX: Cress 




Start 


8365 




End 


8814 




GI 


none 




Score 


284 




Exons 


8365. .8814, 


8367. .8564 








Seq. No. 


5502 


- 


Seq. ID 


OJ991202_14.9C29 


.C2 




1 1 4fiQ 




^t- rand 






Start 


12599 




End 


13169 




Name 


OJ991202 14. 


9C29.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9411 




End 


9896 




GI 


5509260 




Score 


407 




Exons 


9411. .9689, 


9412. .9891, 9735. 


.9896 






GI Descrip. 


- 










beq. no. 


jjUZ 




oeq . ±u 




CO 


Gene No. 


11469 




Strand 






Start 


12599 




End 


13169 




Name 


OJ991202 14. 


9C29.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


9526 




End 


9795 




GI 


none 




Score 


304 




Exons 


9526.. 9795, 


9540.. 9776, 9547. 


.9786 






O s-s /-r Kin 

beq. no. 


JjUZ 




Seq. ID 


OJ991202_14.9C29 


CO 


Gene No. 


11469 




Strand 






Start 


12599 




End 


13169 




Name 


OJ991202 14. 


9C29.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


9574 




End 


10008 




GI 


none 




Score 


346 




Exons 


9574. .10008, 


9576.. 9668, 9724 


..9804, 9735. .9896, 9829.. 


989' 


064. NO. 


^09 




Seq. ID 


OJ991202_14.9C29 


CO 


Gene No. 


11469 




Strand 






Start 


12599 




End 


13169 




Name 


OJ991202 14. 


9C29.C2.o4.tc 


Method 


TBLASTX: Cress 




Start 


9979 




End 


10218 




GI 


none 




Score 


189 




Exons 


9979. .10218 










oeq. NO. 






Seq. ID 


OJ991202JL4.9C29 


CO 


Gene No. 


11469 




Strand 






Start 


12599 




End 


13169 




Name 


OJ991202 14. 


9C29.C2.o7.ts 


Method 


TBLASTX : Soybean 




Start 


10075 




End 


10254 




GI 


none 




Score 


184 




Exons 


10075. .10254 


, 10077.. 10220 








Seq. No. 


5502 




Seq. ID 


OJ991202_14.9C29 


• C2 


Gene No. 


11469 




Strand 






Start 


12599 




End 


13169 




Name 


OJ991202 14. 


9C29.C2.o8.tw 


Method 


TBLASTX: Wheat 




Start ' 


10132 




End 


10518 




GI 


none 




Score 


105 




Exons 


10132. .10251 


, 10272. .10403, 10273. .10518, 10474.. 10512 





5636 





Seo No 


5502 




Seq. ID 


OJ991202_14.9C29. 


C2 




Gene No. 


11469 




Strand 








Start 


12599 




End 


13169 






Name 


OJ991202 14.9C29.C2. 


ol. tm 


Method 


TBLASTX: Maize 






Start 


10264 




End 


10926 






GI 


none 




Score 


321 






Exons 


10264. .10614, 10362. 


.10613, 


10690. .10926, 10701.. 10769 






Seq. No. 


5502 




Seq. ID 


OJ991202_14.9C29. 


C2 




ficinp Ma 


11469 




Strand 








Start 


12599 




End 


13169 






Name 


OJ991202 14.9C29.C2. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


10282 




End 


10962 






GI 


none 




Score 


395 






Exons 


10282. .10617, 10284. 


.10769, 


10466. .10756, 10696 .. 10962 , 








10840. .10956 












Seq. No. 


5502 




Seq. ID 


OJ991202JL4 .9C29. 


C2 




Gene No. 


11469 




Strand 


- 






Start 


12599 




End 


13169 






Name 


OJ991202 14.9C29.C2. 


o2 .np 


Method 


AAT/NAP 






Start 


12267 




End 


13169 




[1 


GI 


6056428 




Score 


285 






Exons 


12267. ..12286, 12661. 


.13169 








cn 


GI Descrip. 


(AC009525) Very similar to 


cellulose ; 


synthase catalytic 


subunit 


l ! i * 

! C7 




[Arabidopsis thaliana] 








.. — 2 


Sea No 


5502 




Seq. ID 


OJ991202JL4 .9C29. 


C2 


1. L3 


Gene No. 


11469 




Strand 






hJ 


Start 


12599 




End 


13169 




\ : \\ 


Name 


OJ991202 14.9C29.C2. 


o4 . gs 


Method 


GENSCAN 






Start 


12599 




End 


13162 






GI 


none 




Score 


.96 




rl 

'■- E 


Exons 


12599. .13162 












Seq. No. 


5502 




Seq. ID 


OJ991202_14.9C29. 


c? 


o 


Gene No. 


11469 




Strand 






.: =i 
i ; 


Start 


12599 




End 


13169 






Name 


OJ991202 14.9C29.C2. 


o3. tc 


Method 


TBLASTX: Cress 






Start 


12749 




End 


13126 






GI 


none 




-Score 


93 






Exons 


12749. .12829, 12917. 


.13126, 


12933.. 13121 






Seq. No. 


5502 




Seq. ID 


OJ991202_14.9C29. 


C2 






11469 




Strand 








Start 


12599 




End 


13169 






Name 


OJ991202 14.9C29.C2. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


12749 




End 


13169 






GI 


none 




Score 


95 






Exons 


12749. .12838, 12750. 


.12842, 


12917. .13024, 12930. .13004, 








13040. .13078, 13062. 


.13169, 


13067.. 13168 






Seq. No. 


5502 




Seq. ID 


OJ991202_14 . 9C29. 


C2 




Gene No. 


11469 




Strand 








Start 


12599 




End 


13169 






Name 


OJ991202 14.9C29.C2. 


o4 . ts 


Method 


TBLASTX : Soybean 





5637 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



12764 End 13150 

none Score 83 

12764. .12835, 12917 13000, 12980 .. 13150, 12981.. 13148 



5502 

11469 

12599 

OJ991202_14 .9C29.C2.q2. tw 

12863 

none 

12863. .13168, 12930. .13169 



Seq. ID OJ991202_14.9C29.C2 
Strand 

End 13169 

Method TBLASTX : Wheat 

End 13169 

Score 326 



5503 
11470 
1 

OJ991202_14 .9C29.C3.ol.np 
1 

4467125 
1..646, 1509. .1532 

(AL035538) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991202_14 .9C29.C3 
Strand 

End 1532 

Method AAT/NAP 

End 1532 

Score 486 



!.1 



I'll 



Seq. No. 


5503 








Seq. ID 


OJ991202 


_14.9C29 


.C3 


Gene No. 


11470 








Strand 


- 






Start 


1 








End 


1532 






Name 


OJ991202_14 


.9C29 


.C3.ol 


.tc 


Method 


TBLASTX: 


Cress 




C 4- -j y-t- 

O'LcHT L. 


A 










JJJ 






GI 


none 








Score 


130 






Exons 


4. .240, 26. 


.220, 


295. . 


555 










Seq. No. 


5503 








Seq. ID 


OJ991202 


_14.9C29 


.C3 


Gene No. 


11470 








Strand 








Start 


1 








End 


1532 






Name 


OJ991202 14 


.9C29 


,C3.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4 








End 


427 






GI 


none 








Score 


162 






Exons 


4. .288, 14 . 


.220, 


280. . 


426, 


302. .427 








Seq. No. 


5503 








Seq. ID 


OJ991202 


_14 .9C29 


.C3 


Gene No. 


11470 








Strand 








Start 


1 








End 


1532 






Name 


OJ991202 14 


.9C29 


.C3.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start - 


4 








End 


552 






GI 


none 








Score 


100 






Exons 


4. .240, 26. 


.217, 


295. . 


552 










Seq. No. 


5503 








Seq. ID 


OJ991202 


__14.9C29 


.C3 


Gene No. 


11470 








Strand 








Start 


1 








End 


1532 






Name 


OJ991202 14 


.9C29 


.C3.ol 


. gs 


Method 


GENSCAN 






Start 


20 








End 


699 






GI 


none 








Score 


.79 






Exons 


20. .699 
















Seq. No. 


5504 








Seq. ID 


OJ991202 


_14.9C29 


.C5 


Gene No. 


11471 








Strand 


+ 






Start 


1 








End 


3324 






Name 


OJ991202 14 


.9C29 


,C5.o2 


.np 


Method 


AAT/NAP 







5638 



iJ 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



3324 
195 



! £ 3 Exons 

ru 



Seq. No. 
Gene No. 
•; J 9 Start 
r "4 Name 
Start 

= Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gr 

Exons 

GI Descrip. 



Seq. No.. 
Gene No. 
Start 
Name 
Start 



6630696 
1.-44, 3136.. 3324 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


5504 






Seq. ID 


OJ991202 


Gene No. 


11471 






Strand 


+ 


Start 


1 






End 


3324 


Name 


OJ991202 14 


. 9C29.C5 


. ol . gs 


Method 


GENSCAN 


Start 


1563 






End 


1685 


GI 


none 






Score 


.43 


Exons 


1563. .1685 










Seq. No. 


5504 






Seq. ID 


OJ991202 


Gene No. 


11471 






Strand 


+ 


Start 


1 






End 


3324 


Name 


OJ991202 14 


.9C29.C5 


.ol.np 


Method 


AAT/NAP 


Start 


2829 






End 


2960 


GI 


5852172 






Score 


138 


Exons 


2829. .2960 










GI Descrip. 


(AL117265) 


zhb0002. 


1 [Oryza 


sativa] 




Seq. No. 


5504 






Seq. ID 


OJ991202 


Gene No. 


11472 






Strand 


+ 


Start 


17616 






End 


18299 


Name 


OJ991202 14 


.9C29.C5 


.o3.gs 


Method 


GENSCAN 


Start 


17616 






End 


18299 


GI 


none 






Score 


.9 



14 .9C29.C5 



14 .9C29.C5 



17616. .18299 



5504 

11473 

2594 

OJ991202_14.9C29.C5.o2.gs 

2594 

none 



OJ991202 14.9C29.C5 



Seq. ID 
Strand 

End 17765 
Method GENSCAN 
End 16336 
Score .51 

2594. .2623, 2874. .2909, 4316. .4539, 5488. .5702, 7318. .7409, 
8512. .8666, 9621. .9645, 9856. .9922, 10433 11275, 13458 .. 15112, 
15204. .16180, 16228. .16336 



5504 Seq. ID 

11473 " Strand 

2594 End 

OJ991202_14 .9C29.C5.ol. gp Method 

2812 End 

427610 Score 
2812. .3069 

5852172/emb|CAB55410.1| 4. 
sativa] 

5504 Seq. ID 

11473 Strand 

2594 End 

OJ991202_14. 9C29.C5.o4.gp Method 

13244 End 



OJ991202_14.9C29.C5 

17765 
AAT/GAP 
3069 
420 



0e-ll (AL117265) zhb0002.1 [Oryza 



OJ991202_14 .9C29.C5 

17765 

AAT/GAP 

13576 



5639 



GI 

Exons 



3761434 
13244. .13576 



Score 



577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5504 

11473 

2594 

OJ991202_14 . 9C2 9 . C5 . o3 . np 

13490 

6714431 



Seq. ID OJ991202_14.9C29.C5 
Strand 

- End 17765 

Method AAT/NAP 

End 17765 

Score 1780 



13490. .15112, 15204. .-3,6003, 17725.. 17765 

(AC012328) putative cellulose synthase catalytic subunit 

[Arabidopsis thaliana] 



5504 

11474 

21302 

OJ991202JL4 . 9C29 . C5 . o4 . tm 

3195 

none 



-Seq. ID OJ991202_14.9C29.C5 
Strand 

End 21544 

Method TBLASTX : Mai ze 

End 34 75 

Score 112 



3195.. 3287, 3196.. 3288, 3197.. 3289, 3289.. 3420, 3289.. 3423, 
3293. .3475, 3294. .3431 



HI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



□ Exons 



5504 

11474 

21302 

OJ991202_14 . 9C29 . C5 ; ol . tm 

13601 

none 



Seq. ID OJ991202_14.9C29.C5 
Strand 

End 21544 

Method TBLASTX : Maize 

End 14516 

Score 73 



13601. .13681, 13784. .14008, 13784 .. 14509, 13785 .. 14012, 
14091. .14516 



ru 



Seq. No. 
Gene No. 
iS _ Start 
□ Name 

Start 
U GI 
[ ~ Exons 



5504 

11474 

21302 

OJ991202_14.9C29.C5.o2.tc 

13601 

none 



Seq. ID OJ991202_14. 9C29.C5 
Strand 

End 21544 

Method TBLASTX : Cress 

End 15971 

Score 143 



13601. .13678, 14705. .14821, 14831 .. 15022, 14832 .. 15023, 
15261. .15326, 15262 .. 15330 , 15336 .. 15665, 15451 . .1564 5, 
15720.. 15971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5504 

11474 

21302 

OJ991202_14. 9C29.C5.o3.ts 

13616 

none 



Seq. ID OJ991202_14. 9C29.C5 
Strand 

End 21544 

Method TBLASTX : Soybean 

End 14357 

Score 69 



13616. .13678, 13784 13846, 13856 .. 14209, 13860 14030, 
14231. .14356, 14235.. 14357 



Seq. No. 5504 

Gene No. 11474 

Start 21302 

Name OJ991202_14 . 9C29 . C5 . ol . tw 

Start 13781 

GI none 

Exons 13781-.14206, 13782.. 14207 



Seq. ID OJ991202_14.9C29.C5 
Strand 

End 21544 

Method TBLASTX : Wheat 

End 14207 

Score 519 



5640 



Seq. No. 5504 

Gene No. 11474 

Start 21302 

Name OJ991202_14 . 9C29 . C5 . ol . tc 

Start 13788 

GI none 

Exons 13788. .13835, 13790 .. 14 128, 
14201. .14509, 14205. .14516, 

Seq. No. 5504 

Gene No. 11474 

Start 21302 

Name OJ991202_14 . 9C29 . C5 . ol . ts 

Start 14364 

GI none 

Exons 14364 . .14516, 14366 .. 14 632, 
14624. .14821, 14793 .. 15047, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 14.9C29.C5 



21544 

TBLASTX: Cress 
14704 
40 

13863. .14009, 14 135 .. 14215, 
14520. .14576, 14 624. .14704 



Seq. ID OJ991202JL4.9C29.C5 
Strand 

End 2154 4 

Method TBLASTX : Soybean 

End 15049 

Score 95 
14520. .14 582, 14 622. .14822, 
14822.. 15049 



Seq. No. 5504 

Gene No. 11474 

Start 21302 

Name OJ991202_14 . 9C29.C5 .o3. tm 

3 Start 14624 

~. GI * none 

t Exons 14624. .14815, 14628 .. 14816, 



Seq. ID OJ991202_14.9C29.C5 
Strand 

End 21544 

Method TBLASTX : Mai ze 

End 15023 

Score 142 
14831. .15022, 14832. .15023 



W Seq. No. 5504 

3 Gene No. 11474 

J Start 21302 

3 Name OJ991202_14 . 9C29 . C5 . o2 . tw 

jl Start 14669 

w GI none 

Exons 14669. .14821, 14670 .. 14822, 



Seq. ID OJ991202_14.9C29.C5 
Strand 

End 21544 

Method TBLASTX : Wheat 

End 15040 

Score- 135 
14822. .15040, 14823. .15032 



Seq. No. 5504 

Gene No. 11474 

Start 21302 

Name • OJ991202_14 . 9.C29 . C5 . o2 . tm 

Start 15201 

GI none 

Exons 15201. .15293, 15201 15296, 
15315. .15422, 15439 15645, 

Seq. No. 5504 

Gene No. 11474 

Start 21302 

Name OJ991202_14 . 9C29 . C5 . o2 . ts 

Start 15201 

GI - ; none 

Exons 15201. .15293, 15201 .. 15296, 
15328. .15378, 15451 15528, 



Seq. ID OJ991202_14.9C29.C5 
Strand 

End 21544 

Method TBLASTX : Mai ze 

End 15852 

Score 82 
15202. .15297, 15312 .. 15713, 
15705. .15851, 15727. .15852 

Seq. ID OJ991202_14.9C29.C5 
Strand 

End 21544 

Method TBLASTX : Soybean 

End 15665 

Score 64 
15202. .15300, 15312. .15527, 
15528. .15665, 15532. .15645 



Seq. No. 5504 

Gene No. 11474 

Start 21302 

Name OJ991202 14 . 9C29 . C5 . o3 . tw 



Seq. ID OJ991202_14.9C29.C5 

Strand - , 

End 21544 

Method TBLASTX : Wheat 



5641 





Start 


15261 




End 


15546 








GI 


none 




Score 


42 








Exons 


15261. .15344, 15262. 


.15330, 


15354. .15545, 15451. 


.15546 






Seq. No. 


5504 




Seq. ID 


OJ991202 


14.9C29 


.C5 




Gene No. 


11474 




Strand 










Start 


21302 




End 


21544 








Name 


OJ991202 14.9C29.C5. 


o4 . gs 


Method 


GENSCAN 








Start 


21302 




End 


21544 








GI 


none 




Score 


. 66 








Exons 


21302. .21330, 21385. 


.21544 












Seq. No. 


5505 




Seq. ID 


OJ991202_ 


14.9C29 


.C6 




Gene No. 


11475 




Strand 


+ 








Start 


14 




End 


4148 








Name 


OJ991202 14.9C29.C6. 


ol .gs 


Method 


GENSCAN 








Start 


14 




End 


4148 








GI 


none 




Score 


.6 








Exons 


14. .72, 1899. .1974, 


2347. .2456, 2546.. 


2744, 2875 


. .2902, 








3004. .3069, 3643.. 3804, 3936 


i. . 3994, 4005. .4148 








Seq. No. 


5505 




Seq. ID 


OJ991202_ 


14.9C29 


.C6 




Gene No. 


11476 




Strand 


+ 






k J 


Start 


13006 




End 


19653 








Name 


OJ991202 14.9C29.C6. 


o3 . gs 


Method 


GENSCAN 








Start 


13006 




End 


19653 






i 3 : s 


GI 


none 




Score 


.48 






\ y 


Exons 


13006. .13080, 13514. 


.13618, 


13672. .13827, 13927. 


.15642, 








15754. .16038, 16117. 


.18160, 


18323. .19653 








Seq. No. 


5505 




Seq. ID 


OJ991202_ 


14.9C29 


.C6 




Gene No. 


11476 




Strand 


+ 








Start 


13006 




End 


19653 








Name 


OJ991202 14.9C29.C6. 


ol . np 


Method 


AAT/NAP 






: i E 
* : ~ 


Start 


14195 




End 


19650 






GI 


6498441 




Score 


7157 








Exons 


14195. .15259, 15590. 


.16053, 


16117. .16490, 16674. 


.16808, 








16983. .17706, 17878. 


.19275, 


19369. .19650 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



5505 

11477 

21116 

OJ991202_14 . 9C29.C6.o3.np 

21116 

5042454 



Seq. ID OJ991202_14 . 9C29.C6 

Strand + 

End 24926 

Method AAT/NAP 

End 24926 

Score 108 



21116. .21220, 22268. .22419, 232 62 .. 23383, 23759 .. 23945, 
24786.. 24926 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 5505 Seq. ID 

Gene No. ■ 11478 Strand 

Start 25631 End 

Name OJ991202_14 . 9C29 . C6 . a5 . gs Method 

Start " 25631 End 



OJ991202_14.9C29.C6 
+ 

264 67 
GENSCAN ' 
26467 ■ 



5642 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

25631. .25696, 26261.. 26467 

5505 

11479 

27519 

OJ991202_14 .9C29.C6.o7.gs 

27519 

none 

27519. .27620, 27874.. 28140 



Score 



.46 



Seq. ID OJ991202_14.9C29.C6 

Strand + 

End 28140 

Method GENSCAN 

End 28140 

Score .87 



5505 Seq. ID 

11480 Strand 
28808 End 
OJ991202_14 . 9C29.C6.ol.gp Method 
28808 End 
LIB3477-003-P1-K1-E9 Score 
28808. .28871 

l 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ991202_14.9C29.C6 
+ 

28871 
AAT/GAP 
28871 
87 



Seq. No. 5505 Seq. ID 

Gene No. 11481 Strand 

Start 20278 End 24972 

Name OJ991202_14 . 9C29 . C6. o4 . gs Method GENSCAN 

Start 20278 End 24972 

GI none Score .79 

Exons 20278. .21825, 21955 .. 23494 , 24122 .. 24240, 24515 
- 24922.. 24972 



OJ991202 14.9C29.C6 



,24718, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5505 Seq. ID 

11481 • Strand 
20278 End 
OJ991202_14 . 9C2 9 . C6 . o2 . np Method 
20281 End 
6907089 Score 
20281. .22108, 22212.. 23475 

(AP001129) hypothetical protein [Oryza sativa] 



OJ991202_14.9C29.C6 

24972 
AAT/NAP 
23475 
4180 



5505 
11482 ' 
29902 

OJ991202_14 . 9C29.C6.ol.tm 

9857 

none 



Seq. ID OJ991202_14.9C29.C6 
Strand 
End 

Method 
End 
Score 



31833 

TBLASTX: Maize 

10491 

56 



9857. .9931, 9857. .9934, 9950. .10180, 9951. .10181, 10186. . 10353, 
10187. .10285, 10345. .10491, 10366.. 10491 



Seq. No. 5505 

Gene No. 11482 

Start 29902 

Name OJ991202_14 . 9C29 . C6. ol . ts 

Start 9857 
GI ■ • . none 
Exons 



Seq. ID OJ991202 14.9C29.C6 



Strand 
End 

Method 

End 

Score 



31833 

TBLASTX : Soybean 

10305 

70 ■ 



9857. .9934, 9864. .9938, 9950. .10165, 9963. .10166, 10186 10305, 
10187. .10285 



5643 




Seq. No. 


5505 




Seq. ID 


OJ991202_14.9C29. 


C6 


(Zanp NO 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


9899 




End 


10515 




GI 


none 




Score 


36 




Exons 


9899.. 9955, 9942.. 10016, 9974.. 10180, 


10089. .10184, 






10186. .10305, 10214, 


. . 10285, 


10351. . 10515 




Seq. No. 


5505 




Seq. ID 


OJ991202_14 .9C29. 


C6 


Gpnp No 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6, 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14347 




End 


14736 




GI 


none 




Score 


54 




Exons 


14347. .14391, 14398, 


. .14496, 


14415. .144 95, 144 63. .14702, 






14479.. 14736 










Seq. No. 


5505 




Seq. ID 


OJ991202_14.9C29. 


C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


,o5. tm 


Method 


TBLASTX: Maize 




Start 


14386 




End 


14634 . 




GI 


none 




Score 


194 




Exons 


14386. .14634, 14388. 


. .14633 








Seq. No. 


5505 




Seq. ID 


OJ991202_14.9C29. 


C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


15474 




End 


15960 




GI 


none 




Score 


399 




Exons 


15474 . .15647, 15475, 


. .15960, 


15669. .15929 




Seq. No. 


5505 




Seq. ID 


OJ991202_14.9C29. 


C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16124 




End 


16587 




GI 


none 




Score 


200 ... ; 




Exons 


16124. .16567, 16125. 


. .16580, 


16126. .16587, 16126. .16581 




Sea No 


5505 




Seq. ID 


OJ991202_14.9C29. 


C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


, o4 . ts 


Method 


TBLASTX: Soybean 




Start 


16165 




End 


16530 




GI 


none 




Score 


114 




Exons 


16165. .16389, 16396. 


.16530 








Seq. No. 


5505 




Seq. ID 


OJ991202_14.9C29. 


C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


16255 




End 


16611 ■ 




GI 


none 




Score 


377 





5644 




Exons 


■m f rt w— r— ^ rt rt rt 

16255. .16611, 16290. 


. 16592, 


16376. .16597, 16495.. 16611 




Seq. No. 


5505 




Seq. ID 


OJ991202 14.9C29 


.C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202_14 . 9C29.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16638 




End 


17022 




GI 


none 




Score 


363 




Exons 


16638. .17003, 16639. 


. 17022 








Seq. No. 


5505 




Seq. ID 


y-v -r rt rt ** rt rt rt «t a rt rt rt 

OJ991202_14 . 9C29 


.C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202_14 . 9C29.C6. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


16695 




End 


17115 




GI 


none 




Score 


499 




Exons 


16695. .17090, 16696. 


. 17115 








Seq. No. 


5505 




Seq. ID 


OJ991202_14 . 9C29 


.C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14 . 9C29.C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16774 




End 


17145 




GI . 


none 




Score 


284 




Exons 


16774. .17145, 167 91. 


. 16934 








Seq. No. 


5505 




Seq. ID 


OJ991202_14. 9C29 


.C6 


Gene No. 


11482 




Strand 






Start 


29902 




' End 


31833 




Name 


OJ991202_14.9C29.C6. 


65. tw 


Method 


TBLASTX: Wheat 




Start 


17554 




End 


18012 




GI 


none 




Score 


236 




Exons 


17554 . . 17808, 17578 . 


. 17802, 


17643. .17816, 178 63 .. 18012, 






17874 . . 18011 










Seq. No. 


5505 




Seq. ID 


OJ991202_14.9C29 


.C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


17701 




End 


18267 




GI 


5666795 




Score 


68 




Exons 


17701/.17799, 17875. 


.18012, 


18028. .18267 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No., 


5505 




Seq. ID 


OJ991202_14.9C29 


,C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


18016 




End 


18327 




GI 


none 




■ Score 


233 




Exons 


18016. .18327, 18024. 


.18191 








Seq. No. 


5505 




Seq. ID 


OJ991202_14.9C29 


.C6 


Gene No. 


11482 




Strand 






Start 


29902 




End 


31833 




Name 


OJ991202 14.9C29.C6. 


o3.tm 


Method 


TBLASTX: Maize 




Start . - 


18520 




End 


18863 





5645 



GI 

Exons 



none 

18520. .18843, 1854 9 .. 18830, 



Score 372 
18714. .18863 



Seq. No. 5505 Seq. ID 

Gene No. 11482 Strand 

Start 29902 End 

Name OJ991202_14 . 9C29 . C6 . o4 . tw Method 

Start 18657 End 

GI none Score 

Exons 18657. .1.9007, 18658.. 19038 



OJ991202_14.9C29.C6 
31833 

TBLASTX: Wheat 

19038 

375 



Seq. No. 5505 

Gene No. 11482 

Start 29902 

Name OJ991202_14 . 9C29 . C6 . 06 . tw 

Start 19039 

GI none 

Exons 19039. .19329, 19044 .. 19328, 
19516. .19641 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_14.9C29.C6 
31833 

TBLASTX: Wheat 

19641 

266 



19411. .19485, 19515. .19637, 



□ 



Seq. No. 5505 

Gene No. 11482 

Start 29902 

Name OJ991202_14 : , 9C29 ,C6. 08 .gs 

Start 29902 

GI none 
Exons 



Seq. ID OJ991202_14.9C29.C6 
Strand 

End 31833 

Method GEN SCAN 

End 31833 

Score .78 



29902. .30093, 31577 31681, 31732. .31833 



,~ Seq. No. 5506 Seq. ID 

i: i Gene No. 11483 Strand 

=y Start 424 End 

i3 Name OJ991202_12 . 9C29 .C2 . ol . gs Method 

: jj Start 424 End 

GI none Score 

U Exons 424.. 507, 1758.. 1935 



OJ991202_12.9C29.C2 
+ 

1935 
GEN SCAN 
1935 
.96 



Seq. No. 5506 

Gene No. 11484 

Start 117 

Name OJ991202_12 . 9C29 . C2 . ol . gp 

Start 117 

GI LIB3434-038-P1-K1-F1 

Exons 117.. 326 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202_12.9C29.C2 
326 

AAT/GAP 

326 

318 



Oe+OO Oryza sativa genomic 



Seq. No. 5507 Seq. ID 

Gene No. 11485 Strand 

Start 2655 End 

Name OJ991202_12 . 9C29 . C3 . o2 . gs Method 

Start 2655 End 

GI none Score 
Exons 



OJ991202_12.9C29.C3 
+ 

10925 
GENS CAN 
10925 
.48 



2655. .2799, 4152. .4374, 4906. .5424, 5546. .5735, 6505. .6865, 
6942. .7140, 7169. .7346, 7389. .7500, 7720. .7847, 7933. .8040, 
8706.. 8812, 10673.. 10925 



Seq. No. 



5507 



Seq. ID OJ991202_12.9C29.C3 



5646 



ru 

□ 



i y 



•C3 

hi 



Gene No. 


11485 




Strand 


+ . 


Start 


2655 




End 


10925 


Name 


OJ991202 12.9C29.C3.ol. 


np 


Method 


AAT/NAP 


Start 


5108 




End 


8139 


GI 


3080369 




Score 


405 


Exons 


5108. .5381, 7248.. 7371, 


7405 


..7500, 7750.. 7847, 7933.. 8139 


GI Descrip. 


(AL022580) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


5507 




Seq. ID 


OJ991202 12 . 9C29 .C3 


Gene No . 


11485 




Strand 


+ ~ 


Start 


2655 




End 


10925 


Name 


OJ991202 12.9C29.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


6700 




End 


7102 


GI 


none 




Score 


756 


Exons 


6700. .7102 








Seq. No. 


5507 




Seq. ID 


OJ991202_12.9C29.C3 


Gene No. 


11485 




Strand 


+ 


Start 


2655 




End 


10925 


Name 


OJ991202 12.9C29.C3.o2. 


gp 


Method 


AAT/GAP 


Start 


7298 




End 


8145 


GI 


LIB3432-015-P1-K1-D7 




Score 


843 


Exons 


7298. .7346, 7416.. 7500, 


7720 


..7847, 7933. .8145 


GI Descrip. 


•3080369/emb| CAA18626.il 2.0e-37 (AL022580) putative prote; 




[Arabidopsis thaliana] 1 








Seq. No. 


5507 




Seq. ID 


OJ991202_12.9C29.C3 


Gene No. 


11486 




Strand 


+ 


Start 


20914 




End 


21221 


Name 


OJ991202 12.9C29.C3.o3. 


np 


Method 


AAT/NAP 


Start 


20914 




End 


21221 


GI 


6539570 




Score 


96 


Exons 


20914.. 21221 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


5507 




Seq. ID 


OJ991202_12.9C29.C3 


Gene No. 


11487 




Strand 




Start 


17492 




End 


21204 


Name 


OJ991202 12.9C29.C3.o2. 


tm 


Method '.' 


TBLASTX: Maize 


Start 


5062 




End 


5224 


GI 


none 




Score 


81 


Exons 


5062. .51^6, : 5063. .5224, 


5071 


. .5220 




Seq. No. 


5507 




Seq. ID 


OJ991202_12.9C29.C3 


Gene No. 


11487 




Strand ■ 




Start 


17492 




End 


21204 


Name 


OJ991202 12.9C29.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7287 




End 


8069 


GI 


none 




Score 


81 


Exons 


7287. .7346, 7289. .7345, 


7409 


..7504, 7410. .7499, 7718.*. 7792, 




7719. .7793, 7793. .7849, 


7806 


..7847, 7913. .8032, 7921. .8040, 



7921. .8025, 7926. .8039, 8028. .8069, 8030. .8068 



Seq. No. 5507 Seq. ID 

Gene No. 11487 Strand 

Start 174 92 End 

Name OJ991202 12 . 9C29 . C3 . ol . tc Method. 



OJ991202_12.9C29.C3 
21204 

TBLASTX: Cress 



5647 



Start 
GI 

Exons 



7755 End 8112 

none Score 58 

7755. .7814, 7921. .8112, 7932. .8108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5507 Seq. ID OJ991202_12 . 9C29 .C3 

11487 Strand 

17492 End 21204 

OJ991202_12 . 9C2 9 . C3 . o2 . np Method AAT/NAP 

17384 . End 20639 

5922620 Score 889 ■ 

17384. .17491, 18928 .. 19043, 19080 .. 19256, 19375 .. 19537, 

19622. .19655, 20376 .. 20400, 2044 6 .. 20559, 20601. .20639 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 

corresponds to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



5507 Seq. ID 

11487 Strand 

174 92 End 

OJ991202_12 . 9C2 9 . C3 . o4 . gs Method 

17492 End 

none Score 
17492.. 17704 



OJ991202_12.9C29.C3 

21204 
GEN SCAN 
17704 
.87 



^ ; Seq. No. 5507 

fU Gene No. 11487 

Q Start 17492 

jj Name OJ991202_12 . 9C29 . C3 . o5 . gs 

Start 18043 

lift GI none 

^ Exons 18043. .18184, 18238 .. 18352, 

« 20376. .20400, 2044 6 .. 20664 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18959 

20688 



OJ991202 12.9C29.C3 



21204 
GENSCAN 
21204 
.7 

19043, 19901. 
20771, 21029. 



.20050, 
.21204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5508 
11488 
1 

OJ991202_12 .9C29.C4.o2. np 
1 

1076802 
1. .188, 4170. 
extensin-like 
extensin-like 



Seq. ID OJ991202_12.9C29.C4 
Strand + 
End 5952 
Method AAT/NAP 
End 5952 ' 

Score 204 

4874, 5929. .5952 

protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
protein [Zea mays] gi | 1096557 | prf | | 2111476A 



extensin-like domain [Zea mays] 



5508 

11488 

1 

OJ991202_12 .9C29.C4.ol. gs 

453 

none 

453. .3740 



Seq. ID OJ991202_12. 9C29.C4 

Strand + 

End 5952 

Method GENSCAN 

End 3740 

Score .59 



Seq. No. 
Gene No. 
Start 



5508 
11488 
1 ' 



Seq. ID OJ991202_12. 9C29.C4 
Strand + 
End 5952 



5648 



Name OJ991202_12 . 9C29 . C4 . ol . np Method AAT/NAP 

Start 453 End 3764 

GI 4680203 Score 2036 

Exons 453.. 2027, 2070.. 2162, 2316.. 2546, 2823.-3764 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5508 

11488 

1 

OJ991202_12.9C29.C4 .ol.gp 

2418 

5002953 



Seq. ID OJ991202_12.9C29.C4 

Strand + 

End 5952 

Method AAT/GAP 

End 3878 

Score 1272 



2418.. 2549, 2808.. 3217, 3697.. 3878 

4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



5508 
11489 
6793 

OJ991202_12.9C29.C4.o3.gs 
6793 
none 

6793. .6922, 7011. .7744, 7823. .8284, 8366 
9618.. 9789, 10231 .. 10269, 10809.. 10874 



Seq. ID OJ991202_12.9C29.C4 

Strand + 

End 10874 

Method GEN SCAN 

End 10874 

Score .66 

9198, 9281. .9451, 



Seq. No. 5508 Seq. ID OJ991202_12 . 9C29 . C4 

Gene No. 11489 Strand + 

Start 6793 End 10874 

Name OJ991202__12 . 9C29 . C4 . o2 .gp Method AAT/GAP 

Start 9607 End 10073 

GI LIB3431-001-P1-N1-B5 Score 639 

Exons 9607.. 9789, 9895.. 10073 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5508 Seq. ID 

11489 Strand 

6793 End 

OJ991202JL2 . 9C2 9 . C4 . o3 . gp Method 

9663 End 

LIB3431-001-P1-N1-B5 Score 
9663, .9789, 9895.. 10130 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



OJ991202_12.9C29.C4 
+ 

10874 
AAT/GAP 
10130 
645 



5508 Seq. ID 

11490 Strand 

12173 End 

OJ991202_12 . 9C2 9 . C4 . o4 . gs Method 

12173 End 

none Score 
12173. .14455 



OJ991202_12.9C29.C4 
+ 

15013 
GENSCAN 
14455 
.45 



Seq. No. 5508 - Seq. ID OJ991202 

Gene No. 114 90 Strand + 

Start 12173 End 15013 

Name OJ991202_12 . 9C29.C4 .63.np Method AAT/NAP 



12. 9C29.C4 



5649 




Start 12488 .End 15013 

GI 4467124 Score 1041 

Exons 12488. .14393, 14947.. 15013 

GI Descrip. (AL035538) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29.C4 


Gene No. 


11491 








Strand 




Start 


4050 








End 


4874 


Name 


OJ991202 12 


.9C29 


.C4.o4. 


tw 


Method 


TBLASTX: Wheat 


JUQit 










End 


1358 


GI 


none 








Score 


215 


Exons 


807. .1205, 


1046. 


.1207, 


1253. . 


1348, 1254.. 1358 


Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29.C4 


Gene No. 


11491 








Strand 




Start 


4050 








End 


4874 


Name 


OJ991202 12 


.9C29 


.C4.o2. 


ts 


Method 


TBLASTX: Soybean 


jlqi l 


1 ORG 

J. \J O \J 








End 


1505 


GI 


none 








Score 


123 


Exons 


1086. .1205, 


1087 


. .1206, 


1088. 


.1207, 1256.. 1501, 1257.. 1505 


Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29.C4 


Gene No. 


11491 








Strand 




Start 


4050 








End 


4874 


Name 


OJ991202 12 


.9C29 


.C4.ol. 


tc 


Method *■; 


TBLASTX: Cress 


Start 


1253 








End 


1583 












Score 


317 


Exons 


1253. .1486, 


1254 


. .1583, 


1437. 


.1541, 1508. .1582 


Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29.C4 


Gene No. 


11491 








Strand 




Start 


4050 








End 


4874 


Name 


OJ991202 12 


.9C29 


.C4.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1371 








End 


1837 


GI 


none 








Score 


52 


Exons 


1371. .1424, 


1379 


. .1414, 


1425. 


.1529, 1436. .1522, 1521. .1631 




1530. .1646, 


1534 


. .1632, 


1538. 


.1708, 1649. .1837, 1677. .1832 


Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29.C4 


Gene No. 


■ 11491 








Strand 




Start 


4050 








End 


4874 


Name 


OJ991202_12 


. 9C29 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


o tax l 


_L *i £. O 








End 


1871 


GI 


none 








Score 


229 


Exons 


1428. .1673, 


1478 


. .1669, 


1677. 


.1871 




Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29.C4 


Gene No. 


11491 








Strand 




Start 


4050 








End 


4874 


Name 


OJ991202 12 


.9C29 


.C4.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1706 








End 


1940 


GI 


none 








Score 


250 


Exons 


1706. .1861, 


1707 


. .1940 








Seq. No. 


5508 








Seq. ID 


OJ991202_12. 9C29.C4 


Gene No. 


11491 








Strand 




Start 


4050 








End 


4874 



5650 



Name 


OJ991202 12 


. 9C29. 


C4 .o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2079 










End 


2429 


GI 


none 










Score 


180 


Exons 


2079. 


.2309, 


2108. 


.2308, 


2345. 


.2428, 2346..2429 


Seq. No. 


5508 










Seq. ID 


OJ991202 12.9C29.C4 


Gene No . 


11491 










Strand 




Start 


4050 










End 


4874 


Name 


OJ991202 12 


. 9C29. 


C4.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2085 










End 


2300 


GI 


none 










Score . 


163 


Exons 


2085. 


.2231, 


2114. 


.2221, 


2238. 


.2300 




Seq. No. 


5508 










Seq. ID 


OJ991202 12.9C29.C4 


Gene No . 


11491 










Strand 




Start 


4050 










End 


4874 


Name 


OJ991202 12 


. 9C29. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2337 










End 


2822 


GI 


none 










Score 


300 


Exons 


2337. 


.2822, 


2354. 


.2530, 


2666. 


.2815 




Seq. No. 


5508 










Seq. ID 


OJ991202_12.9C29.C4 


Gene No. 


11491 










Strand 




Start 


4050 










End 


4874 ,v 


Name 


OJ991202- 12 


. 9C29. 


C4 .ol. 


tw 


Method- 


TBLASTX: Wheat : ' {,: 


Start 


2433 










End 


3653 


GI 


none 










Score 


486 


Exons 


2433. 


.2975, 


2477. 


.2923, 


2994. 


.3155, 3011. .3151, 3159. .3350 




3194. 


.3334, 


3339. 


.3386, 


3390. 


.3431, 3393. .3431, 3455.-3532 




3456. 


.3560, 


3561. 


.3653 








Seq. No. 


5508 










Seq. ID 


OJ991202_12. 9C29.C4 


Gene No. 


11491 










Strand 




Start 


4050 










End 


4874 


Name 


OJ991202 12 


.9C29. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2720 










End 


3146 


GI 


none 










Score 


209 


Exons 


2720. 


.2923, 


2724. 


.2975, 


2994. 


.3146, 3011.. 3133 



^ Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29. 


,C4 


Gene No. ' 


11491 








Strand 






Start- 


4050 








End 


4874 . 




Name 


OJ991202 12. 


9C29 


.C4.o2, 


.gs 


Method 


GEN SCAN 




Start 


4050 








End 


4874 




GI 


none 








Score 


.66 




Exons 


4050. .4148, 


4473 


. .4874 










Seq. No. 


5508 








Seq. ID 


OJ991202_12.9C29, 


.C4 


Gene No. 


11492 








Strand 






Start 


13046 








End 


14374 




Name 


OJ991202 12. 


9C29 


.C4.o3, 


.tc 


Method 


TBLASTX: Cress 




Start 


13046 








End 


13387 




GI 


none 








Score 


205 




Exons 


13046. .13387 














Seq. No. 


5508 ' 








Seq. ID 


OJ991202_12. 9C29. 


,C4 


. Gene No - . 


11492 








Strand 







5651 




Start 


13046 




End 


14374 




Name 


OJ991202 12.9C29.C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13138 




End 


13870 




GI 


none 




Score 


486 




Exons 


13138. .13665, 13139 


. .13705, 


13727. .13870 




Seq. No. 


5508 




Seq. ID 


OJ991202_12.9C29 


.C4 


Gene No . 


11492 




Strand 






Start 


13046 




End 


14374 




Name 


OJ991202 12.9C29.C4, 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


13186 




End 


13816 




GI 


none 




Score 


227 




Exons 


13186. .13440, 13187, 


. .13486, 


13514. .13816, 13559.. 13639 




Seq. No. 


5508 




Seq. ID 


OJ991202 12.9C29 


.C4 


Gene No. 


11492 




Strand 






Start 


13046 




End 


14374 




Name 


OJ991202 12.9C29.C4, 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


13316 




End 


13741 




GI 


none 




Score 


282 




Exons 


13316. .13741, 13325, 


. .13615 








Seq. No. 


5508 




Seq. ID 


OJ991202 12.9C29 


.C4 


Gene No. 


11492 




Strand 






Start 


13046 




End 


14374 




Name 


OJ991202 12.9C29.C4, 


. o4 . tc 


Method 


TBIiASTX: Cress 




Start 


13727 




End 


14110 




GI 


none 




Score 


157 




Exons 


13727. .13975, 14009. 


. .14110 








Seq. No. 


5508 




Seq. ID 


OJ991202_12.9C29 


.C4 


Qene No . 


11492 




Strand 






Start 


13046 




End 


14374 




Name 


OJ991202 12.9C29.C4, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13925 




End 


14374 




GI 


none 




Score 


221 




Exons 


13925. .14188, 14261. 


. .14374 








Seq. No. 


5509 




Seq. ID 


OJ991202_12.9C29 


.C5 


Gene No. 


11493 




Strand 


+ 




Start 


•13403 




End 


22566 




Name 


OJ991202 12.9C29.C5, 


.o3.np 


Method 


AAT/NAP 




Start 


13387 




End 


22566 




GI 


2828294 




Score 


952 




Exons 


13387. .13687, 14282. 


, .14433, 


14565. .14687, 1564 6 .. 1584 9, 






16248. .16362, 16480. 


, .16655, 


16713. .17363, 22537.. 22566 




GI Descrip. 


(AL021687) putatative protein [Arabidopsis thaliana] 




Seq. No. 


5509 




Seq. ID 


OJ991202_12.9C29 


,C5 


Gene No. 


11493 




Strand 


+ 




Start 


13403 




' End 


22566 




Name 


OJ991202 12.9C29.C5. 


o4 . gs 


Method 


GENSCAN 




Start 


13403 




End 


17450 




GI 


none 




Score 


.71 




Exons 


13403. .13687, 14282. 


.14379, 


14568. . 14687, 15131 .. 15332 , 






16248. .16362, 16480. 


.17450 









5652 



Seq. No. 5509 

Gene No. 11493 

Start 13403 

Name OJ991202_12 . 9C29 . C5 . o5 . gp 

Start 13415 

GI uC-osflM202123h02bl 

Exons 13415. .13687, 14282.. 14433 

GI Descrip. 1 2828294 /emb | CAA1 6708 . 1 | 5. 

[Arabidopsis thaliana] ' 



Seq. ID OJ991202_12.9C29.C5 

Strand + 

End 22566 

Method AAT/GAP 

End 14433 

Score 787 

Oe-43 (AL021687) putatative protein 



Seq. No. 5509 Seq. ID 

Gene No. 11493 Strand 

Start 13403 End 

Name OJ991202_12 . 9C29 . C5 . o4 . np Method 

Start 16733 End 

GI 3695389 * Score 

Exons 16733. .16871, 18819. .19721 

GI Descrip,. (AF096371) contains similarity to D-isomer specific 

2-hydroxyacid dehydrogenases (Pfam: 2-Hacid_DH . hmm, score: 
19.11) [Arabidopsis thaliana] 



OJ991202_12.9C29.C5 
+ 

22566 
AAT/NAP 
19721 
895 



ts. 

ru 



i =r 



Seq. No. 5509 Seq. ID 

Gene No. 114 93 Strand 

Start 13403 End 

Name OJ991202_12 . 9C29 . C5 . 06 . gp Method 

Start 16868 End 

GI 2431248 Score 

Exons 16868. .17323 

Seq. No. 5509 Seq. ID 

Gene No. 11493 Strand 

Start 13403 End 

Name OJ991202_12 . 9C29 . C5 . o5 . gs Method 

Start 18666 End 

GI none Score 

Exons 18666. .19727 

Seq. No. 5509 Seq. ID 

Gene No. 11494 Strand 

Start 25961 End 

Name OJ991202_12 . 9C29 . C5 . 08 . gp Method 

Start 25822 End 

GI none Score 

Exons 25822. .26158 



OJ991202_12.9C29.C5 
+ 

22566 
AAT/GAP 
17323 
878 



OJ991202_12.9C29.C5 
+ 

22566 
GENSCAN 
19727 
1 



OJ991202_12.9C29.C5 
+ 



30509 
AAT/GAP 
26158 
654 



Seq. No. 5509 Seq. ID 

Gene No. 114 94 Strand 

Start 25961 End 

Name OJ991202_12 . 9C29 . C5 . o7 . gs Method 

Start 25961 End 

GI none r Score 

Exons 25961. .26265, 26338 *!"*. 26454 , 2654 9 26855, 26976 

27254. .27405, 27811 .. 27883, 30204. .30365 



OJ991202_12.9C29.C5 
+ 

30509 
GENSCAN 
30365 
.65 



.27131, 



Seq. No. 
Gene No. 
Start 



5509 

11494 

25961 



Seq. ID OJ991202_.12.9C29.C5 
Strand + 
End 30509 



5653 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ99i202_12 .9C29.C5.o5. np Method AAT/NAP 

25982 End 27412 

2828293 Score 555 

25982. .26314, 26494 .. 26846, 26913 27131 , 27254. .27412 

(AL021687) putative protein [Arabidopsis thaliana] 



5509 Seq. ID 

11494 Strand 

25961 End 

OJ991202_12 .9C29.C5.o9. gp Method 

27928 End 

LIB3433-018-Q6-K6-A4 Score 
27928. .28309 

1 6015437/dbj | AB008112.il AB008112 1.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' 



OJ991202_12.9C29.C5 
+ 

30509 
AAT/GAP 
28309 
728 



Seq. No. 5509 Seq. ID 

Gene No. 11494 Strand 

Start 25961 End 

Name OJ991202_12. 9C29. C5 .olO . gp Method 

Start 30089 End 

GI 1330_1.R1084 Score 

Exons 30089.. 30509 

GI Descrip. * 6015437/dbj | AB008112 . 1 | AB008112 1.0e-09 Homo sapiens PEX1 mRNA, 
complete cds ' 



OJ991202_12.9C29.C5 
+ 

30509 
AAT/GAP 
30509 
792 



Seq. No. 5509 Seq. ID 

Gene No. 114 95 Strand 

Start 663 End 

Name OJ991202_12 . 9C29 . C5 . ol . gs Method 

Start 663 End 

GI none Score 
Exons 



OJ991202_12.9C29.C5 

7643 
GENSCAN 
7643 
.51 



663. .983, 1372. .1625, 1689. .2058, 2326. .2427, 2474. .2581, 
2674. .2935, 3040. .3338, 3419. .3537, 3610. .3832, 3918.. 4054, 
4130. .4284, 4360. .4433, 4918. .5879, 6085. .6823, 6929. .7011, 
7046. .7307, 7440. .7643* 



Seq. No. 5509 

Gene No. 11495 

Start 663 

Name OJ991202_12 . 9C29 .C5 . ol . np 

Start 1675 

GI 5441880 

Exons 1675.. 1884, 2357.. 2601, 2674. 

4360. .4499, 5101. .5427, 5686. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2935, 3040 
.5717, 6163 



OJ991202 12.9C29.C5 



7643 
AAT/NAP 
7175 
2743 

3338, 
7175 



3918. .4251, 



GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



.Seq. No. '5509 ' - Seq. I'D 

Gene No. 11495 Strand 

Start 663 End 

Name OJ991202_12 . 9C29 . C5 . ol . gp Method 

Start 1996 End 

GI LIB3433-020-P1-K1-A6 Score 

Exons 1996.. 2381, 4203.. .4245 

Gr Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 



OJ991202_12.9C29.C5 

7643 
AAT/GAP 
4245 
761 



5654 



japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


5509 


Seq. ID 


OJ991202 


Gene No. 


11496 


Strand 




Start 


9441 


End 


11418 


Name 


OJ991202 12. 9C29.C5.o2.gp 


Method 


AAT/GAP 


Start 


8660 


End 


10050 


GI 


none 


Score 


985 


Exons 


8660. .8971, 9494. .9554, 9745. 


.9872, 9965.. 10050 


Seq. No. 


5509 


Seq. ID 


OJ991202 


Gene No. 


11496 . 


Strand 




Start 


9441 


End 


11418 


Name 


OJ991202 12.9C29.C5.o2.gs 


Method 


GENSCAN 


Start 


9441 


End 


11382 


GI 


none 


Score 


.95 


Exons 


9441. .9554, 9745. .9872, 9965. 


.10139, 


10628 . . 106 




11188. .11382 






Seq. No. 


5509 


Seq. ID 


OJ991202 


Gene No . 


11496 


Strand 




Start 


9441 


End 


11418 


Name 


OJ991202 12. 9C29.C5.o3.gp 


Method 


AAT/GAP 


Start 


10832 


End 


11418 


GI 


none 


Score 


949 


Exons 


10832. .11110, 11188. .11418 






Seq. No. 


5509 


Seq. ID 


OJ991202 


Gene No. 


11497 


Strand 




Start 


11942 


End 


15005 


Name 


OJ991202 12.9C29.C5.o3.gs 


Method 


GENSCAN 


Start 


11942 


End 


13096 


GI 


none 


Score 


.99 


Exons 


11942. .13096 






Seq. No. 


5509 


Seq. ID 


OJ991202 


Gene No. 


11497 


Strand 




Start 


11942 


End 


15005 


Name 


OJ991202 12.9C29.C5.o2.np 


Method 


AAT/NAP 


Start 


12017 


End 


15005 


GI 


3695389 


Score 


875 


Exons 


12017. .12846, 14913.. 15005 






GI Descrip. 


(AF096371) contains similarity to D-isomer spec 




2-hydroxyacid dehydrogenases 


(Pfam: 2 


-Hacid_DH. 




19.11) [Arabidopsis thaliana] 






Seq. No. 


5509 


Seq. ID 


OJ991202 


Gene No. 


11497 


Strand 




Start 


11942 


End 


15005 


Name 


OJ991202 12.9C29.C5.o4.gp 


Method 


AAT/GAP 


Start 


12774 


End 


13139 


GI 


428623 


Score 


728 


Exons 


12774.. 13139 






Seq. No. 


5509 


Seq. ID 


OJ991202 


Gene No. 


11498 


Strand 




Start 


19793 


End 


19971 



12.9C29.C5 



score: 



5655 



Name 

Start 

GI 

Exons 



OJ991202_12.9C29.C5.o7.gp 

19793 

none 

19793. .19971 



Method AAT/GAP 
End 19971 
Score 331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5509 
11499 
21734 

OJ991202_12 .9C29.C5.o2. tw 
5935 
none 

5935. .5994, 5959. .6087, 5972. 
6159. .6311, 6164. .6313 

5509 
11499 
21734 

OJ991202_12. 9C29.C5.o4 .tm 
6029 
none 

6029.. 6082, 6129.. 6428, 6140.. 6607, 6480.. 6602 



OJ991202_12.9C29.C5 
23612 

TBLASTX: Wheat 
6313 
57 



,6109, 6048. .6110, 6134. .6310, 



Seq. ID OJ991202_12.9C29.C5 
Strand 

End 23612 
Method TBLASTX: Maize 
End 6607 
Score " 185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5509 
11499 
21734 

OJ991202_12. 9C29.C5.ol.ts 
8901 



8993, 8901 
9874, 9943 

.10345, 10255. .10350, 10628 
.10699, 10683. .10700, 10794 



none 
8901. . 
9794. . 
10250. 
10679. 

5509 

11499 

21734 

OJ991202_12. 9C29.C5.o4.tc 

8901 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 12.9C29.C5 



23612 

TBLASTX : Soybean 
10954 
75 

8972, 9471. .9548, 9499.-9555, 9769. .9873, 
10134, 9966. .10142, 9966.. 10142, 1024 9 10350, 
10666, 10632. .10682, 
10943, 10796.. 10954 



Seq. ID OJ991202_12. 9C29.C5 
Strand 
End 

Method 
End 
Score 



23612 

TBLASTX: Cress 

10305 

100 



8901.. 8966, 9781.. 9873, 9943. .10134, 9966.. 10133, 10231 .. 10305, 
10241.. 10303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5509 
11499 
21734 

OJ991202_12 .9C29.C5.o2. tm 
9809 



none 
9809. , 
9969. , 
10627, 
10794, 



Seq. ID OJ991202_12. 9C29.C5 
Strand 

End 23612 
_ Method TBLASTX: Maize 

End 11244 
Score 109 

9877, 9809. .9850, 9811. .9900, 9813. .9914, 9954. .10139, 
10142, 9970.. 10140, 10232 .. 10384 , 10234 .. 10350, 
.10689, 10628. .10699, 10628 .. 10699, 10633 .. 10701, 
.10955, 10794. .10949, 107 96 .. 10990, 11023 .. 1107 6, 



11192. .11242, 11194. .11244 



Seq. No. 
Gene No. 
Start 



5509 

11499 

21734 



Seq. ID OJ991202_12.9C29.C5 
Strand 

End 23612 



5656 




Name 


OJ991202 12.9C29.C5 


.o5 . tc 


Method 


TBLASTX : Cress 




Start 


10631 




End 


10982 




GI 


none 




Score 


34 




Exons 


10631. .10666, 10632 


. .10673, 


10676. .10705, 10680. .10712, 






10797. .10982, 10799 


. .10951 








Seq. No. 


5509 




Seq. ID 


OJ991202_12.9C29 


.C5 


Gene No . 


11499 




Strand 






Start 


21734 




End 


23612 




Name 


OJ991202 12.9C29.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12059 




End 


19679 




GI 


none 




Score 


269 




Exons 


12059. .12364, 12060 


. .12362, 


19373. .19678, 19374.. 19679 




Seq. No. 


5509 




Seq. ID 


OJ991202_12.. 9C29 


.C5 


Gene No . 


11499 




Strand 






Start 


21734 




End 


23612 




Name 


OJ991202 12.9C29.C5 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


12071 




End 


19673 




GI 


none 




Score 


159 




Exons 


12071. .12226, 12072 


. .12227, 


19511. .19672, 19512. .19673 




Seq. No. 


5509 




Seq. ID 


OJ991202_12.9C29 


.C5 


Gene No 


11499 




Strand 






Start 


,21734 




End 


23612 




Name 


OJ991202 12.9C29.C5 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12137 




End 


19601 




GI 


none 




Score 


82 




Exons 


12137. .12415, 12162 


. .12308, 


19323. .19601, 19334.. 19600 




Seq. No. 


5509 




Seq. ID 


OJ991202_12.9C29 


.C5 


Gene No. 


11499 




Strand 






Start 


21734 




End 


23612 




Name 


OJ991202 12 9C29 C5 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12152 




End 


19588 




GI 


none 




Score 


95 




Exons 


12152. .12439, 12162 


. .12368, 


12422. .124 81, 124 61. . 12523, 






19211. .19252, 19212 


. .19259, 


19257. .19316, 19299 .. 19586, 






19340. .19588 










Seq. No. 


5509 




Seq. ID 


OJ991202_12.9C29 


.C5 


Gene No. 


11499 




Strand 






Start 


21734 




End 


23612 




Name 


OJ991202 12.9C29.C5 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


12284 




End 


19457 




GI 


none 




Score 


186 




Exons 


12284. .12346, 12353 


. .12730, 


12423. .12710, 19008. .19385, 






19052. .19384, 19398 


. .19457 








Seq. No. 


5509 




Seq. ID 


OJ991202_12.9C29 


.C5 


Gene No. 


11499 




Strand 






Start 


21734 




End 


23612 




Name 


OJ991202 12.9C29.C5 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12464 




End 


19274 




GI 


none 




Score 


108 




Exons 


12464. .12844, 12465- 


. .12674, 


12771. .12830, 18888. .19274, 






18^96. .18967, 19064 


. .19270 









5657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5509 

11499 

21734 

OJ991202_12 . 9C2 9 . C5 . o3 . tc 

12584 

none 



Seq. ID OJ991202_12.9C29.C5 



Strand 
End 

Method 

End 

Score 



23612 

TBLASTX: Cress 

19154 

83 



12584. .12844, 12768 .. 12830, 18831 .. 19154 , 18896.. 18961 



Seq. No. • 5509 
Gene No. 11499 
Start 21734 

Name 0 J991202_12 . 9C2 9 . C5 . o2 . tc 

Start 13466 
GI none 

Exons 13466. .13690, 13501 .. 13686, 

14608. .14697, 14 610 .. 14 696, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14273. .14371, 
15643. .15699, 



OJ991202 12.9C29.C5 



23612 

TBLASTX: Cress 
15700 
321 

14285. .14380, 
15644. .15700 



Seq. No. 5509 Seq. ID 

Gene No. 11499 Strand 

Start 21734 End 

Name OJ991202_12 . 9C29. C5 . o3 . ts Method 

Start 13466 End 

GI none Score 
Exons 



OJ991202_12.9C29.C5 
23612 

TBLASTX : Soybean 

14380 

353 



13466. .13690, 13501 .. 13689, 14258 .. 14380; 14273.. 14374 



Seq. No. 5509 
Gene No. 11499 
Start 21734 

Name OJ991202_12 . 9C29 . C5 . o5 . tm 

Start 14315 
GI none 
Exons 14315. 

14576. 

15758. 

16247. 



14395, 14318, 

14689, 14598. 

,15784, 15784, 

,16315 



,14395, 
,14696, 
,15882, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_12.9C29.C5 
23612 

TBLASTX: Maize 

16316 

107 



14569. .14697, 14569 .. 14 688 , 
15643. .15762,' 1564 4 .. 15763, 
15786. .15848, 16245 .. 16316, 



?2 Seq. No. 5509 

hJ Gene No. 114 99 

O Start 21734 

Name OJ991202_12 . 9C29 . C5 . o5 . ts 

,s=t Start 14608 

GI none 

Exons 



Seq. ID OJ991202_12.9C29.C5 
Strand 

End 23612 

Method TBLASTX : Soybean 

End 15765 

Score 134 



14608. .14697, 14 610 .. 14 696, 15643 .. 15762, 15644 .. 15763, 
15649. .15765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5509 Seq. ID 

11499 Strand 

21734 End 

OJ991202__12 . 9C2 9 . C5 . o7 . tc Method 

16245 End 

none Score 



OJ991202_12. 9C29.C5 
23612 

TBLASTX: Cress 

16364 

209 



16245. .16364, 1624 5 .. 16361, 16247. .16363 



Seq. No. 
Gene No. 
Start 



5509 

11499 

21734 



Seq. ID OJ991202_12. 9C29.C5 
Strand 

End 23612- 



565.8 



Name 

Start 

GI 

Exons 



OJ991202 

16504 

none 

16504. .1 
16660. .1 
16871 
17003 
17031 
17110 
17208 
17305 



12.9C29.C5.o7.tm 



6614, 
6725, 
6918, 
7065, 
7120, 
7241, 
7264, 
7439, 



16504. 
16708. 
16873. 
17030. 
17040. 
17110. 
17214. 
17341. 



.16596, 
.16752, 
.16920, 
.17065, 
.17081, 
.17292, 
.17363, 
.17433 



Method TBLASTX : Ma 
End 17439 
Score 107 

16605. .16670, 16606. 

16756. .16833, 16867. 

16941. .17015, 16943. 

17030. .17101, 17031. 

17075. .17242, 17110. 

17134. .17241, 17149. 

17237. .17368, 17291. 



xze 



16725, 
16920, 
17014, 
17081, 
17352, 
17208, 
17374, 



Seq. No. 5509 Seq. ID 

Gene No. 11499 Strand 

Start 21734 End 

Name OJ991202_12 . 9C29 .C5 . 06 . gs Method 

Start 21734 End 

GI none Score 

Exons - 21734. .22075, 23580. .23612 

Seq. No. 5509 

Gene No. 11500 Strand 

Start 25972 End 

^ Name OJ991202_12 . 9C29 .C5 . 08 . tm Method 

■*~ Start 25972 End 

GI none Score 

Exons 25972. .26037, 26014 .. 26148 , 26030.. 26146 



OJ991202_12.9C29.C5 

23612 
GENSCAN 
23612 
.93 



Seq. ID OJ991202JL2 . 9C29.C5 



26148 

TBLASTX: Maize 
26148 
176 



Seq. No. 5509 

Gene No. 11501 

Start 26323 

Name OJ991202_12 . 9C29. C5 . 06. tc 

Start 26323 

GI none 
Exons 



Seq. ID OJ991202_12.9C29.C5 
Strand 
End 

Method 
End 
Score 



27983 

TBLASTX: Cress 

26660 

155 



26323. .26454, 26339 .. 26455, 26553 .. 26660, 26570.. 26635 



,7 Seq. No. 
^ Gene No. 
U Start 
j'J Name 

Start 
* :=r GI 

Exons 



5509 

11501 

26323 

OJ991202_12. 9C29.C5.ol.tm 

26410 

none 

26410. .26454, 264 11 .. 26455, 

26614. .26700, 26733 .. 26858, 

26749. .26859, 267 62 .. 26884 , 

27253. .27405, 27257 .. 274 15, 

27797. .27919, 27808 .. 27897 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26538 

26736 

26975 

27257 

27951 



OJ991202 12.9C29.C5 



27983 

TBLASTX: Maize 
27983 

73 . 

26660, 26549. .26641, 
26858, 26738. .26860, 
27157, 26976. .27152, 
27403, 27259. .27414, 
27983 



Seq. No. 5510 Seq. -ID 

Gene No. 11502 Strand 

Start 1 ' End 

Name OJ991202_12 . 9C29 . C6 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 17 6 



OJ991202_12.9C29.C6 
+ 

176 

AAT/GAP 

176 

300 



Seq. No. 



5510 



Seq. ID OJ991202_12.9C29.C6 



5659 



'J 





11 JuJ 


rand 






Start 


229 


End 


548 




Name 


OJ991202 12.9C29.C6.ol.gs 


Method 


GENSCAN 




Start 


229 


End 


548 




GI 


none 


Score 


.47 




Exons 


229. .450, 474..S48 








Seq. No. 


5510 


Seq. ID 


OJ991202_12.9C29 


.C6 


Gene No. 


11504 


Strand 


+ 




Start 


15841 


End 


22145 




Name 


OJ991202 12.9C29.C6.o6.np 


Method 


AAT/NAP 




Start 


15841 


End 


20789 




GI 


6957704 


Score 


855 




Exons 


15841. .16009, 16682. .16773, 


17616. .17696, 17827 .. 17901, 






17987. .18088, 18436 .. 18576, 


19006. .19071, 19223. .19366, 






20082. .20172, -20631 .. 20789 








GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5510 


Seq. ID 


OJ991202_12.9C29 


.C6 


Gene No. 


11504 


Strand 


+ 




OLaii. 


15841 


End 


22145 




Name 


OJ991202 12.9C29.C6.o5.gs 


Method 


GENSCAN 




Start 


18380 


End 


22145 




GI 


none 


Score 


.55 




Exons 


18380. .18576, 19006 .. 19071, 


19223. .19366, 20082 .. 20172, 






20631. .20777, 21993.. 22145 








Seq. No. 


5510 


Seq. ID 


OJ991202_12.9C29 


• C6 


Gene No. 


11505 


Strand 


+ 




Start 


28550 


End 


37151 




Name 


OJ991202 12.9C29.C6.o8.np 


Method 


AAT/NAP 




Start 


28550 


End 


33422 




GI 


2792210 


Score 


651 




Exons 


28550. .28577, 32239.. 33422 








GI Descrip. 


(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


5510 


Seq. ID 


■ OJ991202_12.9C29 


.C6 




11505 


Strand 


+ 




Start 


28550 


End 


37151 




Name 


OJ991202 12.9C29.C6.o7.gs 


Method 


GENSCAN 




Start 


31545 


End 


37151 




GI 


none 


Score 


.75 




Exons 


31545. .35922, 3634 6 .. 36607 , 


36752. .36972, 37018.. 37151 




Seq. No. 


5510 


Seq. ID 


OJ991202JL2.9C29 


.C6 


Gene No. 


11505 


Strand 


+ 




Start 


28550 


End 


37151 




LNdllLC 


OJ991202 12.9C29.C6.ol0.np 


Method 


AAT/NAP 




Start 


36327 


End 


36905 




GI 


-3193294' 


Score 


128 




Exons 


36327.. 36905 








GI Descrip. 


(AF069298) similar to reverse transcriptases (Pfam: rvt 


. hmm, 




score: 53.76) [Arabidopsis 


thaliana] 






Seq. No. 


5510 


Seq. ID 


OJ991202_12.9C29 


.C6 


Gene No. 


11506 


Strand 






Start 


1 


End 


82 





5660 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gly Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991202JL2 .9C29.C6.ol. np Method AAT/NAP 

1 End 82 

6728983 Score 109 

1..82 

(AC018363) unknown protein [Arabidopsis thaliana] 



5510 

11507 

1007. 

OJ991202_12 . 9C29 . C6 . o2 . gp 
757 

265 2.R1084 



Seq. ID OJ991202_12.9C29.C6 
Strand 

End 3209 

Method AAT/GAP 

End 3209 

Score 1948 



757. .1145, 1245. .1320, 1429. .1611, 2078. .2101, 2195. .2242, 
2639. .2717, 2967.. 3209 

'3420055 1.0e-79 (AC004680) cyclophilin [Arabidopsis thaliana]' 



5510 

11507 

1007 

OJ991202_12. 9C29.C6.o2.gs 

1007 

none 



Seq. ID OJ991202_12.9C29.C6 
Strand 

End 3209 

Method GEN SCAN 

End 3032 

Score .99 



1007. .1145, 1245. .1320, 1429. .1611, 2078. .2101, 2195. .2242, 
2639.. 2717, 2967.. 3032 



! L 



Seq. No. 
Gene No. 
Start 
^ Name 
Lj Start 
GI 

|-j | Exons 

GI Descrip. 



5510 

11507 

1007 

OJ991202_12 . 9C29 . C6 . o2 . np 

1010 

3420055 



Seq. ID OJ991202_12.9C29.C6 
Strand 

End 3209 

Method AAT/NAP 

End 2774 

Score 682 



1010. .1145, 1245. .1320, 1429. .1611, 2078. .2101, 2195. .2242, 
2639. .2774 

(AC004 680) cyclophilin [Arabidopsis thaliana] 



"is* 



Seq. No. 5510 

Gene No. 11508 

Start 4093 

Name OJ991202_12 . 9C29 . C6 . o3 . gp 

Start 3866 

GI 5004640 

Exons 3866.. 4155 



Seq. ID OJ991202_12.9C29.C6 
Strand 

End 9061 

Method AAT/GAP 

End 4155 

Score 536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5510 

11508 

4093 

OJ991202_12. 9C29.C6.o3.gs 

4093 

none 



Seq. ID OJ991202_12.9C29.C6 
Strand 

End 9061 

Method GENSCAN 

End 8911 

Score .83 



4093. .4228, 4360. .4435, 4550. .4732, 5234. .5257, 5351. .5422, 
5594. .5672, 5939. .6049, 6752. .7043, 7210. .7286, 7601. .7781, 
8511. .8911 



Seq. No. 5510 

Gene No. 11508 

Start 4093 

Name OJ991202_12 . 9C29 . C6 . o3 . np 



Seq. ID OJ991202_12. 9C29.C6 
Strand 

End 9061 

Method AAT/NAP 



5661 



Start 4093 End 5728 

GI 2443755 Score 526 

Exons 4093.. 4228, 4360.. 4435, 4550.. 4732, 5234.. 5257, 5351.. 5398, 

5594.. 5728 

GI Descrip. (AF020433) cyclophilin [Arabidopsis thaliana] 



Seq. No. 5510 Seq. ID 

Gene No. 11508 Strand 

Start 4093 End 

Name OJ991202_12 . 9C29 . C6 . o4 . gp Method 

Start 6601 End 

GI 15354_2.R1084 Score 

Exons 6601.. 7043, 7601.. 7781, 8559.. 8636 
GI Descrip. 



OJ991202_12.9C29.C6 

9061 
AAT/GAP 
8636 
1225 



•2865175/dbj IBAA24803I 1.0e-40 (AB010945) AtRerlA [Arabidopsis 
thaliana] >gi_4 914 4 34_emb_CAB43637 . 1_ (AL050351) AtRerlA 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Q Exons 

Q GI Descrip. 



ru 

Seq. No. 
i c y Gene No. 
H3 Start 
I s y Name 
1 ~ Start 

Exons 
"4 GI Descrip. 



H 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5510 

11508 

4093 

OJ991202_12.9C29.C6.o4 
7005 
6225938 
7005.. 7043, 



OJ991202 12.9C29.C6 



Seq. ID _ 
Strand 

End 9061 
np Method AAT/NAP 

End 8911 
Score 694 
7601. .7781, 8559.. 8911 
RER1A PROTEIN (ATRERlA) gi | 2865175 | dbj | BAA24803 | (AB010945) 
AtRerlA [Arabidopsis thaliana] gi | 4 9144 34 | emb | CAB43637 . 1 1 
(AL050351) AtRerlA [Arabidopsis thaliana] 



5510 

11508 

4093 

OJ991202_12 . 9C29 .C6 . o5 , 
8044 

15354JL.R1084 
8044. .8066, 8550. .9061 
, 2865177/dbj IBAA24804 | 
thaliana] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_12.9C29.C6 

9061 
AAT/GAP 
9061 
932 



1.0e-46 (AB01094 6) AtRerlB [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 12.9C29.C6 



5510 
11509 
9771 

OJ991202_12 . 9C2 9 . C6 . o5 . np 
9714 
2462735 

9714.. 10061, 10906. .11022, 
12560.. 12884 

(AC002292) Hypothetical protein [Arabidopsis thaliana] 



17693 
AAT/NAP 
12884 
327 



11154 . .11362, 11604. .11746, 



5510 

11509 

9771 

OJ991202_12 . 9C2 9 . C6 . o4 . gs 

9771 

none 



Seq. ID OJ991202_12. 9C29.C6 
Strand 

End 17693 

Method GENSCAN 

End 17693 

Score .49 



9771.. 10070, 10133. .10225, 11605 .. 1174 6, 12560 .. 12753, 
13731. .13751, 14171. .14286, 14983 .. 15009, 15409 .. 154 92, 
15741. .16154, 16292. .16445, 16480 .. 16692, ■ 17637 .. 17693 



5662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



5510 
11510 
22217 

0 J991202_12 . 9C29 . C6 . 06 . gp 
22217 

.R1084 

,.22787, 22974 
. .24120, 



956_1 
22217 
23983 
25145 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 12.9C29.C6 



28923 
AAT/GAP 
26819 
4028 

23413, 23822. .23895, 
24664, 25012. .25071, 
25272, 25406. .25814, 26716.. 26819 
, 5815410/gb|AAD52659.1|AF177392_l 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
sativa] ' 



23214, 23312, 
24239. .24394, 24515. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



!=q Seq. No. 

i;: E Gene No. 

\-i Start 

' l * =? Name 

U Start 

■ri- Exons 



5510 
11510 
22217 

OJ991202_12 .9C29.C6.o6. gs 
22713 
none 

22713. .22787, 22974 
23983. .24120, 24239 
25406. .25814, 26350 
27034. .27255, 27698 



Seq. ID OJ991202_12. 9C29.C6 
Strand 

28923 
GENS CAN 
28923 
.74 



End 

Method 
End 
Score 

23214, 23312. .23413, 23853 
24394, 24515. .24664, 25145 
26372, 26490. .26661, 26716 
27764, 27895. .28036, 28749 



.23929, 
,25272, 
.26850, 
.28923 



5510 

11510 

22217 

OJ991202_12 .9C29.C6.o7. np 

22716 

6689924 

22716. .22787, 22974 .. 23214 , 
23983. .24120, 24239 .. 24394 , 
25145. .25272, 25406.. 25802 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23312. .23413, 
24515. .24664, 



OJ991202 12.9C29.C6 



28923 
AAT/NAP 
25802 
2342 

23822. 
25012, 



,23895, 
.25071, 



GI Descrip. (AF194415) MAP kinase homolog [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 12.9C29.C6 



5510 
11510 
22217 

OJ991202_12 . 9C29.C6.o7 . gp 
27288 

LIB3477-003-P1-K1-E9 
27288..2735S 

, 24 98586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



28923 
AAT/GAP 
27355 
83 



Seq. No. 5510 Seq. ID 

Gene No. 11511 Strand 

Start 38134 End 

Name OJ991202_12 . 9C29 . C6 . o2 . tm Method 

Start 974 End 

GI none Score 
Exons 



OJ991202_12. 9C29.C6 
39142 

TBLASTX: Maize 

4741 

228 

.1321, 1244. .1333, 



974. .1168, 984. .1145, 986. .1147, 1244, 

1245. .1322, 1427. .1615, 1428. .1472, 1428. .1619, 1430. .1615, 

4099. .4227, 4100. .4228, 4101. .4232, 4337. .4444, 4371. .4442, 

4372. .4446, 4372. .4446, 4541. .4582, 4542. .4736, 4549. .4701, 



5663 




4637. .4741 



Seq. No. 


5510 








Seq. ID OJ991202 


_12. 9C29.C6 


Gene No. 


11511 








Strand 






Start 


38134 








End 


39142 




Name 


OJ991202 12 


. 9C29. 


C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1005 








End 


5675 




GI 


none 








Score 


179 




Exons 


1005 . . 1145, 


1006. 


. 1146, 


1007 . 


.1168, 


1013. .1168, 


1244 . . 1333 




1245. . 1322, 


1427 . 


.1615, 


1427. 


.1615, 


1428. .1619, 


2078 . .2119 




2196. .2243, 


2635. 


.2718, 


2637. 


.2729, 


2637. .2717, 


2638 . .2718 




4099. . 4227, 


4100. 


.4228, 


4127 . 


.4228, 


4137. .4232, 


4371 . . 4442 




4372. .4446, 


4542 . 


.4736, 


4546. 


.4704, 


4548. .4736, 


5232 . . 5261 




5235. . 5261, 


5352. 


. 5399, 


5353. 


.5400, 


5580. .5675 




Seq. No. 


5510 








Seq. ID OJ991202 


_12 . 9C29.C6 


Gene No. 


11511 








Strand 






Start 


38134 








End 


39142 




Name 


OJ991202_12 


.9C29. 


C6.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1016 








End 


5399 




GI 


none 








Score 


95 




Exons 


1016. .1144, 


1023. 


.1145, 


1244 . 


.1333, 


1245. .1322, 


1422. .1475 




1427. .1615, 


1433. 


.1612, 


2604 . 


.2678, 


4093. .4257, 


4154 . . 4249 




4368 . . 4442, 


4369. 


.4446, 


4542. 


.4736, 


4549. .4704, 


5232 . . 5261 




5352. .5399 














Seq. No. 


5510 








Seq. ID OJ991202 


_12. 9C29.C6 


Gene No. 


11511 








Strand 






Start 


38134 








End 


39142 




Name 


OJ991202_12 


.9C29. 


C6.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1016 








End 


5633 




GI 


none 








Score 


100 




Exons 


1016. . 1144, 


1023. 


. 1154, 


1244 . 


.1333, 


1245. .1322, 


1422 . . 1472 




1427. .1615, 


1436. 


. 1612, 


1512. 


.1619, 


2076. .2102, 


2199. .2243 




4075. .4257, 


4106. 


. 4228, 


4371. 


.4436, 


4374. .4436, 


4542 . . 4736 




4549. .4704, 


5232 . 


. 5258, 


5355. 


.5399, 


5580. .5633 




Seq. No. 


5510 








Seq. ID OJ991202 


_12. 9C29.C6 


Gene No. 


11511 








Strand 






Start 


38134 








End 


39142 




Name 


OJ991202_12 


. 9C29. 


C6.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6990 








End 


7792 




GI 


none 








Score 


76 




Exons 


6990. .7055, 


7000. 


.7047, 


7601. 


.7792, 


7601. .7786, 


7602 . . 7787 


Seq. No. 


5510 








Seq. ID OJ991202 


_12. 9C29.C6 


Gene No. 


11511 








Strand 






Start 


38134 








End 


39142 




Name 


OJ991202_12 


. 9C29. 


C6.o4 . 


tc 


Method 


TBLASTX: 


Cress 


CM > -V--4- 


/ OU 1 








End 


8851 




GI 


none 








Score 


196 




Exons 


7601. .7792, 


7602. 


.7793, 


8549. 


.8851, 


8556. .8618 




Seq. No. 


5510 








Seq. ID OJ991202 


_12. 9C29.C6 


Gene No. 


11511 








Strand 






Start 


38134 








End 


39142 




Name 


OJ991202 12, 


.9C29. 


C6.o4. 


ts 


Method 


TBLASTX: 


Soybean 



5664 



Start 
GI 

Exons 



7601 End 8894 

none Score 132 

7601. .7786, 7601. .7792, 7602. .7793, 8552.-8629, 8556. .8606, 

8618. .8866, 8721. .8894 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5510 

11511 

38134 

OJ991202_12.9C29.C6.o6.tm 

8549 

none 



Seq. ID OJ991202_12.9C29.C6 
Strand 
End 

Method 
End 
Score 



39142 

TBLASTX: Maize 

8894 

94 



8549. .8644, 8550. .8618, 8645. .8863, 8718. .8894 



Seq. No. 5510 
Gene No. 11511 
Start 38134 

Name 0 J9 9 1 2 0 2_1 2 . 9C2 9 . C 6 . o 9 . tm 

Start 10967 
GI none 
Exons 10967. 

11205. 

11656. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 12.9C29.C6 



,11059, 10969. .11058, 11159. 
,11366, 11600. .11653, 11602. 
,11724 



39142 

TBLASTX: Maize 
11724 
55 

11362, 11193. . 11360, 
11652, 11654. .11722, 



■Ssf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



5510 

11511 

38134 

OJ991202_12. 
17440 
none 
17440. 
17614. 
17830. 
17985. 
18425. 
19007. 
19220. 



9C29.C6.o4.tm 



,17493, 
17697, 
17907, 
18089, 
18583, 
19069, 
19366, 



17442. 
17643. 
17977. 
17985. 
18433. 
19009. 
20079. 



.17498, 
.17705, 
.18081, 
.18089, 
.18579, 
.19071, 
.20132, 



5510 
11511 
38134 

OJ991202_12. 9C29.C6.o6.tc 
17837 



Seq. ID OJ991202_12.9C29.C6 
Strand 

End 39142 

Method TBLASTX: Maize 

End 20132 

Score 68 
17445. .17495, 17613 .. 17696, 
17819. .17905, 17828. .17902, 
17981. .18088, 17984. .18088, 
18416. .18577, 18420 .. 18578, 
18433. .18600, 19007 .. 19069, 
19199. .19354, 19203 .. 19364 , 
20080. .20130 



OJ991202 12.9C29.C6 



none 

17837, 

17985, 

18449, 

18986. 



Seq. ID 
Strand 
End 

_ Method 

Score 

,17902, 17839. .17904, 17981 .. 18079, 17984 .. 18088, 
,18089, 17989. .18093, 18425 .. 184 60 , 18433 18459, 
,18508, 18462. .18518, 18517 .. 18630 , 18518 .. 18577, 
19045 



39142 

TBLASTX: Cress 

19045 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * ■ 



5510 
11511 
38134 

OJ991202_12.9C29.C6.ol.tm 

22996 



OJ991202 12.9C29.C6 



none 
22996. 
23310. 
23824. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23070, 22998. .23069, 23101 .. 23217 , 23103 2321 6, 
23420, 23311. .23421,' 23312. .23416, 23801 23896, 
23901, 23827. .23898, 23828 .. 23908 , 23829 .. 23900, 



39142 

TBLASTX: Maize 

25789 

88 



5665 




23829. .23909, 
23985. .24122, 
24512. .24667, 
24999. .25073, 
25145. .25285, 



23970. .24122, 
24209. .24394, 
24519. .24665, 
25003. .25080, 
25386. .25787, 



23980. .24123, 
24257. .24397, 
24995. .25072, 
25012. .25080, 
25398. .25787, 




23984. .24121, 
24265. .24396, 
24999. .25079, 
25143. .25274, 
25409. .25789 



Seq. No. 5510 
Gene No. 11511 
Start 38134 

Name OJ991202_12 . 9C29.. C6 . o3 . ts 

Start 23297 

GI none 

Exons 23297..23344, 23311 23343, 23356 .. 23421 , 23357 

23822. .23896, 23824 .. 23901, 23980 .. 24 123, 23984 
24240. .24392, 24257 24397 , 24504 .. 24 665, 24509 
24512.. 24667 



Seq. ID OJ991202_12. 9C29.C6 
Strand 

39142 

TBLASTX : Soybean 
24667 
54 



End 

Method 

End 

Score 



.23416, 
.24121, 
.24667, 



Seq. No. 5510 

Gene No. 11511 

Start 38134 

Name OJ991202_12 . 9C29 .C6 . o5 . tc 

Start 23311 

GI none 
Exons 



Seq. ID OJ991202_12. 9C29.C6 
Strand 

End 39142 

Method TBLASTX : Cress 

End 24121 

Score 111 



23311. .23421, 23824 .. 23901, 23980 24 114 , 23980 .. 24 120, 
23993. .24121 



i y 



Seq. No. 5510 Seq. ID 

Gene No. 11511 Strand 

Start 38134 End 

Name '< OJ991202_12 . 9C29 .C6 . o3 . tc Method 

Start 24240 End 

GI none Score 
Exons 



24240. 
24516. 



.24395, 24257, 
.24665, 24995. 



.24397, 24512. .24664, 24516 
.25072, 25015.. 25080 



OJ991202_12. 9C29.C6 
39142 

TBLASTX: Cress 

25080 

80 

24662, 



Seq. No. 5510 Seq. ID 

Gene No. 11511 Strand 

Start 38134 End 

Name OJ991202_12 . 9C29 . C6 . ol . ts Method 

Start 25018 End 

GI none Score 
Exons 



OJ991202_12. 9C29.C6 
39142 

TBLASTX : Soybean 

25848 

74 



25018. .25080, 25019 .. 25072 , 25029 . .25079, 25143 25283, 
25145. .25285, 25147 .. 25341, 25148 .. 25285, 25386 .. 258 17 , 
25398. .25805, 25750.. 25848 



Seq. No. 5510 

Gene No. 11511 

Start 38134 

Name OJ991202_12 . 9C29 .C6 . ol . tc 

Start 25155 

GI none 

Exons 25155. .25283, 25157 .. 25285, 25163 
25398. .25814, 25399.- . 25710 



Seq. ID 
Strand 
End 

Method 
End. 
Score 



OJ991202_12. 9C29.C6 
39142 

TBLASTX: Cress 

25814 

124 



.25312, 25168. .25335, 



Seq. No. 
Gene No. 
Start 



5510 

11511 

38134 



Seq. ID OJ991202_12. 9C29.C6 
Strand 

End 39142 



5666 




Name' 


OJ991202_12 . 9C29 . C6 . 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


25178 




End 


25748 




GI 


none 




Score 


72 




Exons 


25178. .25285, 25185. 


.25274, 


2S386..25748, 25398.. 25748 




Seq. No. 


5510 




Seq. ID 


OJ991202JL2.9C29. 


C6 


Gene No. 


11511 




Strand 






Start 


38134 




End 


39142 




Name 


OJ991202 12.9C29.C6. 


o7.tm 


Method 


TBLASTX: Maize 




Start 


32448 




End 


32741 




GI 


none 




Score 


89 




Exons 


32448. .32540, 32583. 


.32741, 


32594. .32737 




Seq. No. 


5510 




Seq. ID 


OJ991202_12.9C29. 


C6 


Gene No . 


11511 




Strand 






Start 


38134 




End 


39142 




Name 


OJ991202 12.9C29.C6. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


32859 




End 


33329 




GI 


none 




Score 


214 




Exons 


32859. .33185, 32882. 


.33109, 


33285. .33329 




Seq. No. 


5510 




Seq. ID 


OJ991202_12.9C29. 


C6 


Gene No. 


11511 




Strand 






Start 


38134 




End 


39142 




Name 


OJ991202 12.9C29.C6. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


32895 




End 


33359 




GI 


none 




Score 


234 




Exons 


32895. .33203, 33285. 


.33359 








Seq. No. 


5510 




Seq. ID 


OJ991202_12.9C29. 


C6 


Gene No. 


* 11511 




Strand 






Start 


38134 




End 


39142 




Name 


OJ991202 12.9C29.C6. 


o5.tm 


Method 


TBLASTX: Maize 




Start 


36626 




End 


38814 




GI 


none 




Score 


197 




Exons 


36626. .36679, 36695. 


.36901, 


36699. .36902, 36927 .. 37043, 






38278. .38364, 38410. 


.38640, 


38531. .38641, 38650.. 38814 




Seq. No. 


5510 




Seq. ID 


OJ991202_12.9C29. 


C6 


Gene No. 


11511 




Strand 






Start 


38134 




End 


39142 




Name 


OJ99T202 12.9C29.C6. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


36741 




End 


38589 




GI 


none 




Score 


143 




Exons 


36741. .36878, 36933. 


.37145, 


38272..38346, 38452. .38589 




Seq. No. 


5510 




Seq. ID 


OJ991202_12.9C29. 


C6 


Gene No . 


11511 




Strand 






Start 


38134 




End 


39142 




Name 


OJ991202 12.9C29.C6. 


08 .gs 


Method 


GENSCAN 




Start 


38134 




End 


39142 




GI 


none 




Score 


.6 




Exons 


38134. .38382, 38482. 


.38578, 


38714. .38937, 38993. .39142 




Seq. No. 


5511 




Seq. ID 


OJ991122_01.9C23. 


CI 


Gene No.- 


11512 




Strand 


+ 




Start 


578 




End 


3903 





5667 




Name 


OJ991122 01.9C23.Cl.o2.np 


Method 


AAT/NAP 


Start 


578 


End 


3903 


GI 


2388583 


Score 


163 


Exons 


578.. 598, 2011.. 2235, 3871 


. .3903 




GI Descrip. 


(AC000098) Similar to Synechocystis hypothetical protein 




(gb|D90908) . [Arabidopsis 


thaliana] 




Seq. No. 


5511 


Seq. ID 


OJ991122_01.9C23.C1 


Gene No . 


11512 


Strand 


+ 


Start . 


578 


End 


3903 


Name 


OJ991122 01.9C23.Cl.ol.gs 


Method 


GENSCAN 


Start 


597 


End 


2312 


GI 


none 


Score 


.49 


Exons 


597. .714, 999. .1108, 1440. 


.1541, 1732. 


.2312 


Seq. No. 


5511 


Seq. ID 


OJ991122_01.9C23.C1 


Gene No. 


11512 


Strand ' 


+ 


Start 


578 


End 


3903 


Name 


OJ991122 01.9C23.Cl.ol.np 


Method 


AAT/NAP 


Start 


1624 


End 


3550 


GI 


2832408 


Score 


113 


Exons 


1624.. 1763, 3454.. 3550 






GI Descrip. 


(Y14209) R2R3-MYB transcription factor 


[Arabidopsis thaliana] 


Seq. No. 


5511 


Seq. ID 


OJ991122_01.9C23.C1 


Gene No. 


11513 


Strand 




Start 


3239 


End 


6405 


Name 


OJ991122 01.9C23.Cl.ol.tw 


Method 


TBLASTX : Wheat* 


Start 


1466 


End 


2240 


GI 


none 


Score 


100 


Exons 


1466. .1546, 1487. .1537, 2019. .2237, 2102. .2236, 2169. .2240 


Seq. No. 


5511 


Seq. ID 


OJ991122_01.9C23.C1 


Gene No. 


11513 


Strand 




Start 


3239 


End 


6405 


Name 


OJ991122 01.9C23.Cl.ol.gp 


Method 


AAT/GAP 


Start 


3203 


End 


3735 


GI 


702910 


Score 


667 


Exons 


3203,. 3345, 3438.. 3627, 3710.. 3735 




GI Descrip. 


6002631/gb|AAF00071.1|AF093604 1 9.0e- 


32 (AF093604) apyrase 




[Arabidopsis thaliana] 






Seq. No. 


5511 


Seq. ID 


OJ991122_01.9C23.C1 


Gene No. 


11513 


Strand 




Start 


3239 


End 


6405 


Name 


OJ991122 01.9C23.Cl.o3.np 


Method 


AAT/NAP 


Start 


3236 


End 


6405 


GI 


6006801 


Score 


1014 



Exons 3236.. 3336, 3429.. 3627, 3710.. 3924, 4551.. 4645, 5125.. 5330, 

5847. .5939, 6041. .6097, 6180. .6405 
GI Descrip. (AF156783) apyrase [Arabidopsis thaliana] 



Seq. No. 5511 Seq. ID OJ991122_01 . 9C23 . CI 

Gene No. 11513 Strand 

Start 3239 End 6405 

Name OJ991122_01 . 9C23 . CI . ol . tm Method TBLASTX: Maize 

Start 3239 End 6324 

5668 



GI 

Exons 



none 

3239. 

3433. 

3710. 

5129. 

6038. 



Score 



92 



.3337, 3256.. 3339, 3257.. 3346, 3258.. 3347, 3415.. 3633, 

.3636, 3437.. 3646, 3602.. 3925, 3709.. 3930, 3709.. 3924, 

.3925, 4541;. 4651, 4549. .4662, 5125. .5334, 5127. .5330, 

.5341, 5844. .5939, 5845. .5949, 5846. .5941, 6027. .6098, 

.6097, 6171. .6311, 6175. .6324 



Seq. No. 5511 

Gene No. 11513 

Start 3239 

Name OJ991122_01 . 9C23 ,C1 . o2 . gs 

Start 3239 

GI none 

Exons 3239.. 3345, 3438.. 3627, 3710. 
5847.. 5939, 6180. .6308 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_01.9C23.C1 

6405 
GEN SCAN 
6308 
.94 



.3924, 4551.. 4645, 5125.. 5330, 



ru 

u 



! i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5511 Seq. ID 

11513 Strand 

3239 End 
OJ991122_01. 9C23.Cl.ol.ts Method 

3240 End 
none Score 



OJ991122_01.9C23.C1 
6405 

TBLASTX: Soybean 

5334 

86 



3240. .3329, 3242. .3346, 3243. .3329, 3410. .3511, 3429. .3584, 

3433. .3645, 3433. .3636, 3434 .. 364 6, 3695 .. 3817, 3709. .3816, 

3710.. 3823, 3815.. 3925, 3825.. 3899, 4600.. 4662, 4601.. 4651/ 

5122. .5253, 5125. .5334, 5127. .5330, 5290. .5334 



5511 Seq. ID 

11513 Strand 

3239 End 

OJ991122_01. 9C23.Cl.o2.gp Method 

3792 End 

uC-osflcypl01a05bl Score 



OJ991122_01.9C23.C1 

6405 
AAT/GAP 
5897 
878 



3792. .3924, 4551. .4645, 5125. .5330, 5847. .5897 
, 6002631/gb|AAF00071.1|AF093604_l 9.0e-32 (AF093604) apyrase 
[Arabidopsis thaliana] 1 



Seq. No. 5511 

Gene No. 11513 

Start 3239 

Name OJ991122_01 . 9C23 . CI . o2 . ts 

Start 5844 

GI none 

Exons 5844.. 5939, 5844.. 5939, 6024. 
6175. . 6303 



Seq. ID OJ991122_01.9C23.C1 
Strand 

End 6405 

Method . TBLASTX : Soybean 

End 6303 

Score 56 

.6098, 6038. .6097, 6171. .6302, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



5512 Seq. ID 

11514 Strand 

2737 End 

OJ991122_01.9C23.C2.ol.np - Method 

2709 End 

6554183 Score 
2709. .2915, 4452. .4480 

(AC011661) T23J18.11 [Arabidopsis thaliana] 



OJ991122_01.9C23.C2 
+ 

10531 
AAT/NAP 
4480 
132 



5512 
11514 



v Seq. ID OJ991122_01.9C23.C2 
'■Strand + 



5669 



Start 
Name 
Start 
GI 

Exons 



2737 End 10531 

OJ991 122 J) 1 . 9C23 . C2 . o2 . gs Method GENSCAN 

2737 End 10531 

none Score . 78 

2737. .3393, 3579..3671 f 4025. .4168, 4314.. 4499, 4806.. 4970, 
7176. .7250, 7334. .7528, 9740. .9949, 10523. .10531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5512 

11515 

52 

OJ991122_01.9C23.C2.ol.gs 
52 

none 

52. .361, 553.-674 

5512 

11516 

3034 

OJ991122_01.9C23.C2.ol.tm 

3034 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_01.9C23.C2 
674 

GENSCAN 

674 

.81 



OJ991122_01.9C23.C2 
3222 

TBLASTX: Maize 

3222 

176 



3034. .3129, 3039. .3131, 3151. .3222, 3165. .3215 



5513 * Seq. ID 

11517 Strand 
13974 End 
OJ991122_01 . 9C23 . C3 . ol . np Method 
13974 End . 

4678924 Score 

13974. .14182, 14364 .. 14594 , 14673 

15036. .15201, 15279. .15485, 15587 

16106. .16146, 16312. .16377 



OJ991122_01.9C23.C3 
+ 

16953 
AAT/NAP 
16377 
676 

14816, 14848. .14934, 
15678, 15799. .15979, 



GI Descrip. (AL049711) putative protein [Arabidopsis thaliana] 



Seq. No. 5513 

Gene No. 11517 

Start 13974 

Name OJ991122_01 . 9C23 . C3 . o4 . gs 

Start 13974" " 

GI none 
Exons 



Seq. ID OJ991122_01.9C23.C3 

Strand + 

End 16953 

Method GENSCAN 

End v 16953 

Score .97 



13974. .14944, 15025 .. 15201, 15279 .. 15458 , 15548 15642, 
15728. .15967, 16065 .. 16179/ 16333 .. 16563, 16914. .16953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5513 Seq. ID 

11517 Strand 

13974 End 

OJ991122_01 . 9C23 .C3 . ol . gp Method 

15090 End 

uC-osroM202010c03al Score 



OJ991122_01.9C23.C3 
+ 

16953 
AAT/GAP 
15784 
824 



15090. .15201, 15279. .15464, 15548 .. 15642 , 15728. .15784 
, 4678924/emb|CAB41315.1| 2.0e-46 (AL049711) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 



5513 
11518 
16914 
OJ991122 



01.9C23.C3.o2.gp 



Seq. ID 
Strand 
End ■ 
Method 



OJ991122_ 
+ 

17682 
AAT/GAP 



01.9C23.C3 



5670 





Start 


16914 




End 


17682 






GI 


none 




Score 


1431 






Exons 


16914. .17682 












Seq. No. 


5513 




Seq. ID 


OJ991122_01.9C23 


.C3 




Gene No. 


11519 




Strand 








Start 


6591 




End 


7212 






Name 


OJ991122 01.9C23.C3. 


o2 . gs 


Method 


GENSCAN 






Start 


6591 




End 


7212 






GI 


none 




Score 


.89 






Exons 


6591. .6643, 6891.. 7212 










Seq. No. 


5513 




Seq. ID 


OJ991122_01. 9C23 


.C3 




Gene No. 


11520 




Strand 








Start 


17578 




End 


26809 






Name 


OJ991122 01 . 9C23.C3. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


13952 ~~ 




End 


14192 






GI 


none 




Score 


306 






Exons 


13952. .14167, 13956. 


.14192, 


13971. .14159, 13991. .14191 






Seq. No. 


5513 




Seq. ID 


OJ991122_01. 9C23 


-C3 




Gene No . 


11520 




Strand 








Start 


17578 




End 


26809 






Name 


OJ991122 01.9C23.C3. 


o2 . tc 


Method 


TBLASTX: Cress 






Start 


13971 ~~ 




End 


14174 




: 


GI 


none 




Score 


263 




: ; = 


Exons 


13971 . . 14174, 13974 . 


. 14153, 


13991. .14161 




y 


Seq. No. 


5513 




Seq. ID 


OJ991122_01. 9C23 


.C3 


: =J 
: J 


Gene No . 


11520 




Strand 








Start 


17578 




End 


26809 




iJ 


Name 


OJ991122 01.9C23.C3. 


o2 . ts 


Method 


TBLASTX: Soybean 




y 


Start 


13974 ~~ 




End 


14162 






GI 


none 




Score 


263 




* ~\ 


Exons 


13974 . . 14162, 13974 . 


. 14156, 


13991. .14161 






Seq. No. 


5513 




Seq. ID 


OJ991122_01.9C23 


.C3 


_ 


Gene No. 


11520 




Strand 








Start 


17578 




End 


26809 






Name 


OJ991122 01 9C23 C3 


ol . ts 


Method 


TBLASTX: Soybean 




— ! 


Start 


14598 




End 


15620 






GI 


none 




Score 


63 






Exons 


14598. .14657, 14652. 


.14759, 


14669. .14758, 15080 .. 15112 , 








15115. .15207, 15116. 


.15208, 


15271. .15420, 15273. .15467, 








15277. .15474, 15431. 


.15475, 


15533. .15619, 15552.. 15620 






Seq. No. 


5513 




Seq. ID 


OJ991122_01.9C23 


.C3 




Gene No • 


11520 




Strand 








Start 


17578 




End 


26809 






Name 


OJ991122 01.9C23.C3. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


15077 




End 


15480 






GI 


none 




Score 


150 






Exons 


15077. .15199, 15079. 


.15201, 


15273. .15458, 15277. .154 80 






Seq. No. 


5513 




Seq. ID 


OJ991122_01.9C23 


.C3 




Gene No. 


11520 




Strand 








Start 


17578 




End 


26809 





5671 



Name 

Start 

GI 

Exons 



OJ991122 01.9C23.C3.o3.tm 



Method TBLASTX : Mai ze 



15091 End 15610 

none Score 164 

15091. .15201, 15092. .15208, 15092 .. 15217 , 15271 .. 15420, 

15273. .15476, 15273 .. 15476, 15277 .. 15477 , 15503 .. 15610, 

15542. .15577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

r=j Exons 

GI Descrip. 

'[['I Seq. No. 

!'LJ Gene No. 

i;3 Start 

j j Name 

!U Start 

I - Exons 



Seq. No. 
r I Gene No. 
! ;3 start 
hJ Name 
□ Start 
"... GI 

Exons 



5513 

11520 

17578 

OJ991122_01.9C23.C3.o5.gs 

17578 

none 

17578. .17647, 17771 .. 17966, 
21821. .21979, 22234 .. 22310, 
24676. .24699, 25885 .. 26538 , 

5513 

11520 

17578 

OJ991122_01.9C23.C3.o2.np 

22056 

4585884 



Seq. ID 
Strand 
End 

Method 
• End 

Score 
20901. .21156, 
23169. .23330, 



OJ991122 01.9C23.C3 



26809 
GENSCAN 
26809 
.42 

21194. .21289, 
23482. .23629, 



26798. .26809 



Seq. ID OJ991122_01.9C23.C3 



Strand 
End 

Method 

End 

Score 



26809 
AAT/NAP 
24235' 
354 



22056. .22185, 23006 23333, 234 04 23629, 23720.. 24235 
(AC005850) Hypothetical protein [Arabidopsis thaliana] 



5513 Seq. ID 

11520 Strand 
17578 End 
OJ991122_01. 9C23.C3.ol.tm Method 
23032 End 

none * Score 



OJ991122_01.9C23.C3 
26809 

TBLASTX: Maize 

23536 

239 



23032. .23217, 23036 23212, 23209 23358 , 23213 23365, 
23213. .23362, 23214 .. 23384 , 23391 .. 23534 , 23395 23535, 
23401. .23535, 23402.. 23536 



5513 
11520 
17578 

OJ991 122_01 . 9C23 . C3 . o3 . ts 
23053 
none 

23053. .23115, 23131 .. 23340, 23243.. 23332 



Seq. ID OJ991122_01.9C23.C3 
Strand 

End 26809 

Method TBLASTX: Soybean 

End 23340 

Score 67 



Seq. No. 5513 Seq. ID 

Gene No. 11520 Strand 

Start 17578 End 

Name OJ991122_01 . 9C23 . C3 . ol . tw Method 

Start 23131 End 

GI none Score 

Exons 23131. .23226, 23239 .. 23331, 23240 .. 23332, 23428 .. 23556, 
23435. .23563 



OJ991122_01.9C23.C3 
26809 

TBLASTX: Wheat 
23563 
67 



Seq. No. 5513 Seq. ID 

Gene No. 11520 Strand 

Start 17578 End 

Name OJ991122 01 . 9C23 . C3 . o2 . tm Method 



OJ991122_01.9C23.C3 
26809 

TBLASTX: Maize 



5672 



m 

n 
Id 

ru 

■3 

! : - 
-J 
□ 

.3 EL 



Start 


23540 


End 


24070 




GI 


none 


Score 


115 




Exons 


23540. .23632, 23541 23633, 


23542. .23634, 23681 .. 23845, 






23714. .24070, 23715 24056, 


23903. .24058 




Seq. No. 


5513 


Seq. ID 


OJ991122 01.9C23. 


C3 


Gene No. 


11520 


Strand 






Start 


17578 


End 


26809 




Name 


OJ991122 01.9C23.C3.o4.gp 


Method 


AAT/GAP 




Start 


25874 


End 


26335 




GI 


701303 


Score 


806 




Exons 


25874. .26335 








Seq. No. 


5514 


Seq. ID 


OJ991122 01.9C23. 


C4 


Gene No. 


11521 


Strand 






Start 


751 


End 


5967 




Name 


OJ991122 01.9C23.C4.o2.gs 


Method 


GENSCAN 




Start 


751 


End 


5910 




GI 


none 


Score 


.65 




Exons 


751. .947, 2286. .2419, 3532.. 


3652, 4835 


..4867, 5238. .5436 






5639. .5910 








Seq. No. 


5514 


Seq. ID 


OJ991122_01.9C23. 


C4 


Gene No . 


11521 


Strand 






Start 


751 


End 


5967 




Name 


OJ991122 01.9C23.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


5134 


End 


5300 




GI 


none 


Score 


185 




Exons 


5134.. 5292, 5135.. 5290, 5156 


..5296, 5160.. 5300, 5169.. 5300 


Seq. No. 


5514 


Seq. ID 


OJ991122_01.9C23. 


C4 


Gene No. 


11521 


Strand 






Start 


751 


End 


5967 




Name 


OJ991122 01.9C23.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5140 


End 


5424 




GI 


none 


Score 


190 




Exons 


5140. .5424 








Seq. No. 


5514 


Seq. ID 


OJ991122_01.9C23. 


C4 


Gene No. 


11521 


Strand 






Start 


751 


End 


5967 




Name 


OJ991122 01.9C23.C4.ol.np 


Method 


AAT/NAP 




Start 


5158 


End 


5967 




GI 


3786007 


Score 


529 




Exons 


5158.. 5436, 5639.. 5967 








GI Descrip. 


(AC005499) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5514 


Seq. ID 


OJ991122_01.9C23. 


C4 


Gene No . 


11521 


Strand 






Start 


751 


End 


5967 




Name 


OJ991122 01.9C23.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5158 


End 


5382 




GI 


none 


Score 


91 




Exons 


5158.. 5382, 5159.. 5359 








Seq. No. 


5514 


Seq. ID 


OJ991122_01.9C23. 


C4 


Gene No. 


11521 


Strand • 







5673 



Start 


751 








End 


5967 


Name 


OJ991122 01. 


9C23 


.C4 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5170 








End 


5395 


GI 


none 








Score 


69 


Exons 


5170. .5394, 


5201 


. .5395 








Seq. No. 


5514 








Seq. ID 


OJ991122_01.9C23.C4 


Gene No. 


11521 








Strand 




Of a r f- 
O Lai L 


/ ji 








End 


5967 


Name 


OJ991122 01. 


9C23 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5323 








End 


5966 


GI 


none 








Score 


102 


Exons 


5323.-5397, 


5324 


. .5398, 


5383. 


.5439, 5395.. 5451, 5639.. 5848, 




5640. .5966, 


5641 


. .5961, 


5660. 


.5962 




Seq. No. 


5515 








Seq. ID 


OJ991122_01.9C23.C5 


Gene No. 


11522 








Strand 


+ 


Start 


11474 








End 


12017 


Name 


OJ991122 01. 


9C23 


.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


11474 








End 


12017 


GI 


2173 1.R1084 








Score 


1088 



Exons 11474. .12017 

GI Descrip. 1 5729704/gb | AAD48511 . 1 | AC007927_1 2.0e-23 (AC007927) unknown 
protein, 5 1 V partial [Arabidopsis thaliana]* 



Seq. No. 
Gene No. 
Start 
Name 
Start 
□ GI 
Exons 

GI Descrip. 



;: : t 

i y 



ru 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5515 
11523 
1 

OJ991122_01 . 9C23 . C5 . ol . np 
1 

3786007 

1..322, 604. .840, 2362. .2388 

(AC005499) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991122_01. 9C23.C5 
Strand 

End 2959 

Method AAT/NAP 

End 2388 

Score 511 



5515 
11523 
1 

OJ991122_01 . 9C23 .C5.ol.gs 
42 

none 

42.. 322, 604.. 931, 1901.. 1997, 2369.. 2470, 2584 
2827. .2959 



Seq. ID OJ991122_01.9C23.C5 
Strand 

End 2959 

•Method GEN SCAN 

End 2959 

Score .57 

,2615, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5515 Seq. ID 

11524 Strand 

3839 End 

OJ991122JU .9C23.C5.o2. gs Method 

3839 End 

none Score 



OJ991122_01.9C23.C5 

10803 
GEN SCAN 
10803 
.89 



3839..3964, 4042. .4362, 4629. .4733, 4808. .5020, 5170. .5263, 

5366.-5436, 5512.. 5683, 5835.. 5877, 5968.. 6029, 6923.. 7016, 

7155.. 7275, 7400.. 7631, 8020. .8105, 8195.. 8402, 9051.. 9134, 

9243. .9329, 9544. .9686, 9785. .9860, 10305 .. 104 17 , 10561.. 10803 



Seq. No. 
Gene No. 
Start 



5515 

11524 

3839 



Seq. ID OJ991122_01. 9C23.C5 
Strand 

End 10803 



5674 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ991122_01 . 9C23 .C5 . o2 . np Method AAT/NAP 

4436 End 10481 

2500112 Score 490 

4436.-4462, 6424. .6540, 6880. .7016, 7155. .7275, 7400. .7631, 
8020. .8105, 8195. .8402, 9051. .9134, 9243.-9329, 9550. .9686, 
9785.. 9860, 10305.. 10481 

ATP-DEPENDENT DNA HELICASE RECQ git 1573732 (U32756) 
ATP-dependent DNA helicase (recQ) [Haemophilus influenzae Rd] 



m 

m 

y 

a sp 

ry 



U 



Seq. ■ No . 


5515 








Seq. ID 


OJ991122_01. 9C23. 


C5 


Gene No. 


11525 








Strand 






Start 


11625 








End 


13834 




Name 


OJ991122 01. 


9C23.C5.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


13 








End 


315 




GI 


none 








Score 


186 




Exons 


13. .315 














Seq. No. 


5515 








Seq. ID 


OJ991122 01.9C23. 


C5 


Gene No. 


11525 








Strand 






Start 


11625 








End 


• 13834 




Name 


OJ991122 01. 


9C23. 


C5.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


45 








End 


783 - 




GI 


none 








Score 


124 




Exons 


45. .302, 91. 


.306, 


133. 


.291, 


597. .779, 


610. .783 




Seq. No. 


5515 








Seq. ID 


OJ991122_01 . 9C23 . 


C5 


Gene No. 


11525 








Strand 






Start 


11625 








End 


13834 




Name 


OJ991122 01. 


9C23. 


C5.o4 


.tm 


Method 


TBLASTX :Maize 




Start 


76 








End 


669 




GI 


none 








Score 


179 




Exons 


76. .321, 85. 


.288, 


95. . 


322, 


581. .667, ! 


591. .668, 604. .669 




Seq. No. 


5515 








Seq. ID 


OJ991122_01. 9C23. 


C5 


Gene No. 


11525 








Strand 






Start 


11625 








End 


13834 




Name 


OJ991122 01. 


9C23. 


C5.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


4521 








End 


4725 




GI 


none 








Score 


94 




Exons 


4521. .4724, 


4524. 


.4712 


, 4531. .4725 







Seq. No. 5515 
Gene No. 11525 
Start 11625 

Name OJ991 122_01 . 9C23 . C5 . o3 . tm 

Start 4608 
GI none ' 

Exons 4608.. 4727, 4608.. 4733, 4609. 

4809. .4934, 4840. .4935, 4936. 
5160.. 5258, 5170.. 5262, 5171. 
5363.. 5437, 5365.. 5439, 5510. 



Seq. ID OJ991122_01.9C23.C5 
Strand 

End 13834 
Method TBLASTX : Maize 
End 5688 
Score 154 

,4728, 4625. .4744, 4808. .4933, 
,5007, 4940. .5023, 4944. .5021, 
.5263, * 5354. .5437, 5356. .5445, 
.5686, 5512. .5688, 5512. .5685 



Seq. No. 5515 

Gene No. 11525 

Start 11625 

Name OJ991122_01 . 9C23 . C5 . 06 . tm 

Start 7427 



Seq. ID OJ991122_01.9C23.C5 
Strand 

End 13834 

Method TBLASTX: Maize ■ 

End 7 627 



5675 




GI 


none 




Score 


92 




Exons 


7427. .7627, 7464. .7607 








Seq. No. 


5515 




Seq. ID 


OJ991122_01.9C23 


.C5 


Gene No. 


11525 




Strand 






Start 


11625 




End 


13834 




Name 


OJ991122 01.9C23.C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


11598 




End 


11953 




GI 


none 




Score 


351 




Exons 


11598. . 11864, 11599. 


.11865, 


11824. .11952, 11868. .11951, 






11870. . li9'53 










Seq. No. 


5515 




Seq. ID 


OJ991122_01.9C23 


.C5 


Gene No. 


11525 




Strand 






Start 


11625 




End 


13834 




Name 


OJ991122 01.9C23.C5. 


o3.np 


Method 


AAT/NAP 




Start 


11608 




End 


13834 




GI 


6554175 




Score 


884 




Exons 


11608. .12729, 12879. 


.13074, 


13150. .13834 




GI Descrip. 


(AC006072) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


5515 




Seq. ID 


OJ991122_01.9C23 


.C5 


Gene No. 


11525- 




Strand 






Start 


11625 




End 


13834 




Name 


OJ991122 01. 9C23.C5. 


o3 . gs 


Method 


GEN SCAN 




Start 


11625 ~~ 




End 


13351 




GI 


none 




Score 


.95 




Exons 


11625. .12715, 12868. 


.13074, 


13150. .13351 




Seq. No. 


5515 




Seq. ID 


OJ991122_01.9C23 


.C5 


Gene No. 


11525 




Strand 






Start 


11625 




End 


13834 




Name 


OJ991122 01.9C23.C5. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


11628 




End 


11906 




GI 


none 




Score 


85 




Exons 


11628. .11906, 11655. 


.11882 








Seq. No. 


5515 




Seq. ID 


OJ991122_01.9C23 


.C5 


Gene No. 


11525 




Strand 






Start 


11625 




End 


13834 




Name 


OJ991122 01.9C23.C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11638 




End 


12641 




GI 


none 




Score 


91 




Exons 


11638. .11877, 11664. 


.11906, 


11763. .11906, 11922. .12023, 






12039. .12188, 12430. 


.12615, 


12450. .12641 




Seq. No. 


5515 




Seq. ID 


OJ991122_01.9C23 


.C5 


Gene No. 


11525 




Strand 






Start 


11625 




End 


13834 




Name 


OJ991122 01.9C23.C5. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


12051 




End 


12708 




GI 


none 




Score 


132 . 




Exons 


12051. .12197, 12261. 


.12338, 


12442. .12708, 12450.. 12671 




Seq. No. 


5515 




Seq. ID 


OJ991122_01.9C23 


.C5 


Gene No. 


11525 




Strand 






Start 


11625 




End 


13834 





5676 



Name 

Start 

GI 

Exons 



OJ991 122_0 1 . 9C23 . C5 . ol . tm Method 
12066 End 
none Score 



TBLASTX: Maize 

13015 

860 



12066. .12671, 12067. .12714, 12078 12716, 12383 12721, 
12407. .12724, 12865 .. 12975, 12866 13015, 12866.. 13012 



Seq. No. 5515 

Gene No. 11525 

Start 11625 

Name OJ991122JD1 . 9C23 . C5 . o5 . tm 

Start 13184 

GI none 
Exons 



Seq. ID OJ991122_01.9C23.C5 
Strand 

End 13834 

Method TBLASTX : Maize 

End ' 13432 

Score 112 



13184. .13270, 13184. .13270, 13264 .. 13323, 13266 .. 13334 , 
13311. .13337, 13343. .13423, 13343.. 13432 



Seq. No. 5516 

Gene No. 11526 

Start 12 

Name OJ991122_01 . 9C23 .C6 . ol . tc 

Start 12 

GI none 

Exons 12.. 158, 13.. 162, 14.. 178, 14.. 166 



Seq. ID OJ991122_01.9C23.C6 



Strand 
End 

Method 
End 
Score 



178 

TBLASTX: Cress 

178 

222 



H Seq. No. 5517 

f Gene No. 11527 

^ Start 8466 

A Name OJ990822_51 . 9C23.C2 .o2 .gs 

J Start 8466 

-i GI none 

^ Exons 



Seq. ID OJ990822_51.9C23.C2 

Strand + 

End 17816 

Method GENSCAN 

End 17816 

Score . 64 



8466. .8504, 8986. .9052, 10454 .. 10632, 10679 .. 10811, 
11237. .11361, 13947. .14042, 16159 .. 16288 , 16495. .17816 



Seq. No. 5517 Seq. ID 

Gene No. 11527 Strand 

Start 8466 End 

Name OJ990822_51 . 9C23 . C2 . o4 . gp Method 

Start 16134 End 

GI none Score 

Exons 16134. .16288, 16498.. 16631 



OJ990822_51.9C23.C2 
+ 

17816 
AAT/GAP 
16631 
542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5517 

11527 

8466 

OJ990822_51 . 9C23 . C2 . o2 . np 

16448 

3482921 



Seq. ID OJ990822_51. 9C23.C2 

Strand + 

End 17816 

Method AAT/NAP 

End 17783 

Score 356 



16448. .16557, 17155 .. 17243, 17349.. 17783 
(AC003970) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990822_51. 9C23.C2 



5517 
11527 
8466 

OJ990822_5 1 . 9C23 . C2 . o5 . gp 
17004 

50369_1.R1084 
17004. .17510 

, 4454051/emb|CAA23048.1| 5.0e-18 (AL035394) putative 



Strand 
End 

Method 

End 

Score 



+ 

17816 
AAT/GAP 
17510 
1007 



5677 



polygalacturonase [Arabidopsis thaliana] 1 



Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No. 


11528 




Strand 


+ 




Start 


29031 




End 


31501 




Name 


OJ990822 51.9C23.C2 


. o4 .np 


Method 


AAT/NAP 




Start 


29031 




End 


31482 




GI 


6850840 




Score 


1001 




Exons 


29031. .29372, 29645 


. .29765, 


29857. .30031, 30128 .. 30198 , 






30774. .31482 










GI Descrip. 


(AL132962) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No. 


11528 




Strand 


+ 




Start 


29031 




End 


31501 




Name 


OJ990822 51.9C23.C2 


. o4 .gs 


Method 


GENSCAN 




Start 


29085 




End 


31501 




GI 


none 




Score 


.87 




Exons 


29085. .29372, 29645 


. .29769, 


30128. .30198, 30774. .31501 




Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


. C2 


Gene No. 


11528 




Strand 


+ 




Start 


29031 




End 


31501 




3 Name 


OJ990822 51.9C23.C2 


. o7 . gp 


Method 


AAT/GAP 




^ Start 


29982 




End 


30864 




S GI 


2799760 




Score 


291 




Exons 


29982. .30031, 30128 


. .30198, 


30774.. 30864 




11 GI Descrip. 


4454051/emb|CAA2304l 


3.11 5.0e 


-18 (AL035394) putative 





: 3S * 



polygalacturonase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5517 Seq. ID 

11529 Strand 

36910 End 

OJ990822_51 . 9C23 . C2 . 06 . gs Method 

36910 End 

none * Score 

36910. .37057, 37198.. 37286 



OJ990822_51.9C23.C2 
+ 

37971 
GENSCAN 
37286 
.64 



5517 

11529 

36910 

OJ990822_5i:9C23.C2.o6.np 

37004 

6322736 



OJ990822_51.9C23.C2 
+ 

37971 
AAT/NAP 
37971 
133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37004. .37132, 37762 .. 37820, 37911.. 37971 

42 kDa 5 1 to 3' exonuclease required for Okazaki fragment 
processing; Rad27p gi | 140964 | sp | P26793 | RA27_YEAST STRUCTURE 
SPECIFIC ENDONUCLEASE RAD27 gi | 3207 68 | pir || S22267 hypothetical 
protein YKL113c - yeast (Saccharomyces cerevisiae) 
gi|248392|bbs| 94324 (S93804) RAD2 homolog=YKL510 [Saccharomyces 
cerevisiae, Peptide, 382 aa] [Saccharomyces cerevisiae] 
gi 1486190 | emb 



Seq. No. 
Gene No. 
Start 
Name 



5517 

11530 

1 

OJ990822_51 . 9C23 . C2 . ol . np 



Seq. ID OJ990822_51.9C23.C2 
Strand 

End 5482 

Method AAT/NAP 



5678 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



1 End 5458 

5931655 Score 776 

1..237, 352. .493, 595. .712, 804. .911, 985. .1059, 1865. .2154, 
2304. .2465, 3038. .3221, 4890.. 5068, 5192.. 5458 

(AJ011629) squamosa promoter binding protein-like 1 [Arabidopsis 
thaliana] 



5517 Seq. ID 

11530 - Strand 

1 End 

OJ990822_51 . 9C23 . C2 . ol . gs Method 

99 End 

none Score 



OJ990822_51.9C23.C2 

5482 
GENSCAN 
5482 
.98 



99. .237, 352. .493, 595. .712, 804. .911, 985. .1059, 1865. .2094, 
2177. .2479, 3040. .3221, 4890. .5482 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822 51.9C23.C2 



5517 
11530 
1 

OJ990822_51.9C23.C2.o2.gp 
4929 
2427896 
4929. .5081 

6006395/embl CAB56768.il 1.0e-10 (AJ132096) squamosa promoter 
binding protein-like 12 [Arabidopsis thaliana] 

>gi_6006403_emb_CAB567 69.1_ (AJ132097) squamosa promoter binding 
protein-like 12 [Arabidopsis thaliana] 



5482 
AAT/GAP 
5081 
281 



5517 Seq. ID 

11531 Strand 

17653 End 

OJ990822_51 . 9C23 . C2 . 06 . gp Method 

17653 End 

428001 Score 
17653.. 17780 



OJ990822_51.9C23.C2 

17780 
AAT/GAP 
17780 
195 



, ; Seq. No. 

Gene No. 
Q Start 
ri Name 
?3 Start 
,s ~" GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



5517 Seq. ID 

11532 Strand 
18326 End- 28602 

OJ990822_51 . 9C23 . C2 . o3 . gs Method GENSCAN 

18326 End 28602 

none ' Score .71 

18326. .18683, 19590 19795, 20127 .. 20337 , 20458 

20711. .20892, 2144 1 21590, 21611 .. 22104 , 25344 

26634. .26755, 27736 28275, 28438.. 28602 



OJ990822 51.9C23.C2 



,20633, 
,25568, 



5517 Seq. ID 

11532 Strand 
18326 End 
OJ990822_51 . 9C23 . C2 . o3 . np Method 
19589 End 
6841326 Score 

19589. .19795, 20127 20225, 20253 .. 20337 , 

20711. .20892, 21441 21590, 21700. .21772 
(AF161456) HSPC338 [Homo sapiens] 

5517 Seq. 



OJ990822_51.9C23.C2 

28602 
AAT/NAP 
21772 
533 

20458. .20633, 



ID OJ990822 51.9C23.C2 



5679 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



11533 - Strand 

32357 End 

OJ990822_51 . 9C23 . C2 . o2 . tm Method 

91 End 

none Score 



35073 

TBLASTX: Maize 

3152 

59 



91. .153, 93. .179, 158. .238, 159. .239, 190. .240, 202. .243, 
319. .492, 339. .512, 351. .494, 352. .504, 590. .715, 590. .715, 
595. .717, 801. .923, 804. .914, 982. .1062, 984. .1073, 986. .1060, 
1865.. 2083, 1865.. 2095, 1867.. 2097, 1867.. 2097, 2178.. 2300, 
2179. .2301, 2181. .2291, 2298.-2486, 2299. .2478, 3026. .3148, 
3041.. 3142, 3042.. 3152, 3042.. 3149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5517 

11533 

32357 

OJ990822_51 . 9C23 . C2 . o4 . ts 
93 

none 



Seq. ID OJ990822_51.9C23.C2 
Strand 

End 35073 

Method TBLASTX : Soybean 

End 1062 

Score 67 



93. .170, 336. .512, 590. .715, 594. .698, 800 922/ 801 .. 923, 
810.. 914, 982.. 1062, 986.. 1057 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5517 

11533 

32357 

OJ990822_51 . 9C23 . C2 . o9 . tc 

801 

none 



Seq. ID OJ990822_51. 9C23.C2 
Strand 

End 35073 

Method TBLASTX : Cress 

End 1063 

Score 67 



801. .923, 807. .914, 982. .1062, 986. .1063 



Seq. No. 5517 

Gene No. 11533 

Start 32357 

Name OJ990822_51 . 9C23 . C2 . o9 . ts 

Start 3041 

GI none 
Exons 



Seq. ID OJ990822_51.9C23.C2 
Strand 

End 35073 

Method TBLASTX : Soybean 

End 5401 

Score 119 



3041. .3223, 3075. .3224, 4887. .5081, 4889. .5077, 5339. .5401 



I s * Seq. No. 5517 

a Gene No. 11533 

ri Start 32357 

Name OJ990822_51 . 9C23 . C2 .08 . tc 

Start 3110 

GI none 

Exons 



Seq. ID OJ990822_51. 9C23.C2 
Strand 

End 35073 

Method TBLASTX : Cress 

End 5041 

Score 123 



3110. .3223, 3138. .3224, 4887. .5039, 4889. .5041 



Seq. No. 5517 

Gene No. 11533 

Start 32357 

. Name OJ990822_51 . 9C23 . C2 . o7 . tm 

Start 3153 

GI none 
Exons 



Seq. ID OJ990822_51. 9C23.C2 
Strand 

End 35073 

Method TBLASTX : Maize 

End 5168 

Score 105 

3153.. 3224, 3155.. 3223, 4821.. 4973, 4884 .. 4970, 4889. . 4972, 
4967. .5167, 4973. .5167, 4974. .5168 



Seq. No. 
Gene No. 
Start 



5517 
11533 • 
32357 



Seq. ID OJ990822_51. 9C23.C2 
Strand 

End 35073 



5680 



Name 

Start 

GI 

Exons 



OJ990822_51 . 9C23 . C2 . 06 . tm 

17496 

none 

17496. .17543, 17529 17564 , 
17627. .17779 



Method TBLASTX : Mai ze 
End 17798 
Score 45 
17562. .17798, 17580 17651, 



Seq. No. 5517 

Gene No. 11533 

Start 32357 

Name OJ990822_51 . 9C23 . C2 . 06 . ts 

Start 17496 

GI none 

Exons 17496. .17543, 17529 17564 , 
17627. .17779 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_51 . 9C23 .C2 
35073 ; 

TBLASTX : Soybean 

17798 

45 



17562. .17798, 17580 .. 17651, 



Seq. No. 5517 

Gene No. 11533 

Start 32357 

Name OJ990822_51 . 9C23 . C2 . o7 . tc 

Start 17556 

GI none 

Exons 17556. .17615, 17616 .. 17780, 17648.. 17779 



Seq. ID OJ990822_51.9C23.C2 



Strand 
End 

Method 

End 

Score 



35073 

TBLASTX: Cress 
17780 
59 



, as * Seq.. No. 

is d Gene No, 

; =3 start 

Cfl Name 

HI Start 

> ST 

t *"= Exons 



5517 

11533 , - 

32357 

OJ990822_ 

19441 

none 



51.9C23.C2.o5.tm 



Seq. ID OJ990822_51.9C23.C2 
Strand 
End 

Method 
End 
Score 



35073 

TBLASTX: Maize 

20343 

35 



19441. .19518, 19560. .19805, 19569 .. 19805, 19580 .. 19807 , 
20127. .20153, 20151 .. 20339, 20157 .. 20342, 20173.. 20343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5517 

11533 

32357 

OJ990822_51.9C23.C2.o6.tc 

19586 

none 



Seq. ID OJ990822_51.9C23.C2 
Strand ' - 
End 

Method 
End 
Score 



35073 

TBLASTX: Cress 

19813 

160 



19586. .19813, 19590 .. 19796, 19616. .19798 



5517 

11533 

32357 

OJ990822_51.9C23.C2.o7.ts 

19706 

none 

19706. .19807, 19737 .. 19805, 
20244. .20342, 20251 .. 20343, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20127 

20460 



OJ990822 51.9C23.C2 



35073 

TBLASTX : Soybean 
20634 
68 

20210, 20127. .20219, 
20633, 20461.. 20634 



Seq. No. 5517 

Gene No. 11533 

Start 32357 

Name OJ990822_51 . 9C23 . C2 . o3 . tm 

Start 20455 

GI none 

Exons 20455. .20475, 20457 20633, 
20522. .20647, 20522 .. 20635, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 51.9C23.C2 



35073 

TBLASTX: Maize 
21544 
150 

20457. .20633, 20503 .. 20634 , 
20710. .20892, 207 14 .. 20899, 



5681 






20715. 


.20906, 


20778. 


.20903, 


21439. .21540, 21440 


. . 21544 




Seq. No. 


5517 








Seq. ID 


OJ990822 


_51. 9C23 


.C2 


Gene No. 


11533 








Strand 








Start 


32357 








End 


35073 






Name 


OJ990822 51.9C23.C2. 


o8.ts 


Method 


TBLASTX : 


Soybean 




Start 


20708 








End 


21904 






GI 


none 








Score 


149 






Exons 


20708. 


.20899, 


20733. 


. 20906, 


21439. .21564, 21440 


. .21562, 






21547. 


.21591, 


21548. 


.21625, 


21677. .21904 






Seq. No. 


5517 








Seq. ID 


OJ990822 


_51. 9C23 


.C2 


Gene No. 


11533 








Strand 








Start 


32357 








End 


35073 






Name 


OJ990822 51.9C23.C2. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


21439 








End 


21886 






GI 


none 








Score 


109 






Exons 


21439. 


.21591, 


21440. 


.21598, 


21677. .21886 






Seq. No. 


5517 








Seq. ID 


OJ990822 


_51. 9C23 


.C2 


Gene No . 


11533 








Strand 








Start 


32357 








End 


35073 






Name 


OJ990822 51.9C23.C2. 


o8.tm 


Method 


•TBLASTX: 


Maize 




Start 


21677 








End 


21922 






GI 


none 








Score 


56 






Exons 


21677. 


.21778, 


21678. 


.21740, 


21770. .21922, 21783 


. . 21917 




Seq. No. 


5517 








Seq. ID 


OJ990822 


_51. 9C23 


.C2 


Gene No . 


11533 








Strand 








Start 


32357 








End 


35073 






Name 


OJ990822 51.9C23.C2. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


29139 








End 


29354 






GI 


none 








Score 


323 






Exons 


29139. 


.29354, 


29150. 


.29353 










Seq. No. 


5517 








Seq. ID 


OJ990822. 


_51.9C23 


.C2 


Gene No. 


11533 








Strand 








Start 


32357 








End 


35073 






Name 


OJ990822 51.9C23.C2. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


29144 








End 


30041 






GI 


none 








Score 


102 ^ 






Exons 


29144. 


.29299, 


29151. 


.29369, 


29159. .29356, 29642 


. .29767, 






29653. 


.29766, 


29843. 


.30022, 


29844. .30041, 29853 


. .30041 




Seq. No. 


- 5517 








Seq. ID 


OJ990822 


_51.9C23 


.C2 


Gene No. 


11533 








Strand 








Start 


32357 








End 


35073 






Name 


OJ990822 51.9C23.C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


29234 








End 


31696 






GI 


none 








Score 


219 






Exons 


29234. 


.29374, 


29235. 


.29372, 


29236. .29373, 29640 


. .29744, 






29643. 


.29756, 


29644 . 


.29766, 


29645. .29767, 29819 


. . 30040, 






29844. 


.30041, 


30125. 


.30196, 


30126. .30197, 30126 


. . 30197, 






30127. 


.30204, 


30752. 


.31444, 


30772. .31416, 30773 


. .31444, 






31341. 


.,31448, 


31479. 


.31532, 


31557. .31589, 31563 


. .31622, 





31634. .31696 



5682 




Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No. 


11533 




Strand 






Start 


32357 




End 


35073 




Name 


OJ990822 51.9C23.C2. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


29645 




End 


30071 




GI 


none 




Score 


126 




Exons 


2964S..29767, 29659. 


.29769, 


29837. .30037, 29844.. 30071 




Seq. No. 


5517 




: .Seq. ID 


OJ990822_51.9C23 


,C2 


Gene No . 


11533 




Strand 






Start 


32357 




End 


35073 




Name 


OJ990822 51.9C23.C2. 


o5. tc 


Method 


TBLASTX: Cress 




Start 


29663 




End 


30197 




GI 


none 




Score 


121 




Exons 


29663. .29761, 29841. 


.30038, 


30132. .30197 




Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No. 


11533 




Strand 






Start 


32357 




End 


35073 




Name 


OJ990822 51.9C23.C2. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


30128 




End 


31342 




GI 


none 




Score 


89 




Exons 


30128. .30196, 30129. 


.30197, 


30752. .30922, 30772 .. 30918, 






30929. .31342, 30931. 


.30984, 


30932. .31339, 31015.. 31341 




Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No . 


11533 




Strand 






Start 


32357 




End 


35073 




Name 


OJ990822 51.9C23.C2. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


30770 




End 


31237 




GI 


none 




Score 


378 




Exons 


30770. .31207, 30773. 


.31237, 


30925. .31236 




Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No . 


11533 




Strand 






Start 


32357 




End 


35073 




Name 


OJ990822 51.9C23.C2. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


31024 




End 


31288 




GI 


none 




Score 


249 




Exons 


31024. .31272, 31025. 


.31288 








Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No. 


11533 




Strand 






Start 


32357 




End 


35073 




Name 


OJ990822 51.9C23.C2. 


08 .gp 


Method 


AAT/GAP 




Start 


32214 




End 


34848 




GI 


1657 1.R1084 




Score 


1488 




Exons 


32214. .32545, 32629. 


.32733, 


33435..3362S, 33757 33816, 






34732. .34848 










GI Descrip. 


1 287938/emb | X54204 ICVPRSET5C 


6.0e-47 Cloning vector pRSETS 




(pBluescript KS plus 


derivative) 1 






Seq. No. 


5517 




Seq. ID 


OJ990822_51.9C23 


.C2 


Gene No. 


11533 




Strand 






Start 


32357 




End 


35073 




Name. 


OJ990822 51.9C23.C2. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


32332 




End 


33816 





5683 



GI 

Exons 



none 



Score 



131 



32332. .32481, 32334 .. 32528, 32334 32531, 32518 .. 32547 , 

32518. .32547, 32629 .. 32763, 32630 .. 32734 , 32631 .. 32765, 

33435. .33635, 33436 .. 33627, 33599 .. 33628, 33757 .. 33816, 
33759. .33815 



Seq. No. 5517 

Gene No. 11533 Strand 

Start 32357 End 

Name OJ990822_51 . 9C23 .C2 . o5 . ts Method 

Start 3234 9 End 

GI none Score 

Exons 32349. .32546, 32352 32546, 32354 . . 32551, 32629 32763, 
32630.. 32734 



Seq. ID OJ990822_51.9C23.C2 



35073 

TBLASTX: Soybean 

32763 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
l*y Name 
Start 
GI 

Exons 



is 

ru 

:s Seq. No. 

Q Gene No. 

\i Start 

; : " Name 

f T Start 

\Z GI 

D Exons 

Q GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5517 

11533 

32357 

OJ990822_51.9C23.C2. 

32357 

none 

32357. .32551, 32358, 
33435. .33635, 33436, 



Seq. ID OJ990822_51.9C23.C2 
Strand 

End 35073 
o3.tc Method TBLASTX: Cress 

End 33814 

Score 228 
-.32546, 32629..32763, 32639 .. 32734 , 
.33627, 33453. .33635, 33752.. 33814 



5517 
11533 
32357 

OJ990822_51 . 9C23 . C2 . o5 . gs 
32357 
none 

32357. .32545, 32629 
34732. .34885, 35029 



Seq. ID OJ990822_51.9C23.C2 
Strand 

End 35073 

Method GENSCAN 

End 35073 

Score .7 
,32733, 33435. .33625, 33757 .. 33816, 
,35073 



5517 

11533 

32357 

OJ990822_51.9C23.C2. 

32360 

3204108 

32360. .32545, 32629. 
(AJ006764) putative 

5517 

11533 

32357 

OJ990822_51.9C23.C2. 

32395 

none 

32395.-32469, 32397, 
32629. .32760, 32630. 



Seq. ID OJ990822_51.9C23.C2 
Strand 

End 35073 
oS.np Method AAT/NAP 

End 33832 

Score 753 
.32733, 33435..3362S, 33757.. 33832 
deoxycytidylate deaminase [Cicer arietinum] 

Seq. ID OJ990822_51. 9C23.C2 
Strand 

End 35073 
ol.tw Method TBLASTX : Wheat 

End 327 60 

Score 210 
.32552, 32397..32S46, 324 99.-32558, 
.32734, 32631.. 32738 



5517 

11533 

32357 

OJ990822_51. 9C23 . C2 . o3 . ts 

33430 

none 



Seq. ID OJ990822_51.9C23.C2 
Strand 

End 35073 

Method TBLASTX : Soybean 

End 33854 

Score 197 



5684 





Exons 


3343 ; 0. .33627, 33432 .. 33635, 33434 33652, 33690 .. 33854, 






33743. . 33823 








Seq. No. 


5518 


Seq. ID 


OJ990822_51.9C23.C3 




Gene No. 


11534 


Strand 


+ 




Start 


1 


End 


2833 




Name 


OJ990822 51.9C23.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2833 




GI * 


3047083 


Score 


556 




Exons 


1..19, 111. .181, 375. .454, 803 .. 868, . 1505 .. 1555, 1646. .1765, 






1835. .1919, 2342. .2423, 2580. 


.2688, 2765.. 2833 




GI Descrip. 


(AF058914) similar to FLAP endonuclease-1 (SW:P39748) 






[Arabidopsis thaliana] 








Seq. No. 


5518 


Seq. ID 


O'J990822_51 . 9C23.C3 




Gene No. 


11534 


Strand 


+ 




Start 


1 


End 


2833 




Name 


OJ990822_51. 9C23.C3.ol.gs 


Method 


GENSCAN 




Start 


139 


End 


2796 




GI 


none 


Score 


.66 




Exons 


139. .164, 246. .294, 407. .454, 


803. .868 


, 1646. .1765, 1835. .1919, 






2342. .2423, 2580. .2796 








Seq. No. 


5518 


Seq. ID 


OJ990822_51.9C23.C3 


C3 


Gene No. 


11535 


Strand 


+ 




Start 


3842 


End 


4156 




Name 


OJ990822 51. 9C23 . C3 . ol . gp 


Method 


AAT/GAP 


ru 


Start 


3842 


End 


4156 


.: =3. 


GI 


3769132 


Score 


552 


LtJ 


Exons 


3842. .4156 






"t 


Seq. No. 


5518 


Seq. ID 


OJ990822_51.9C23.C3 


::; i 

! y 


Gene No. 


11536 


Strand 






Start 


2988 


End 


3909 


.■a 
i 


Name 


OJ990822 51.9C23.C3.ol.tm 


Method 


TBLASTX: Maize 


't rr 


Start 


401 


End 


1923 




GI 


none 


Score 


75 




Exons 


401. .457, 800. .868, 800. .868, 


801. .875 


, 802. .873, 1499. .1558, 






1499. .1561, 1628. .1765, 1643. 


.1771, 1645. .1773, 1812. .1919, 


[3 




1832.. 1921, 1832.. 1921, 1834. 


.1923 




•:cf 


■' 

Seq. No. 


5518 


Seq. ID 


OJ990822_51.9C23.C3 




Gene No. 


11536 


Strand 






Start 


2988 


End 


3909 




Name 


OJ990822 51.9C23.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


2337 


End 


2824 




GI 


none 


Score 


66 




Exons 


2337. .2426, 2340 .. 24 14 , 2353 . 


.2427, 2571.. 2687, 2578.. 2697, 






2581. .2715, 2762. .2824, 2764. 


.2823 






Seq. No. 


5518 


Seq. ID 


OJ990822_51.9C23.C3 




Gene No. 


11536 


Strand 






Start 


2988 


End 


3909 




Name 


OJ990822 51. 9C23 . C3 . o2 . gs 


Method 


GENSCAN 




Start 


2988 


End 


3909 




GI 


none 


Score 


.44 




Exons 


2988. .3091, 3741. .3909 







5685 



rii 



t . ! 



"''4 
u 



Seq. No. 


5519 


Seq. ID 


OJ990822 


51 . 9C23 


. C4 


Gene No. 


11537 


Strand 








Start 


328 


End 


1518 






Name 


OJ990822 51.9C23.C4.ol.gs 


Method 


GENSCAN 






Start 


328 


End 


1518 






GI 


none 


Score 


.73 






Exons 


328. .1035, 1387. . 1518 










Seq. No. 


5520 


Seq. ID 


OJ990822 


51 . 9C23 


.C5 


Gene No. 


' 11538 


Strand 


+ 






Start 


1846 


End 


4484 






Name 


OJ990822 51.9C23.C5.ol.gs 


Method 


GENSCAN 






Start 


1846 


End 


4484 






GI 


none 


Score 


.46 






Exons 


1846.. 2429, 3652.. 3880, 4422 


. .4484 








Seq. No. 


5520 


• Seq. ID 


OJ990822 


_51.9C23 


.C5 


Gene No; 


11539 


Strand 


+ 






Start 


11996 


End 


12508 






Name 


OJ990822 51.9C23.C5.ol.gp 


Method 


AAT/GAP 






Start 


11996 


End 


12508 






GI 


38782 1.R1084 


Score 


832 






Exons 


11996. .12508 










GI Descrip. - 


, 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


5520 


Seq. ID 


OJ990822 


_51.9C23 


.C5 


Gene No. 


11540 


Strand 


+ 






Start 


12476 


End 


13069 






Name 


OJ990822 51.9C23.C5.o2.gp 


Method 


AAT/GAP 






Start 


12476 


End 


13069 






GI 


LIB3475-004-P1-K2-A5 


Score 


358 






Exons 


12476. .12636, 13011.. 13069 










GI Descrip. 


, 5777612/emb|AJ245900.1 IOSA245900 l.Oe 


-94 Oryza 


sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome ' 






Seq. No. 


5520 


Seq. ID 


OJ990822 


_51.9C23 


-C5 


Gene No. 


11541 


Strand 


+ 






Start 


14687 


End 


18317 






Name 


OJ990822 51.9C23.C5.o3.gs 


Method 


GENSCAN 






Start 


14687 


End 


18085 






GI 


none. 


Score 


.44 






Exons 


14687. .18085 










Seq. No. 


5520 


Seq. ID 


OJ990822 


_51.9C23 


• C5 


Gene No. 


11541 


Strand 


+ 






Start 


14687 


End 


18317 






Name 


OJ990822 51.9C23.C5.o2.np 


Method 


AAT/NAP 






Start . 


14915 


End 


18317 






GI 


4529972 


Score 


1738 






Exons 


14915. .14961, 15595. .15838, 


16067. .18317 







GI Descrip. (AC002330) putative chloroplast outer envelope 86-like protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



5520 
11541 



Seq. ID OJ990822_51.9C23.C5 
Strand + 



5686 



1 1 



Start 


14687 




End 


18317 


Name 


OJ990822 51.9C23.C5 


.o3.gp 


Method 


AAT/GAP 


Start 


15273 




End 


15760 


GI 


none 




Score 


861 


Exons 


15273. . 15760 








Seq. No. 


5520 




Seq. ID 


OJ990822 


Gene No. 


11542 




Strand 


+ 


Start 


19507 




End 


19859 


Name 


OJ990822 51.9C23.C5 


,o4 .gp 


Method 


AAT/GAP 


Start 


19507 




End 


19859 


GI 


2798644 




Score 


629 


Exons 


19507. .19859 








Seq. No. 


5520 




Seq. ID 


OJ990822 


Gene No. 


11543 




Strand 


+ 


Start 


30458 




End 


34737 


Name 


OJ990822 51 . 9C23.C5 


. o5 . gs 


Method 


GENS CAN 


Start 


30458 




End 


34737 


GI 


none 




Score 


.92 


Exons 


30458. .30547, 30720 


. .30905, 


31062. .31273, 31891 




32345. .32503, 32651 


. .32703, 


32995. .33135, 33518 




34272. .34737 








Seq. No. 


5520 




Seq. ID 


OJ990822 


Gene No. 


11543 




Strand 


+ 


Start 


30458 




End 


3.4737 


Name 


OJ990822 51.9C23.C5 


.o4 .np 


Method 


AAT/NAP 


Start 


30717 


End 


33314 


GI 


2781202 




Score 


549 


Exons 


30717. .30852, 31012 


. .31273, 


31891. .32052, 32360 




32651. .32703, 32995 


. .33135, 


33243. .33314 



GI Descrip. 

:: 

''J Seq. No. 
!,£ Gene No. 
i.1 Start 
*,Z Name 
^ Start 
U GI 

Exons 

GI Descrip. 



51.9C23.C5 



.32048, 
,33672, 



,32503, 



Chain A, Three-Dimensional Structure Of Human Electron Transfer 
Flavoprotein To 2.1 A Resolution 



51.9C23.C5.o7.gp 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5520 
11543 
30458 
OJ990822_ 
30794 
5005236 
30794. .30 
4503607/r 
f lavoprot 
ELECTRON 
(ALPHA-ET 
alpha cha 
transport 

5520 

11544 

5025 

OJ990822_51.9C23.C5.o2.gs 

5025 

none 



OJ990822_51.9C23.C5 
+ 

34737 
AAT/GAP 
32017 
830 



Seq. ID 
Strand 
End 

Method 
End 
Score 

905, 31062. .31273, 31891 .. 320-17 

ef |NP_000117.1|pETFA| 2.0e-19 electron transfer 
ein, alpha polypeptide >gi_119636_sp_P13804_ETFA_HUMAN 
TRANSFER FLAVOPROTEIN ALPHA-SUBUNIT PRECURSOR 

F) . >gi_87351_j?ir A31998 electron transfer flavoprotein 

in precursor - human >gi_182251 (J04058) electron 
flavoprotein [Homo sapiens] 



Seq. ID OJ990822_51.9C23.C5 
Strand 

End 10410 

Method GENSCAN 

End 10410 

Score .65 



5025. .5618, 5710. .6494, 6853. .6966, 8024. .8218, 9868. .10280, 
10307.. 10410 



5687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,GI Descrip. 



5520 Seq. ID OJ990822_51 . 9C23 . C5 

11544 Strand 

5025 End 10410 

OJ990822_51. 9C23 . C5 . ol , np Method AAT/NAP 

5307 End 6389 

6539555 Score 1119 

5307. .5618, 5710. .6389 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 5520 Seq. ID 

Gene No. 11545 Strand 

Start 19970 End 

Name OJ990822_5 1 . 9C23 . C5 . o4 . gs Method 

Start 19970 End 

GI none Score 

Exons 19970. 

21928, 

25545, 



OJ990822_51.9C23.C5 

28533 
GENSCAN 
28527 
.53 



.20071, 20781. .20820, 21117 21154 , 21259 21497, 
.22025, 22468.-22525, 24 991 25146, 25267 254 60, 
.25756, 25814. .26271, 27502 .. 277 12 , 27748. .28527 





Seq. No. 


5520 


Seq. ID 


OJ990822_51.9C23.C5 


□ 


Gene No. 


11545 


Strand 






Start 


19970 


End' 


28533' 




Name 


. OJ990822 51.9C23.C5.o5..gp 


Method 


AAT/GAP 




Start 


20847 


End 


21007 


i =f 


GI 


3767119 


Score 


285 


□ 


Exons 


20847. .21007 








Seq. No. 


5520 


Seq. ID 


OJ990822_51.9C23.C5 




Gene No. 


11545 


Strand 




ru 


Start 


19970 


End 


28533 




Name 


OJ990822 51.9C23.C5.o6.gp 


Method 


AAT/GAP 


.ICS. 


Start 


21039 


End 


21538 




GI 


62122 1.R1084 


Score 


955 




Exons 


21039. .21538 








GI Descrip. 


f 4503607/ref |NP 000117 . 1 | pETFA | 2 . Oe- 


19 electron transfer 






flavoprotein, alpha polypeptide >gi_119636_sp_P13804_ETFA_HUMAN 



ELECTRON TRANSFER FLAVOPROTEIN ALPHA-SUBUNIT PRECURSOR 

(ALPHA-ETF) >.gi_87351_pir A31998 electron transfer flavoprotein 

alpha chain precursor - human >gi_182251 (J04058) electron 
transport flavoprotein [Homo sapiens] 1 



Seq. No. 


5520 


Seq. ID 


OJ990822 


Gene No. 


11545 


Strand 




Start 


19970 


End 


28533 


Name 


OJ990822 51.9C23.C5.o3.np 


Method 


AAT/NAP 


Start 


24236 


End 


28533 


GI 


2586082 


Score 


4504 


Exons 


24236. .28533 






GI Descrip. 


(U72725) retrofit [Oryza 


longistaminata] 


Seq. No. 


5520 


Seq. ID 


OJ990822 


Gene No. 


11546 


Strand 




Start 


33074 


End 


33511 


Name 


OJ990822 51.9C23.C5.o8.gp 


Method 


AAT/GAP 



5688 




Start 


33074 




End 


33511 




GI 


702523 




Score 


608 




Exons 


33074. .33132, 33239 


. .33511 








Seq. No. 


5520 




Seq. ID 


OJ990822_51.9C23. 


C5 


Gene No . 


11547 




Strand 






Start 


35343 




End 


37725 




Name 


OJ990822 51.9C23.C5 


.o9.gp 


Method 


AAT/GAP 




Start 


35089 




End 


37275 




GI . 


none 




Score 


1305 




Exons 


35089. .35525, 36137 


. .36196, 


36864. .37010, 37232.. 37275 




Seq. No. 


5520 




Seq. ID 


OJ990822_51.9C23. 


C5 


Gene No. 


11547 




Strand 






Start 


35343 




End 


37725 




Name 


OJ990822 51.9C23.C5 


.06. gs 


Method 


GENSCAN 




Start 


35343 




End 


37725 




GI 


none 




Score 


.88 




Exons 


35343. .35525, 36137 


. .36196, 


36864. .37010, 37232 .. 37387, 






37475. .37558, 37637 


. .37725 








Seq. No. 


5520 




Seq. ID 


OJ990822_51.9C23. 


C5 


Gene No . 


11548 




Strand 






Start 


38532 




End 


38650 




Name 


, OJ990822 51.9C23.C5 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


5250 




End 


5531 




GI 


none 




Score 


225 




Exons 


5250. .5531 










Seq. No. 


5520 




Seq. ID 


OJ990822__51.9C23. 


C5 


Gene No. 


11548 




Strand 






Start 


38532 




End 


38650 




Name 


OJ990822 51.9C23.C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


16016 




End 


16969 




GI 


none 




Score 


52 




Exons 


16016. .16063, 16088 


. .16336, 


16373. .16945, 16375 .. 16584 , 






16639. .16878, 16928 


. .16969 








Seq. No. 


5520 




Seq. ID 


OJ990822_51. 9C23. 


C5 


Gene No. 


11548 




Strand 






Start 


38532 




End 


38650 




Name ■ 


OJ990822 51.9C23.C5 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


16181 




End 


18287 




GI 


none 




Score 


918 




Exons 


16181. .17104, 16213 


. .16584, 


16626. .16721, 16636 .. 16857 , 






16754. .17053, 16903 


. .17079, 


17094. .17201, 17099. .17263, 






17108. .17266, 17171 


. .17353, 


17190. .17429, 17198. .17356, 






17245\ .17427, 17453 


. .18070, 


17494. .17829, 17747 .. 17 929, 






17905. .18Q69, 18051 


. .18287, 


18056. .18244 




Seq. No. 


5520 




Seq. ID 


OJ990822_51. 9C23. 


C5 


Gene No. 


11548 




Strand 






Start 


38532 




End 


38650 




Name 


OJ990822 51.9C23.C5 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16187 




End 


16606 




GI 


none 




Score 


' 143 




Exons 


16187. .16384, 16225 


. .16335; 


16373. .1-6606, 16388 .. 16600, 





5689 




16435. .16605 



Seq. No. 


5520 




Seq. ID 


OJ990822 


_51.9C23 


.C5 


UCllC in w • 


11548 




Strand 








Start 


38532 




End 


38650 






Name 


OJ990822 51.9C23.C5 


.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


16607 




End 


18134 






GI 


none 




Score 


335 






Exons 


16607. .16921, 16633 


. .16920, 


16928. .17092, 16930 


. .17064, 






17111. .17254, 17195 


. .17353, 


•17198. .17356, 17269 


. .17355, 






17272. .17421, 17426 


. .18067, 


17494. .17829, 18051 


. .18134 




Seq. No. 


5520 




Seq. ID 


OJ990822 


_51.9C23 


.C5 


Gene No. 


11548 




Strand 








Start 


38532 




End 


38650 






Name 


OJ990822 51.9C23.C5 


.o5.tc 


Method 


TBLASTX : 


Cress 




Start 


17492 




End 


17776 






GI 


none 




Score 


286 






Exons 


17492. .17776, 17494 


. .17775 










Seq. No. 


5520 




Seq. ID 


OJ990822 


_51.9C23 


.C5 




1 1 54R 




Strand 








Start 


38532 




End 


38650 






Name 


OJ990822 51.9C23.C5 


.oll.tm 


Method 


TBLASTX : 


Maize 




Start 


21128 




End 


21456 






GI 


none 




Score 


59 






Exons 


21128. .21181, 21131 


. .21181, 


21135. .21185, 21217 


. .21267, 






21217. .21303, 21227 


. .21304, 


21366. .21416, 21371 


. .21454, 






21376. .21456 












»J C VjJ . IH \J . 


5520 




Seq. ID 


OJ990822 


51 9C23 


. C5 


Gene No. 


11548 




Strand 








Start 


38532 




End 


38650 






Name 


OJ990822 51.9C23.C5 


. o7.tw 


Method 


TBLASTX: 


Wheat 




Start 


- 21159 




End 


21463 






GI 


none 




Score 


41 






Exons 


21159. .21203, 21179 


. .21268, 


21184. .21309, 21212 


. .21316, 






■ 21375. .21416, 21376 


. .21417, 


21421. .21456, 21428 


. .21463 




Seq. No. 


5520 




Seq. ID 


OJ990822 


_51.9C23 


.C5 


Gene No. 


11548 




Strand 








Start 


38532 




End 


38650 






Name 


OJ990822 51.9C23.C5 


.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


24251 




End 


24883 






GI 


none 




Score 


215 






Exons 


24251. .24883, 24297 


. .24695, 


24732. .24881 






Seq. No. 


5520 




Seq. ID 


OJ990822 


_51. 9C23 


.C5 


Gene No. 


11548 




. Strand 








Start 


38532 




End 


38650 






Name 


OJ990822 51.9C23.C5 


.o7.tc 


Method 


TBLASTX : 


Cress 




Start 


24260 




End 


24709 






GI 


none 




Score 


86 






Exons 


24260. .24454, 24453 


. .24611, 


24488. .24610, 24620 


. .24709 




Seq. No. 


5520 




Seq. ID 


OJ990822 


_51. 9C23 


.C5 


Gene No. 


11548 




Strand 









5690 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start.- • ..^ 
Name ^* 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



]2 Seq. No. 
s l Gene No. 
3=? Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'ssf 



38532 

OJ990822_51.9C23.C5. 

24293 

none 

24293. .24580, 24303. 
24722. .24778 



End 

Method 
End 
Score 



o3. tm 

.24581, 24582. .24713, 24587 .. 24715, 



386*50 

TBLASTX: Maize 
24778 
192 



5520 
11548 
.38532 " 

OJ990822_51 . 9C23 . C5 . ol . tw 

24647 

none 

24647. .25084, 24648.. 25079 



5520 

11548 

38532 

OJ990822_51.9C23.C5. 

24779 

none 

24779. .24949, 24782. 



Seq. ID OJ990822_51.9C23.C5 
Strand 

38650" * • - . . 

TBLASTX : Wheat 
End 25084 
Score 199 



End 

Method 



Seq. ID OJ990822_51.9C23.C5 
Strand 

38650 

TBLASTX: Maize 
24952 
81 



End 

Method 
End 
Score 



olO. tm 
.24952, 24783.. 24950 



5520 

11548 

38532 

OJ990822_51 . 9C23 . C5 . 08 . tc 

24956 

none 

24956. .25198, 24957.. 25136 

5520 

11548 

38532 

OJ990822_51 . 9C23 . C5 . o2 . tm 

25019 

none 

25019. .25465, 25146. .25466 



5520 

11548 

38532 

OJ990822_51.9C23.C5. 

25085 

none 

25085. .25261, 25253, 



Seq. ID OJ990822_51. 9C23.C5 
Strand 

End 38650 

Method TBLASTX : Cress 

End 25198 

Score 87 



Seq. ID OJ990822_51. 9C23.C5 
Strand 

End 38650 

Method TBLASTX : Maize 

End 25466 

Score 141 



Seq. ID OJ990822_51.9C23.C5 
Strand 

38650 

TBLASTX: Wheat 
25598 
97 



End 

Method 
End 
Score 



o3. tw 

.25597, 25257. .25445, 25500.. 25598 



5520 

11548 

38532 

OJ990822_51.9C23.C5. 

25262 

5509260 

25262. .25780, 25290. 
25622.. 25780 



Seq. ID OJ990822_51.9C23.C5 
Strand 

End 38650 

o3.ts Method TBLASTX: Soybean 

End 25780 

Score 122 
.25439, 25318. .25440, 2547 9 .. 25643, 



5691 



Seq. No. 5520 

Gene No. 11548 

Start 38532 

Name OJ990822_51 . 9C23 .C5 .o4 . tc 

Start 25379 

GI none 

Exons 25379. .25648, 25380.. 25649 



Seq. ID OJ990822_51. 9C23.C5 
Strand 

End 38650 

Method TBLASTX : Cress 

End 25649 

Score 172 



Seq. No. 5520 

Gene No. . 11548 - '" * 

Start ' ' 38532 

Name OJ990822_51 . 9C23 . C5 . ol2 . tm 

Start 25466 

GI none 

Exons 25466. .25717, 254 67 .. 25685, 25493.. 25717 



Seq. ID OJ990822_51.9C23.C5 

Strand - <l ' . 

End ;V ' 38650 

Method TBLASTX : Maize 

End 25717 

Score 138 



ru 

o 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5520 

11548 

38532 

OJ990822_51.9C23.C5.o4.tw 

26352 

none 

26352. .26474, 26353.-26475, 
26634..26684 



5520 

11548 

38532 

OJ990822_51.9C23.C5. 

26354 

none 

26354. .26818, 26364. 



5520 

11548 

38532 

OJ990822_51.9C23.es, 

26372 

none 

26372. .26791,' 26439, 



o3. tc 
.264 98, 

06. ts 
.26504, 



Seq. ID OJ990822_51.9C23.C5 
Strand 

End 38650 

Method TBLASTX : Wheat 

End 26713 

Score 59 
26354. .26713, 26358 .. 26570, 

*r '*■■ ' 

Seq. ID OJ990822_51.9C23.C5 
Strand 

End 38650 
Method TBLASTX : Cress 
End 26819 
Score 55 
26538. .26819 

Seq. ID OJ990822_51.9C23.C5 
Strand 

End 38650 

Method TBLASTX : Soybean 

End 26791 

Score 37 
26538. .26753 



Seq. No. 5520 

Gene No. 11548 

Start 38532 

Name OJ990822_51 . 9C23 .C5 .o7 . tm 

Start 26387 

GI none 

Exons 26387. .26743, 26720.. 26809 



Seq. ID OJ990822_51.9C23.C5 
Strand 

End 38650 

Method TBLASTX : Mai ze 

End 26809 

Score 65 



Seq. No. 5520 

Gene No. 11548 

Start 38532 

Name OJ990822_51 . 9C23 . C5 .08 . ts 

Start 26813 

GI none 

Exons 26813. .26992, 27002 .. 27115, 27122.. 27226 



Seq. ID OJ990822_51. 9C23.C5 
Strand 

End 38650 

Method TBLASTX : Soybean 

End . 27226 

Score ' 82 



5692 




Seq. No. 


5520 




Seq. ID 


OJ990822_51 . 9C23 


,C5 


Gene No. 


11548 




Strand 






Start 


38532 




End 


38650 




Name 


OJ990822 51.9C23.C5. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


27287 




End 


27586 




GI 


none 




Score 


102 




Exons 


27287. .27586, 27297. 


.27581 








Seq.. No. 


5520 




Seq. ID 


OJ990822_51. 9C23 


.C5 


Honp No - 


. ,-0X15.48 




Strand , 


^>.~ 




-Start 


-38532 




End 


38650 * 




Name 


OJ990822 51.9C23.C5. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


27291 




End 


27676 




GI 


none 




Score 


246 




Exons 


27291. .27626, 27293. 


.27676, 


27544. .27654, 27566. .27658 




Seq. No. 


5520 




Seq. ID 


OJ990822_51.9C23 


.C5 


Gpnp No 


11548 




Strand 






Start 


38532 




End 


38650 




Name 


OJ990822 51.9C23.C5. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


27886 




End 


28176 




GI 


none 




Score 


95 




Exons 


27886. .28176, 27902. 


.28126, 


28051". .28173 




Seq. No. 


5520. 




Seq. ID 


OJ990822_51,. 9C23 


. C5 


fipne No 


11548 




Strand 






Start 


38532 




End 


38650 




Name 


OJ990822 51.9C23.C5. 


06. tc 


Method 


TBLASTX: Cress 




Start 


27961 




End* 


28473 




GI 


none 




Score 


227 




Exons 


27961. .28473 










Seq. No. 


5520 




Seq. ID 


OJ990822_51.9C23 


.C5 


Gene No . 


11548 




Strand 






Start 


38532 




End 


38650 




Name 


OJ990822 51.9C23.C5. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


28015 




End 


28443 




GI 


none 




Score 


194 




Exons 


28015. .28332, 28016. 


.28324, 


28330. .28443 




Seq. No. 


5520 




Seq. ID 


OJ990822_51.9C23 


.C5 


Gene No. 


11548 




• Strand 






Start 


. 38532 




End 


38650 




Name 


OJ990822 51.9C23.C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


30719 




End 


33416 




GI 


none 




Score 


94 




Exons 


30719. .30772, 30720. 


.30815, 


30720. .30833, 30821 30907 , 






30823. .30897, 30824. 


.30907, 


31049. .31273, 31050 .. 31274 , 






31071 31274, 31075. 


.31275, 


31888. .31980, 31889 .. 31981, 






31982. .32029, 31982. 


.32047, 


31984. .32058, 32330 .. 324 94 , 






32334 . .32495, 32346. 


.32498, 


32347. .32514, 32640 .. 32705, 






32649. .32705, 32650. 


.32715, 


32988. .33137, 32989 .. 33135, 






32991. .33137, 32992. 


.33138, 


33240. .33281, 33241 .. 33321, 






33242. .33301, 33366. 


.33416 








Seq. No. 


.5520 




Seq. ID 


OJ990822_51.9C23 


.C5 


Gene No. 


11548 




Strand 







5693 




Start 


38532 








End 


38650 






Name 


OJ990822 51.9C23.C5, 


.o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


30722 








End 


31274 






GI 


none 








Score 


131 






Exons 


30722. 


.30907, 


30723, 


. . 30908, 


31061. .31273, 31071 


. .31274 




Seq. No. 


5520 








Seq. ID 


OJ990822 


_51. 9C23 


.C5 


Gene No. 


11548 








Strand 








Start 


38532 








End 


38650 






Name - 


PJ990822 51.9C23.C5. 


.o9.ts 


Method 


TBLASTX: 


Soybean 




Start 


32644' 








End 


33281 




GI 


none 








Score 


71 






Exons 


32644. 


.32715, 


32982, 


. .33137, 


32986. .33138, 33240 


. . 33281 




Seq. No. 


5520 








Seq. ID 


OJ990822 


_51.9C23 


.C5 


Gene No. 


11548 








Strand 








Start 


38532 








End 


38650 






Name 


OJ990822 51.9C23.C5, 


.o9.tm 


Method 


TBLASTX : 


Maize 




Start 


35266 








End 


36176 






GI 


none 








Score 


39 






Exons 


35266. 


.35292, 


35355, 


. .35402, 


35358. .35525, 35359 


. .35526, 






35457. 


.35531, 


36134, 


. .36175, 


36135. .36176, 36135 


. .36176 




Seq. No. 


5520 








Seq. ID 


OJ990822 


_51.9C23 


.C5 


Gene No. 


11548 








Strand 








Start 


38532 








End 


38650 






Name 


OJ990822 51.9C23.C5. 


.o9.tc 


Method 


^ TBLASTX: 


Cress 




Start 


35344 








End 


37729 






GI 


none 








Score 


58 






Exons 


35344. 


.35406, 


35349, 


. .35459, 


35400. .35525, 35425 


. .35448, 






36134. 


.36196, 


36135, 


. .36197, 


36135. .36197, 36137 


. .36199, 






37241. 


.37327, 


37472, 


. .37558, 


37476. .37559, 37626 


. .37727, 






37637. 


.37729 














Seq. No. 


5520 








Seq. ID 


OJ990822 


_51. 9C23 


.C5 


Gene No. 


11548 








Strand 








Start 


38532 








End 


38650 






Name 


OJ990822 51.9C23.C5, 


,o5.ts 


Method 


TBLASTX: 


Soybean 




Start 


35356 








End 


38623 






GI 


none 








Score 


147 






Exons 


35356. 


.35526, 


35361. 


. .35525, 


35378. .35530, 36120 


. .36197, 






■ 36134. 


.36196, 


37341, 


. : 37388, 


37472. .37558, 37473 


. ^37559, 






37473. 


.37559, 


37626. 


. .37727, 


37637. .37729, 38300 


. .38419, 






38312. 


.38419, 


38320. 


. .38418, 


38328. .384 


20, 38491 


. .38568, 






38503. 


.38622, 


38503, 


. .38562, 


38506. .38574, 38507 


. .38623 




Seq. No. 


5520 








Seq. ID 


OJ990822 


_51.9C23 


-C5 


Gene No. 


11548 








Strand 








Start 


38532 








End 


38650 






Name 


OJ990822 51.9C23.C5. 


, o4 . tm 


Method 


TBLASTX : ] 


Maize 




Start 


36863 








End 


38650 






GI 


none 








Score 


97 






Exons 


36863. 


.36949, 


36864. 


, .36941, 


37232. .37339, 37233 


. .37337, 






37233. 


.37340, 


37310. 


, .37396, 


37317. .37388, 37336 


. .37389, 






37472. 


.37558, 


37473. 


.37559, 


37473. .37559, 37474 


. .37560, 






37626. 


.37727, 


37637. 


. .37729, 


38122. .381 


81, 38297 


. .38419, 






38300. 


.38419, 


38302. 


. .38421, 


38304. .38420, 38503 


. .38631, 





5694 



38507. .38650 



m 

□ 



! a 



Seq. No. 


5520 


Seq. ID 


OJ990822 


51 . 9C23 


.C5 


Gene No. 


11548 


Strand 








Start 


38532 


End 


38650 






Name 


OJ990822 51.9C23.C5.o2.tc 


Method 


TBLASTX : i 


Cress 




Start 


38303 


End 


38623 






GI 


none 


Score 


115 






Exons 


38303. .38419, 38309 .. 38419, 


38312. .38419, 38328 


. .38420, 






38503. .38622, 38503 .. 38535, 


38507. .38 623 :,y . 






Seq. No. 


5520 


Seq. ID 


OJ990822 


_51.9C23 


.C5 


Gene No. 


11548 


Strand 








Start 


38532 


End 


38650 






Name 


OJ990822 51. 9C23 . C5 . olO . gp 


Method 


AAT/GAP 






Start 


38532 


End 


38650 








568879 


Score 


185 






Exons 


38532. .38650 










Seq. No. 


5521 


Seq. ID 


OJ990822 


51 . 9C23 


.C6 


Gene No. 


11549 


Strand 


+ 






Start 


4238 


End 


5663 






Name 


OJ990822 51. 9C23 . C6 . o2 . np 


Method . 


AAT/NAP 






Start 


4238 


End 


5663 






GI 


5852084 


Score 


81 






Exons 


4238.-4282, 5580. .5663 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


5521 


Seq. ID 


OJ990822 


_51.9C23 


.C6 


Gene No. 


11550 


Strand 


+ 






Start 


6240 


End 


8116 






Name 


OJ990822 51.9C23.C6.o3.gs 


Method 


GENSCAN 






Start 


6240 


End 


7648 






GI 


none 


Score 


.86 






Exons 


6240.. 6325, 6409.. 6506, 6633 


..6771, 6866. .6894, 


7010. .7106, 




7197.. 7252, 7363.. 7470, 7592 


. .7648 








Seq. No. 


5521 


Seq. ID 


OJ990822 


_51.9C23 


.C6 


Gene No. 


11550 


Strand 


+ 






Start 


6240 


End 


8116 






Name 


OJ990822 51.9C23.C6.o3.np 


Method 


.AAT/NAP 






Start 


6440 


End 


'8116 






GI 


4510341 


Score 


427 






Exons 


6440. .6506, 6633. .6771, 6866 


..6897, 6986.. 7106, 


7165. .7473, 




7836. .8116 










GI Descrip. 


(AC006921) unknown protein [Arabidopsis thaliana] 




Seq. No. 


5521 


Seq. ID 


OJ990822 


_51.9C23 


.C6 


Gene No. 


11551 


Strand 








Start 


1459 


End 


3078 






Name 


OJ990822 51. 9C23 . C6 . ol . gp 


Method 


AAT/GAP 






Start 


1459 


End 


2197 






GI 


2309806 


Score 


710 






Exons 


1459. .1549, 1678. .1878, 2096 


. .2197 








Seq. No. 


5521 


Seq. ID 


OJ990822 


_51.9C23 


.C6 


Gene No. 


11551 


Strand 









5695 



Start 
Name 
Start 
GI 

Exons 



1459 End 

OJ990822_51 . 9C23 . C6 . ol . gs Method 

1472 End 

none Score 



3078 
GENSCAN 
3078 
.9 



1472. .1549, 1678. .1878, 2096. .2167, 2234 
2932. .3078 



.2297, 2688.-2758, 



Seq. No. 5521 

Gene No. 11552 

•Start 4324 

Name OJ990822_51 . 9C23 . C6 . oI~. tw 

Start 469 

GI none 

Exons 469.. 534, 470.. 535, 637. .699, 
768. .890, 786. .884 



Seq. ID OJ990822_51.9C23.C6 
Strand 

End 5021 . 

Method TBLASTX : Wheat 

End 890 

Score 89 

647. .712, 648. .710, 648. .719, 



en 
ry 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
'*U Gene No. 
Start 
Name 
Start 

^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



5521 Seq. ID 

11552 Strand 

4324 End 

OJ990822_51 . 9C23 . C6 . o3 . tm Method 

486 End 

none Score 



OJ990822_51.9C23.C6 
5021 

TBLASTX: Maize 

3141 

61 



486. .530, 487. .531, 487. .522, 626. .694, 626. .694, 627. .695, 
789. .917, 794... 901, 1455. .1550, 1457 1552, . 1678 .. 1878, 
1679.. 1876, 2093.. 2170, 2096.. 2167, 2097.. 2168, 2243.. 2299, 
2244.. 2315, 2688.. 2759, 2690.. 2758, 2691.. 2759, 2692.. 2760, 
2923.-2973, 2926. .3081, 2927. .3001, 3044. .3082, 3082. .3141 



5521 
11552 
4324 

OJ990822_51 . 9C23 . C6 . o2 . gs 
4324 
none 

4324. .4460, 4610. .4910 

5521 
11552 
4324 

OJ990822_51.9C23.C6.ol.np 
4414 
4996284 
4414.. 5021 

(AB020973) heat shock protein 26 [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method - 

End 

Score 



OJ990822_51.9C23.C6 

5021 
GENSCAN 
4910 
.5 



OJ990822_51.9C23.C6 

5021 
AAT/NAP 
5021 
481 . 



5521 

11552 

4324 

OJ990822_51 . 9C23 . C6 . o2 . tm 

4428 

none 

4428.-4583, 4429. .4608, 4429. 
4587.-4724, 4588. .4686, 4599. 

5521 

11552 

4324 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 51.9C23.C6 



5021 

TBLASTX: Maize 
4732 
103 

4572, 4430.. 4573, 4455. 
4730, 4610. .4732, 4610. 



4586, 
4732 



Seq. ID 

Strand 

End' 



OJ990822 51.9C23.C6 



5021 



5696 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990822_51 . 9C23 . C6 . ol . ts Method TBLASTX : Soybean 

4429 End 4735 

none Score 61 

4429. .4569, 4430. .4552, 4585. .4689, 4587. .4724, 4607. .4735 



5521 

11552 

4324 

OJ990822_51 . 9C23 . C6 . o2 . tc 

4429 : 

none 



Seq. ID OJ990822_51.9C23.C6 
Strand 

End 5021 

Method TBLASTX : Cress 

End 4849 

Score 56 



4429.-4569, 4430. .4495, 4593:. 4724, 4594. .4686, 4784. .4843, 
4793.-4849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq..- No. 
Gene No. 



5521 

11553 

6419 

OJ990822_51.9C23.C6.ol.tc 

6419 

none 

6419.. 6502, 6622.. 6774, 6632. 
6863.. 6898, 7008.. 7103, 7009. 
7201. .7281, 7296.-7466, 7358. 
7593.. 7613, 7601.. 7633, 7602. 

5521 

11553 

6419 

OJ990822_51.9C23.C6.ol.tm 

6419 

none 

6419.. 6502, 6670.. 6768, 6671. 
6861.. 6893, 6869.-6892, 7008. 
7193.. 7252, 7194.. 7253, 7197. 
7359.. 7472, 7359.-7472, 7360. 
7575. .7646, 7576.-7647, 7577. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 51.9C23.C6 



7648 

TBLASTX: Cress 
7647 
68 

6772, 6692..6766, 6861.. 6893, 
7107, 7197.. 7250, 7197.-7253, 
7471, 73S9..7472, 7374.-7427, 
7634, 7602. .7646, 7603. .7647 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 51.9C23.C6 



7648 

TBLASTX: Maize 
7648 
69 

.6772, 6672.. 6770, 6692.-6763, 
.7109, 7009.. 7107, 7014.. 7109, 
.7250, 7198. .7260, 7358. .7471, 
.7473, .7362. .7466, 7374.-7472, 
.7648 



5522 Seq. ID OJ990822_51 . 9C23.C7 

11554 Strand + 

1 End 2210 

OJ990822_51.9C23.C7-ol.np Method AAT/NAP 

1 End 1412 

3319345 Score 750 

1..395, 486. .1412 

(AF077407) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 



5522 

11554 

1 

OJ990822_51. 9C23 . C7 . ol . gs 
51 

none 



Seq. ID OJ990822_51. 9C23.C7 



Strand 
End 

Method 

End 

Score 



2210 
GENS CAN 
2210 
. 94 



51. .395, 486. .651, 1163. .1335, 1482. .1754, 2130. .2210 



5522 
11555 



Seq. ID 
Strand 



OJ990822 51.9C23.C7 



5697 



Start 
Name 
Start 
GI 

Exons 



4453 End 

OJ990822_51 . 9C23 . C7 . o2 . gs Method 

4453 End 

none Score 



10168 
GEN SCAN 
10168 
.41 



4453.. 4594, 4820.. 5053, 5170.. 5236, 5302.. 5437, 5795.. 5940, 
6719.. 6920, 7256.. 7464, 7549.. 7818, 8769.. 9032, 10117.. 10168 



Seq. No. 5522 Seq. ID 

Gene No. . 11555 Strand 

Start 4453 . ;£nd 

Name OJ990822_51 . 9C23 . C7 . o2 . np Method 

Start 4803 End 

GI 3915597 Score 

Exons 4803.. 5029 
GI Descrip. AGAMOUS PROTEIN 



OJ990822_51.9C23.C7 

VP 168* 
AAT/NAP ■ 
5029 
149 



KJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



No. 



\y Gene No. 
C3 Start 

Name 

Start 



GI 



5522 Seq. ID 

11555 Strand 

44 53 End 

OJ990822_51 . 9C23 . C7 . ol . gp Method 

8115 End 

5771201 Score 
8115. .8221 

287938/emb 1X54204 | CVPRSET5C 
(pBluescript KS plus derivative) 



OJ990822_51.9C23.C7 

10168 
AAT/GAP 
8221 
126 



6.0e-47 Cloning vector pRSET5c 



Exons 



5522 
11556 
11498 

OJ990822_51 . 9C23 . C7 . o2 . tm 
519 
none 

519. .572, 594. .932, 981. .1106 



Seq. ID OJ990822_51.9C23.C7 
Strand 

End 13835 

Method TBLASTX : Maize 

End 1106 

Score 50 



U Seq. No. 5522 

: vj Gene No. 11556 

1,1 Start 11498 

'I Name OJ990822_51 . 9C23 . C7 . o2 . ts 

jfj Start 7 68 

j »» GI none 

Q Exons 768.. 1211, 1239.. 1277, 1350. 



Seq. ID OJ990822_51.9C23.C7 
Strand 
End 

Method 
End 
Score 
.1460 



13835 

TBLASTX : Soybean 

1460 

218 



Seq. No. 5522 Seq. ID 

Gene No. 11556 Strand 

Start 114 98 End 

Name OJ990822_51 . 9C23 .C7 . o2 . tc Method 

Start 4723 End 

GI none Score 

Exons 4723.. 4962, 4804.. 4965 



OJ990822_51.9C23.C7 
13835 

TBLASTX: Cress 

4965 

85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5522 Seq. ID 

11556 Strand 

11498 End 
OJ990822_51. 9C23 . C7 . o3 . tm Method 

4771 End 

none - Score 

4771.. 4950, 4804.. 4965, 4805. .4966 



OJ990822_51. 9C23.C7 
13835 

TBLASTX: Maize 

4966 

97 



5698 




Seq. No. 


5522 




Seq. ID 


OJ990822 51.9C23 


.C7 


Gene No. 


11556 




Strand 






Start 


11498 




End 


13835 




Name 


OJ990822 51.9C23.C7. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


4796 




End 


4978 




GI 


none 




Score 


68 




Exons 


4796.-4978, 4804.. 4965 








Seq. No. . 


5522 




S'kq. ID 


OJ990822_51.9C23 


.C7 


Gene No. 


11556 - 




Strand 






Start 


11498 




End 


13835 




Name 


OJ990822 51.9C23.C7. 


o3 . qs 


Method 


GENSCAN 




Start 


11498 _ 




End 


13829 




GI 


none 




Score 


.69 




Exons 


11498. .11679, 12497. 


.12584, 


12678. .12743, 12828 .. 13112, 






13194. .13319, 13420. 


. 13517, 


13621. .13686, 13784. .13829 




Seq. No. 


5522 




Seq. ID 


OJ990822_51.9C23 


.C7 


Gene No. 


11556 




Strand 






Start 


11498 




End 


13835 




Name 


OJ990822 51 9C23.C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12435 ~ 




End 


13835 




GI ■ 


none 




Score 


50 




Exons 


12435. ;12479, 12436. 


.12501, 


12495. .12584, 124 98 .. 12584 , 






12675. .12743, 12676. 


.12729, 


12825. .12899, 12826 .. 12900, 






12999. .13112, 13000. 


. 13113, 


13191. .13325, 13195. .13284, 






13400 . . 13513, 13402 . 


. 13524, 


13622. .13687, 13623 .. 13706, 






13779. .13835 










Seq. No. 


5522 




Seq. ID 


OJ990822_51.9C23 


.C7 


Gene No. 


11556 




Strand 






Start 


11498 




End 


13835 




Name 


OJ990822 51.9C23.C7. 


o3 . np 


Method 


AAT/NAP 




Start 


12438 ~ 




End 


13823 




GI 


6899902 




Score 


600 




Exons 


12438. .12584, 12678. 


.12743, 


12828. .12912, 13003 .. 13112, 






13194 . .13319, 13420. 


. 13517, 


13621. .13686, 13784.. 13823 




GI Descrip. 


(AL138642) outative 


Drotein 


[Arabidopsis thaliana] 




Seq. No. 


5522 




Seq. ID 


OJ990822_51.9C23 


.C7 


Gene No. 


11556 




Strand 






Start 


11498 




End 


13835 - 




Name 


OJ990822 51.9C23.C7. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


12498 




End 


13694 




GI 


none 




Score 


73 




Exons 


12498. .12584, 12500. 


.12574, 


12675. .12791, 12716 12739, 






12843. -.12899, 12850. 


.12900, 


13011. .13112, 13012. .13113, 






13191. .13325, 13207. 


.13284, 


13265. .13312, 134 17 .. 13524 , 






13418. .13513, 13622. 


.13687, 


13626. .13694 




Seq. No. 


5522 




Seq. ID 


OJ990822_51.9C23 


.C7 


Gene No. 


11556 




Strand 






Start 


11498 




End 


13835 




Name 


OJ990822 51.9C23.C7. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


12498 




End 


13811 




GI 


none 




Score 


40 





5699 




Exons 12498. .12596, 

12825. .12917, 
13191. .13313, 
13432. .13518, 



12675. .12743, 
12829. .12918, 
13191. .13325, 
13622. .13687, 



12681. .12743, 
13006. .13113, 
13417. .13524, 
13623. .13691, 




12825. .12899, 
13008. .13112, 
13418. .13495, 
13779. .13811 



Seq. No. 


5522 




Seq. ID 


OJ990822_51.9C23. 


C7 


Gene No. 


11556 




Strand 






Start 


11498 




End 


13835 




Name 


. OJ990822 51.9C23..C7. 


o2.tw 


Method 


TBLASTX:.Wheat 




Start 


12498 




• End ' 


13028 " r 




GI 


none 




Score 


40 




Exons 


12498. .12557, 12675. 


.12761, 


12825. .12911, 13008.. 13028 




Seq. No. 


5522 




Seq. ID 


OJ990822_51. 9C23. 


C7 


Gene No. 


11556 




Strand 






Start 


11498 




End 


13835 




Name 


OJ990822 51.9C23.C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13035 




End 


13817 




GI 


none 




Score 


60 




Exons 


13035. .13112, 13191. 


.13325, 


13416. .13457, 13420 .. 13515, 






13432. .13515, 13622. 


.13687, 


13779. .13817 





Seq. No. 
I s 3 Gene No. 
^ Start 
':!? Name 

Start 
fU GI 
i;3 Exons 
jy GI Descrip. 

5 

!"y Seq. No. 

ss Gene No. 

□ Start 

V| Name 

i : Start 

; ^ GI 

Exons 



5523 Seq. ID 

11557 Strand 

1 -End 

OJ990822_51 . 9C23 . C8 . ol . np Method 

1 End 

2498930 Score 
1..404, 572. .640 

DORSAL- VENTRAL PATTERNING PROTEIN SOG 



OJ990822_51.9C23.C8 
640 

AAT/NAP 

640 

744 

(SHORT GAS T RU L AT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



5523 Seq. ID 

11557 Strand 

1 End 

OJ990822_51 . 9C23 . C8 . ol . gs Method 

10 - End 

none Score 
10. .404, 572. .631 



OJ990822_51.9C23.C8 
640 

GENSCAN 

631 

1 



Seq. No. 5524 Seq. ID OJ990822_50 . 9C23 . CI 

Gene No. ' 11558 Strand + 

Start 1258 End ' 3049 

Name OJ990822_50 . 9C23 . CI . ol . gp Method AAT/GAP 

Start 1258 End 3049 

GI 34759_1.R1084 Score 1760 

Exons 1258.. 1376, 1748.. 1837, 1942.. 2100, 2376.. 2602, 2712.. 3049 

GI Descrip. ' 5921722/ sp | 065333 | CFI_ELAUM 6.0e-ll CHALCONE- - FLAVONONE 

ISOMERASE (CHALCONE ISOMERASE) >gi_3126969 (AF061808) chalcone 

isomerase [Elaeagnus umbellata] 1 



Seq. No. 5524 Seq. ID 

Gene No. 11558 Strand 

Start. 1258 End 

Name OJ990822_50 . 9C23 . CI . ol . gs Method 

Start;- 1759 End 

GI none Score 



OJ990822_50. 9C23.C1 
+ 

3049 
GENSCAN 
2873 
.87 



5700 



Exons 


1759. .1810, 


1942 


. .2100, 


2376. 


.2602, 2712.. 2873 




Seq. No. 


5524 








Seq. ID 


OJ990822 


_50.9C23.C1 


Gene No. 


11559 








Strand 






Start 


1 








End 


282 




Name 


OJ990822 50 


.9C23 


.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


282 




GI 


6721543 








Score 


94 




Exons 


1..52, 155. 


.282 












GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sat i va ] 




Seq. No. 


5524 








Seq. ID 


OJ990822 


_50. 9C23.C1 


Gene No. 


11560 








Strand 






Start 


5099 








End 


5611 




Name ■ * 


OJ990822 50 


.9C23 


.Cl.o2. 


np 


Method 


AAT/NAP 




Start 


5073 








End 


5584 




GI 


6630539 








Score 


307 




Exons 


5073. .5584 














GI Descrip. 


(AC011708) 


putative RING zinc 


finger protein [Arabidopsis 




thaliana] 














Seq. No. 


5524 








Seq. ID 


OJ990822 


JU ■ -J <s *J m V-' -L 


fjonp No 


11560 








Strand 






Start 


5099 








End 


5611 




Name 


OJ990822 50 


.9C23 


.Cl.o2. 


gs 


Method 


GENSCAN 




Start 


5099 








End 


5611 




GI 


none 








Score 


.99 




Exons 


5099. .5611 














Seq. No. 


5524 








Seq. ID 


OJ990822 




Gene No. 


11561 








Strand 






Start 


6602 








End 


8910 




Name 


OJ990822 50 


.9C23 


.Cl.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1747 








End 


2867 




GI 


none 








Score 


103 




Exons 


1747. .1839, 


1749 


. .1841, 


1940. 


.2002, 1941. .2003, 


1979. .2095 




1980. .2099, 


2347 


. .2580, 


2363. 


.2581, 2709.. 2867, 


2711. .2863 


Seq. No. 


5524 








Seq. ID 


OJ990822 


_50.9C23.C1 


Gene No. 


11561 








Strand 






Start 


6602 








End 


8910 




Name 


OJ990822 50 


.9C23 


.Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1768 








End 


2881 




GI 


none 








Score 


70 




Exons 


1768. .1839, 


1941 


. .2018, 


2016. 


.2099, 2347.. 2601, 


2375. .2605, 




2726. .2881, 


2727 


. .2867 










Seq. No. 


5524 








Seq. ID 


OJ990822 


_50.9C23.C1 


Gene Nn 


11561 








Strand 






Start 


6602 








End 


8910 




Name 


OJ990822 50 


.9C23, 


.Cl.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1768 








End 


2557 




GI 


none 








Score 


69 




Exons 


1768. .1839, 


1940, 


. .2098, 


1941. 


.2099, 2347.. 2556, 


2363. .2557 


Seq. No. 


5524 








Seq. ID 


OJ990822 


_50. 9C23.C1 


Gene No. 


11561 








Strand 







5701 



Start 6602 End 

Name OJ990822_50 . 9C23.C1 ,o3. ts Method 

Start 5094. . . . End 

GI 4298640 Score 

Exons 5094.. 5279, 5147.. 5353 

GI Descrip. 3790575 3.0e-26 (AF078825) RING-H2 finger protein RHA3b 
[Arabidopsis thaliana] 



8910 

TBLASTX : Soybean 

5353 

138 



Seq. No. 5524 

Gene No. 11561 

Start 6602 

Name OJ990822_50 . 9C23.C1 .o3. tc 

Start 5111 

GI none 

Exons 5111.. 5308, 5148.. 5309 



Seq. ID OJ990822_50.9C23.C1 
Strand 

End 8910 

Method TBLASTX: Cress 

End 5309 

Score 115 



Seq. No. 5524 

Gene No. 11561 

Start 6602 

Name OJ990822_50 . 9C23 .CI .o3 . tm 

Start 5124 

GI none 

Exons 5124.. 5150, 5136.. 5297, 5138, 



Seq. ID OJ990822_50.9C23.C1 
Strand 

End 8910 

Method TBLASTX : Mai ze 

End 5297 

Score 127 
.5296 



Seq. No. 5524 
Gene No. ' 11561 

Start 6602 

Name OJ990822_50 . 9C23 . CI ". o3 . gs 

Start 6602 

GI none 
Exons 



Seq. ID / :,.QJ990822_50 . 9C23 . CI 
Strand 

End 8910 
Method GEN SCAN 
End 8750 
Score . 62 



6602. .6640, 6978. .7179, 8440. .8750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990822_50. 9C23.C1 
Strand 

End 8910 

Method AAT/GAP 

End 8910 

Score 1494 



5524 
11561 
6602 

OJ990822_50 . 9C23 . CI . o3 . gp 
7295 

998_2.R1084 
7295. .7726, 8440. .8910 

1 1261917/emb | CAA65680 | 2.0e-31 (X96979) lipid transfer protein 
7a2b [Hordeum vulgare] ' 



5524 
11561 
6602 

OJ990822_50. 9C23 . CI . o3 . np 
8433 
1261917 
8433.-8786 

(X96979) lipid transfer protein 7a2b [Hordeum vulgare] 



Seq. ID OJ990822_50. 9C23.C1 
Strand 

End 8910 

Method AAT/NAP 

End 8786 

Score 365 



Seq. No. 5524 

Gene No. 11561 

Start 6602 

Name OJ990822_50 . 9C23 . CI . ol ."tm 

Start 8434 

GI none 



Seq. ID OJ990822_50. 9C23.C1 
Strand 

End 8910 

Method TBLASTX : Mai ze 

End 8717 

Score 105 



5702 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8434. .8526, 8439. .8645, 8584. .8646, 8622. .8717, 8647. .8703 



5524 

11561 

6602 

OJ990822_50 . 9C23 . CI . ol . tw 

8440 

none 



Seq. ID OJ990822_50.9C23.C1 
Strand 

End 8910 

Method TBLASTX : Wheat 

End 8717 

Score 75 



8440. .8523, 8442. .8645, 8587. .8631, 8622. .8717 



Seq. No. .5524 Seq. ID 

Gene No. 11561 Strand 

Start 6602 End 

Name OJ990822_50 . 9C23 . CI . ol . tc Method 

Start 8442 End 

GI none Score 

Exons 8442.. 8711 



OJ990822_50.9C23.C1 
8910 

TBLASTX: Cress 

8711 

264 



□ 



Seq. No. 5524 Seq. ID 

Gene No. 11561 . Strand 

Start 6602 End 

Name OJ990822_50 . 9C23 .CI . o2 . ts Method 

Start 8445 End 

GI none Score 

Exons 8445.. 8723 



OJ990822_50.9C23.C1 
8910 

TBLASTX : Soybean 

8723 

265 



! a l| 



'""4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_ 
+ 

431 

AAT/GAP 

431 

165 



50.9C23.C2 



5525 
11562 
275 

OJ990822_50 . 9C23 . C2 . ol . gp 
275 

533_1.R1084 
275. .355, 378. .431 
, 113172/sp|P15543|ACP3_HORVU 9 
PRECURSOR (ACP III) >gi_100561 
3 - barley >gi_166971 (M58754) 
vulgare] 1 

5525 
11563 
1 

OJ990822_50 . 9C23 . C2 . ol . np 
1 

6063557 

1..27, 1851. .1982, 2230. .2388 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



, Oe-52 ACYL CARRIER PROTEIN III 

pir S17928 acyl carrier protein 

acyl carrier protein III [Hordeum 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_50.9C23.C2 

2388 
AAT/NAP 
2388 
227 



5525 

11564 

4539 

OJ990822_50 . 9C23 . C2 . o2 . gs 

4539 

none 

4539. .4690, 4735. .4801 

5525 
11565 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990822_50.9C23.C2 

4801 
GENSCAN 
4801 
.83 



OJ990822 50.9C23.C2 



5703 



Start 5765 End 5839 

Name OJ990822_50 . 9C23 .C2 . o2 . gp Method AAT/GAP 

Start 5765 End 5839 

GI LIB3477-003-P1-K1-E9 Score 108 

Exons 5765.. 5839 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 5526 Seq. . ID 

Gene No. 11566 Strand 

Start 1144 End 

Name OJ990822_50 . 9C23 . C3 . ol . gs Method 

Start 1144 End 

GI none Score 

Exons 1144.. 1276, 1828.. 1869, 2231.. 2256 



OJ990822_50.9C23.C3 
+ 

2256 
GENSCAN 
2256 
. 67 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5527 Seq. ID 

11567 Strand 

1 End 

OJ990822_50 . 9C23 . C4 . ol . np Method 

1 End 

5852172 Score 
1.-37, 201. .241, 309. .406 
(AL117265) zhb0002.1 [Oryza sativa] 

5527 Seq. ID 

11567 Strand 

1 End 

OJ990822_50 . 9C23 . C4 . ol . gs Method 

201 End 

none Score 
201. .306, 327. .492 



OJ990822_50.9C23.C4 
+ 

492 

AAT/NAP 

406 

93 



OJ990822_50. 9C23.C4 
+ 

492 

GENSCAN 

492 

.41 



Seq. No. 5527 Seq. ID 

Gene No. 11568 Strand 

Start 3793 End 

Name OJ990822_50 . 9C23 . C4 . o2 . gs Method 

Start 3793 End 

GI none Score 

Exons 3793..3868, 4616.. 4801, 4830. .4963 



OJ990822_50.9C23.C4 
+ 

4963 
GENSCAN 
4963 
.86 



Seq. No. 5527 

Gene No. 11569 

Start 4162 

Name OJ990822_50 . 9C23 . C4 . o2 . gp 

Start 4162 

GI 998_1.R1084 

Exons 4162.. 4500, 4607.. 5027 

GI Descrip. ' 1261917/emb I CAA65680 | 6.0e-31 
7a2b [Hordeum vulgare] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_50. 9C23.C4 

5027 
AAT/GAP 
5027 
1273 



(X96979) lipid transfer protein 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5527 

11569 

4162 

OJ990822 
4573 



50. 9C23.C4.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990822_50. 9C23.C4 
5027 

TBLASTX: Wheat 
4872 



5704 




GI 


none 






Score 


- 171 




Exons 


4573. .4797, 


4607 


..4798, 4789. 


.4872 






Seq. No. 


5527 






Seq. ID 


OJ990822_50.9C23 


.C4 


Gene No. 


11569 






Strand 






Start 


4162 






End 


5027 




Name 


OJ990822 50. 


9C23 


.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4597 






End 


4872 




GI 


none 






Score 


57 




Exons 


4597. .4698, 


4613 


..4693, 4699. 


:."4872, 4709.. 4792, 4835. .4870 


Seq. No. 


5527 






Seq. ID 


OJ990822_50. 9C23 


.C4 


Gene No. 


11569 






Strand 






Start 


4162 






End 


5027 




Name 


OJ990822 50. 


9C23 


.C4.ol-tc 


Method 


TBLASTX: Cress 




Start 


4598 






End 


4872 




GI 


none 






Score 


149 




Exons 


4598. .4867, 


4600 


. .4872 








Seq. No. 


5527 






Seq. ID 


OJ990822_50.9C23 


.C4 


Gene No. 


11569 






Strand 






Start 


4162 






End 


5027 




Name 


OJ990822 50. 


9C23 


.C4 .o2 .np 


Method 


AAT/NAP 




Start 


4600 






End 


4953 




GI 


1261917 






Score 


351 




Exons 


4600. .4953 












GI Descrip. 


(X96979) lipid transfer protein 7a2b 


[Hordeum vulgare] 




Seq. No. 


5527 






Seq. ID 


OJ990822_50.9C23 


-C4 


Gene No. 


11569 






Strand 






Start 


4162 






End 


5027 




Name 


OJ990822 50. 


9C23 


.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


4606 






End 


4872 




GI 


none 






Score 


203 




Exons 


4606. .4806, 


4607 


..4795, 4789. 


.4872, 4814. .4870 




Seq. No. 


5528 






Seq. ID 


OJ990822_50. 9C23 


. C5 


Gene No . 


11570 






Strand 


+ 




Start 


904 






End 


1316 




Name 


OJ990822 50. 


9C23 


. C5.ol.gs 


Method 


GEN SCAN 




Start 


904 






End 


1316 




GI 


none 






Score 


.8 




Exons 


904. .949, 1159.. 


1316 








Seq. No. 


5529 






Seq. ID 


OJ990822_50.9C23 


.C6 


Gene No. 


11571 






Strand 


+ 




Start 


5561 






End 


11833 




Name 


OJ990822 50. 


9C23 


.C6.o3.gs 


Method 


GENSCAN 




Start 


5561 






End 


7408 




GI 


none 






Score 


.69 




Exons 


5561. .5693, 


6572 


..6675, 7238. 


.7408 






Seq. No. 


5529 






Seq. ID 


OJ990822_50.9C23 


.C6 


Gene No. 


11571 






Strand 


+ 




Start 


5561 






End 


11833 




Name 


OJ990822 50. 


9C23 


.C6.o4 .np 


Method 


AAT/NAP 




Start 


6734 






End 


11833 





5705 



GI 6815062 Score 541 

Exons 6734.. 6766, 1084 6 .. 10892, 10984 11319, 11386 .. 11484 , 

11552. .11833 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004 561) [Oryza 
sativa] 



Seq. No. 5529 Seq. ID 

Gene No. 11571 Strand 

Start 5561 End . 

Name OJ990822_50 . 9C23 . C6 . o5 . gs Method 

Start 10414 End 

GI none Score 
Exons 



OJ990822_50.9C23.C6 
+ 

11833 
GENSCAN 
11796 
.87 



10414. .10474, 10638. .10844, 11021 .. 11289, 11386 114 84 , 
11752.. 11796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
^ GI Descrip. 



5529 Seq. ID OJ990822_50 . 9C23 . C6 

11572 Strand 

1 End 809 

OJ990822_50 . 9C23 . C6 . ol . gp Method AAT/GAP 

1 End 735 

278_2.R1084 Score 1093 

1..147., 286.. 735 

' 68843/pir | | EPRZ 8 v 0e-30 phospholipid transfer protein homolog - 
rice >gi_4139635_pdb_lRZL_ Rice Nonspecific Lipid Transfer 
Protein >gi_5107522_pdb_lBV2_ Lipid Transfer Protein From Rice 
Seeds, Nmr, 14 Structures 1 



□ 


Seq. No. 


5529 


Seq. ID 


OJ990822_50.9C23.C6 


Gene No. 


11572 


Strand 






Start 


1 


End 


809 


i. 3 


Name 


OJ990822 50.9C23.C6.o2.gp 


Method 


AAT/GAP 


m 


Start 


1 


End 


809 




GI 


278 4.R1084 


. Score 


896 


.3 =. 

1 J 


Exons 


1..70, 93. .147, 286. .809 






'"■•A 


GI Descrip. 


? 68843/pir M EPRZ 8 . 0e-30 phospholipid transfer protein homolog 



rice >gi_4139635_pdb_lRZL_ Rice Nonspecific Lipid Transfer 
Protein >gi_5107522_pdb_lBV2_ Lipid Transfer Protein From Rice 
Seeds, Nmr, 14 Structures' 



i Seq. No. 


5529 


Seq. ID 


OJ990822_50.9C23.C6 


P Gene No. 


11572 


Strand 




Start 


1 


End 


809 


Name 


OJ990822 50.9C23.C6.ol.gs 


Method 


GENSCAN 


Start 


138 


End 


626 


GI 


none 


Score 


.97 


Exons 


138. .147, 286..626 






Seq. No. 


5529 


Seq. ID 


OJ990822_50.9C23.C6 


Gene No. 


11572 


Strand 




Start 


1 


End 


809 


Name 


OJ990822 50.SC23.C6.ol.np 


Method 


AAT/NAP 


Start 


279 


End 


626 


GI 


2506826 


Score 


561 


Exons 


279.. 626" 






GI Descrip. 


NONSPECIFIC LI PID-TRANSFER 


PROTEIN 1 


PRECURSOR (LTP 1) (PAPI) 




gi | 1619604 lemb ICAA6994 9.il 


(Y08691) lipid transfer protein 



5706 



[Oryza sativa] gi 11667590 (U77295) lipid transfer protein- [Oryza 
sativa] 



Seq. No. 5529 Seq. ID 

Gene No. 11573 Strand 

Start 1034 End 

Name OJ990822_50 . 9C23 . C6 . o2 . gs Method 

Start -1034 End 

GI none -Score 

Exons 1034. .11.15, 1594 .. 1752,. 4413 .. 4756 



OJ990822_50.9C23.C6 

4838 
GENSCAN 
4756 
.74 



Seq. No. 5529 Seq. ID OJ990822_50 . 9C23 . C6 

Gene No. 11573 Strand 

Start 1034 End 4838 

Name OJ990822_50. 9C23 . C6 . o3 . gp Method AAT/GAP 

Start 3960 End 4838 

GI 278_3.R1084 '* Score 1512 

Exons 3960.. 4310, 4413.. 4838 

GI Descrip. 1 249774 6/sp | Q4 2978 | NLT2_ORYSA 3.0e-36 NONSPECIFIC LIPID-TRANSFER 
PROTEIN 2 PRECURSOR (LTP 2) >gi_951334 (U31766) lipid transfer 
protein precursor [Oryza sativa] 1 



Seq. No. 5529 Seq. ID 

Gene No. 11573 Strand 

Start 1034 End 

Name OJ990822_50 . 9C23 . C6 . o2 . np Method 

Start 4406 End 

GI 2497746 Score 

Exons 4406.. 4756 

GI Descrip. NONSPECIFIC LIPID-TRANSFER PROTEIN 2 



OJ990822_50.9C23.C6 

4838 
AAT/NAP 
4756 
549 

PRECURSOR (LTP 2) gi | 951334 



(U31766) lipid transfer protein precursor [Oryza sativa] 



!*y Seq. No. 
j- Gene No. 
I*** Start 

Name 

Start 
! 3=: GI 
;,3 Exons 



5529 

11574 

9685 

OJ990822_50 . 9C23 . C6 . ol . tm 

283 

none 



Seq. ID OJ990822_50. 9C23.C6 
Strand 

End 10219 

Method TBLASTX : Mai ze 

End 10048 

Score 96 



283. .333, 285. .461, 286.-405, 369. .437, 394. .468, 496. .552, 
504. .551, 4412. .4588, 4413. .4472, 4587. .4622, 4623. .4694, 
4625. .4693, 4678 .. 4710, '9784 .. 10047, 9785. .10048 



Seq. No. 5529 

Gene No. 11574 

Start 9685 

Name OJ99.0822_50 . 9C23 . C6 . ol . ts 

Start 283 

GI none 

Exons 283.. 330, 285.. 461, 286.. 405, 



OJ990822_50.9C23.C6 
10219 

TBLASTX: Soybean 

10017 

89 



Seq. ID 
Strand 
End 

Method 
End 
Score 

369. .452, 394. .465, 4412. .4588, 



4413. .4472, 9784. .10017, 9785. .10000 



v Seq. No. 5529 Seq. ID 

^Gene No. 11574 Strand 

Start 9685 End 

Name OJ990822_50 . 9C23 . C6 . ol . tw Method 

Start 288 End 

GI none Score 



OJ990822_50. 9C23.C6 
10219. 

TBLASTX: Wheat 

10048 

253 



5707 



Exons 



288. .461, 504. .551, 4415. .4588, 4628. .4681, 9785. .10048, 
9787. .10047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5529 Seq. ID 

11574 Strand 
9685 End 
OJ990822_50 . 9C23 . C6 . o4 . gp Method 
9403 End 
280_1.R1084 * Score 
-9403. .9694,. 9785. .10219 

'2497748/sp|Q42976|NLT4_ORYSA 7.0e-34 NONSPECIFIC LIPID-TRANSFER 
PROTEIN 4 PRECURSOR (LTP 4) >gi_902058 (U29176) lipid transfer 
protein precursor [Oryza sativa] 1 



OJ990822_50.9C23.C6 

10219 
AAT/GAP 
10219 
1378 



5529 Seq. ID 

11574 Strand 

9685 End 

OJ990822_50. 9C23."C6.o4 .gs Method 

9685 End 

none Score 

9685.-9694, 9785. .10140 



OJ990822_50.9C23.C6 

10219 
GENSCAN 
10140 
.48 



I ;i 

' S "5? 

I "1 
•ss* 

rU 

c 

M 
Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5529 Seq. ID OJ990822_50 . 9C23 . C6 

11574 Strand 

9685 End 10219 

OJ990822_50 . 9C23 . C6 . o3 . np Method AAT/NAP 

9778 End 10074 

2497748 Score 494 

9778. .10074 

NONSPECIFIC LIPID-TRANSFER PROTEIN 4 PRECURSOR (LTP 4) gi 1902058 
(U29176) lipid transfer protein precursor [Oryza sativa] 



5530 Seq. ID 

11575 Strand 
1317 End 
OJ990822_50.9C23.C7.ol.gs ~ Method 
1317 End 
none Score 
1317. .1361 

5530 Seq. ID 

11576 Strand 
1 End 
OJ990822_50 . 9C23 . C7 . ol . np Method 
1 End 
728832 Score 
1..34, 188. .492 



OJ990822_50.9C23.C7 
+ 

1361 
GENSCAN 
1361 
.46 



OJ990822 50.9C23.C7 



492 

AAT/NAP 

492 

328 



ALU SUBFAMILY SB WARNING ENTRY **** 



5531 
11577 
1 

OJ990822_50.9C23.C9.ol.np 
1 

6850860 

■1..82, 916. .1132, 1618. .1710, 1899. .2081, 2178 
2370.. 2559, 3161.. 3358, 4369.. 4425 



Seq. ID OJ990822_50.9C23.C9 
Strand + 

4425 
AAT/NAP 
4425 
741 



End * 
Method 
End 
Score 



.2276, 



5708 



GI Descrip. (AL132959) putative protein [Arabidopsis thaliana] 



Seq. No. 5531 

Gene No. 11577 

Start 1 

Name OJ990822_50 . 9C23 . C9 . ol . gs 

Start 945 

GI none 

Exons 945.. 1132, 1618.. 1710, 1899. 
.3161. . 4119 



Seq. ID OJ990822_50.9C23.C9 

Strand + 

End 4425 

Method GENSCAN 

End 4119 

Score .85 
.2081, 2178.. 2280, 2374.. 2559, 



Seq. No. 5531 

Gene No. 11577 

Start 1 

Name OJ990822_50 . 9C-23 . C9 . ol . tc 

Start 971 

GI none 

Exons 971.. 1012, 1615.. 1713, 1885. 



Seq. ID OJ990822_50.9C23.C9 

Strand + 

End 4425 

Method TBLASTX : Cress 

End 2096 

Score 67 
.2028, 1887. .2096, 1895. .2083 



Seq. No. 5531 

Gene No. 11577 

Start 1 

Name OJ990822_50 . 9C23 . C9". ol . ts 

Start 1621 

GI none 

Exons 1621.. 1713, 1627". .1710, 1662. 

1916.. 2113, 2172.. 2285 



Seq. ID OJ990822_50.9C23.C9 

Strand + 

End 4425 

Method TBLASTX : Soybean 

End 2285 

Score 143 
.1712, 1887.. 2111, 1896.. 2084, 



Seq. No. 5531 

! = 1 Gene No. 11577 

^ Start 1 

U Name .OJ990822_50 . 9C23 . C9 . o3 . tm 

['{J Start 2166 

GI none 

Exons 2166.. 2252, 2172.. 2285, 2179. 

^ Seq. No. 5531 

Gene No. 11577 

:J Start 1 

n Name OJ990822_50 . 9C23 . C9 .o2 . tc 

^ Start 2232 

GI none 

Exons 2232.. 2279, 2376.. 2582, 3153. 

Seq. No. 5531 

Gene No. 11577 

Start 1 

Name OJ990822_50 . 9C23 . C9 . ol . tm 

Start 2357 

GI none 

Exons 2357.. 2560, 2363.. 2527,. 2370. 
3154.. 3306 



Seq. ID OJ990822_50.9C23.C9 

Strand + 

End 4425 

Method TBLASTX : Mai ze 

End 2285 

Score 182 
.2280, 2228. .2281 

Seq. ID" OJ990822_50.9C23.C9 

Strand + 

End 4425 

Method TBLASTX : Cress 

End 3213 

Score '56 

.3212, 3153.. 3212, 3154. .3213 

Seq. ID OJ990822_50. 9C23.C9 

Strand + 

End 4425 

Method TBLASTX : Mai ze 

End 3311 

Score 103 

.2561, 2370. .2567, 3153. .3311, 



Seq. No. 5531 

Gene No. 11577 

Start 1 

Name OJ990822 50 . 9C23 . C9 . o2 . tm 



Seq. ID OJ990822_50. 9C23.C9 

Strand + 

End 4425 

Method TBLASTX: Maize 



5709 



50. 9C23.C10 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 417 0 

Score 117 



Seq. ID OJ990822_ 

Strand + 

End 10336 

Method GEN SCAN 

End -5818 

Score .41 



Seq. ID OJ990822_50.9C23.C10 

Strand + 

End 10336 

Method AAT/GAP 

End 1537 

Score 731 



Seq. ID OJ990822_50.9C23.C10 

Strand + 

End 10336 

0.o2.gp Method AAT/GAP 

End 7653* 

62567_1.R1084 Score 974 

4919. .5221, 7443.-7653 

M902476/emb|CAB43520.1| 8.0e-20 (AJ238802) MAP kinase 
[Arabidopsis thaliana] ' 





Start 


- 3761 




GI 


none 




Exons 


3761.. 3892, 3772 






4141. .4170 




Seq. No. 


5532 




uciic Viv ■ 


I 1 S7ft 

II J ' o 




Start 


212 




Name 


OJ990822 50.9C23 




Start . 


212 




GI 


none : : 




Exons 


212. .636, 5084.. 




Seq. No. 


5532 






X ± D 1 O 




Start 


212 




Name 


OJ990822 50.9C23 




Start 


1118 




GI 


2799385 




Exons 


1118. .1537 




Seq. No. 


5532 




Gene No. 


11578 


3=. 


Start 


212 


I. E 

! C? 


Name 


OJ990822 50.9C23 


1 1 


Start 


4919 



5532 Seq. ID 

11578 Strand 

212 End 

OJ990822_50 . 9C23 . C10 . ol . np Method 

5150 End 

6580145 Score 



OJ990822_50. 9C23.C10 
+ 

10336 
AAT/NAP 
10027 
1183 



5150. .5221, 7443. .8709, 9745. .10027 
(AL132968) MAP kinase [Arabidopsis thaliana] 



5532 Seq. ID 

11578 Strand 

212 End 
OJ990822_50 . 9C23 . C10 . o2 . gs Method 

7470 End 

none Score 

7470. .7822, 7918. .8747, 9647. .10092 



5532 
11578 
212 

OJ990822_50.9C23.C10.o3.gp 
7596 
2310282 
7596. .7884 

4902476/emb|CAB43520.1| 6.0e-24 
[Arabidopsis thaliana] 



Seq: ID 
Strand 
End 

Method 
End 
Score 



OJ990822_50.9C23.C10 
+ 

10336 
GENSCAN 
10092 
.68 



OJ990822_50. 9C23.C10 
+ 

10336 
AAT/GAP 
7884 
561 



(AJ238802) MAP kinase 



5710 






Seq. No. 


5532 




Seq. ID 


OJ990822 


_50.9C23 


.C10 




Gene No. 


11578 




Strand 


+ 








Start 


212 




End 


10336 








Name 


OJ990822 50.9C23.C10.o4. 


gp 


Method 


AAT/GAP 








Start 


8007 




End 


8460 








GI 


3061220 




Score 


682 








Exons 


8007. .8460 














GI Descrip. 


4 902476/emb|CAB43520.1 j 


3.0e- 


19 (AJ238802) MAP 


kinase 








. --[ArabddopsiS; thaliana] ^ 














Seq. No. 


5532 




Seq. ID 


OJ990822 


_50.9C23 


.C10 




Gene No. 


11578 




Strand 


+ 








Start 


212 




End 


10336 








Name 


OJ990822 50.9C23.C10.o5. 


gp 


Method 


AAT/GAP 








Start 


8414 




End 


9807 








GI 


uC-osrocyp007cllai 




Score 


900 








Exons 


8414.. 8747, 9647.. 9807 














GI Descrip. 


, 4 902476/emb| CAB43520.il 


2.0e 


-11 (AJ238802) MAP 


kinase 








[Arabidopsis thaliana]' 














Sea No 


5532 




Seq. ID 


OJ990822 


50 9C23 


. CIO 




Gene No. 


11578 




Strand 


+ 








Start 


■ 212 




End 


10336 








Name 


OJ990822 50.9C23.C10.o6. 


gp 


Method 


AAT/GAP 






,5 jS, 


Start 


9893 




End 


10336 






i ! Li 


GI 


none 




Score 


834 








Exons 


9893.. 10336 












1 ■! 


Seq. No. 


5532 




Seq. ID 


OJ990822 


_50.9C23 


.C10 


'-.3 


Gene No . 


11579 




Strand 










Start 


12111 




End 


13205 






i y 


Name 


OJ990822 50.9C23.C10.ol. 


tm 


Method 


TBLASTX: 


Maize 






Start 


5186 




End 


8236 








GI 


none 




Score 


64 






"'• 5 


Exons 


5186. .5221, 7446. .7724, 


7448. 


.7534, 7785.. 7895, 


7805. .7873, 


L — 




7906.. 8151, 7910.. 8236 












'J 


Seq. No. 


5532 




Seq. ID 


OJ990822 


_50.9C23 


.CIO 


i- -1 


Gene No 


11579 




Strand 








i*J- 


Start ; 


12111 




End 


13205 








Name 


OJ990822 50.9C23.C10.ol. 


ts • 


Method 


TBLASTX: 


Soybean 






Start 


5186 




End 


8236 








GI 


none 




Score 


64 








Exons 


5186.. 5221, 7446.. 7724, 


7448. 


.7534, 7785. .7895, 


7805. .7873, 






7906. .8151, 7910. .8236 














Sea No 


5532 




Seq. ID 


OJ990822 


_50. 9C23 


.CIO 




Gene No. 


11579 




Strand 










Start 


12111 




End 


13205 








Name 


OJ990822 50.9C23.C10.o2. 


tc 


Method 


TBLASTX:' 


Cress 






Start 


5186 




End 


7676 








GI - 


none 




Score 


63 








Exons 


5186. .5221, 7446. .7676, 


7448. 


.7558 










Seq. No. 


5532 




Seq. ID 


OJ990822_ 


;_50. 9C23 


.C10 




Gene No . 


11579 




Strand 









5711 





Start 


12111 






End 


13205 




Name 


OJ990822 50. 


9C23 


.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


7835 






End 


8410 




GI 


none 






Score 


99 




Exons 


7835. .7873, 


7836 


..7895, 7907. 


.8227, 7909.. 8085, 8330.. 8410, 






8332. .8409 












Seq. No. 


5532 






Seq. ID 


OJ990822_50.9C23.C10 




Gpnp No 


11579 






Strand 






Start 


12111 " ; 






End 


13205 ■ / • 




Name 


OJ990822 50. 


9C23 


.C10.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8330 






End 


8572 




GI 


none 






Score 


78 




Exons 


8330. .8401, 


8341 


..8400, 8410. 


.8571, 8411. .8572 




Seq. No. 


5532 






Seq. ID 


OJ990822 50 9C23 C10 






11579 












Start 


12111 






End 


13205 




Name 


OJ990822 50. 


9C23 


.C10.o7.gp 


Method 


AAT/GAP 




Start 


11792 






End 


12342 




GI 


none 








983 




Exons 


11792. .12342 










*S=T 


Seq. No. 


5532 






Sea ID 


OJ990822 50 9C23 C10 




(^pnp Mrs 


11579 






J Ll Cli 




en 


Start 


12111 






End 


13205 




Name 


OJ990822 50. 


9C23 


.C10.o3.gs 


Method 


GEN SCAN 


• y 


Start 


12111 






End 


13205 




GI 


none 








75 


Ly 


Exons 


12111. .12341 


, 13008.. 13205 






i ~ 

ru 


Seq. No. 


5533 








O.TQQDft?? 50 QP"?3 PI 1 




Qpnp No 


11580 






U Li ai IKJL. 






Start 


3792 






End 


4238 




Name 


OJ990822 50. 


9C23 


.Cll.o3.gs 


Method 


GENS CAN 


"'-j 


Start 


3792 






End 


4238 


!..£. 


GI 


none 






Score 


1 


5-3 


Exons 


3792. .4238 










i. -J 


Seq. No. 


5533 






Seq. ID 


OJ990822_50.9C23.C11 


Q 


Gene No 


11581 






Strand 


+ 




Start . 


5078 






End 


5533 




Name 


OJ990822 50. 


9C23 


.Cll.o4.gs 


Method 


GENSCAN 




Start 


5078 






End 


5533 




GI 


none 






Score 


.87 




Exons 


5078. .5083, 


5345 


. .5533 








Seq. No. 


5533 






Seq. ID 


OJ990822_50.9C23.C11 




Gene No. 


11582 






Strand 


+ 




Start 


12576 






End 


15653 




Name 


OJ990822 50. 


9C23 


.Cll.o2.gp 


Method 


AAT/GAP 




Start 


12576 






End 


15653 




GI 


748 1.R1084 






Score 


3864 




Exons 


12576. .12741 


, 13779.. 15653 








GI Descrip. 


•2246625 0.0e+00 


(AF004947) protein kinase [Oryza sativa] ' 




Seq. No. 


5533 






Seq. ID 


OJ990822_50:9C23.C11 



5712 



m 
ru 

5.1 



C3 



Gene No. 


11582 




Strand 


+ 






91" a rt* 


12576 




End 


15653 






Name 


OJ990822 50.9C23.C11 


.ol.np 


Method 


AAT/NAP 






Start 


14084 




End 


15400 






GI 


2246625 




Score 


2159 






Exons 


14084. .15400 












GI Descrip. 


(AF004 947) protein kinase [Oryza sativa] 






Seq. ;No. 


jjjj t 




Ocrq. lu 


O.TQQnft 99 


_50. 


9C23 




1 1 ^R9 




Strand. 


+ 






Start 


12576 




End 


15653 






Name 


OJ990822_50.9C23.C11 


.06. gs 


Method 


GENSCAN 






Start 


1 ADR A 
1 4 UO ft 




End 


15403 






GI 


none 




Score 


.83 






Exons 


1 *1 U 0 ft . . 1 jIU J 












Seq. No. 


JJJJ 




Seq. ID 


OJ990822 


_50. 


9C23 


Gene No. 


I 1 coo 

II JO J 




Strand 


+ 






Dial L 


16665 




End 


20645 






Name 


OJ990822_50.9C23.C11 


. o7 . gs 


Method 


GENSCAN 






Start 


1DDDO 




End 


20645 






GI 


none 




Score 


.6 






Exons 


idooj. .iooo:?, loyoo. 


.17082, 17890. .18293, 18524 


. .18632, 




lo zf u y . . i y u / 0 , ijduj. 


.20645 










Seq. No. 


JJJJ 




Seq. ID 


OJ990822 


_50. 


9C23 


OCilc LNU • 


11584 




Strand 








Start 


366 




End 


1547 






Name 


Pj.TQQnR99 QP9*} PI 1 


.ol.gs 


Method 


GENSCAN 






Start 


jOO 




End 


1547 






GI 


none 




Score 


.66 






Exons 


JOO. .Ijfi / 












Seq. No. 


JJJJ 




Seq. ID 


OJ990822 


_50. 


9C23 




11584 




Strand 








Start 


366 




End 


1547 






Name 


Pj.TQQnft99 QP9"* PI 1 
Uu??UOiZ. jUi j^^j.^11 


. ol . gp 


Method 


AAT/GAP 






Start 


1 91 Q 




End 


1546 






GI 


£.0 0 Ofl U 




Score 


587 






Exons . 


191Q 1 












Seq. No. 


jjjj 




Seq. ID 


•OJ990822 


_50. 


9C23 


otrlitr iNvJ . 


11585 




Strand 








Start 


2729 




End 


3154 






Name 


OJ990822 50.9C23.C11 


. o2 .gs 


Method 


GENSCAN 






Start 


2729 




End 


3154 






GI 


none 




Score 


.99 






Exons 


2729. .3154 












Seq. No. 


5533 




Seq. ID 


OJ990822 


_50. 


9C23 


Gene No. 


11586 




Strand 








Start 


8219 




End 


12762 






Name" 


OJ990822 50.9C23.C11 


. o5 .gs 


Method 


GENSCAN 






Start 


8219 




End 


12762 






GI 


none 




Score 


.41 






Exons 


8219.. 8566, 9233.. 9381, 10337 


. .10546, 


11013. .11106, 






11884. .11951, 12711. 


.12762 











5713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5533 • Seq. ID OJ990822_50.9C23.C11 

11587 Strand - - 

16490 End 18204' 

OJ990822_50 . 9C23 . Cll . o2 . np Method AAT/NAP 

16490 End 18204 

322755 Score 82 

16490. .16577, 17817 .. 18028 , 18105.. 18204 

pistil extensin-like protein (clone pMG04) - common tobacco 
(fragment) gi| 19919 | emb | CAA78398.f (Z14020) Pistil extensin like 
protein, partial CDS only [Nicotiana tabacum] 



Seq. No. 5533 

Gene No. 11588 

Start 22329 

Name OJ990822_50 . 9C23 . CI 1 . o2 . tm 

Start 1167 

GI none 
Exons 



Seq. ID OJ990822_50.9C23.C11 
Strand 
End 

Method 
End 
Score 



23721 

TBLASTX: Maize 

1517 

84 



1167. .1364, 1167. .1376, 1177. .1377, 1428. .1517, 1438. .1500 



Seq. No. 
Gene No. 
Start 
r=l Name 
Start 

V 1 Exons 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5533 

11588 

22329 

OJ990822_50 . 9C23 . Cll . ol . tm 

13989 

none 



Seq. ID OJ990822_50.9C23.C11 
Strand 

End 23721 

Method TBLASTX : Mai ze 

End 15526 

Score 44 



13989. .14018, 14083. .15117, 14083 .. 14478 , 14084 .. 15115, 
14533. .15123, 14534 .. 15124 , 15121 .. 15408 , 15122 .. 15409, 
15485.. 15526 



5533 

11588 

22329 

OJ990822_50 . 9C23 . Cll . ol . tc 
14084 



Seq. ID OJ990822_50.9C23.C11 
Strand 

End 23721 
Method TBLASTX : Cress 
End 15391 
none Score 362 

14084. .14389, 14084 14371, 14191 .. 14385, 14365 .. 14478, 
14395. .14892, 14406 .. 14594 , 14534 .. 14 902, 14536 .. 14901, 
14984. .15199, 15016 .. 15195, 15254 .. 15391 



Seq. No. 5533 
Gene No. 11588 
Start 22329 

Name OJ990822_50 . 9C23 . Cll . ol . ts 

Start 14102 
GI none 

Exons 14102. .14392, 14117 14353, 

14393. .14485, 14 425 .. 14889, 
14534. .14923, 15017 15091, 
15187. .15378, 15188.. 15379 



Seq. ID OJ990822_50. 9C23.C11 

Strand - 

End 23721 

Method TBLASTX : Soybean 

End 15379 - 

Score 312 
14262. .1444 7, 14365 .. 14 475, 
14426. .14836, 14533 .. 14 910, 
15025. .15087, 15086 .. 15205, 



Seq. No. 5533 Seq. ID 

Gene No. 11588 Strand 

Start 22329 End 

Name OJ990822_50 . 9C23 . Cll . ol . tw Method 

Start ■ 14236 End 

GI none Score 



OJ990822_50.9C23.C11 
23721 

TBLASTX: Wheat 

14485 . 

254 



5714 




Exons 14236/.14475, 14237.. 14485 



Seq. No. 


5533 


Seq. ID 


OJ990822_50. 


9C23 


.Cll 


Gene No. 


11588 


Strand 








Start 


22329 


End 


23721 






Name 


OJ990822 50.9C23.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


14687 


End 


14893 






GI 


none 


Score 


221 






Exons 


'..14687. .14893, 14695.. 14892 










Seq. No. 


5533 


Seq. ID 


OJ990822_50. 


9C23 


.cii 


Gene No. 


11588 


Strand 








Start 


22329 


End 


23721 






Name 


OJ990822 50.9C23.Cll.o8.gs 


Method 


GENSCAN 






Start 


22329 


End 


23721 






GI 


none 


Score 


.65 






Exons 


22329. .22706, 23023 .. 23336, 


23505. .23721 






Seq. No. 


5534 


Seq. ID 


OJ990822_50. 


9C23 


.C12 


Gene No. 


11589 


Strand 


+ 






Start 


1478 


End 


1 7 Qfi 

1 / JO 






Name 


OJ990822 50.9C23.C12.o2.gs 


Method 


\j Ej in o v^riiN 






Start 


1478 


End 


1 / JO 






GI . 


none 


Score 








Exons 


1478. .1595, 1618. .1796 










Seq. No. 


5534 


Seq. ID 


OJ990822_50. 


9C23 


.C12 


Gene No. 


11590 


Strand 


+ 






Start 


4582 


End _ 


4 7 Qd 






Name 


OJ990822 50.9C23.C12.o4.gs 


Method 








Start 


4582 


End 


4 7 Q4 






GI 


none 


Score 


Q9 






Exons 


4582. .4794 












5534 


Seq. ID 


OJ990822_50. 


9C23 


. C12 


Gene No. 


11591 


Strand 








Start 


1 


End 


1956 






Name 


OJ990822 50.9C23.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1956 






GI . 


5091513 


Score 


1014 






Exons 


1. .640, - 1486. .1956 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


5534 


Seq. ID 


OJ990822_50. 


9C23 


.C12 


Gene No. 


11592 


Strand 








Start 


2464 


End 


3498 






Name 


OJ990822 50.9C23.C12.o3.gs 


Method 


GENSCAN 






Start 


2464 


End 


34.98 






GI 


none 


Score 


.56 






Exons 


2464.. 2675, 2902. .2961, 3339 


. .3498 








Seq. No. 


5535 


Seq. ID 


OJ990822_50. 


9C23 


.C13 


Gene No. 


11593 


Strand - 


+ 






Start 


133 


End 


1332 






Name 


OJ990822 50.9C23.C13.ol.gs 


Method 


GENSCAN 






Start 


133 


End 


1332 






GI 


none 


Score 


.97 







5715 



Exons 



133. .1332 



Seq. No. 5536 Seq. ID OJ990822_50.9C23.C14 

Gene No. 11594 Strand + 

Start 1 End 5353 

Name OJ990822_50. 9C23.C14 . ol .np Method AAT/NAP 

Start 1 End 3781 

GI 5441880 Score 543 

Exons 1..374, 3742.. 3781 " 

GI Descrip. (AP000367) EST C28952 (C62945). corresponds to a region or^the x * 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. No. 5536 

Gene No. 11594 

Start 1 

Name OJ990822_50 . 9C23 . C14 . ol . gs 

Start 97 

GI none 

Exons 97.. 236, 341.. 461, 554.. 718, 738 
2142. .2444, 2627. .2848 



Seq. ID OJ990822_50.9C23.C14 

Strand + 

End 5353 

Method GENSCAN 

End 2848 

Score . 67 



,818, 968'. . 1204, 1440.. 1529, 



Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5536 Seq. ID 

11594 Strand 

1 End 

OJ990822_50 . 9C23 . C14 . o2 . np Method 

1112 End 

330359 Score 



OJ990822_50.9C23.C14 
+ 

5353 
AAT/NAP 
5353 
66 



1112.. 1141, 3725.. 3968, 5304.. 5353 

(M23028) nuclear antigen precursor [Epstein-Barr virus] 



5536 Seq. ID 

11595 Strand 

4 676 End 
OJ990822_50 . 9C23 . C14 . o2 . gs Method 

4676 End 

none Score 
4676. .5053 



OJ990822_50.9C23.C14 

5053 
GENSCAN 
5053 
.84 



Seq. No. 5537 Seq. ID 

Gene No. 11596 Strand 

Start 65 End 

Name OJ990822_50 . 9C23.C15 .ol .gs Method 

Start 65 End 

GI none Score 

Exons 65. .126, 495. .565, 1441. .1531, 2402. .2450, 2503.. 2604, 
2779.. 2857, 2955.. 3061 



OJ990822_50.9C23.C15 
+ 

3069 
GENSCAN 
3061 
-.68 



Seq. No. 5537 Seq. ID 

Gene No. 11596 Strand 

Start 65 End 

Name OJ990822_50 . 9C23 . C15 . ol . np Method 

Start 506 End 

GI 6714375 Score 

Exons 506.. 572, 1494.. 1600, 2030.. 2107, 2503 
2955. .3069 

GI Descrip. (AC012562) putative elongation factor P (EF-P) [Arabidopsis 



OJ990822_50.9C23.C15 
+ 

3069 
AAT/NAP 
3069 
579 

..2604, 2779..2857, 



5716 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5537 Seq. ID 

11597 Strand 

690 End 

OJ990822_50 . 9C23 . C15 . o2 . tm Method 

4 66 End 

none Score 



OJ990822_50.9C23.C15 
2102 

TBLASTX: Maize 

2102 

65 



466. .570, 495. .569, 497. .571, 1486 .. 1599, 1492 .. 1602, 
1493.. 1603, 2030.. 2101, 2035.. 2100, 2040.. 2102 



Seq. No. 5537 Seq. ID OJ990822_50.9C23.C15 

Gene No. 11597 Strand 

Start 690 End 2102 

Name OJ990822_50 . 9C23 . C15 . ol . gp Method AAT/GAP 

Start 690 End 752 

GI 2312838 Score 74 

Exons 690.. 752 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 
Gene No. 
Start 
Name 
! *3- Start 

m gi 

ry Exons 

ry 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5537 

11598 

2502 

OJ990822_50 . 9C23 . C15 . ol . tm 

2502 

none 

2502.. 2600, 2502.. 2600, 2503. 
2776.. 2859, 2778.. 2864, 2953. 

5538 

11599 

1331 

OJ990822_50.9C23.C16.o2.np 

1331 

6630686 

1331. .1371, 2744. .2861, 3482. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_50.9C23.C15 
3042 

TBLASTX: Maize 

3042 

101 



.2607, 
.3042, 



2774, 
2954, 



.2857, 
.3040 



2776. .2865, 



Seq. ID OJ990822_50.9C23.C16 

Strand + 

End 3557 

Method AAT/NAP 

End 3557 

Score 49 
.3557 



s;3 Seq. No. 

Gene No. 
^ Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



(AP000969) hypothetical protein [Oryza sativa] 

5538 Seq. ID OJ990822_50.9C23.C16 

11600 Strand 

1097 End 2189 

OJ990822_50 . 9C23 . C16 . ol . gp Method AAT/GAP 

1097 End 2189 

378_1.R1084 Score 1847 

1097.. 1458, 1592.. 2189 

' 3914 140/sp I 065091 1 NLT5_ORYSA 1.0e-42 NONSPECIFIC LIPID-TRANSFER 
PROTEIN 5 PRECURSOR (LTP 5) >gi_3172343 (AF051369) lipid 
transfer protein [Oryza sativa] 1 



Seq. No. 5538 Seq. ID 

Gene No. 11600 Strand 

Start 1097 End 

Name OJ990822_50 . 9C23 . C16 . ol . np Method 

Start 1585 End 

GI 3914140 Score 

Exons 1585.. 1941 



OJ990822_50.9C23.C16 

2189 
AAT/NAP 
1941 
479 



5717 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



NONSPECIFIC LIPID-TRANSFER PROTEIN 5 PRECURSOR (LTP 5) 

gi 1 3172343 (AF051369) lipid transfer protein [Oryza sativa] 



5538 

11600 

1097 

OJ990822_50.9C23.C16.ol.gs 
1592 

none . . 
1592*.. 1902 



5538 

11601 

3813 

OJ990822_50. 

1546 

none 

1546. .1857, 



5538 

11601 

3813 

OJ990822_50. 

1591 

none 

1591. .1857, 

5538 

11601 

3813 

OJ990822_50. 

1591 

none 

1591. .1824, 

5538 

11601 

3813 

OJ990822_50. 

1594 

none . 

1594. .1779, 

5538 

11601 

3813 

OJ990822_50. 

3813 

none 

3813. .3948, 

5538 

11601 

3813 

OJ990822_50. 

5246 

4586036 



9C23.C16.o2.tw 
1634. .1858 

9C23.C16.o2.tm 
1592.'. 1858 

9C23.C16.o2.ts 
1592. .1813 

9C23.C16.o2.tc 
1625.. 1777, 1777; 

9C23.C16.o2.gs 
5246. .6126 

9C23.C16.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_50.9C23.C16 

2189 
GENSCAN 
1902 
.53 



Seq. ID OJ990822_50.9C23.C16 
Strand 

End 6138 

Method TBLASTX: Wheat 

End 1858 

Score 134 



Seq. ID OJ990822_50.9C23.C16 
Strand 

End 6138 

Method TBLASTX: Maize 

End 1858 

Score 202 



Seq. ID OJ990822_50.9C23.C16 
Strand 

End 6138 

Method TBLASTX : Soybean 

End 1824 

Score 167 



Seq. ID OJ990822_50.9C23.C16 
Strand 

End 6138 

Method TBLASTX: Cress -w 

End 1857 

Score 120 
.1857 " ■ 

Seq. ID OJ990822_50.9C23.C16 
Strand 

End 6138 

Method GENSCAN 

End 6126 

Score .43 



Seq. ID OJ990822_50.9C23.C16 
Strand 

End 6138 

Method AAT/NAP 

End 6138' 



Score 



605 



5718 




Exons 5246.. 6138 

GI Descrip. (AC007109) unknown protein [Arabidopsis thaliana] 





O C ^ • 11U i 


5538 








Seq. ID 


OJ990822 


50 9C23 C16 




Gene No. 


11601 








Strand 








Start 


3813 








End 


6138 






Name 


OJ990822 50. 


9C23. 


C16.ol 


.tm 


Method 


TBLASTX : 


Maize 




Start 


5275 








End 


6132 






GI 


none 








. Score 


86 






Exons 


5275 ...5694, 


5*429. 


.5695, 


5689. 


.5946, 5689. .6096, 


5692. .5859, 






5698. .5988, 


5735. 


.5851, 


5747. 


.5860, 5791. .6003, 


5872. .6117, 






5905 6111 


5908 


6132 


5929 


.6132 








Seq. No. 


5538 








Seq. ID 


OJ990822 


_50.9C23.C16 




Gene No. 


11601 








Strand 








Start 


3813 








End 


6138 






Name 


OJ990822 50. 


9C23. 


C16.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


5470 








End 


5797 






GI 


none 








Score 


142 






Exons 


5470. .5691, 


5515. 


.5691, 


5698. 


.5793, 5699. .5797 






Seq. No. 


5538 








Seq. ID 


OJ990822 


_50.9C23.C16 




Gene No. 


11601 








Strand 








Start 


3813 








End 


6138 




t : 


Name 


OJ990822 50. 


9C23. 


C16.ol 


.tw 


Method 


TBLASTX: 


Wheat 


hi 


Start 


5558 








End 


6138 






GI 


none 








Score 


103 




i : { s 


Exons 


5558. .5725, 


5558. 


.5692, 


5560. 


.5694, 5620.. 5697, 


5695. .6027, 


:* 

'■s z$ 




5767. .5853, 


5915. 


.6007, 


5941. 


.6138 








Seq. No. 


5538 








Seq. ID 


OJ990822 


_50.9C23.C16 


w 


Gene No. 


11601 








Strand 






: s ! s 

: iJ 


Start 


3813 








End 


6138 






Name 


OJ990822 50. 


9C23. 


C16.ol 


.tc 


Method 


TBLASTX: 


Cress 


= 


Start 


5560 








End 


6138 




i J 


GI 


none 








Score 


61 






Exons 


5560. .5688, 


5581. 


.5715, 


5600. 


.5716, 5689.. 6126, 


5692. .5910, 


S £ 




5698. .5976, 


5699. 


.6124, 


5995. 


.6138, 6001. .6138 




:=? 


Seq. No. 


5539 








Seq. ID 


OJ990822 


_50.9C23.C17 


: 

: sx 


Gene No. 


11602 








Strand 


+ 




= sf 


Start 


2697 








End' 


3700 






Name 


OJ990822 50. 


9C23. 


C17.o3 


. np 


Method 


AAT/NAP 






Start 


2697 








End 


3700 






GI 


6572083 








Score 


69 






Exons 


2697. .2772, 


3227. 


.3379, 


3641. 


.3700 








GI Descrip. 


(AL133452) putative protein [Arabidopsis thaliana] 




Seq. No. 


5539 








Seq. ID 


OJ990822 


_50.9C23.C17 




Gene No. 


11603 








Strand 








Start 


214 








End 


329 






Name 


OJ990822 50. 


9C23. 


C17.ol 


.gp 


Method 


AAT/GAP 






Start 


214 








End 


329 






GI 


LIB3431-045- 


Pl-Nl 


-A10 




Score 


194 





Exons 214.. 32 9 . a - ' 

GI Descrip. 1 544 187 6/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ? 



5719 



Seq. No. 5539 Seq. ID OJ990822_50.9C23.C17 

Gene No. 11604 Strand 

Start 361 End 1381 

Name OJ990822_50 . 9C23 . C17 . ol . np Method AAT/NAP 

Start 361 End 1381 

GI 5441880 Score 1649 

Exons 361.. 1381 

GI Descrip. (AP000367) EST C28952 {C62945F corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 5539 

Gene No. 11604 

Start 361 

Name OJ990822_50 . 9C23 . C17 . o2 . gp 

Start 393 

GI ' 5701669 

Exons 393..777 



Seq. ID OJ990822_50.9C23.C17 
Strand 

End 1381 

Method AAT/GAP 

End 777 

Score 700 



GI Descrip. 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 (C62 945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 





Seq. No.- 


5539 




Seq. ID 


OJ990822_50.9C23 


.C17 


5 — 


Gene No. 


11605 




-Strand 


- 




i =T 


Start 


1394' ' 




End 


2541 






Name 


OJ990822 50.9C23.C17.ol 


.tm 


Method 


TBLASTX: Maize 




"U 


Start 


419 




End 


820 




I =i 


GI 


none 




Score 


151 




.u 


Exons 


419. .658, 420. .641, 692 


..820, 


714. .812 






=. 
: ef 


Seq. No. 


5539 




Seq. ID 


OJ990822_50.9C23 


.C17 




Gene No. 


11605 




Strand 








Start 


1394 




End 


2541 




;3 


Name 


OJ990822 50.9C23.C17.o2 


.np 


Method 


AAT/NAP 






Start 


1394 


End 


2541 






GI 


6721543 




Score 


158 






Exons 


1394. .1510, 2413. .2541 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




. -4 


Seq. No. 


5540 




Seq. ID 


OJ990822_50.9C23 


.C18 




Gene No. 


11606 




Strand - 


'+ 






Start 


182 




End 


726 






Name 


OJ990822 50.9C23.C18.ol 


.gs 


Method 


GENSCAN 






Start 


182 




End 


715 






GI 


none 




Score 


.74 






Exons 


182. .394, 422. .715 












Seq. No. 


5540 




Seq. ID 


OJ990822_50.9C23 


.C18 




Gene No. 


11606 




Strand 


+ 






Start ' 


182 




End 


726 






Name 


OJ990822 50.9C23.C18.ol 


.np 


Method 


AAT/NAP 






Start 


522 




End 


726 






GI 


2344896 




Score 


111 






Exons 


522. .726 












GI Descrip. 


(AC002388) hypothetical prptein [Arabidopsis thaliana] 





5720 



Seq. No. 5541 Seq. ID 

Gene No. 11607 Strand 

Start 1 End 

Name OJ990822_50 . 9C23 . C19 . ol . np Method 

Start 1 End 

GI 2498930 Score 

Exons 1..405, 573.. 641, 1099.. 1122 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990822_50.9C23.C19 

1122 
AAT/NAP 
1122 
687 

(SHORT GASTRULAT ION 



Seq. No. 5541 Seq. ID 

Gene No. 11607 Strand 

Start 1 End 

Name OJ990822_50 . 9C23 . CI 9 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101.. 405, 573.. 632 



OJ990822_50.9C23.C19 

1122 
GENSCAN 
632 
.9 



*3 : " 

i! ; ; 
-* " ; b 



I'U 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5542 
11608 
12981 

OJ990822_4 3 . 9C06 . C2 . o3 . gs 
12981 



none 
12981. 
15511. 
17451. 



,13023, 13388. 
,15632, 16374. 
,17531, 17619. 



Seq. ID 
Strand 

End 17961 
Method GENSCAN 
End 17961 
Score .55 
13500, 14527. .14784, 14876 
16583, 16810. .16954, 17220 
,17961 



OJ990822_43.9C06.C2 
+ 



,15022, 
,17311, 



5542 Seq. ID 

11609 Strand 

18244 End 

OJ990822_4 3 . 9C06 . C2 . ol . gp Method 

18244. End 

none Score 
18244. .18729 



OJ990822_43.9C06.-C2 
+ 

18729 
AAT/GAP 
18729 
861 



Seq. No. 5542 Seq. ID 

Gene No. 11610 Strand 

Start 2112 End 

Name OJ990822_4 3 ; 9C06.C2 .ol .np Method 

Start 2112 End 

GI 2245125 Score 

Exons 2112.. 2302, 2399.. 2640 

GI Descrip. (Z97343) hypothetical protein [Arabidopsis thaliana] 



OJ990822_43.9C0.6.C2 

2640 
AAT/NAP 
2640 
148 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



5542 Seq. ID 

11611 Strand 

4809 End 

OJ990822_43 . 9C06 . C2 . o2 . np Method 

4809 End 

479357 Score 

4809. .4850, 5605. .6037, 6134. .6435, 



OJ990822 43.9C06.C2 



7631 
AAT/NAP 
7631 
930 
6519. .7348, 



7424 . .7631 



hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA4 4165| (X62251) ORF [Zea mays] 



Seq. No. 
Gene No. 



5542 
11612 



Seq. ID 
Strand ■ 



OJ990822 43.9C06.C2 



5721 



□ 



ru 



i. : 



i'3 



OLai L 


11800 


End 


13517 




Name 


OJ990822 43.9C06.C2.o3.np 


Method 


AAT/NAP 




Start 


11785 


End 


13517 




GI 


2245125 


Score 


101 




Exons 


11785. .11974, 12125. .12202, 


13472. .13517 




GI Descrip. 


(Z97343) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 




oeq. lu 


UjyyUoZZ ^ J. 3LUD. 


C2 


ucilc IN (J . 




Q 4- — — _ -1 

otrana 






Start 


1 1 Ron 


End 


13517 




Name 


OJ990822 43'!9C06.C2.o2.gs 


Method 


GENSCAN 




Start 


11800 


End 


12270 




GI 


none 


Score 


.93 




Exons 


iiouu . . ix y / h , i^izd..izz/u 








Seq. No. 




Seq. ID 


OJ990822_43.9C06. 


C2 


Gene No. 


11 01 J 


Strand 






OldiL 


lOjlD 


End 


20317 




Name 


OJ990822 43.9C06.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


6273 


End 


6982 




GI 


none 


Score 


83 




Exons 


DZ / J . . D4 J^, DZoy. . D4 jZ; DjZ4 


..6634, 6525. .6626, 6635. .6706, 




cc/o C7m <:ino cqti ^Trt/i 


. .6982 






tSeqi No. . 




Seq. ID 


OJ990822_43.9C06. 


C2 


ucllc LNO . 


1 1 0 1 J 


Strand 






Start 




End 


20317 




Name 


OJ990822 43.9C06.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


6986 


End 


7279 




GI 


none 


Score 


75 




Exons 


6986. .7279, 7044. .7271 








Seq. No. 


5542 


Seq. ID 


OJ990822_43.9C06. 


C2 


Gene No. 


11613 


Strand 






Start 


18516 


End 


20317 




Name 


OJ990822 43.9C06.C2.o4.gs 


Method 


GENSCAN 




Start 


18516 


End 


19865 




GI 


none 


Score 


.98 




Exons 


18516. .19037, 19127. .19494, 


19632. .19723, 19819.. 19865 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5542 
11613 
18516 

OJ990822_43.9C06.C2.o4.np 
18519 
6714275 

18519. .19037, 19100. .19199, 1 9257 .. 19420, 20267 
(AC017118) F6N18.12 [Arabidopsis thaliana] 



Seq. ID OJ990822_43.9C06.C2 
Strand 

End 20317 

Method AAT/NAP 

End 20317 

Score 296 

,20317 



5542 

11613 

18516 

OJ990822_43 . 9C06 . C2 . o2 . gp 
19182 

30630 1.R1084 



Seq. ID OJ990822_43.9C06.C2 
Strand 

End 20317 

Method AAT/GAP 

End 19997 

Score 1094 



19182. .19494, 19632 .. 19723, 19819. .19997 

' 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 



5722 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


5543 


Seq. ID 


OJ990822_ 


43. 


. 9C06. 


C4 


Gene No. 


11614 


Strand 


+ 








Start 


370 


End 


1225 








Name 


OJ990822 43.9C06.C4.ol.gs 


Method 


GENSCAN 








Start 


370 


End 


1225 








GI 


none 


Score 


.49 








Exons 


370. .453, 888. .1017, 1048. 


.1225 










Seq. No. 


5543 


Seq. ID 


OJ990822_ 


43. 


,9C06. 


C4 


Gene No. 


11615 


Strand 


+ 








Start 


3604 


End 


. 5918 








Name 


OJ990822 43.9C06.C4.o2.gs 


Method 


GENSCAN 








Start 


3604 


End 


5918 








GI 


none 


Score 


.64 








Exons 


3604.. 3792, 3837.. 4025, 5730.. 5918 











ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

! BB f Exons 

'"4 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5543 Seq. ID 

11616 Strand 

16182 End 

OJ990822_43 . 9C0 6 . C4 . ol . np Method 

16182 End 

3875538 Score 



OJ990822_43. 9C06. C4 

18565 
AAT/NAP 
18565 
61 



16182. .16208, 17991. .18113, 18393.. 18565 

(Z67990) similar to cuticle collagen [Caenorhabditis elegans] 

5544 Seq. ID OJ990822_43 . 9C06 . C5 

11617 Strand + 

939 End 6286 

OJ990822_43 . 9C06 . C5 . ol . np Method AAT/NAP 

939 End 6286 

5441880 Score 2309 

939. .1944, 2389. .2420, 2679. .3021, 6249. .6286 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC0039&1) [Oryza sativa] 



5544 

11617 

939 

OJ990822_43.9C06.C5.o2-. np 
939 

5441880 

939. .1944, 2389.. 2420, 2679. 
(AP000367) EST C28952 (C62945) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2996 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990822_43. 9C06.C5 
+ 

6286 
AAT/NAP 
2996 
2306 



Seq. No. 5544 Seq. ID 

Gene No. 11617 - Strand 

Start 939 End 

Name OJ990822_43 . 9C06 .C5 . ol . gp Method 

Start 1543 End 

GI -5701669 Score 

Exons 1543.. 1974 



OJ990822_43. 9C06.C5 
+ 

6286 
AAT/GAP 
1974 
837 



5723 



GI Descrip. 54 4 1880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to ma 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


5544 


Seq. ID 


OJ990822 


Gene No. 


11617 


Strand 


+ 


Start 


939 


End 


6286 


Name 


OJ990822 43.9C06.C5.o2.gp 


Method 


AAT/GAP 


Start 


3544 


End 


5356" 


GI 


LIB34%'l-045-Pl-Nl-A10 


Score 


--B13 


Exons 


3544.. 3887, 5247. .5356 






GI Descrip. 


, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 


Seq. No. 


5544 


Seq. ID 


OJ990822 


Gene No. 


11618 


Strand 


+ 


Start 


10913 


End 


12654 


Name 


OJ990822 43.9C06.C5.o3.np 


Method 


AAT/NAP 


Start 


10913 


End 


12654 


GI 


6907086 


Score 


1457 


P. v d n ^ 


10913. .11680, 11739. .11908, 


12147. .12254, 12378 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5544 


Seq. ID 


OJ990822 


Gene . No 


11619 


Strand 




Start 


8980 


End 


9488 


Name 


OJ990822 43.9C06.C5.ol.tm 


Method 


TBLASTX: 


Start 


1500 


End 


2096 


GI 


none 


Score 


93 


Exons 


1500.. 1628, 1508.. 1606, 1662 


..1961, 1679. .1900, 


Seq. No. 


5544 


Seq. ID 


OJ990822 


Gene No. 


11619 


Strand 




Start 


8980 


End 


9488 


Name 


OJ990822 43.9C06.C5.ol.tw 


Method 


TBLASTX: 


Start 


1794 


End 


2174 


GI 


none 


Score 


207 


Exons 


1794.. 1988, 1803.. 2000, 1994 


. .2113, 1998. .2174, 


Seq. No. 


5544 


Seq. ID 


OJ990822 


Gene No. 


11619 


Strand 




Start ■ 


8980 


End 


9488 


Name 


OJ990822 43.9C06.C5.o3.gp 


Method 


AAT/GAP 


Start 


8980 


End 


9488 


GI 


38782 1.R1084 


Score 


822 


Exons 


8980. .9488 






GI Descrip. 


, 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


5545 


Seq. ID 


OJ990822 


Gene No. 


11620 


Strand 




Start 


250 


End 


6098 


Name 


OJ990822 43\9C06.C6.ol.np 


Method 


AAT/NAP 


Start 


250 


End 


5861 


GI 


4680179 


Score 


4470 


Exons 


250.. 3667, 3770. .4645," 5733. 


.5861 





12654 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



5724 



Seq. No. 5545 -Seq. ID 

Gene No. 11620 , Strand 

Start 250 End 

Name OJ990822_43 . 9C06 . C6 . o5 . tw Method 

Start 294 End 

GI none Score 

Exons 294.. 626, 315.. 587, 358.. 627 



OJ990822_43.9C06.C6 
6098 

TBLASTX: Wheat 

627 

158 



Seq. No. 5545 Seq. ID 

Gene No. 11620 Strand 

Start 250 End 

Name OJ990822_43 . 9C06 . C6 . 08 . tm Method 

Start 309 End 

GI none Score 

Exons 309.. 467, 346.. 462 



OJ990822_43.9C0.6:C6 
6098 

TBLASTX: Maize 

467 

63 



Seq. No. 5545 Seq. ID 

Gene No. 11620 Strand 

Start 250 . End 

Name OJ990822^43 . 9C06 . C6 . ol . gs Method 

Start 327 End 

GI none Score 

Exons 327.. 1319 



OJ990822_43.9C06.C6 

6098 
GENSCAN 
1319 
.62 



fu 



Seq. No. 5545 

Gene No. 11620 

Start 250 

Name OJ990822_43 . 9C06 . C6 . ol . tm 

Start 477 

GI none 
Exons 



Seq. ID OJ990822_43. 9C06.C6 
Strand 

End 6098 

Method TBLASTX : Mai ze 

End 1074 

Score 65 



477. .914, 486. .572, 487. .696, 627. .914, 647. .919, 772. .915, 
912.. 1070, 917.. 937, 919.. 1065, 922.. 1074 



H Seq. No. 5545 Seq. ID 

V J Gene No. 11620 Strand 

U Start 250 End 

.1 Name OJ990822_43 . 9C06 . C6 . ol . tw Method 

1% Start 627 End 

jf? GI none , Score 

=3 Exons 62.7-, .1253, 751.. 1197 



OJ990822_43. 9C06.C6 
6098 

TBLASTX: Wheat 

1253 

265 



Seq. No. 5545 Seq. ID 

Gene No. . 11620 Strand 

Start 250 End 

Name OJ990822_4 3 . 9C06 . C6 . o4 . tm Method 

Start 1122 End 

GI none Score 

Exons 1122.. 1412, 1126.. 1401 



OJ990822_43.9C06.C6 
6098 

TBLASTX: Maize 

1412 

236 



Seq. No. 5545 Seq. ID 

Gene No. 11620 Strand 

Start 250 End 

Name OJ990822_43 . 9C06 . C6 . o2 . ts Method 

Start 1212 End 

GI none Score 

Exons 1212.. 1451, 1213.. 1458 



OJ990822_43.?C06.C6 
6098 

TBLASTX: Soybean 

1458 

171 



5725 






5545 








Seq. ID 


OJ990822_43.9C06. 


C6 


Gene No. 


11620 








Strand 






Start 


250 








End 


6098 




Name 


OJ990822 43, 


.9C06. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1236 








End 


1553 




GI 


none 








Score 


101 




Exons 


1236. .1379, 


1252. 


.1377, 


1380. 


.1532, 1380.. 1553 






5545 








Seq. ID 


OJ99.0822_43.9C06. 




Gene No. 


11620 








Strand 






Start 


250 








End 


6098 




Name 


OJ990822 43. 


. 9C06. 


C6.o3. 


tw 


L JC LI 1UU 


i oliao i z\ • miticaL 




Start 


1260 








End 






GI 


none 










?54 




Exons 


1260. .1739, 


1264. 


.1632 












554 5 

*j .j *» -j 








Seq. ID 


OJ990822_43.9C06. 




Gene No. 


11620 








Strand 






Start 


250 








End 


6098 




Name 


OJ990822 43. 


. 9C06. 


C6.o2. 


tw 


Mpi-hoH 

LIG L- 1 


TRT.A9TY 'Whp^l- 




Start 


1740 








FnH 


^ *j *j 




GI 


none 








Q /—« <-\ t~ o 


900 




Exons 


1740. .2252, 


1842. 


.2189, 


1909. 










554 5 

-J -J *i J 








Seq. ID 


OJ990822_43. 9C06. 




Gene No. 


11620 








Strand 






Start 


250 








End 


6098 




Name 


OJ990822 43. 


.9C06. 


C6.o2. 


tm 


Mpf- h nH 


X DiinO 1 /\ • L id _L z. c 




Start 


1827 








FnH 

CjLL\JL 






GI 


none 










X, X 




Exons 


1827. .2180, 


1864. 


.2178 












554 5 

.J «J *4 _J 








Seq. ID 


OJ990822_43. 9C06. 




Gene No. 


11620 








Strand 






Start 


250 








End 


6098 




Name 


OJ990822 43. 


.9C06. 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2001 








End 


2246 




GI 


none 








Score 


188 




Exons 


2001. .2246 














O \ZJ vJ ■ IN KJ ■ 


554 5 








Seq. ID 


OJ990822_43.9C06. 




Gene No. 


11620 


• 






Strand 






Start 


250 








End 


6098 




Name 


OJ990822 43. 


■5C06. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2217 








End 


2717 




GI 


none 








Score 


72 




Exons 


2217. .2552, 


2239. 


.2391, 


2538. 


.2717, 2587. .2709 




Seq. No. 


5545 








Seq. ID 


OJ990822_43. 9C06. 


C6 


Gene No. 


11620 








•Strand 






Start 


250 








End 


6098 




Name 


OJ990822 43. 


9C06. 


C6.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2259 








End 


2555 




GI 


none 








Score 


206 




Exons 


2259. .2555, 


2269. 


.2511 











5726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

;i f Seq. No. 
; ;3 Gene No. 
U\ Start . 
J'jj Name 
Start 

hi GI 
i=y Exons 

i.1 

fU Seq. No. 

Gene No. 
r'l Start - 

Name 
'" 4 Start 
I s4 GI 
^3 Exons 

f% Seq. No. 
: " Gene - No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5545 

11620 

250 

OJ990822_43. 

2268 

none 

2268. .2627, 

5545 

11620 

250 

OJ990822_43. 

2604 

none 

2604. .3086, 

5545 

11620 

250 

OJ990822_43. 

2787 

none 

2787. .3074, 

5545 

11620 

250 

OJ990822_43. 

3228 

none 

3228. .3398, 

5545 

11620 

250 

OJ990822_4 3. 

3315 

none 

3315. .3635, 

5545 

11620 

250 

OJ990822_43. 

3948 

none 

3948.-4334 

5545 

11620 

250 

OJ990822_43. 

4230 

none 

4230. .4607 



Seq. ID OJ990822_43.9C06.C6 
Strand 

End 6098 

Method TBLASTX : Soybean 

End 2663 

Score 166 

.2646, 2631.. 2663, 2631.. 2663 

Seq. ID OJ990822_43.9C06>i£6 
Strand 

End 6098 

Method TBLASTX : Wheat 

End 3086 

Score 231 



Seq. ID OJ990822_43. 9C06.C6 
Strand 

End 6098 

Method TBLASTX: Maize 

End 3074 

Score 180 



9C06.C6.ol.ts 
2269.. 2511, 2551. 

9C06.C6.o4.tw 
2632. .2973 

9C06.C6.o5. tm 
2788. .2973 

Seq. ID OJ990822_43.9C06.C6 
Strand 

End 6098 

9C06.C6.o7 .tw Method TBLASTX: Wheat 

End 3632 

Score 84 

3283.. 3402, 3411.. 3632, 3478.-3588, 3579.. 3632 

Seq. ID OJ990822_43.9C06.C6 
Strand 

End 6098 

9C06.C6.o7.tm Method TBLASTX: Maize 

End 3638 

Score 60 

3315. .3638 

Seq. ID OJ990822_43.9C06.C6 
Strand 

End 6098 

9C06.C6.o6. tm Method TBLASTX : Maize 

End 4334 

Score 234 



Seq. ID OJ990822_43. 9C06.C6 
Strand 

End 6098 

9C06.C6.o8.tw Method TBLASTX : Wheat 

End 4 607 

Score 266 



Seq. No. 



5545 



Seq. ID OJ990822_43.9C06.C6 



5727 



Gene No. 


11620 


Strand 




jtolt 




FnH 


ou :?o 


Name 


OJ990822 43.9C06.C6.o2.np 


Method 


AAT/NAP 


Start 


5317 


End 


6098 


GI 


6002794 


Score 


1255 


Exons 


5317. .6098 






GI Descrip. 


(AF149813) unknown [Oryza 


sativa] 




Seq. No. 


5546 


Seq. ID 


OJ990822 


Gene No.* 


11621 


Strand 


+ 


OLalL 


1 


End 


V J. 4 


Name 


OJ990822 43.9C06.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


442 


GI 


6907088 


Score 


388 


Exons 


• 1. .29, 205. .442 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5546 


Seq. ID 


-OJ990822 


Gene No. 


11621 


Strand 




jLdlL 


1 


End 


Q1 A 


Name 


OJ990822 43.9C06.C7.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


914 


GI 


6069659 


Score 


96 


Exons 


1..29, 574. .702, 880. .914 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5547 


Seq. ID 


OJ990822 


Gene No. 


11622 


Strand 


+ 


Start 


492 


End 


768 


Name 


OJ990822 43.9C06.C8.ol.np 


Method 


AAT/NAP 


Start 


4 92 


End 


768 


GI 


2498930 


Score 


107 


Exons 


492. .552, 720. .768 






GI Descrip. 


DORSAL -VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GA 



PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5547 Seq. ID OJ990822 

11622 Strand + 

4 92 End 7 68 

OJ990822_4 3 . 9C0 6 . C8 . ol . gs Method GENSCAN 

493 End 552 

none Score . 95 
493.-552 



43.9C06.C8 



Seq. No. 5548 

Gene No. 11623 

Start 876 

Name OJ990822_43.9C06.C9.ol.gp 

Start 876 

GI 4138298 

Exons 876.. 1084 

GI Descrip. 4138299/embl CAA75509 | 4.0e-97 
[Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_43, 
+ 

1084 
AAT/GAP 
1084 
303 



9C06.C9 



(Y15219) transcriptional activator 



Seq. No. 
Gene No. 
Start 



5548 

11624 

10448 



Seq. ID OJ990822_43.9C06.C9 
Strand + 
End 13238 



5728 




Name 


OJ990822_4 3 . 9C06 . C9 . o4 , gs 


Method 


GENSCAN 


Start 


10448 


End 


13238 


GI 


none" 


Score 


.81 


Exons 


10448. .10457, 10685. . 10808, 


10904. .11037, 11294. .11413, 




12037. .12298, 12613. . 12728, 


12763. .12952, 13070.. 13238 


Seq. No. 


5548 


Seq. ID 


OJ990822_43. 9C06.C9 


Gene No. 


11624 


Strand 


+ 


Start 


10448 


End 


13238 


Name 


OJ990822. 43.9C06.C9.o2.np 


Method 


AAT/NAP 


Start 


10610 


End 


11901 


GI 


5777617 


Score 


105 


Exons 


10610. .10734, 11719.. 11901 






GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryz'a ; 


sativa ] 


Seq. No. 


5548 


Seq. ID 


OJ990822 43.9C06.C9 


Gene No. 


11625 


Strand 




Start 


9 


End 


119 


Name 


OJ990822 43.9C06.C9.ol.gs 


Method 


GENSCAN 


Start 


9 ~ 


End 


119 


GI 


none 


Score 


1 


Exons 


9. .119 






Seq. No. 


5548 


Seq. ID 


OJ990822_43.9C06.C9 


Gene No. 


11626 


Strand 




Start 


1390 


End 


8800 


Name 


OJ990822 43. 9C06 . C9 . o2 . gs 


Method 


GENSCAN 


Start 


1390 ~ 


End 


2829 


GI 


none 


Score 


.91 


Exons 


1390. .1561, 1649.. 1896, 2293 


..2461, 2810.. 2829 


Seq. No. 


5548 


Seq. ID 


OJ990822_43.9C06.C9 


Gene No. 


11626 


Strand 




Start 


1390 


End 


8800 


Name 


OJ990822 43. 9C06 .C9 . ol .nD 


Method 


AAT/NAP 


Start 


1405 ~ 


End 


7891 


GI 


2388565 


Score 


750 


Exons 


1405. .1561, 1653. .1896, 2000 


..2205, 2293.. 2461, 2557.. 2740, 




6620. .6660, 7744. .7891 






GI Descrip. 


(AC000098) Similar to Prunus 


pectinesterase (gb|X95991) . 




[Arabidopsis thaliana] 






Seq. No. 


5548 


Seq. ID 


OJ990822_43.9C06.C9 


Gene No . 


11626 


Strand 




Start 


1390 


End 


8800 


Name 


OJ990822 43.9C06.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


1420 


End 


1843 


GI 


none 


Score 


73 


Exons 


1420. .1560, 1469. .1561, 1646 


..1687, 1688. .1843, 1690.. 1842 


Seq. No. 


5548 


Seq. ID 


OJ990822_43.9C06.C9 


Gene No. 


11626 


Strand 




Start 


1390 


End 


8800 


Name 


OJ990822 43.9C06.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1420 


End 


1780 


GI 


none 


Score 


64 


Exons 


1420. .1566, . 1469. .1561, 1655 


..1690, 1690. .1779, 1691. .1780 



5729 




Seq. No. 


5548 








Seq. ID 


OJ990822 


_43.9C06.C9 


V3 C11C UU« 


11626 








Strand 






Start 


1390 








End 


8800 




Name 


OJ990822 43. 


9C06.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1696 








End 


2206 




GI 


none 








Score 


84 




Exons 


1696. .1815, 


1783 


. .1854, 


1994. 


.2119, 2000.. 2122, 


2016. .2126, 




2123. .2206, 


2125 


. .2205- 










Sea No 


5548 








Seq. ID 


OJ990822 


4^ grofi rg 


Gene No. 


11626 








Strand 






Start 


1390 








End 


8800 




Name 


OJ990822 43. 


9C06 


.C9.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1986 








End 


2206 




GI 


none 








Score 


89 




Exons 


1986. .2126, 


2003 


. .2122, 


2122. 


.2205, 2138. .2206 




Seq. No. 


5548 








Seq. ID 


OJ990822 




Gene No. 


11626 








Strand 






Start 


1390 








End 


8800 




Name 


OJ990822 43. 


9C06 


.C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2003 








End 


2466 




GI 


none 








Score 


56 




Exons 


2003. .2119, 


2016 


. .20 : 6€, 


2122. 


.2205, 2126.. 2206, 


2302. .2466 


Seq. No. 


5548 








Seq. ID 


OJ990822 


_43.9C06.C9 


filprip No 


11626 








Strand 






Start 


1390 








End 


8800 




Name 


OJ990822 4-3. 


9C06 


C9.o3. 


gs 


Method 


GENSCAN 




Start 


5378 






End 


8800 




GI 


none 








Score 


.78 




Exons 


5378. .5472, 


5895 


.6381, 


6516. 


.6883, 7387.. 7482, 


7610. .7694, 




7757. .7849, 


7883 


.8002, 


8312. 


.8800 






Sea No 


5549 








Seq. ID 


OJ990822 




Gene No. 


11627 








Strand 






Start 


2402 








End 


5246 




Name 


OJ990822 43. 


9C06 


ClO.ol 


.gs 


Method 


GENSCAN 




Start 


2402 








End 


5191 




GI 


none 








Score 


.89 




Exons 


2402. .2471, 


4188 


.4306, 


4611. 


.4682, 4805.. 4951, 


5111. .5191 


Seq. No. 


5549 








Seq. ID 


OJ990822 


_43.9C06.C10 


Gene No. 


11627 








Strand 






Start 


2402 








End 


5246 




Name 


OJ990822 43. 


9C06. 


ClO.ol 


• gp 


Method 


AAT/GAP 




Start 


3169 








End 


4670 




GI 


5455384 








Score 


1242 




Exons 


3169. .3524, 


3654. 


.3699, 


3954. 


.4067, 4188. .4305, 


4611. .4670 



GI Descrip. 3169171/gb | AAC17814 . 1 | 9.0e-31 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_34 4 5213_gb_AAC324 4 3.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 



Seq. No. 5549 } Seq. ID OJ990822_43 . 9C06 . C10 

Gene No. 11627 Strand 

5730 



Start 
Name 
Start 
GI 

Exons 



2402 End 

OJ990822_4 3 . 9C06 . CIO . ol . ts Method 

3441 End 

none Score 



5246 

TBLASTX: Soybean 

4264 

121 



3441. .3545, 3654. .3698, 3951. .4046, 3953. .4069, 3954. .4073, 
4190. .4264 



Seq. No. 
Gene .No. 
Start- " 
Name 
Start 
GI 

Exons 

GI Descrip. 



5549 

11627 

2402 

OJ990822_43.9C06.C10.ol.np 

3444 

584892 



Seq. ID OJ990822_43.9C06.C10 
Strand 

End 524 6 

Method AAT/NAP 
End 524 6 

Score 226 

3444. .3524, 3654. .3699, 3954. .4067, 4188. .4306, 5206. .5246 
SERINE CARBOXYPEPTIDASE I PRECURSOR (CARBOXYPEPTIDASE C) 
gi I 629805 | pir | | S43516 serine carboxypeptidase I - rice 
gi I 409580 | dbj IBAA04510.il (D17586) serine carboxypeptidase I 
[Oryza sativa] 



i.y 

=5. 
i. 5 
: s? 

ru 



Seq. No. 


5549 




Seq. ID 


OJ990822_43.9C06.C10 


Gene No. 


11627 




Strand 




Start 


2402 




End 


5246 


Name 


OJ990822 43.9C06.C10.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3951 




End 


4352 


GI 


none 




"Score 


104 


Exons 


3951. .4049, 3953. .4069, 


3954 


..4070, 4 


190. .4306, 4194. .4352 


Seq. No. 


5549 




Seq. ID 


OJ990822_43.9C06.C10 


Gene No. 


11627 




Strand 




Start 


2402 




End 


5246 


Name 


OJ990822 43.9C06.C10.o2 


.gp 


Method 


* AAT/GAP 


Start 


5017 




End 


5098 


GI 


LIB3477-003-P1-K1-E9 




Score 


110 


Exons 


5017. .5098 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 ( 


□31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No.. 


5550 




Seq. ID 


OJ990822_43.9C06.C11 


Gene No. 


11628 




Strand 




Start 


1 




End 


2855 


Name 


OJ990822 43.9C06.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2786 


GI 


6119535 




Score 


438 


Exons 


1..27, 114. .225, 1597.. 


1727, 


1804. .1926, 2189.. 2268, 2389..: 



2650. .2786 

GI Descrip. (AC011560) putative glucose acyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 



5550 

11628 

1 

OJ990822_43 . 9C06 . Cll . ol . gs 

1625 

none 



Seq. ID OJ990822_43.9C06.C11 
Strand 

End 2855 

Method GENSCAN 

End ■ 2837 

Score .95 



1625. .1727, 1804. .1926, 2189. .2268, 2389. .2534, 2650. .2837 



5731 



Seq. No. 5550 

Gene No. 11628 

Start 1 

Name OJ990822_43 . 9C06 .Cll .ol . gp 

Start 2190 

GI 27860_1.R1084 

Exons 2190.. 2268, 2389.. 2534, 
GI Descrip. 1 3169171/gb | AAC17814 . 1 | 



OJ990822 43.9C06.C11 



Seq. ID 
Strand 

End 2855 
Method AAT/GAP 
End 2855 
Score 719 
2650. .2855 

2.0e-12 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 1 





Seq. No. 


5550 








Seq. ID 


OJ990822_43.9C06.C11 




Hprif 1 No 

ucnc . 


11629 








Strand 






Start 


4114 








End 


4592 




Name 


OJ990822 43. 


9C06, 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


105 








End 


2539 




GI 


none 








Score 


107 




Exons 


105.. 221, 109.. 216, 1621 


...1737, 1623.. 


1739, 1623. .1733, 






1660. .1734, 


1804, 


. .1926, 


1811. 


.1918, 2186.. 2233, 2234.. 2269, 






2235. .2270, 


2387, 


. .2449, 


2388. 


.2441, 2468. .2503, 2474. .2503, 






2507. .2536, 


2510, 


. .2539 










Seq. No. 


5550 








Seq. ID 


OJ990822_43.9C06.C11 


== 


Gene No. 


11629 








Strand 






Start 


4114 








End 


4592 


]il 


Name 


OJ990822 43. 


9C06, 


.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


*U 


Start 


162 J 








End 


2694 


. .J 


GI 


none 








Score 


74 


. Li 


Exons 


1623.'. 1730, 


1624. 


. .1737, 


1804. 


.1926, 2186.. 2233, 2234.. 2269, 


i =f 




2387. .2533, 


2388. 


. .2480, 


2644. 


.2694, 2649. .2693 


: i E 


Seq. No. 


5550 








Seq. ID 


OJ990822_4 3.9C06.C11 




Gene No. 


11629 








Strand 






Start 


4114 








End 


4592 




Name 


OJ990822 43. 


9C06. 


.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2387 








End 


2696 




GI 


none 








Score 


69 




Exons 


2387. .2536, 


2388, 


. .2480, 


2644. 


.2694, 2649.-2696 


:5 


Seq. -No. 


5550 








Seq. ID 


OJ990822_43.9C06.C11 




Gene No. 


11629 








Strand 






Start 


4114 








End 


4592 




Name 


OJ990822 43. 


9C06, 


.Cll.o2. 


gs 


Method 


GENSCAN 




Start 


4114 








End 


4592 




GI 


none 








Score 


.84 




Exons 


4114. .4245, 


4392. 


, .4592 









Seq. No. 


5551 




Seq. ID 


OJ990822 


Gene No. 


11630 




Strand 


+ 


Start 


608 




End 


1319 


Name 


OJ990822 


43. 9C06.C12.ol.gs 


Method 


GENSCAN 


Start 


608 




End 


1319 


GI ■ 


none 




Score 


.7 


Exons 


608. . 692, 


758. .1319 






Seq. No. 


5552 




Seq. ID 


OJ990822 



5732 






11631 * 1 

J- J. \J ~J A 




Strand 






Start 


650 




End 


1352 




Name 


OJ990822 43.9C06.C13.ol. 


gs 


Method 


GENSCAN 




Start 


650 




End 


1352 




GI 


none 




Score 


.53 




Exons 


650. .1141, 1158. .1352 










Seq. No. 


5553 




Seq. ID 


OJ990822 


_43.9C06.C14 


Gene No. 


11632 




Strand 


+ - 




Start 


1074 




End 


10534 




Name 


OJ990822 43.9C06.C14.ol. 


gs 


Method 


GENSCAN 




O Lax L 


1074 




End 


10534 




GI 


none 




Score 


.58 




Exons 


1074. .1178, 1339.. 1492, 


1561. 


.1733, 2463. .2476, 


4290. .4574, 




5230.. 5537, 5575.. 5687, 


6274; 


.6306, 6585.. 6676, 


7126. .7164, 




7682.. 7929, 8258.. 8314, 


8373. 


.8383, 8434.. 8552, 


9269. .9289, 




9837.. 9957, 10200.. 10534 








Seq. No. 


5553 




Seq. ID 


OJ990822 


_43.9C06.C14 


Gene No. 


11632 




Strand 


+ 




Start 


1074 




End 


10534 




Name 


OJ990822 43.9C06.C14.o2. 


np 


Method 


AAT/NAP 




qf art 


2511 




End 


9922 




GI 


6598839 




Score 


725 




Exons 


2511.. 2531, 5631.. 5687, 


6552. 


.6689, 7160. .7294, 


7504. .7580, 




7682.. 7929, 8258.. 8314, 


8384. 


.8432, 8680.. 8746, 


8854. .8939, 




9012.. 9068, 9269.. 9325, 


9890. 


.9922 






GI Descrip. 


(AC010795) unknown protein [Arabidopsis thaliana] 


Seq. No. 


5553 




Seq. ID 


OJ990822 


_43.9C06.C14 


OC11C LNkJ • 


11632 




Strand 


+ 




Start 


1074 




End 


10534 




Name 


OJ990822 43.9C06.C14.ol. 


gp 


Method 


AAT/GAP 




Start 


4525 




End 


4732 




GI 


5005472 




Score 


273 




Exons 


4525. .4732 










Seq. No. 


5553 




Seq. ID 


OJ990822 


_43.9C06.C14 




11632 




Strand 


+ 




Start 


1074 




End 


10534 




Name 


OJ990822 43.9C06.C14.o2. 


gp 


Method 


AAT/GAP 




Start 


7174 




End • 


7936 




GI 


2310587 




Score 


816 




Exons 


7174. .7294, 7504. .7580, 


7682. 


.7936 






Seq. No. 


5553 




Seq. ID 


OJ990822 


_43.9C06.C14 


Gene No. 


11632 




Strand 


+ 




Start 


1074 




End 


10534 




Name 


OJ990822 43..9C06.C14.O3. 


gp 


Method 


AAT/GAP 




91- a rt 
o Lai L 


8715 




End 


9721 




GI 


35170 1.R1084 




Score 


1305 




Exons 


8715. .8746, 8854. .9068, 


9269. 


.9721 






GI Descrip. 


, 4314356/gb|AAD15567| 5. 


0e-15 


(AC006340) putative 




anthocyanidin-3-glucoside rhamnosyltransf erase 


[Arabidopsis 




thaliana] 1 










Seq. No. 


5553 




Seq. ID 


OJ990822 


_4 3.9C06.C14 



5733 




Gene No. 


11633 






Strand 






otait 


£ X U ft 






End 


4846 




Name 


OJ990822 43 


.9C06. 


C14.ol.np 


Method 


AAT/NAP 




Start 


2104 






End 


4846 




GI 


3341686 






Score 


876 




Exons 


2104. .2181, 


3324. 


.3561, 3657. 


.3863, 4137.. 4229, 4338. 


.4846 


GI Descrip. 


(AC003672) 


putative glucosyltransf erase [Arabidopsis 


thaliana 


Seq. No. 


5553 






Seq. ID 


OJ990822 43.9C06.C14 


Gene No. 


11634 






•Strand 






Start 


10444 






End 


11095 




Name 


OJ990822 43 


.9C06. 


C14 .o2. tm 


Method 


TBLASTX: Maize 




Start 


2135 






End 


3562 




GI 


none 






Score 


89 




Exons 


2135. .2203, 


2136. 


.2204, 3297. 


.3554, 3317.. 3559, 3325. 


.3561, 



3326..3S62 





Seq. No 




Gene No 




Start 




Name 




Start 




GI 


-SSL 

i 3 J 


Exons 


'is? 


Seq. No 


m 


Gene No 




Start 


:" 3 


Name 




Start 




GI 


:. t 

S ST 

; 3 i : 


Exons 


! y 


Seq. No 


!. —2 


Gene No 


<; ( ! 


Start 




Name 




Start 




GI 




Exons 






•z J 





5553 

11634 

10444 

OJ990822_43.9C06.C14.ol.ts 

3324 

none 

3324. .3485, 3325.. 3564, 3326. 

5553 

11634 

10444 

OJ990822_43.9C06.C14.o3.tm 

4138 

none 

4138. .4437, 4141. .4443, 4239. 

5553 

11634 

10444 

OJ990822_43 . 9C06 . C14 . ol . tm 

5617 

none 

5617. .5691, 5618. .5731, 6062. 
6561. .6677, 6567 6713, 7158 . 
7505. .7582, 7664. .7948, 7682. 
8255.. 8317, 8373.. 8552, 8382. 
8667. .8747, 8691. .8744, 8692. 
8852. .8884 



Seq. ID OJ990822_43.9C06.C14 
Strand 

End 11095 

Method TBLASTX : Soybean 

End 3797 

Score 98 

.3559, 3654.. 3797, 3661.. 3795 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4451 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822_43.9C06.C14 
11095 

TBLASTX: Maize 

4451 

226 



OJ990822 43.9C06.C14 



11095 

TBLASTX: Maize 
8884 
96 

6103, 6104. .6127, 6545. .6688, 

7295, 7159. .7296, 7487. .7582, 

7930, 8243. .8323, 8250. .8315, 

8552, 8429. .8554, 8644. .8745, 

8754, 8835.-8882, 8852.-8884, 



Seq. No. 5553 Seq. ID 

Gene No. 11634 Strand 

Start ■ 10444 End 

Name OJ990822__43. 9C06.C14 .o3.np Method 

Start -10444 End 

GI 6063557 Score 

Exons 10444. .10575, 10814.. 11095 

GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



OJ990822_43.9C06.C14 

11095 
AAT/NAP 
11095 
336 



Seq. No. 
Gene No. 



5553 
11634 



Seq. ID 
Strand 



OJ990822 43.9C06.C14 



5734 



Start 


10444 








End 


11095 


Name 


OJ990822 43. 


9C06 


.C14.o2 


.gs 


Method 


GENSCAN 


Start 


10780 








End 


10986 


GI - 


none 








Score 


.91 


Exons 


10780. .10986 










Seq. No. 


DDDH 








Seq. ID 


OJ990822 


bene ino ■ 


llUJJ 








Strand 


+ 


Start 


/til 








End 


9476 


Name 


OJ990822 43. 


9C06 


.C15.o3 


.gs 


Method 


GENSCAN 


Start 


7221 








End 


9476 


GI 


none 








Score 


.61 


Exons 


7 991 7^7 4 


/ODD 


. .7896, 


8960. 


.8985, 9246.. 9476 


Seq. No. 










Seq. ID 


OJ990822 


bene ino • 


1 1 

X 1 DO D 








Strand 




Start 


^^77 








End 


4719 


Name 


OJQQ0fi99 4^ 




.C15.o2 


.gs 


Method 


GENSCAN 


Start 


3577 








End 


4698 


GI 


none 








Score - 


.91 


Exons 


3577. .4698 












Seq. No. 


5554 








Seq. ID 


OJ990822 


Gene No. 


11636 








Strand 




Start 


3577 








End 


4719 


Name 


OJ990822 43. 


9C06 


.C15.ol 


.np 


Method 


AAT/NAP 


Start 


3580 








End 


4635 


GI 


4928399 








Score 


304 


Exons 


3580. .3684, 


3721 


. .4031, 


4062. 


.4384, 4445. .4635 



43.9C06.C15 



GI Descrip. 



1LJ Seq. No. 
;= Gene No. 
■n Start 
:[ l Name 
Start 

hJ Exons 

: S 

r=t Seq. No. 
Gene 'No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



(AF132014) RING-H2 zinc finger protein ATL4 [Arabidopsis 
thaliana] 



5554 Seq. ID 

11636 Strand 

3577 End 
OJ990822_43 . 9C06 . C15 . ol . gp Method 

3729 End 

2442769 Score 
3729. .4045 



OJ990822_43.9C06.C15 

4719 
AAT/GAP 
4045 
563 



5554 Seq. ID 

11636 Strand 
3577 End 
OJ990822_43 . 9C06 . C15 . o2 . gp Method 
4375 End 
uC-osflM20204 9d04bl Score 
4375.. 4719 

, 3169171/gb|AAC17814.1| 9.0e-31 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I ' [Arabidopsis thaliana]' 



OJ990822_43.9C06.C15 

4719 
AAT/GAP 
4 719 
650 



5554 Seq. ID 

11637 Strand 

9930 End 

,OJ990822_43 . 9C06 . CIS . o4 . gs Method 

9930 End 



OJ990822_43.9C06.C15 

10337 

GENSCAN 

10337 



5735 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

9930.. 10140, 10330.. 10337 



Score .66 



5555 

11638 

1 

OJ9904 02_31 .9C10.C2.ol. np 
1 

6665714 



OJ990402 31.9C10.C2 



Seq. ID 
Strand 

End 4 587 

Method AAT/NAP 
End 3788 
Score 215 

1..23, 168. .340, 465. .674/ 909. .988, 1086... 1127, 1213. .1262, 
1371. .1435, 1690. .1925, 2406. .2543, 2927. .3003, 3094. .3165, 
3260. .3317, 3675. .3788 

(AF211191) polypyrimidine tract binding protein [Drosophila 
melanogaster] 



5555 

11638 

1 

OJ990402_31 . 9C10 . C2 . ol .gs 

168 

none 



Seq. ID OJ990402_31.9C10.C2 
Strand 

End 4587 

Method GENSCAN 

End 4587 

Score . 62 



168. .311, 391. .498, 643. .656, 761. .809, 937. .988, 1086. .1127, 
1330. .1435, 1690. .1898, 2927. .3003, 3094. .3165, 3380. .3481, 
4479. .4587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



' H Seq. No. 
3 ^ Gene No. 
,3 Start 
f*\ Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5555 Seq. ID OJ990402_31.9C10.C2 

11638 Strand 

1 End 4587 

OJ9904 02_31 . 9C10 . C2 . ol . gp Method AAT/GAP 

181 End 723 

2428474 Score 891 

181. .311, 391. .723 

112251/pir | | S15552 3.0e-13 polypyrimidine tract-binding protein 
1 - rat >gi_57002_emb_CAA43202_ (X60789) pyrimidine binding 
protein 1 [Rattus norvegicus] 



5555 
11638 
1 

OJ990402_31 . 9C10 . C2 . o2 . gp 
1759 

uC-osroM202040f lObl 
1759.. 1819, 2462.. 2543, 2927. 
3420.. 3582 

•4001819 5.0e-17 (AF046007) putative polypyrimidine 
tract-binding protein [Carassius auratus] 1 



Seq. ID 

Strand 

End 

Method 
End 

Score ' 



OJ990402 31.9C10.C2 



4587 
AAT/GAP 
3582 
915 



.3003, 3094.. 3165, 3260.. 3343, 



5555 

11639 

5177 

OJ9904 02_31 . 9C10 . C2 . ol . ts 

163 

none 



Seq. ID OJ990402_31.9C10.C2 
Strand 

End 5368 

Method TBLASTX : Soybean 

End 3341 

Score 104 



163. .309, 167. .310, 167;. 325, 168. .338, 180. .326, 383.-469, 
391. .501, 937. .990, 1085. .1129, 1215. .1265, 1223. .1294, 
1374. .1460, 1387. .1461, 1675. .1806, 1688. .1822, 1689. .1820, 
2465.-2572, 2911. .3006, 2926. .3006, 3094. .3168, 3098. .3163, 



5736 




3260.. 3316, 3261.. 3341 



Seq. No. 5555 

Gene No. 11639 

Start 5177 

Name OJ990402_31 . 9C10 . C2 . ol . 

Start 167 

GI none 

Exons 167.. 310, 168.. 326, 174 



391.. 501, 398.. 511, 759 
1082.. 1126, 1085.. 1129, 
1372. .1461, 1688. .1816, 
2430.. 2543, 2462.. 2545, 
2927.. 3007, 30.85-.'. 3168, 
3261.. 3335, 3261.. 3326 




Seq. ID OJ990402_31.9C10.C2 
Strand 

End 5368 
tm Method TBLASTX :Maize 

End 3335 
Score 144 
..314, 220.. 318, 383.. 466, 385.. .501, 
...839, 762.. 812, 937.. 990, 938.. 997, 
1198. .1263, 1215. .1262, 1371. .1460, 
1688. .1816, 1689. .1817, 1695. .1817, 
2462. .2554, 2463.-2555, 2926.. 3006, 
3094.. 3168, 3254.. 3325, 3260.. 3325, 



is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 

^ Gene No. 

^ Start 

£ Name 

3 Start 

« GI 

t Exons 



5555 

11639 

5177 

OJ990402_31 . 9C10 .C2 . ol . tc 

168 

none 



Seq. ID OJ990402_31.9C10.C2 



Strand 
End 

Method 

End 

Score 



5368 

TBLASTX: Cress 

561 

91 



168. .338, 180. .308, 211. .339, 383. .469, 391. .561 



Seq. ID OJ990402_31.9C10.C2 
Strand 

End 5368 
Method TBLASTX: Wheat 
End 1250 ' 

Score 103 

175. .300, 176. .307, 179. .310, 180. .314, 180 .. 326, "388 .. 495, 
391. .492, 931. .990, 934. .990, 935.. 994, 1082.. 1126, 1085.. 1135, 
1087. .1128, 1213. .1248, 1215. .1250, 1223. .1249 



5555 

11639 

5177 

OJ990402_31 .9C10.C2.ol. tw 

175 

none 



5555 Seq. ID 

11639 Strand 

5177 End 

OJ990402_31 .9C10.C2.o3. tc Method 

1085 End 

none Score 



OJ990402_31.9C10.C2 
5368 

TBLASTX: Cress 

3404 

91 



1085. .1129,. 1215. .1265, 1374. .1460, 1688. .1813, 1688. .1828, 
1689.. 1820, 2495.. 2554, 2496.. 2555, 2926.. 3006, 2969.. 3004, 
3094. .3168, 3098. .3142, 3260. .3316, 3261. .3404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 



5555 

11639 

5177 

OJ990402_31.9C10.C2.o2.tm 

5087 
none 



Seq. ID OJ990402_31.9C10.C2- 
Strand 

End 5368 

Method TBLASTX : Mai ze 

End 5368 

Score 63 



5087. .5125, 5087. .5131, 5111. .5368, 5170. .5358, 5181. .5363 



5555 

11639 

5177 

OJ990402_31 . 9C10 . C2 . o2 . tc 
5162 



Seq. ID OJ990402_31.9C10.C2 
Strand 

End 5368 

Method TBLASTX: Cress 

End 5368 



5737 






GI 


none 




Score 


128 






Exons 


5162. .5368, 


5177.. 5359, 5181 


. .5366 








Seq. No. 


5555 




Seq. ID 


OJ990402_31.9C10 


.C2 




bene no. 


j. x bjy 




O 4- *- -5 -n j-] 

otrana 








Start 


5177 




End 


5368 






Name 


OJ990402 31 


.9C10.C2.o2.ts 


Method 


TBLASTX: Soybean 






Start 


5174 




End 


5368 






GI 


none 




Score 


173 






Exons 


5174. .5362, 


5174. .5368, .5175 


. .5366 








Seq. No. 


5555 




Seq. ID 


OJ990402_31.9C10 


.C2 




Gene No. 


11639 




Strand 










D±ff 




End 


5368 






Name 


OJ990402 31 


.9C10.C2.o2.np 


Method 


AAT/NAP 






Start 


5177 




End 


5368 






GI 


5730136 




Score 


303 






Exons 


5177. .5368 












GI Descrip. 


(AL109796) 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


5556 




Seq. ID 


OJ990402_31.9C10 


.C3 




Gene No. 


11640 




Strand 










X 




End 


1453 






Name 


OJ990402 31 


9C10.C3.ol.np 


Method 


AAT/NAP 






Start 


1 




' End 


1447 




: 5 ! : 


GI 


4185150 




Score 


469 




! Li 


Exons 


1..148, 971 


. .1447 • 








i fcr 
! I= | 


GI Descrip. 


(AC005724) 


unknown protein [Arabidopsis thaliana] 




:. U: 


Seq. No. 


5556 




Seq. ID 


OJ990402_31.9C10 


.C3 




Gene No . 


1 1 a a n 
XXD4U 




Strand 






ru 


Start 


1 




End 


1453 






Name 


OJ990402 31 


. 9C10.C3.ol.gs 


Method 


GENSCAN 




.- — 


Start 


929 




End 


1453 




L J 


GI 


- none 




Score 


.7 




{.£ 


Exons 


929. .1453 












Seq. No. 


5556 




Seq. ID 


OJ990402_31.9C10 


.C3 




Gene No . 


1 1 1 
XXD4 X 




Strand 






•: c? 


Start 


2732 




End 


11166 






Name 


OJ990402 31 


.9C10.C3.ol.ts 


Method 


TBLASTX : Soybean 






Start 


960 




End 


1444 






GI 


none 




Score 


277 






Exons 


960. .1187, 


971. .1186, 1349.. 


1411, 1409. 


.1444 






Seq. No. 


5556 




Seq. ID 


OJ990402_31.9C10 


.C3 




Gene No . 


XX04 X 




Strand 








Start 


2732 




End 


11166 






Name 


OJ990402 31 


. 9C10.C3.ol.tc 


Method 


TBLASTX: Cress 






Start 


971 




End 


1145 






GI 


none 




Score 


199 






Exons 


971. .1138, 


972. .1145 










Seq. No. 


5556 




Seq. ID 


OJ990402_31.9C10 


.C3 




Gene No. 


11641 




Strand 








Start 


2732 




End 


11166 






Name 


OJ990402 31 


.9C10.C3.ol.tm 


Method 


TBLASTX: Maize 





5738 



Start 
GI 

Exons 



971 
none 

971. .1189, 972. .1190 



End 
Score 



1190 
326 



Seq. No. 5556 Seq. ID 

Gene No. 11641 Strand 

Start 2732 End 11166 

Name OJ990402_31.9C10.C3.o2.gs Method GENSCAN 

Start 2732 End 11146 

GI none Score .59 

Exons 2732.-2932, 3431.. 3580, 3882.. 3929, 4344.. 4420, 

5349.. 5479, 6058.. 6232, 6375.-6436, 8080.. 8250, 

8990. .9402, 10245 .. 104 91, 11013. .11146 



OJ990402 31.9C10.C3 



4797, 
8624, 



,4899, 
.8756, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

>asf 

S5. 

w 



U 



5556 

11641 

2732 

OJ990402_31 . 9C10 -C3.o2.np 

2732 

5080759 



OJ990402_31.9C10.C3 

11166 
AAT/NAP 
11047 
1475 

2732..2932, 3431. .3580, 3882.-3929, 4344. .4420, 4794. .4899, 
5349.-5479, 6058. .6232, 6375.-6432, 7059. .7122, 8080. .8250, 
8624.-8735, 1024 9 .. 104 91, 11013. .11047 

(AC007203) Putative UDP-glucose : sterol glucosyltransf erase 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 


5556 








Seq. ID 


OJ990402 


_31. 9C10.C3 


Gene No. 


11641 








Strand 






Start 


2732 








End 


11166 




Name 


OJ990402 31 


.9C10, 


.C3.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2828 








End 


4869 




GI 


none 








Score 


115 




Exons 


2828.-2935, 


2849, 


. .2935, 


3425. 


.3574, 3428. .3580, 


3429. .3581 




3429.-3581, 


3883, 


. .3942, 


4341. 


.4418, 4: 


341. .4418, 


4342. .4419 




4343. .4420, 


4785, 


. .4865, 


4796. 


.4867, 4798. .4869, 


4798. .4869 


Seq. No. 


5556 








Seq. ID 


OJ990402 


_31.9C10.C3 


Gene No. 


11641 








Strand 






Start 


2732 








End 


11166 




Name 


OJ990402 31 


.9C10, 


,C3.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2837 








End 


6161 




GI 


none 








Score 


85 




Exons 


2837. .2935, 


2849. 


. .2935, 


3425. 


.3577, 3428. .3580, 


3429. .3581 




4341. .4421, 


4796. 


. .4921, 


4798. 


.4899, 5349. .5483, 


5350. .5484 




5351. .5506, 


6059. 


. .6160, 


6063. 


.6161 






Seq. No. 


5556 








Seq. ID 


OJ990402 


_31.9C10.C3 


Gene No. 


11641 








Strand 






Start 


2732 








End 


11166 




Name 


OJ990402 31 


. 9C10. 


,C3.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3428 








End 


3936 




GI 


none 








Score 


129 




Exons 


3428. .3583, 


3429. 


, .3602, 


3498. 


.3590, 3877.. 3936 




Seq. No. 


5556 








Seq. ID 


OJ990402 


_31.9C10.C3 


Gene No. 


11641 








Strand 






Start 


2732 








End. 


11166 





5739 



Name 

Start 

GI 

Exons 



OJ990402 31.9C10.C3.o2.tm 



Method TBLASTX : Maize 



6374 End 8736 

none Score 104 

6374.. 6430, 6375.. 6443, 6375.. 6431, 6379.. 6432, 7053.. 7121, 

7054. .7140, 7058. .7147, 7059. .7124, 8078. .8248, 8079. .8249, 

8083. .8256, 8122. .8256, 8617. .8736, 8617. .8727, 8640. .8735 



Seq. No. 5556 

Gene No. 11641 

Start 2732 

Name OJ990402_31. 9C10.C3.o3. ts 

Start 8078 

GI none 
Exons 



Seq. ID OJ990402_31.9C10.C3 
Strand 

End 11166 

Method TBLASTX : Soybean 

End 10468 

Score 162 



8078. .8248, 8079. .8249, 8085. .8297, 8090. .8251, 8107. .8265, 
8567.. 8737, 8620.. 8736, 8620.. 8739, 8637.. 8741, 10247 10345, 
10249. .10338, 10384 .. 104 67 , 10403.. 10468 



Seq. No. 5556 

Gene No. 11641 . 

Start 2732 

Name OJ990402_31 . 9C10 . C3 . o4 . tm 

Start 10403 

GI none 

Exons . 10403. .10492, 10403 104 92 , 

V- ,11012. .11149, 11013. .11144, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10414 

11014 



OJ990402 31.9C10.C3 



11166 

TBLASTX: Maize 
11166 
117 

10494, 11010. .11144, 
11166, 11041. .11145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



5556 

11641 

2732 

OJ990402_31. 9C10.C3.ol.tw 

10427 

none 

10427. .10492, 10430 .. 104 92 , 
11001. .11147, 11010. .11147, 

5557 

11642 

55 

OJ9904 02_31 . 9C10 .C5.ol.gs 
55 

none 

55. .135, 251. .309, 456. .582, 
1749. .1941, 2113. .2284 



Seq. ID OJ990402_31.9C10.C3 
Strand 

End 11166 

Method TBLASTX : Wheat 

End 11149 

Score 97 
10432. .104 94, 104 32. .104 94, 
11012. .11149, 11015. .11149 



Seq. ID OJ990402_31.9C10.C5 

Strand + 

End 2284 

Method GENSCAN 

End 2284 

Score .73 

626.. 808, 883.. 1309, 1588.. 1735, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5557 Seq. ID 

11643 Strand 

3836 End 

OJ990402_31 . 9C10 . C5 . o2 . gs Method 

3836 End 

none Score 

3836. .4431, 4497. .4617, 4867. .5100 



OJ990402_31.9C10.C5 
+ 

6910 
GENSCAN 1 
5100 
.51 



Seq. No. 5557 Seq. ID 

Gene No. 11643 Strand 

Start 3836 End 

Name OJ990402_31 . 9C10 . C5 . ol . gp Method 

Start 3951 End 



OJ990402_31.9C10.C5 
+ 

6910 

AAT/GAP 

6910 



5740 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



988_1.R1084 Score 2304 

3951.. 4450, 4546.. 4617, 5372.. 5401, 6313.. 6910 

•1753085 1.0e-96 (U25283) leucine zipper protein [Oryza sativa] ' 



5557 
11643 
3836^ 

OJ990402_31.9C10.C5.ol.np 
3980 
1753085 

3980.. 4450, 4546.. 4617, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5372. .5401, 



OJ990402_ 
+ 

6910 
AAT/NAP 
6390 
994 
6313. .6390 



31.9C10.C5 



(U25283) leucine zipper protein [Oryza sativa] 



Seq. No. 5557 . Seq. ID 

Gene No. 1164 4 Strand 

Start 10680 End 

Name OJ9904 02_31 . 9C10 . C5 . o4 . gs Method 

Start 10680 End 

GI none Score 

Exons 10680. .10812, 11252.. 11616 



OJ990402_31.9C10.C5 
+ 

11616 
GENSCAN 
11616 
.99 



Seq. No. 5557 

Gene No. 11645 

Start 6407 

Name OJ9904 02_31 . 9C10 . C5 . o3 . gs 

Start 6407 

GI none 

Exons 6407.. 6481, 7632.. 7709, 8136. 
9517. .9606 



Seq. ID OJ990402_31.9C10.C5 
Strand 

End 9606 

Method GENSCAN 

End 9606 

Score .61 

.8201, 8822.. 8912, 9239.. 9312, 



Seq. No. 


5557 




Seq. ID 


OJ990402 


_31 


9C10 


.C5 


Gene No. 


11646 




Strand 










Start 


10727 




End 


10944 








Name 


OJ990402 31.9C10.C5 


* o2 . gp 


Method 


AAT/GAP 








Start 


10727 




End 


10944 








GI 


3061161 




Score 


197 








Exons 


10727. .10792, 10878 


. .10944 - 












Seq. No. 


5557 




Seq. ID 


OJ990402_ 


_31 


9C10 


.C5 


Gene No. 


11647 




Strand 










Start 


11239 




End 


11573 








Name 


OJ990402 31.9C10.C5 


. o3.gp 


Method 


AAT/GAP 








Start 


11239 




End 


11527 








GI 


3061161 




Score 


297 








Exons 


11239. .11304, 11402 


. .11527 












Seq. No. 


5557 




Seq. ID 


OJ990402_ 


J31. 


9C10 


.C5 


Gene No. 


11647 




Strand 










Start 


11239 




End 


11573 








Name 


OJ990402 31.9C10.C5 


. o4 . gp 


Method 


AAT/GAP 








Start 


11239 




End 


11573 








GI 


3061161 




Score 


379 








Exons 


11239. .11304, 11402 


. .11573 












Seq. No. 


5557 




Seq. ID 


OJ990402_ 


31. 


9C10 


.C5 


Gene No. 


11648 . 




Strand 










Start 


11754 




End 


15328 









5741 






Name 




Qpl A 


. lj . Oc. . x_m 


Method 


TBLASTX:! 


Mai ze 




Start 


4019 






End 


6398 






GI 


none 






Score 


65 






Exons 


4019. .4090, 


4195 


..4248, 4196 


..4240, 4259. .4306, 


4307. .4459 






4343. .4417, 


4363 


..4461, 4543 


..4617, 4544. .4594, 


4605. .4628 






6337. .6393, 


6339 


. .6398 










Seq. No. 


5557 






Seq. ID 


OJ990402 


_31.9C10.C5 




Gene No. 


11648 






Strand 








btart 


11 /D4 






End 


15328 






Name 


OJ990402 31. 


9C10 


.C5.ol.tm 


Method 


TBLASTX:! 


Maize 




Start 


8362 






End 


8930 






GI 


none 






Score 


199 






Exons 


8362. .8400, 


8562 


..8768, 8572 


..8604, 8585. .8746, 


8662. .8751 






8813. .8917, 


8813 


..8926, 8817 


..8930, 8823. .8927 






Seq. No. 


5557 






Seq. ID 


OJ990402 


_31.9C10.C5 




Gene No. 


1 1 <:>|Q 
llDQo 






Strand 








Start 


11754 






End 


15328 






* Name 


OJ990402 31. 


9C10 


.C5.o5.gs 


Method 


GENSCAN 






Start 


11754 






End - 


14895 






GI 


none 






Score 


.9 






Exons 


11754. .12158 


, 14803.. 14895 










Seq. No. 


5557' 






Seq. ID 


OJ990402 


_31.9C10.C5 


Q 

,s si 


Gene No. 


11648 






Strand 










11754 






End 


15328 




ru 


Name 


OJ990402 31. 


9C10 


.C5.o2.np 


Method 


AAT/NAP 






Start 


13854 






End 


15328 




iTj 


GI 


1841468 






Score 


247 




' z 


Exons 


13854. .13931, 14803 .. 14 908 , 


15145. .15328 




ru 


GI Descrip. 


(Y10990) Tyrosyl- 


-tRNA synthetase [Nicotiana tabacum] 




Seq. No. 


5557 






Seq. ID 


OJ990402 


_31.9C10.C5 




Gene No. 


11648 






Strand 










11754 






End 


15328 






Name 


OJ990402 31. 


9C10 


.C5.o3.tm 


Method 


TBLASTX:: 


Maize 




.Start 


13866 






End 


15293 




• ! ;3 


GI 


none 






Score 


80 




jJ 


Exons 


13866. .13937 


, 14803. .14910, 


14804. .14911, 15140 


. .15259, 


.a 




15144. .15293 


, . 15145. .15282 










Seq. No. 


5558 






Seq. ID 


OJ990402 


_31.9C10.C6 




Gene No. 


11649 






Strand 


+ 






CM i i-4- 

otart 


13231 






End 


18342 






Name 


OJ990402 31. 


9C10 


.C6.o5.gs 


Method 


GENSCAN 






Start 


13231 






End 


18342 






GI 


none 






Score 


.65 






Exons 


13231. .13305 


, 13736. .13807, 


13998. .14230, 16853 


. .16964, 






17484. .17657 


, 17693. .17855, 


17954. .18342 






Seq. No. 


5558 






Seq. ID 


OJ990402 


_31.9C10.C6 




Gene No. 


11650 






Strand 


+ 






Start 


18887 






End 


21992 






Name 


OJ990402 31. 


9C10 


. C6 . o3 . gp 


Method 


AAT/GAP 






Start 


18815 






End 


20245 






GI 


57758 1.R1084 




Score 


573 





5742 



Exons 18815. .19024, 19723 .. 19818, 20219.. 20245 

GI Descrip. 1 5262856/emb | CAB45866 . 1 | 3.0e-29 (AJ238095) Lsm3 protein [Homo 
sapiens] >gi_5919147_gb_AAD56227 . 1_AF182289_1 (AF182289) U6 
snRNA-associated Sm-like protein LSm3 [Homo sapiens] 1 

Seq. No. 5558 Seq. ID OJ990402_31 . 9C10 . C6 

Gene No. 11650 Strand + 

Start 18887 End 21992 

Name OJ990402_31.9C10.C6.o6.gs . Method GENSCAN 

Start 18887 End 21791 

GI none Score .96 

Exons 18887. .19024, 19723 .. 19818, 21231 .. 2134 1 , 21438 .. 21460, 

21593. .21791 

Seq. No. 5558 Seq. ID OJ990402_31 . 9C10 . C6 

Gene No. 11650 Strand + 

Start 18887 End 21992 

Name OJ990402_31 . 9C10.C6.o3.np Method AAT/NAP 

Start 18893 End 20296 

GI 5262856 Score 320 

Exons 18893. .19024, 19723 19818, 20219.. 20296 

GI Descrip. (AJ238095) Lsm3 protein [Homo sapiens] 

gi|5919147|gb|AAD56227.1|AF182289_l (AF182289) U6 
snRNA-associated Sm-like protein LSm3 [Homo sapiens] 



J Seq. No. 

11 Gene No. 

LJ Start 

3 Name 

."s Start 

^ Exons 



5558 

11650 

18887 

OJ990402_31 . 9C10 . C6 . o4 . 

20669 

none 

20669. .21143 



gp 



Seq. ID OJ990402_31. 9C10.C6 

Strand + 

End 21992 

Method AAT/GAP 

End 21143 

Score 900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5558 

11650 

18887 

OJ990402_31 . 9C10 . C6 . d5 . gp 

21213 

none 



Seq. ID OJ990402_31.9C10.C6 



Strand 
End " 
Method 
End 
Score 



+ 

21992 
AAT/GAP 
21992 
1041 



21213. .21341, 21438. .21460, 21593. .21992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5558 Seq. ID 

11651 Strand 
23963 End 
OJ990402_31 . 9C10 . C6 . o5 . np Method 
23960 End 
4033424 Score 

23960. .24089, 24236 24264 , 24364 

24712. .24777, 24870 24990, 25077 



OJ990402_31.9C10.C6 
+ 

25375' 
AAT/NAP 
25297 
697 

24429, 24519. .24626, 
25158, 25261. .25297 



SOLUBLE INORGANIC PYROPHOSPHATASE (PYROPHOSPHATE 
PHOSPHO-HYDROLASE) (PPASE) gi 12668746 (AF034947) inorganic 
pyrophosphatase [Zea mays] 



Seq. No. 5558 

Gene No. , 11651 

Start ' 23963 

Name O J9904 02_31 . 9C10 . C6 . o7 . gs 



Seq. ID OJ990402_31. 9C10.C6 

Strand + 

End 25375 

Method' ' GENSCAN 



5743 



Start 
GI 

Exons 



23963 * End 25375 

none Score . 94 

23963. .24089, 24236.-24264, 24364.-24 429, 24519 . . 24 626, 

24712. .24777, 24870 .. 24 990, 25077 .. 25158 , 25357.. 25375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5558 

11652 

270 

OJ990402_31 . 9C10 . C6 . ol . np 
270 

1707012 



Seq. ID OJ990402_31.9C10.C6 
Strand 

End 4217 

Method AAT/NAP 

End 3439 

Score 439 



270. .361, 538. .643, 1167. .1253, 1370. .1663, 3287. .3439 

(U78721) putative tyrosyl-tRNA synthetase [Arabidopsis thaliana] 



Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 


Gene No. 


11652 


Strand 




Start 


270 


End 


4217 


Name 


OJ990402 31.9C10.C6.ol.-gs 


Method 


GENSCAN 


Start 


1231 


End 


4217 


CZT 
bl 


none 


Score 


.69 


Exons 


1231.. 1254, 1397.. 1663, 3287 


..3513, 3797. .3856, 4013. .4217 


Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 


Gene No. 


11653 


Strand 




Start 


5536 


End 


6221 


Name 


OJ990402 31.9C10.C6.o2.gs 


Method 


GENSCAN 


Start 


5536 


End 


6221 


GI 


none 


Score 


.98 


Exons 


5536.. 5948, 6212.. 6221 






Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 


Gene No. 


11654 


Strand 




Start 


8859 


End 


10676 


Name 


OJ990402 31.9C10.C6.ol.gp 


Method 


AAT/GAP 


Start 


8529 


End 


9063 


GI 


15767 1.R1084 


Score 


978 


Exons 


8529. .9063 






GI Descrip. 


'2829918 1.0e-ll (AC002291) 


similar to 


"tub" protein 




gp_U824 68_2072162 [Arabidopsis thaliana] ' 


Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 


Gene No. 


11654 


Strand 




Start 


8859 


End 


10676 


Name 


OJ990402 31.9C10.C6.o3.gs 


Method 


GENSCAN 


Start 


8859 


End 


9410 


GI 


none 


Score 


.62 


Exons 


8859. .9410 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5558 
11654 . 
8859 

OJ990402_31 . 9C10 . C6. o2 . np 
8862 
5777631 



10676 
AAT/NAP 
10676 
1357 

8862.. 9282, 9310.. 9618, 9701.. 9833, 1008 6 .. 10173, 
(AJ245900) CAA303719..1 protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 31.9C10.C6 



10311. .10676 



5744 



■I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5558 Seq. ID OJ990402_31.9Cl0.C6 

11654 Strand 

8859 End 10676 

OJ990402_31.9C10.C6.o2.gp Method AAT/GAP 

9073 End 9551 

17411_1.R1084 Score 906 

9073.. 9551 

, 5777631/emb|CAB53492.1| 1.0e-46 (AJ245900) CAA303719.1 protein 
[Oryza sativa] 1 

OJ990402 31.9C10.C6 



5558 Seq. ID 

11655 Strand 
24856 End 
OJ9904 02_31 . 9C10 . C6 . 06 . gp Method 
24856 End 
29_1.R1084 Score 
24856. .24990, 
26401. .26466, 
27428. .27494, 
28072. .28400 

' 3913640/sp | 064 421 1 F16Q_ORYSA 0 . 0e+00 
FRUCTOSE-1, 6-BISPHOSPHATASE, CYTOSOLIC 

(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
>gi_3041775_dbj_BAA25422_ (AB007193) fructose-1, 6-bisphosphatase 
[Oryza .sativa] 1 



25077, 
26543. 
27603. .27664, 27753. 



.25863, 25982. 
.26613, 26741. 



33093 
AAT/GAP 
28400 
3740 

26057, 26157. .26243, 
26827, 26910. .27023, 
27827, 27920. .27967, 



5558 
11655 
24856 

OJ990402_31.9C10.C6.o8.gs 
25756 



Seq. ID OJ990402_31.9C10.C6 



none 
25756. 
27428. 
28072. 



.25863, 25982. 
.27494, 27603. 
.28345, 29719. 



30758. .30823, 31280, 



Strand 

End 33093 
Method GENSCAN 
End 33079 
Score .56 
26243, 26401. .26519, 26910. 
27664, 27753. .27827, 27860. 
29746, 29875. .29887, 30439. 
31393, 32075. .32241, 32763. 



.27023, 
.27967, 
.30525, 
.33079 



5558 Seq. ID 

11655 Strand 
24856 End 33093 

OJ990402_31.9C10.C6.o6.np Method AAT/NAP 

25759 End 28230 

3913640 Score 1423 

25759. .25863, 25982 .. 26057 , 26157 .. 26243, 26401. 
26543. .26613, 2674 1 26827 , 26910 .. 27023, 27428. 
27603. .27664, 27753 .. 27827, 27920 .. 27 967 , 28072. 
FRUCTOSE-1, 6-BISPHOSPHATASE, CYTOSOLIC 
(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) 
gi I 3041775 |dbj |BAA25422| (AB007193) fructose-1, 6 
[Oryza sativa] 



OJ990402 31.9C10.C6 



.26466, 
.27494, 
.28230 

(FBPASE) 
-bisphosphatase 



5558 Seq. ID 

11655 Strand 

24856 End 

OJ990402_31 . 9C10 . C6 . o7 . gp Method 

29472 End 

41947 1.R1084 Score 



OJ990402_31.9C10.C6 

33093 
AAT/GAP 
30518 
802 



5745 





Exons 


29472..29746, 29875 .. 29962, 30439.. 30518 




GI Descrip. 


M097579 4. 


0e-14 (U64922) NTGP1 [Nicotiana tabacum] 1 




Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 




Gene No. 


11655 


Strand 






Start 


24856 


End 


33093 




Name 


OJ990402 31 


. 9C10 . C6 . o7 . np Method 


AAT/NAP 




Start 


29915 


End 


32997 




GI 


4097579 


Score 


619 




Exons 


29915. .29962, 30439 .. 30525, 30758 .. 30823, 31280 31393, 






32075. .32172, 32763 .. 32904 , 32947.. 32997 




GI Descrip. 


(U64922) NTGP1 [Nicotiana tabacum] 






Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 




Gene No. 


11655 


Strand 






Start 


24856 


End 


33093 




Name 


OJ990402 31 


. 9C10 . C6 . 08 . gp Method 


AAT/GAP 




Start 


31342 


End 


33093 




GI 


34788 1.R1084 Score 


851 




Exons 


31342. .31393, 32075 .. 32172, 32763.. 33093 




GI Descrip. 


'4097561 3. 


Oe-26 (U64918) ATGP1 [Arabidopsis thaliana] • 




Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 




Gene No. 


11656 


Strand 






Start 


33389 - 


Erfd- 


33461 




Name 


OJ990402 31 


.9C10.C6.o5.ts Method 


TBLASTX : Soybean 




Start 


517 


End 


3424 


Li 


GI 


none 


Score 


65 


: =? 


Exons 


517. .645, 539. .655, 540. .659, 1167. .1247', 1374 . .1484, 


. i 
. i-E 




1379. .I486, 


1485.. 1598, 1487.. 1666, 3287.. 3424 


,J 

M j 


Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 




Gene No. 


11656 


Strand 






Start 


33389 


End 


33461 




Name 


OJ990402 31 


. 9C1 0 . C6 . o7 . tm Method 


TBLASTX: Maize 


! . I 


Start 


520 


End 


1639 


[ — 


GI 


none 


Score 


73 


,3 


Exons 


520. .645, 521. .655, 539. .655, 540. .659 


, 1167. .1247, 1377. .1571, 


, J 




1379. .1588, 


1403.. 1588, 1580.. 1639 






Seq. No. 


5558 


Seq. ID 


OJ990402_31. 9C10..C6 




Gene No / ' 


11656 


Strand 






Start 


33389 


End 


33461 




Name 


OJ990402 31 


. 9C10 . C6 . o4 . tm Method 


TBLASTX: Maize 




Start 


8728 


End 


9450 




GI 


none 


Score 


49 




Exons 


8728. .8784, 


8729. .8791, 8831. .9229, 8865. .8996, 9054. .9236, 






9058. .9237, 


9204. .9449, 9210. .9449, 9214. .9450 




Seq. No. 


5558 


Seq. ID 


OJ990402_31.9C10.C6 




Gene No. 


11656 


Strand 






Start 


33389 


End 


33461 




Name 


OJ990402 31 


. 9C10 . C6 . o4 . ts Method 


TBLASTX : Soybean 




Start 


8851 


End 


9194 




GI 


none 


Score 


14 6 




Exons 


8851. .8997, 


8857. .8994, 8865. .8996, 9054. .9194, 9064. .9165 



5746 



Seq. No. 


5558 








Seq. ID 


OJ990402_31.9C10.C6 


Gene No. 


11656 








Strand 




Jldl L 










End 


33461 


Name 


OJ990402 31. 


9C10. 


C6.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8860 








End 


9414 


GI 


none 








Score 


117 


Exons 


8860. .8997, 


8865. 


.8996, 


9048. 


.9134, 9054.. 9191, 9055.. 9165 




9171. .9248, 


9263. 


.9325, 


9289. 


.9342, 9339.. 9413, 9340.. 9414 


Seq. No. 


5558 








Seq. ID 


OJ990402_31.9C10.C6 


UCllC Vi\J • 










Strand 




Start 


33389 








End 


334 61 


Name 


OJ990402 31. 


9C10. 


C6.o7. 


tw 






Start 


8860 










ft QQ1 


GI 


none 








OLUl C 


x j ^ 


Exons 


8860. .8991, 


8865. 


.8990 








Seq. No. 


5558 








Seq. ID 


OJ990402_31.9C10.C6 












Strand 




Start 


33389 








End 


33461 


Name 


OJ990402 31. 


9C10. 


C6.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


9054 








End 


9178 


GI 


none 








Score 


187 


Exons 


9054. .9173/.. 


9058. 


.9165, 


9059. 


.9178 




Seq. No. 


5558 








Seq. ID 


OJ990402_31.9C10.C6 












Strand 




Start 


33389 








End 


33461 


Name 


OJ990402 31. 


9C10. 


C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


9192 








End 


9513 


GI 


none 








Score 


202 


Exons 


9192. .9242, 


9201. 


.9248, 


9298. 


.9510, 9324.. 9512, 9361.. 9513 


Seq. No. 


5558 








Seq. ID 


OJ990402_31.9C10.C6 


Gene No. 


11656 








Strand 




Start 


33389 








End 


33461 


Name 


OJ990402 31. 


9C10. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9219 








End 


10679 


rir 


none 








Score 


46 


Exons 


9219. .9257, 


9310. 


.9342, 


9324. 


.9350, 9351.. 9485, 9351.. 9533 




9352. .9519, 


9355. 


.9558, 


9519. 


.9620, 9549.. 9620, 9568.. 9633 




9577. .9621, 


9667. 


.9843, 


9696. 


.9785, 9701. .9847, 10075. .101' 




10296. .10583, 10311 .. 10511 , 10312 .. 10584 , 10599 .. 1067 9, 




10599. .10676 










Seq. No. 


5558 








Seq. ID 


OJ990402_31.9C10.C6 




11656 








Strand 




Start 


33389 








End 


33461 


Name 


OJ990402 31. 


9C10. 


C6.06. 


tc 


Method 


TBLASTX: Cress 


Start 


9420 








End 


9816 


GI 


none 








Score 


90 


Exons 


9420. .9572, 


9558. 


.9620, 


9700. 


.9816 




Seq. No. 


5558 








Seq. ID 


OJ990402_31.9C10.C6 


Gene No. 


11656 








Strand 




Start 


33389 








End 


33461 


Name 


OJ990402 31. 


9C10. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 



5747 



Start 
GI 

Exons 



9450 End 10730 

none Score 135 

9450.. 9617, 9451. .9648, 9452.. 9655, 9698.. 9832, 9699.. 9833, 
9703. .9843, 9707. .9844, 10081 .. 10179, 10087 10173, 
10296. .10730, 10320.. 10727 



Seq. No. 5558 Seq. ID 

Gene No. 11656 Strand, 

Start 33389 . End 

Name OJ990402_31 . 9C10 .C6.o4 . tc . Method 

Start 10075 End 

GI none Score 

Exons 10075. .10176, 10260 .. 10289, 10296 .. 10373, 10312 

10314. .10526, 10328. .10501, 1037 1 .. 10529, 10375 

10583. .10675, 10587 . '. 10682, 10587 .. 10676, 10615 



OJ990402 31.9C10.C6 



33461 

TBLASTX: Cress 
10682 
69 



10374, 
10551, 
10677 



Seq. No. . 5558 Seq. ID 

Gene No. 11656 Strand 

Start 33389 End 

Name OJ9904 02_31 . 9C10 . C6 . o2 . tw Method 

Start 10330 End 

GI none Score 

Exons 10330. .10509, .10332. .10583, 1034 4 .. 10565, 10599 .. 10685, 
10642. .10677 



OJ990402_31.9C10.C6 
33461 

TBLASTX: Wheat 
10685 

196 ■: 



i y 



Seq. No. 5558 
Gene No. 11656 
Start 33389 

Name OJ9904 02_31 . 9C10 . C6 . 08 . tm 

Start 18932 
GI none 
Exons 18932. 

19719. 

20221. 



,19024, 18944. 
.19832, 20216. 
.20334, 20362. 



.19024, 
.20326, 
.20430, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_31.9C10.C6 
33461 

TBLASTX: Maize 

20437 

153 



19705. .19818, 19717. .19833, 
20218. .20334, 20220 .. 20339, 
20366. .20428, 20366.. 20437 



I. 



Seq. No. 5558 Seq. ID 

Gene No. 11656 Strand 

Start 33389 End 

Name OJ990402_31 . 9C10 .C6.08 . tw ' Method 

i Start 19717 End 

GI none Score 
Exons 



OJ990402_31.9C10.C6 
33461 

TBLASTX: Wheat 

20437 

76 



19717. .19764, 19719 .. 19754 , 19760 19816, 19765 .. 19833, 
19765. .19818, 20216 .. 20326, 20218 20334 , 20220 .. 20339, 
20221. .20334, 20362 .. 20430, 20362 204 30, 20366.. 20437 



Seq. No. 5558 

Gene No. 11656 

Start 33389 

Name OJ990402_31 . 9C10 .C6 . 06 . tm 

Start 21248 

GI none 

Exons 21248. .21316, 21279 .. 21317, 
21593. .21724, 21594 .. 21734 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21413. .21463, 
21683. .21742 



OJ990402 31.9C10.C6 



33461 

TBLASTX: Maize 
21742 
62 

21434. .21463, 



Seq. No. 
Gene No , 
Start 



5558 

11656 

33389 



Seq. ID 

Strand 

End 



OJ990402 31.9C10.C6 



33461 



5748 



Name 

Start 

GI 

Exons 



OJ990402_31 . 9C10 . C6 . o2 . tm 
23951 
none 
23951. 
24363. 
24510. 
24708. 
24910. 
25244. 



.24091, 24007. .24075, 

.24431, 24364 . .24432, 

.24608, 24518. .24628, 

.24773, 24833.-24988, 

.24996, 25079. .25159, 
.25282 



Method TBLASTX : Mai ze 

End 25282 

Score 137 
24234..24266, 24235 .. 24267 , 
24365. .24433, 24504 24 626, 
24518. .24628, 24 667 24777 , 
24843. .24989, 24868 .. 24 993, 
25080, .25157, 25126 25158 , 



Seq. No. 5558 
Gene No. 11656 
Start 33389 

Name OJ990402_31 . 9C10 .C6 . ol . tc 

Start ' 23984 
GI none 

Exons 23984. .24091, 24 001 .. 24075, 

24363. .24431, 24 364 .. 24 4 32, 

24518. .24649, 24 518 .. 24 628, 

24708. .24776, 24 709 .. 24777, 

24866. .24991, 24868.-24 993, 
25244. .25288 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24234. .24266, 
24510. .24608, 
24667. .24777, 
24833. .24988, 
24879. .24989, 



OJ990402 31.9C10.C6 



33461 

TBLASTX: Cress 
25288 
143 

24235 
24516 
24708 
24843 



.24267, 
.24626, 
.24782, 
.24989, 



25079. .25159, 



^ Seq. No. 
W Gene No. 
m Start 
I'M Name 
'A Start 
GI 

Exons 



i Lf 



5558 Seq. ID 

11656 . " Strand 

3338 9 End 

OJ990402_31 . 9C10 . C6 . o2 . ts Method 

24010 - End 

none Score 



OJ990402_31.9C10.C6 
33461 

TBLASTX : Soybean 

25159 

119 



24010. .24075, 24 011 .. 24091, 24363 .. 24428 , 24364.-24 432, 

24510. .24608, 24 521 .. 24 628, 24706 .. 24777 , 24708 2477 6, 

24833. .24988, 24 843 .. 24 989, 24879 .. 24 989, 25077 .. 25136, 
25079.. 25159 



Seq. No. 
Gene No. 
Start 
,3 . Name 
Start 
GI 

Exons 



5558 
11656 
33389 

OJ9904 02_31.9C10.C6.ol.tw 
24545 



none 

24545. 

24708. 

24843. 

25079. 



Seq. ID OJ990402_31. 9C10.C6 
Strand 

End 334 61 

Method TBLASTX : Wheat 
End 25282 
Score 109 

24628, 24546. .24608, 24583 .. 24 630, 24706 .. 24777 , 
24779, 24708. .24776, 24709. . 24777, 24833 .. 24 988 , 
24989, 24868. .24990, 25062 25154 , 25077 .. 25154 , 
25159, 25244.. 25282 



Seq. No. 5558 
Gene No. 11656 
Start 33389 

Name OJ9904 02_31 . 9C10 . C6 . o3 . tw 

Start 25738 

GI none 

Exons 25738. .25860, 25745 

25976. .26056, 25983 
26156. .26251, 26157 
26403. .26468, 26534 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25864, 25758. .25859, 25762 
26057, 25987. .26058, 25989 
26267, 26169. .26276, 26401 
26560 



OJ990402 31.9C10.C6 



33461 

TBLASTX: Wheat 
26560 
74 



.25866, 
.26066, 
.26463, 



Seq. No. 



555S 



Seq. ID OJ990402_31.9C10.C6 



5749 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



11656 

33389 

OJ9904 

25746 

none 

25746. 

25976. 

26156. 

26401. 

26539. 

26742. 

26912. 

27602. 

27920. 



02 31.9C10.C6.o3.tm 



.25844, 
.26176, 
.26251, 
.26469, 
.26619, 
.26840, 
.27070, 
.27664, 
.27970, 



25757. 
25981. 
26157. 
26403. 
26542. 
26904. 
27423. 
27608. 
27920. 



.25864, 
.26052, 
.26261, 
.26474, 
.26616, 
.27023, 
.27497, 
.27664, 
.27970, 



Strand 

End 33461 
Method TBLASTX 
End 28257 
Score 138 
25759. .25866, 25760 
25983. .26054, 26145 
26158. .26289, 26401 
26534 . .26614, 26537 
26728. .26823, 26732 
26908. .27024, 26911 
27425. .27496, 27601 
27752. .27829, 27753 
28072. .28257, 28073 



Maize 



. .25864, 
. .26246, 
. .26469, 
. .26614, 
. .26827, 
. .27024, 
. .27663, 
. .27830, 
. .28207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5558 

11656 

33389 

OJ9904 

25754 

none 

25754. 

26156. 

26534. 

26732. 

26910. 

27753. 

28072. 



02 31.9C10.C6.o3.ts 



.25864, 25756. 

.26251, 26157. 

.26614, 26539. 

.26827, 26742. 

.27089, 27423. 

.27830, 27920. 
.28227 



.25866, 
.26267, 
.26619, 
.26840, 
.27494, 
.27970, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_31.9C10.C6 
334*61 

TBLASTX : Soybean 

28227 

86 



25976. .26056, 25989 26048, 

26401. .26463, 26403 264 65, 

26551. .26616, 26710 26838, 

26904. .27023, 26908 .. 27024 , 

27425. .27496, 27 602 .. 27664 , 

28064. .28207, 28072 28227 , 



y Seq. No. 

3 Gene No. 
\\ Start 

Name 

& Start 

«j GI 

4 Exons 



5558 
11656 
33389 

OJ990402_31. 9C10.C6.o5.tc 
25757 



OJ990402 31.9C10.C6 



none 
25757. 
25996. 
26159. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

25864, 25759. .25866, 2597 6 .. 26056, 25992 .. 26057 , 
26058, 26008. .26058, 26156 .. 26245 , 26157 .. 2624 6, 
26248, 26163. .26246, 26401 .. 264 63, 26403.. 26468 



33461 

TBLASTX: Cress 

26468 

91 



Seq. No. 5558 

Gene No. 11656 

Start 33389 

Name OJ990402_31 . 9C10.C6.o2 .tc 

Start 26934 

GI none 
Exons 



Seq. ID OJ990402_31.9C10.C6 
Strand 

End 33461 

Method TBLASTX : Cress 

End 28233 

Score 100 



26934. .27023, 27423.-274 94, 27425 .. 274 96, 27601 .. 27663, 
27602. .27661, 27753 .. 27830, 27754 .. 27789, 27920 .. 27970, 
28072. .28233, 28073.. 28207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5558 

11656 

33389 

OJ990402_31. 9C10.C6.o6.ts 

29909 

none 



Seq. ID OJ990402_31.9C10.C6 
Strand 

End 33461 

Method TBLASTX : Soybean 

End 32997 

Score 114 



29909. .29965, 30436 .. 30525, 30440 .. 30523, 30750 .. 30848 , 
30758. .30823, 30760 .. 30825, 32072 .. 32173, 32073 .. 32177 , 



5750 



32073. .32174, 32083 32175, 32764 .. 32907 , 32765 .. 32908 , 
32968. .32997 



Seq. No. 5558 Seq. ID 

Gene No. 11656 Strand 

Start 33389 End 

Name OJ990402_31 . 9C10 . C6 . o7 . tc Method 

Start 29909 End 

GI none Score 
Exons . 



OJ990402_31.9C10.C6 
33461 

TBLASTX : Cress 

32997 

68 ■ 



29909. .29965, 29919 .. 29963, 30436 30525, 304 40 .. 30523, 

30750. .30845, 30758 .. 30823, 31280 31312, 31358 31396, 

32067. .32177, 32072 .. 32173, 32764 32907 , 327 65 32908 , 
32968. .32997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5558 

11656 

33389 

OJ990402_31 . 9C10 . C6 . o4 . tw 

32065 

none 

32065. .32178, 32072 .. 32173, 
32765. .32908, 32966 .. 33013, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



32073. .32174, 32764 
32966. .33004 



OJ990402_31.9C10.C6 
33461 

TBLASTX: Wheat 

33013 

161 

32907, 



Q Seq. No. 

■A Gene No. 

' ;=n Start 

jlil Name 
Start 

R GI 

Lj Exons 

w 

pi 

[" Seq. No. 

: L Gene No. 

H Start 

"'•■4 Name 

j s £ Start 

Exons 

|;f GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 31.9C10.C6 



5558 
11656 
33389 

OJ990402_31 . 9C10 .C6.o5.tm 
32764 
none 

32764. .32910, 32765 32911, 32966. . 33013, 32966.-32998, 
33092. .33133 



33461 

TBLASTX: Maize 

33133 

239 



5558 Seq. ID OJ990402_31 . 9C10 . C6 

11656 Strand 

33389 End 33461 

OJ990402_31.9C10.C6.o9.gp Method AAT/GAP 

33389 End 33461 

267_4.R1084 Score 114 

33389. .33461 

•122085/spl P05203|H3_MAIZE 9.0e-56 HISTONE H3 

>gi_81641_pir S06250 histone H3 - Arabidopsis thaliana 

>gi_82482_pir S04099 histone H3 (variant H3R-21) - rice 

>gi_1362194_pir S57626 histone H3 - maize 

>gi_20251_emb_CAA31969_ (X13678) histone H3 (AA 1-136) [Oryza 
sativa] >gi_20253_emb_CAA31970_ (X13680) histone H3 (AA 1-136) 
[Oryza sativa] >gi_168493 (M36658) histone H3 (H3C3) [Zea may 1 



5559 Seq. ID 

11657 Strand 
27 9 End 
OJ990402_31 . 9C10 . C7 . ol . gp Method 
279 End 
15881JL.R1084 Score 
279. .762 

' 1703108/ sp I P534 92] ACT2_ARATH 

>gi_2129525_pir S71210 actin 

>gi_2129528_pir S68107 actin 



OJ990402_31.9C10.C7 
7 62 

AAT/GAP 

762 

916 



0.0e+00 ACTIN 2/7 
2 - Arabidopsis thaliana 
7 - Arabidopsis thaliana 



5751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



rU GI 



Exons 



□ 

Seq. No. 

»f e Gene No. 

= y Start 

i3 Name 

□ Start 

! g GI 

i f Exons 



>gi_1049307 (U37281) actin-2 [Arabidopsis thaliana] >gi_1943863 
(U27811) actin7 [Arabidopsis thaliana] 1 



5560 

11658 

1740 

OJ990402_31 . 9C10 . C9 . ol . gs 

1740 

none 

1740.. 1855, 2046. .2100 



Seq. ID OJ990402_31.9C10.C9 
Strand 

End 2100 

Method GENSCAN 

End 2100 

Score .79 



5561 
11659 
1 

OJ990402_31.9C10.C10.ol.np 
1 

115786 

1..24, 2791. .2974, 3706. .3834 

CHLOROPHYLL A-B BINDING PROTEIN PRECURSOR (LHCII TYPE I CAB) 
(LHCP) gi | 82680 Ipir | IA29119 chlorophyll a/b-binding protein - 
maize gi | 22357 | emb | CAA68451 | (Y00379) LHCP [Zea mays] 



Seq. ID OJ990402_31.9C10.C10 
Strand 

End 3834 

Method AAT/NAP 

End 3834 

Score 112 



5561 

11660 

4316 

OJ990402_31 . 9C10 . C10 . o2 . tm 

2828 

none 



Seq. ID OJ990402_31. 9C10.C10 
Strand 

End 4 939 

Method TBLASTX: Maize 

End 2989 

Score 37 



2828.-2923, 2830. .2850, 2870. .2929, 2882 .. 2989, 2900 .. 2968 



5561 

11660 

4316 

OJ990402_31. 9C10.C10.ol.ts 

4301 

none 



Seq. ID OJ990402_31. 9C10.C10 
Strand 

End 4 939 

Method TBLASTX : Soybean 

End 4916 

Score 39 



4301. .4741, 4584. .4694, 4784. .4915, 4794. .4916 



Seq. No. 5561 

Gene No. 11660 

Start 4316 

Name OJ9904 02_31 . 9C10 . C10 . o2 . gs 

Start 4316 

GI none 

Exons 4316.. 4868 



Seq. ID OJ990402_31. 9C10.C10 
Strand 

End 4 939 

Method GENSCAN 

End 4868 

Score .99 



Seq. No. 5561 

Gene No. 11660 

Start 4316 

Name OJ990402_31 . 9C10 .C10 .o2 . np 

Start 4334 

GI 4314356 

Exons 4334.. 4939 

GI Descrip. (AC006340) putative anthocyanidin-3-glucoside 
rhamnosyltransferase [Arabidopsis, thaliana] 



Seq. ID OJ990402_31. 9C10.C10 
Strand 

End 4939 

Method AAT/NAP 

End 4939 

Score 393 



Seq. No. 



5561 



Seq. ID OJ990402_31. 9C10.C10 



5752 




bene ino. 


11D OU 








o u idnu 




Start 


4316 








End 


4939 


Name 


OJ990402 31 


-9C10. 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4454 








End 


4930 


GI 


none 








Score 


85 


Exons 


4454. .4741, 


4569, 


. .4694, 


4784. 


.4930 




Seq. No. 


5561 








Seq. ID 


OJ990402_31.9C10.C10 


bene ino . 


11DDU 








Strand 




Start 


4316 








End 


4939 


Name 


OJ990402 31 


.9C10. 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4541 








End 


4924 


GI 


none 








Score 


104 


Exons 


4541. .4741, 


4557, 


. .4694, 


4559. 


.4699, 4784. .4924, 4818. .4916 


Seq. No. 


5561 








Seq. ID 


OJ990402_31.9C10.C10 


Porta Kl s-\ 


1 1 fifin 

llOOU 








Strand 




Start 


4316 








End 


4939 


Name 


OJ990402 31 


.9C10, 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4541 








End 


4843 


GI 


none 








Score 


78 


Exons 


4541. .4735, 


4554 . 


. . 4694, 


4784. 


.4843 




Seq. No. 


5562 








Seq. ID 


OJ990402_31 . 9C10 . Cll 


Gene No. 


11661 








Strand 


+ 


Start 


2972 








End 


11351 


Name 


OJ990402 31 


.9C10, 


.Cll.o2 


. gs 


Method 


GEN SCAN 


Start 


2972 








End 


11351 


GI 


none 








Score 


.74 


Exons 


2972. .3062, 


3088, 


. .3299, 


4005. 


.4181, 5315. .5475, 5784. .6023, 




6127. .6208, 


6647, 


. .6706, 


7382. 


.9025, 9125.. 9226, 10205.. 10281 



10992. .11068, 11334.. 11351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



5562 
11661 
2972 

OJ990402_31 . 9C10 .Cll . o2 .np 
5372 
5306274 

5372.. 5466, 5784 
7382.. 7460, 7614 



OJ990402_31.9C10.C11 
+ 



Seq. ID 
Strand 

End 11351 
Method AAT/NAP 
End 11295 
Score 600 
5908, 6096.. 6208, 6521.. 6562, 6647 
7967, 8331. .8609, 8697. .8885, 8913 



6706, 
9025, 



9125.. 9233, 10242 .. 10348 , 10439 .. 10564 , 10738 10798, 
11210. .11295 

(AC006233) unknown protein [Arabidopsis thaliana] 



5562 Seq. ID 

11661 Strand 

2972 End 

OJ9904 02_31 . 9C10 . Cll . o2 . gp Method 

10181 End 

uC-osflM202083a09bl Score 



OJ990402_31. 9C10.C11 
+ 

11351 
AAT/GAP 
10961 
961 



10181. .10348, 10439. .10564, 10738. .10961 

f 5306274/gb|AAD42006.1|AC006233_17 4.0e-36 (AC006233) unknown 
protein [Arabidopsis thaliana] 1 



5562 
11662 



Seq. ID OJ990402_31.9C10.C11 
Strand 



5753 



Start 


1 




End 


907 




Name 




. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


567 




GI 


4314356 




Score 


258 




Exons 


1. .567 










GI Descrip. 


(AC006340) putative , 


anthocyanidin-3-glucoside 






rhamnosyltransf erase 


[Arabidopsis thaliana] 




Seq. No.- 


5562 




Seq. ID 




. 9C10.C11 


Gene No. 


llOOZ 




Strand 






Start 


1 




r nr ] 

Hil 1LI 






Name 


OJ990402 31.9C10.C11 


.ol.gs 


Method 


GENSCAN 




Start 


12 




End 


907 




GI 


none 




Score 


.46 




Exons 


12. .722, 855. .907 










Seq. No. 


5562 




Seq. ID 


OJ990402_31, 


.9C10.C11 


Gene No. 


11662 




Strand 






Start 


1 




End 


907 




Name 


OJ990402 31.9C10.C11 


.ol.gp 


Method 


AAT/GAP 




Start 


62 




End 


599 




GI 


4715255 




Score 


956 




Exons 


62. .599 










GI Descrip. 


4314356/gb|AAD15567 | 


5.0e-15 


(AC006340) 


putative 





anthocyanidin-3-glucoside rhamnosyltransf erase [Arabidopsis 
thaliana] 



U Seq. No. 

3 Gene No. 

jj Start 

2 Name 
f s Start 
* GI 

Exons 

3 

j Seq. No. 

7 Gene No. 

Z Start 

» Name 

3 Start 
3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



5562 Seq. ID 

11663 Strand 

11891 End 
OJ990402_31 . 9C10 . Cll . ol . tm Method 

116 End 

none Score 

116. .511, 117. .218, 303. .509, 308. .511 



5562 Seq. ID 

11663 Strand 

11891 End 
OJ990402_31 . 9C10 . Cll . o3 . ts Method 

290 End 

none Score 

290/. 553, 303.. 521 



OJ990402_31.9C10.C11 
12360 

TBLASTX: Maize 

511 

76 



OJ990402_31.9C10.C11 
.12360 

TBLASTX : Soybean 

553 

120 



5562 
11663 
11891 

OJ990402_31 . 9C10 . Cll . ol . ts 
8483 
none 

8483. .8590, 8702. .8842, 8734 
8867.. 9040, 9122 .. 9229,- 9124 
10258. 
10437. 

5562 
11663 
11891 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 31.9C10.C11 



12360 

TBLASTX: Soybean 
10872 
52 

8841, 8759. .9025, 8865. .8987, 
9219, 9125.. 9226, 10205 10351, 
10347, 10427. .10564, 10432 10563, 10436 .. 10564 , 
10565, 10438. .10566, 10721 .. 10792, 10732.. 10872 



Seq. ID 

Strand 

End 



OJ990402 31.9C10.C11 



12360 



5754 



,3E= 
I I 
•J 37 



: =5 



Name 


OJ990402_31 . 9C10 . Cll . o2 . tm 


Method 


TBLASTX: Maize 


otart 


Q*7 CQ 
0 / DO 


End 


10887 


GI 


none 


Score 


64 


Exons 


8768.. 8860, 8859.. 9011, 8864 


..9025, 8867. .9025, 9120. .9194, 




9122.. 9229, 9123.. 9233, 9124 


..9219, 10205. .10351, 10205 10357, 




10427. .10564, 10431 .. 10565, 


10432. .10566, 104 32 .. 10563, 




10732. .10887 






Seq. No. 


5562 ' ::y ' ■ 


Seq. ID 


OJ990402_31.9C10.C11 


Gene No. 


11663 


Strand 




CM 1 vf 


1 1 QQ1 . 


End 


12360 


Name 


OJ990402 31.9C10.Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


8912 


End 


9229 


GI 


none 


Score 


161 


Exons 


8912.. 9022, 8915.. 9040, 8916 


..9023, 8917.. 9024, 9125.. 9229, 




9127. .9219 






Seq. No. 


5562 


Seq. ID 


OJ990402_31 . 9C10 .Cll 


Gene No. 


11663 


Strand 




btart 


1 1 QQ1 


End 


12360 


Name 


OJ990402 31.9C10.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


10253 


End 


10794 


GI 


none 


Score 


139 


Exons 


10253. .10351, 10258. .10353, 


10432. .10563, 10433 10564, 




10732.. 10794 






Seq. No. 


5562 


Seq. ID 


OJ990402_31.9C10.C11 


Gene No . 


HDD J 


Strand 




Start 


11891 


End 


12360 


Name 


OJ990402 31.9C10.Cll.o3.gs 


Method 


GENSCAN 


Start 


11891 


End 


12316 


GI 


none 


Score 


.98 


Exons 


11891. .12316 






Seq. No. 


5562 


Seq. ID 


OJ990402_31.9C10.C11 * 


Gene No. 


11663 


Strand 




Of -1 vf 

otart 




End 


12360 


Name 


OJ990402 31.9C10.Cll.o2.ts 


Method 


TBLASTX : Soybean 


Start 


11894 


End 


12355 


GI 


none 


Score 


66 


Exons 


11894. .11998, 11898. .11999, 


12011. .12136, 12015. .12077, 




12200.. 12355 






Seq. No. 


5562 


Seq. ID 


OJ990402_31.9C10.C11 


Gene No. 


11663 


Strand 






1 1 R Q1 


End 


12360 


Name 


OJ990402 31. 9C10.Cll.o3.np 


Method 


AAT/NAP 


Start 


11894 


End 


12360 


GI 


4886282 


Score 


407 


Exons 


11894. .12360 






GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


5563 


Seq. ID 


OJ990402_31.9C10.C12 


Gene No. 


11664 ■ 


Strand 


+ 


Start 


7358 


End 


7702 


Name 


OJ990402 31.9C10.C12.ol.gp~ 


Method 


AAT/GAP 


Start 


7358 


End 


7702 



5755 



GI 63060_1.R1084 Score 658 

Exons 7358.. 7702 

GI Descrip. ' 5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


5563 




Seq. ID 


OJ990402_31.9C10 


.C12 


Gene No. 


11665 




Strand 






Start 


1 




End 


481 




Name 


OJ990402 31.9C10.C12.ol. 


.np 


Method 


AAT/NAP 




Start 


1 




End 


481 






6671940 




Score 


182 




Exons . 


1. .481 










GI Descrip. 


(AC016795) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 






beq. lu 


ojyy<J4uz oi.yciu 


.C12 


Gene No. 


1 lOOO 




Q 4- — -J 






Start 


/jy / 




bna 


f DO 4 




Name 


OJ990402 31.9C10.C12.ol, 


,tm 


Method 


TBLASTX: Maize 




O 4- -s —.4- 

b tar t 


89 ' 




End 


457 




GI 


none 




Score 


i on 




Exons 


QQ OQQ OCA / 

oy..zyy, oou..4o/ 










Seq. No. 


CCC3 

ODD O 




beq. iu 


ujyyu4u^ oi.y^xu 


-C12 


Gene No. 






O 4- v-nnH 

otrana 






Start . 


/ jy / 






*7 CQ /t 
■ / DO 4 




Name 


OJ990402 31.9C10.C12.ol, 


. tw 


Method 


TBLASTX : Wheat 




otarL 


239 




End 


490 




GI 


none 




Score 


DO 




Exons 


OOQ OQQ OCO TrtC ono 




o4 / . .40/ 


, JO 1 . . 4 , o / 1 . . 


490 


Seq. No. 


c r /"O 

jjDj 




Seq. ID 


ojyyu4U2 ji.yciu 


.C12 


Gene No. 


llDOD 




Strand 






Start 


TOOT 

/ jy / 




hnd 


f DO 4 




Name 


OJ990402 31.9C10.C12.ol, 


.tc 


Method 


TBLASTX: Cress 






245 




End 


457 




GI 


none 




Score 


oU 




Exons 


245. .322, 252. .323, 348, 


. .452, 


OCA / CI 

350 . .4 57 






Seq. No. 


5563 




Seq. ID 


OJ990402_31.9C10 


.C12 


Gene No. 


11666 




Strand 






Start 


7397 




End 


7684 




Name 


OJ990402 31.9C10.C12.ol, 


,ts 


Method 


TBLASTX : Soybean 




O -4- -* -v- 4- 


245 




End 


457 




GI 


none 




Score 


117 




Exons 


245. .289, 302. .457, 306. 


, .452, 


371. .457 






Seq. No. 


5563 




Seq. ID 


OJ990402_31.9C10 


.C12 


Gene No. 


11666 




Strand 






Start 


7397 




End 


7684 




Name 


OJ990402 31.9C10.C12.o2. 


,gs 


Method 


GENSCAN 




Start 


7397 




End 


7684 




GI 


none 




Score 


.99 




Exons 


7397. .7684 










Seq. No.. 


5564 




Seq. ID 


OJ990402_31.9C10 


• C13 


Gene No. 


11667 




Strand 






Start 


8637 




End 


12047 





5756 



Name 


OJ990402 31.9C10.C13.o2. 


np 


Method 


AAT/NAP 




Start 


8637 




End 


12047 




GI 


6815109 




Score 


173 




Exons 


8637.. 8759, 9470.. 9728, 


12023 


. .12047 






GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


5564 




Seq. ID 


OJ990402_31.9C10 


.C13 


Gene No. 


11668 




Strand 






Cfa r f 
O Ldl L 


1 




End 


6992 




Name 


OJ990402 31.9C10.C13.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


6992 




GI 


4996640 




Score 


229 




Exons 


1..151, 6612.. 6747, 6917 


. .6992 






GI Descrip. 


(AB028129) Dof zinc finger protein [Oryza sativa] 




Seq. No. 


C C £ A 

5564 




O y» « T P\ 

Seq. ID 


ATQQft/lftO O 1 ft 1 ft 


.C13 


bene ino . 


t n ei c o 
11668 




Strand 






Start 


1 




End 


6992 




Name 


OJ990402_31. 9C10.C13.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


z 




T~> _J 

Lna 


1 Qfi 




GI 


none 




Score 


lib 




Exons 


o *t ft ft o too 

z . . 190, j. .loo 










Seq. No. 


C C C A 




Seq. ID 


a Toon /no oi fto i a 

ojyyu4u^ ji.yciu 


.C13 


bene lno. 


1 *i £ c o 




Strand 






Start 


1 




End 


6992 




Name 


OJ990402_31. 9C10.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


o 




End 


i y / 




GI 


none 




Score 


1 C A 

154 




Exons 


O 1 ft/" O T ft ""7 

2 . . 196, 3 . . 197 










Seq. No. 


5564 




Seq. ID 


ojyyo4Uz ji.yciu 


.C13 


bene lno . 


i 1 ft 

11668 




Strand 






Start 


1 




End 


6992 




Name 


OJ990402_31.9C10.C13.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


1 ft A 

194 




GI 


none 




Score 


106 




Exons 


2. .193, 3. .194 










Seq. No. 


5565 




Seq. ID 


OJ990402_31.9C10 


.C14 


bene ino . 


11669 




Strand 


+ 




Start 


37 • 




End 


698 




Name 


OJ990402 31.9C10.C14.ol. 


gs 


Method 


GENSCAN 




Start 


37 




End 


698 




GI 


none 




Score 


.84 




Exons 


37. .62, 536. .698 










Seq. No. 


5565 




Seq. ID 


OJ990402_31.9C10 


.C14 


bene wo. 


11670 




Strand 






Start 


2177 




End 


2709 




Name 


OJ990402 31.9C10.C14.o2. 


gs 


Method 


GENSCAN 




Start 


2177 




End 


2709 




GI 


none 




Score 


.76 




Exons 


2177. .2278, 2632. .2709 










Seq. No. 


' 5566 




Seq. ID 


OJ990402_31.9C10 


.C15 


Gene No. 


11671 




Strand 


+ 





5757 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 

End 

Score 



5468 
AAT/NAP 
5468 
5485 



724 

OJ990402_31.9C10.C15.ol.np 
724 

6498441 

724. .1788, 2119. .2582, 2646. 
4047. .4427, 4599. .5468 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



3019, 3203.. 3337, 3512.. 3854, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5566 

11671 

724 

OJ9904 02_31 . 9C10 . C15 . o5 . tw 

873 

none 



Seq. ID OJ990402_31.9C10.C15 



Strand 
End 

Method 

End 

Score 



+ 

5468 

TBLASTX: Wheat 

1265 

58 



873. .920, 927. .1025, 932. .1024, 992. .1231, 1008. .1265 



Seq. No. 


5566 








Seq. ID 


OJ990402 31.9C10. 


C15 


Gene No. 


11671 








Strand 


+ 




Start 


724 








End 


5468 




Name 


OJ990402 31 


.9C10 


.C15.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


878 








End 


1163 




GI 


none 








Score 


197 




Exons 


878. .1162, 


915. . 


1163 










Seq. No. 


5566 








Seq. ID 


OJ990402_31.9C10. 


C15 


Gene No. 


11671 








Strand 


+ 




Start 


724 








End 


5468 




Name 


OJ990402 31 


.9C10 


.C15.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1273 








End 


4733 




GI 


none 








Score 


236 




Exons 


1273. .1326, 


4299 


. .4550, 


4299. 


.4496, 4364. .4540, 4584. .4733, 




4593. .4730, 


4595 


. .4732 










Seq. No. 


5566 








Seq. ID 


OJ990402_31.9C10. 


C15 


Gene No. 


11671 








Strand 


+ 




Start 


724 








End 


5468 




Name 


OJ990402 31 


.9C10 


.C15.o3, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2003 








End . 


2489 




GI 


none 








Score 


401 




Exons 


2003. .2176, 


2004 


. .2489, 


2198. 


.2458, 2268.-2462 




Seq. No. 


5566 








Seq. ID 


OJ990402_31.9C10. 


C15 


Gene No. 


11671 








Strand 


+ 




Start 


724 








End 


5468 




Name 


OJ990402 31 


. 9C10 


.C15.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2654 








End 


3116 




GI 


none 








Score 


576 




Exons 


2654. .3109, 


2655 


. .3116, 


2655. 


.3110 






Seq. No. 


5566 








Seq. ID 


OJ990402_31.9C10. 


C15 


Gene No. 


11671 








Strand 


+ 




Start 


724 








End 


5468 




Name 


OJ990402 31 


.9C10 


.C15.o3. 


.ts 


Method 


TBLASTX : Soybean 




Start 


2694 








End 


3059 




GI 


none 








Score 


117 





5758 



Exons 



2694.. 2918, 2925.. 3059 



Seq. No. 5566 Seq. ID 

Gene No. 11671 Strand 

Start 724 End 

Name- OJ990402_31 . 9C10 . C15 . ol . tm Method 

Start 2784 End 

GI none Score 

Exons 2784.. 3140, 2819.. 3130, 2835. .3140 



OJ990402_31 . 9C10 .C15 
+ 

5468 

TBLASTX: Maize 

3140 

381 



Seq. No. 5566 Seq. ID 

Gene No. 11671 Strand 

Start 724 End 

Name OJ9904 02_31 . 9C10 . C15 . o2 . tm Method 

Start 3167 End 

GI none Score 

Exons 3167.. 3532, 3168.. 3551 



OJ990402_31.9C10.C15 
+ 

5468 

TBLASTX : Maize 

3551 

358 



Seq. No. 5566 Seq. ID 

Gene No. 11671 Strand 

Start 724 End 

Name OJ990402_31 . 9C10 .C15 .o2 .tw Method - 

Start 3224 End 

GI none Score 

Exons 3224.. 3637, 3225.. 3644 



OJ990402_31.9C10.C15 
+ 

5468 

TBLASTX: Wheat 

3644 

484 



Seq. No. 5566 Seq. ID 

Gene No. 11671 Strand 

Start 724 End 

Name OJ9904 02_31 . 9C10 .C15.ol.ts Method 

Start 3303 End 

GI none Score 

Exons 3303.. 3674, 3320.. 3463 



OJ990402_31.9C10.C15 
+ 

5468 

TBLASTX : Soybean 

3674 

277 



'5 Cf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5566 Seq. ID 

11671 Strand 
724 End 
OJ990402_31. 9C10.C15.o2.ts Method 
4422 End 
5666795 Score 
4422. .4520, 4596. .4733, 4788. .4988 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



OJ990402_31.9C10.C15 
+ 

5468 

TBLASTX : Soybean 
4988 
68 



Seq. No. 5566 Seq. ID 

Gene No. 11671 Strand 

Start 724 End 

Name OJ990402_31 . 9C10 . C15 . o7 . tw Method 

Start 4736 End 

GI none Score 

Exons 4736. .4912, 4767 .. 4937, 4788 .. 5048 



OJ990402_31.9C10.C15 
+ 

5468 

TBLASTX: Wheat 

5048 

192 



Seq. No. 5566 Seq. ID 

Gene No. 11671 Strand 

Start 724 End 

Name OJ990402_31 . 9C10 . C15 . 06 .tw Method 

Start -5139 * End 

GI none Score 



OJ990402_31.9C10.C15 
+ 

5468 

TBLASTX: Wheat 

5455 

217 



5759 



Exons 



5139. .5453, 5278. .5421, 5315. .5455 



Seq. No. 5566 Seq. ID 

Gene No. 11671 Strand 

Start 724 End 

Name OJ9904 02_31 . 9C10 . C15 . o3 . tm Method 

Start 5241 End 

GI none Score 

Exons 5241.. 5465, 5270.. 5458 



OJ990402_31.9C10.C15 
+ 

5468 

TBLASTX: Maize 

5465 

232 



'is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5567 Seq. ID 

11672 Strand 
1 End 
OJ990402_31. 9C10.C16.ol.np Method 
1 End' 
6498441 Score 
1..344, 438. .719 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene . ; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990402_31.9C10.C16 
+ 

722 

AAT/NAP 

719 

1025 



5567 Seq. ID 

11672 Strand 

1 End 
OJ9904 02_31 . 9C10 . CI 6 . ol . gs Method 

24 6 End 

none. Score 
246. .722 



OJ990402_31.9C10.C16 
+ 

722 

GENSCAN 
722 
. 68 



Seq. No. 
Gene No. 
I'y Start 
i: Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5567 Seq. ID OJ990402_31.9C10.C16 

11673 Strand + 

884 End 1347 

OJ9904 02_31 . 9C10 . C16 . ol . gp Method AAT/GAP 

884 End 1347 

2428323 Score 846 

884 . . 1347 

5803242/dbj | AP000399. 1 IAP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



5567 Seq. ID OJ990402 31.9C10.C16 

11674 Strand 
9189 End 
OJ990402_31 . 9C10 . C16 . o4 . np Method 
9189 End 
3790575 Score 
9189. .9783 

(AF078825) RING-H2 finger protein RHA3b [Arabidopsis thaliana] 
gi I 5830790 | emb | CAB54876.il (AL117188) RING-H2 finger protein 
RHA3b [Arabidopsis thaliana] 



OJ990402_31. 
+ 

9783 
AAT/NAP 
9783 
177 



5567 Seq. ID 

11675 Strand 

1358 End 
OJ9904 02_31 . 9C10 . CI 6 . ol . tw Method 

1 . End 

none Score 

1..303, 43. .306 



OJ990402_31.9C10.C16 
6328 

TBLASTX: Wheat 

306 

250 



5760 



i:n 



■J 

ru 



u 

: 

-.3 

Q 

u 



Seq. No. 


5567 




Seq. ID 


OJ990402_31. 


9C10 


.C16 




11D / J 




Strand 








Start 


1358 




End 


6328 






Name 


OJ990402 31.9C10.C16.o2 


.np 


Method 


AAT/NAP 






Start 


1358 




End 


4656 






GI 


5803259 




Score 


5151 






Exons 


1358.. 3028, 3071.. 3299, 


3395. 


.4656 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


5567 ' 




Seq. ID 


OJ990402_31. 


9C10 


.C16 


Gene No. 


11675 




Strand 








Start 


1358 




End 


6328 






Nanie 


OJ990402 31.9C10.C16.o3 


. np . 


Method 


AAT/NAP 






Start 


3853 




End 


6328 






GI 


5922623 




Score 


201 






Exons 


3853.. 3886, 5472.-5547, 


5715. 


.5867, 6244.. 6328 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi I 6016856 | dbj IBAA85199 


.11 (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












beq. wo. 


5567 




Seq. ID 


OJ990402_31. 


9C10 


.C16 


Gene No. 


11676 




Strand 








Start - 


9501 




End 


9678 






Name 


OJ990402 31.9C10.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


9501 




End 


9678 






GI 


none 




Score 


190 






Exons 


9501.. 9656, 9502.. 9678 












oeq. no. 


5567 




Seq. ID 


OJ990402_31. 


9C10 


.C16 


Gene No. 


11676 




Strand 








Start 


9501 




End 


9678 






Name 


OJ990402 31.9C10.C16.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


9513 




End 


9654 






GI 


none 




Score 


193 






Exons 


9513.. 9641, 9514.. 9654 












Seq. No. 


5568 




Seq. ID 


OJ990402_31. 


9C10 


.C17 


Gene No. 


11677 




Strand 


+ 






Start 


2077 




End 


3366 






Name 


OJ990402 31.9C10.C17.ol 


-gp . 


Method 


AAT/GAP 






Start 


2077 




End 


3366 






GI 


15881 1.R1084 




Score 


481 






Exons 


2077. .2204, 3088. .3157, 


3283. 


.3366 








GI Descrip. 


1 1703108/sp | P534 92 | ACT2 


_ARATH 


0.0e+00 


ACTIN 2/7 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>gi_2129525_pir S71210 actin 2 - Arabidopsis thaliana 

>gi_2129528_pir S68107 actin 7 - Arabidopsis thaliana 

>gi_1049307 (U37281) actin-2 [Arabidopsis thaliana] >gi__1943863 
(U27811) actin7 [Arabidopsis thaliana] 1 



5568 Seq. ID 

11677 Strand 

2077 End 
OJ990402_31 . 9C10 . C17 . ol . np Method 

3101 End 

113220 Score 
3101.. 3157, 3283.. 3366 



OJ990402_31.9C10.C17 
+ 

3366 
AAT/NAP 
3366 
216 



5761 



GI Descrip. ACT IN 1 gi | 71640 | pir | IATZM1 actin - maize 



Seq. No. 


5568 








Seq. ID 


OJ990402 


_31.9C10.C17 


Gene No. 


11678 








Strand 


- 




Start 


407 








End 


2426 




Name 


OJ990402 31. 


9C10. 


C17.ol. 


gs 


Method 


GENSCAN 




Start 


407 








End 


2426 




GI 


none 








Score 


.8 




Exons 


407.. 483, 1728. .1900, 1972.. 2426 






Seq. No. 


5568 








Seq. ID 


OJ990402 


oi . ycio . ci / 


Gene No. 


11679 








Strand 






Start 


3085 








End 


3366 




Name 


OJ990402 31. 


9C10 . 


C17 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3085 








End 


3366 




GI 


none 








Score 


109 




Exons 


3085 . . 3156, 


3086 . 


. 3157, 


3086 . 


.3163, 3087.. 3179, 


3094. .3159, 




3274 . . 3363, 


3276 . 


. 3362, 


3282 . 


.3365, 3283. .3366 




Seq. No. 


5568 








Seq. ID 


OJ990402 


31 . 9C10 . C17 


Gene No. 


11679 








Strand 






Start 


3085 








End 


3366 




Name 


OJ990402_31 . 


9C10 . 


C17 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3096 








End 


3366 




GI 


none 








Score 


91 




Exons 


3096. .3164, 


3109 . 


. 3159, 


3111 . 


.3164, 3276.. 3365, 


3282. .3365, 




3283 . . 3366 














Seq. No. 


5568 








Seq. ID 


OJ990402 


31 . 9C10 . C17 


Gene No. 


11679 








Strand 






Start 


3085 








End 


3366 




Name 


OJ990402_31 . 


9C10 . 


C17 . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3103 








End 


3366 




GI 


none 








Score 


85 




Exons 


3103 . . 3153, 


3110 . 


. 3157, 


3111 . 


.3158, 3112.. 3159, 


3274. .3363, 




3276. .3365, 


3276. 


. 3365, 


3283 . 


.3366 






Seq. No. 


5568 








Seq. ID 


OJ990402 


ol . 9C1U . CI / 


Gene No. 


11679 








Strand 






Start 


3085 








End 


3366 




Name 


OJ990402 31. 


9C10. 


C17.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3109 








End 


3366 




GI 


none 








Score 


85 




Exons 


3109. .3153, 


3110. 


.3157, 


3111. 


.3164, 3112.. 3159, 


3269. .3304, 




3276. .3365, 


32 7 6,- 


.3365, 


3283. 


.3366 






Seq. No. 


5569 








Seq. ID 


OJ990402 


31 . yciu . Clo 


Gene No. 


11680 








Strand 


+ 




Start 


1 








End 


710 




Name 


OJ990402 31. 


9C10. 


C18.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


701 




GI 


1498384 








Score 


996 




Exons 


1. .701 














GI Descrip. 


(U60508) actin [Zea mays] 








Seq. No. 


5569 








Seq. ID 


OJ990402 


_31.9C1#^ : C18 


Gene No. 


11680 








Strand 


+ 





5762 



Start 
Name 
Start 
GI 

Exons 



OJ990402_31.9C10.C18.o2.tw 
84 

none 

84. .371, 87. .374 



End 

Method 

End 

Score 



710 

TBLASTX: Wheat 

374 

4 62 



Seq. No. 5569 Seq. ID 

Gene No. 11680 Strand 

Start 1 End 

Name OJ990402_31. 9C10.C18.ol. tc Method 

Start 86 End 

GI none Score 

Exons 86.. 307, 87.. 710, 87.. 710 



OJ990402_31.9C10.C18 
+ 

710 

TBLASTX: Cress 

710 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

_ Seq. No. 

Gene No. 
u3 Start 
I s n Name 

fu start 

GI 

\ z ~ Exons 

Ly 

hi Seq. No. . 
| 3 U Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5569 

11680 

1 

OJ990402_31 . 9C10 . C18 . ol . tm 
87 

none 

87. .710, 87. .704 

5569 

11680 

1 

OJ990402_31.9C10.C18.ol.ts 
87 

none 

87. .710, 87. .710 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_31.9C10.C18 
+ 

710 

TBLASTX: Maize 

710 

1009 



OJ990402_31.9C10.C18 
+ 

710 

TBLASTX : Soybean 

710 

983 



OJ990402_31.9C10.C18 
+ 

710 

AAT/GAP 

710 

1193 



5569 Seq. ID 

11680 Strand 
1 End 
OJ990402_31. 9C10.C18.ol.gp Method 
88 End 
15881_1.R1084 Score 
88. .710 

, 1703108/sp|P53492|ACT2_ARATH 0.0e+00 ACT IN 2/7 

>gi_2129525_pir S71210 actin 2 - Arabidopsis thaliana 

>gi_2129528_pir S68107 actin 7 - Arabidopsis thaliana 

>gi_1049307 (U37281) actin-2 [Arabidopsis thaliana] >gi_1943863 
(U27811) actin7 [Arabidopsis thaliana] 1 



Seq. No. 


5569 








Seq. ID 


OJ990402_31. 9C10 


.C18 


Gene No. 


11680 








Strand 


+ 




Start 


1 








End 


710 




Name 


OJ990402 


31. 9C10.C18 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


375 








End 


710 




GI 


none 








Score 


522 




Exons 


375. .710, 


377. .700 












Seq. No. 


5570 








Seq. ID 


OJ990402_31. 9C10 


.C19 


Gene No. 


11681 








Strand 


+ 




Start 


15 








End 


491 




Name 


OJ990402 


31.9C10.C19 


.ol 


.gs 


Method 


GENSCAN 




Start 


15 






End 


491 




GI 


none 








Score 


.86 





5763 





Exons 


15. .491 












Seq. No. 


5571 


Seq. ID 


OJ990822 


_39 


9C02.C1 




Gene No. 


11682 


Strand 










Start 


1618 


End 


7359 








Name 


OJ990822 39.9C02.Cl.o2.gs 


Method 


GENSCAN 








Start 


1618 


End 


7359 








GI 


none 


Score 


.73 








Exons 


1618.. 1803, 2055.. 2133, 2746 


. .3038, 3158. .4292, 


'4337. .4700, 






4825.. 4927, 4973.. 5230, 6102 


. .6266, 6424. .6581, 


7167. .7359 




Seq. No. 


5572 


Seq. ID 


OJ990822 


_39 


9C02.C2 




Gene No. 


11683 


Strand 


+ 








btart 


"3CA 


End 


4765 








Name 


OJ990822 39.9C02.C2.ol.np 


Method 


AAT/NAP 








Start 


350 


End 


3768 








GI 


5852181 


Score 


110 








Exons 


350.. 379, 3609.. 3768 












GI Descrip. 


(AL117265) zhbOOll.l [Oryza., 


sativa] 










Seq. No. 


5572 


Seq. ID 


OJ990822 


_39. 


9C02.C2 




Gene No. 


11683 


Strand 


+ 








Start 


350 


End 


4765 








Name 


OJ990822 39.9C02.C2.ol.gs 


Method 


GENSCAN 






'c3 


Start 


2779 


End 


4765 






,: !=. 
!. t f 


GI 


none 


Score 


. 58 






r 1 1 

i =1 


Exons 


2779.. 2917, 4566.. 4765 












Seq. No. . 


5572 


Seq. ID 


OJ990822 


_39. 


9C02.C2 


: •! 

'1 


Gene No. 


11684 


Strand 


+ 








otart 


4974 


End 


5493 






i y 


Name 


OJ990822 39.9C02.C2.o2.np 


Method 


AAT/NAP - 








Start 


4974 


End 


5493 








GI 


6539585 


, Score 


136 








Exons 


4974.. 5076, 5362.. 5493 










I - 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






'•=3 


Seq. No. 


5572 


Seq. ID 


OJ990822 


_39 . 


9C02 .C2 




Gene No . 


11685 


Strand 


+ 








Start 


5618 


End 


7087 








Name 


OJ990822 39.9C02:C2.o2.gs 


Method 


GENSCAN 








Start 


5618 


End 


7087 








GI 


none 


Score 


.47 








Exons 


5618.. 5669, 6006.. 6105, 6362 


..6528, 7023.. 7087 








Seq. No. 


5572 


Seq. ID 


OJ990822_ 


_39. 


9C02.C2 




Gene No. 


11686 


Strand 


+ 








Start 


15044 


End 


15202 








Name 


OJ990822 39.9C02.C2.o4.gs 


Method 


GENSCAN 








Start 


15044 


End 


15202 








GI 


none 


Score 


.97 








Exons 


15044. .15202 












Seq. No. 


5572 


Seq. ID 


OJ990822_ 


_39. 


9C02.C2 




Gene No. 


11687 


Strand 










Start 


7255 


End 


14350 








Name 


OJ990822 39.9C02.C2.o3.gs 


Method 


GENSCAN 







5764 



Start 
GI 

Exons 



7255 End 14350 

none Score .73 

7255. .7441, 7452. .7761, 9033. .9390, 10535 .. 10636, 10739 .. 10831, 
10905. .11117, 11202. .11442, 11531 .. 11889, 12036 .. 12285, 
12795. .12915, 12948 .. 13189, 14295.. 14350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5572 Seq. ID 

11687 Strand 
7255 • End 
0 J990822_39 . 9C02 . C2 . o3 . np Method 
7258 End 
6498441 Score 
7258. .7540, 7634. .7729 

(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990822_39. 9C02.C2 

14350 
AAT/NAP 
7729 
453 



5572 
11687 
7255 

OJ990822_39 . 9C02 . C2 . ol . tw 
7267 
none 

7267. .7392, 7448. .7735, 7596. .7724 



Seq. ID OJ990822_39. 9C02.C2 



Strand 
End 

Method 
End 
Score 



14350 

TBLASTX: Wheat 

7735 

107 



Seq. No. 
Gene No. 
Start 
Name 
W Start 

y gi 

Y\l Exons 



! S ES 



5572 Seq. ID 

11687 Strand 

7255 End 

OJ9908 22_3 9 . 9C02 . C2 . ol . tm Method 

10902 End 

none Score 



OJ990822_39. 9C02.C2 
14350 

TBLASTX :Maize 

11321 

101 



10902. .11120, 10906. .11079, 11235.. 11321 



i. J 



r. 1 



Seq. No. 5573 Seq. ID 

Gene No. 11688 Strand 

Start 17 End 

Name OJ990822_39 . 9C02 .C3.ol . gs Method 

Start - 17 End 

GI none Score 

Exons 17.. 628 



OJ990822_39. 9C02.C3 
+ 

628 

GEN SCAN 

628 

.92 



Seq. No. 5573 Seq. ID OJ990822_39 . 9C02 . C3 

Gene No. 11689 Strand + 

Start 1625 End 2306 

Name OJ990822_39 . 9C02 .C3 . ol . gp Method AAT/GAP 

Start 1447 End 1828 

GI uC-osflcyp033a04bl Score 691 

Exons 1447.. 1828 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza' sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 5573 Seq. ID 

Gene No. 11689 Strand 

Start 1625 End 

Name' OJ990822_39 . 9C02 ,C3 . o2 . gs Method 

Start 1625 ' •/ End 

GI none Score 



OJ990822_39. 9C02.C3 
+ 

2306 
GENS CAN 
2306 
.76 



5765 



Exons 1625.. 1700, 2269.. 2306 

Seq. No. 5573 Seq. ID 

Gene No. 11690 Strand 

Start 3866 End 

Name OJ990822_39 . 9C02 . C3 . o2 . gp Method 

Start 3866 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 3866.. 3933 

GI Descrip. ' 2498586/sp | Q40638 | MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN .ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990822_39.9C02.C3 
+ 

3933 
AAT/GAP 
3933 
75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5573 Seq. ID 

11691 Strand 

16712 End 

OJ990822_39 . 9C02 . C3 . o4 . np Method 

16577 End 

6815097 Score 
16577. .17399, 20925.. 20983 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



OJ990822_39.9C02.C3 
+ 

20983 
AAT/NAP 
20983 
359 



! ii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5573 

11691 

16712 

OJ990822_39.9C02.C3.o7.gs 

16712 

none 



Seq. ID OJ990822_39. 9C02.C3 

Strand + 

End 20983 

Method GEN SCAN 

End 17516 

Score .83 



16712. .16851, 16953. .17121, 17316.. 17516 



5573 Seq. ID 

11691 Strand 

16712 End • 

OJ990822_39 . 9C02 . C3 . 08 . gs Method 

20220 End 

none Score 

20220. .20233, 20444.. 20477 



OJ990822_39.9C02.C3 
+ 

20983 
GENSCAN 
20477 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5573 Seq. ID 

11692 Strand 

1 End 

OJ990822_39. 9C02 . C3 . ol . np Method 

1 End 

5852180 Score 

1..89, 132. .546, 598. .715, 1677. .1730, 
(AL117265) zhb00010.1 [Oryza sativa] 

5573 Seq. , ID 

11692 Strand 
1 End 
OJ990822_39. 9C02 . C3 . o3 . gs Method 
3087 End 
none Score 

3087. .3263, 3305 .. 38 62, 3997 .. 4 084 , 4212 

5708. .6529, 6914. .6980, 8491. .8612 



OJ990822_39.9C02.C3 

8612 
AAT/NAP 
5277 
586 

5231. .5277 



OJ990822 39.9C02.C3 



8612 
GENSCAN 
8612 
.46 

4263, 4507.. 5266, 



5766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5573 
11692 
1 

OJ990822_39.9C02.C3.o2.np 
4340 
5911167 
4340. .6691 

(AF136221) putative transposase protein [Zea mays] 



Seq. ID OJ990822_39.9C02.C3 
Strand 

End 8612 

Method AAT/NAP 

End 6691 

Score 1502 



5573 

11693 

11993 

OJ990822_39 . 9C02 . C3 . o4 . gs 

11993 

none 

11993. .12175 



Seq. ID OJ990822_39.9C02.C3 
Strand 

End 12175 

Method GENS CAN 

End 12175 

Score .72 



Seq. ID OJ990822_39.9C02.C3 
Strand 

End 14200 

Method TBLASTX : Wheat 

End 4789 

Score 95 

3428.. 3517, 3563.. 3613, 3602. .3850, 4373. .4789, 4419. .4622 



Seq. No. 5573 

Gene No. 11694 

Start 13348 

Name OJ990822_39 . 9C02 . C3 . ol . tw 

Start 3428 

GI none 
Exons 



Seq. No. 5573 

Gene No. 11694 

Start 13348 

.Name OJ990822_39 . 9C02 . C3 . o5 . tm 

Start 3608 

GI none 
Exons 



Seq. ID OJ990822_39.9C02.C3 
Strand 

End 14200 

Method TBLASTX: Maize 

End 4071 

Score 163 



3608.. 3829, 3615.. 3824, 3991.. 4071 



U 



Seq. No. 5573 

Gene No. .11694 

Start 13348 

Name OJ990822_39 . 9C02 . C3 .ol . tm 

Start 4430 

GI none 

Exons 4430.. 4924, 4431.. 4925 



Seq. ID OJ990822_39.9C02.C3 
Strand 

End 14200 
Method TBLASTX : Mai ze 
End " 4 925 
Score 391 - 



Seq. No. 5573 

Gene No. 11694 

Start 13348 

Name OJ990822_39 . 9C02 . C3 . o2 . ts 

Start 4478 

GI none 
Exons 



Seq. ID OJ990822_39. 9C02.C3 
Strand 

End 14200 

Method TBLASTX : Soybean 

End 48 67 

Score 138 



4478. .4720, 4479. .4673, 4733. .4867, 4755. .4835 



Seq. No. 5573 

Gene No. 11694 

Start 13348 

Name OJ990822_39 . 9C02 . C3 . o3 . tm 

Start 4955 

GI none 
Exons 



Seq. ID OJ990822__39.9C02.C3 
Strand 

End 14200 

Method TBLASTX : Mai ze 

End 5418 

Score 151 

4955. .5182, 4958. .5116, 5157. .5417, 5165. .5416, 5188. .5418, 
5199.. 5417 



5767 




Seq. No. 


5573 








Seq. ID 


OJ990822_39 . 9C02 . C3 


Gene No. 


11694 * 








Strand 




Start 


13348 








End 


14200 


Name 


OJ990822 39. 


9C02 


,C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5532 








End 


5833 


GI 


none 








Score 


102 


Exons 


5532. .5819, 


5573 


. .5833 








Seq. No. 


5573 








Seq. ID. 


OJ990822_39.9C02.C3 


Gene No. 


11694 








Strand 




Start 


13348 








End 


14200 


Name 


OJ990822 39. 


9C02 


•C3.o2. 


tm 


Method • 


TBLASTX: Maize 


Start 


5573 








End 


6041 


GI 


none 








Score 


188 


Exons 


5573. .5875, 


5573 


. .5890, 


5574 


..5879, 5882.. 6040, 5888.. 6034, 




5892. .6041 












Seq. No. 


5573 








Seq. ID 


OJ990822_39.9C02.C3 


Gene No. 


11694 








Strand 




Start 


13348 . 








End 


14200 


Name 


OJ990822 39. 


9C02 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5618 








End 


5953 


GI 


none 








Score 


52 


Exons 


5618. .5839, 


5676 


. .5771, 


5853 


. .5951, 5861. .5953 


Seq. No. 


5573 








Seq. ID 


OJ990822_39.9C02.C3 


Gene No. 


11694 








Strand 




Start 


13348 








End 


14200 


Name 


OJ990822 39. 


9C02 


.C3.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5846 








End 


6124 


GI 


none 








Score 


85 


Exons 


5846. .5959, 


5975 


. .6124, 


5988 


. .6113 




Seq. No. 


5573 








Seq. ID 


OJ990822_39.9C02.C3 


Gene No . 


11694 








Strand 




Start 


13348 








End 


14200 


Name 


OJ990822 39. 


9C02.C3.o3. 


np 


Method 


AAT/NAP 


Start 


13342 








End 


14200 


GI 


4262142 








Score 


557 


Exons 


13342. .14200 










GI Descrip. 


(AC005275) putative alcohol 


dehydrogenase [Arabidopsis thaliana] 


Seq. No. 


5573 








Seq. ID 


OJ990822_39.9C02.C3 


Gene No. 


11694 








Strand 




Start 


13348 








End 


14200 


Name 


OJ990822 39. 


9C02 


•C3.o5. 


gs 


Method 


GENSCAN 


Start 


13348 








End 


14172 


GI 


none 








Score 


.73 


Exons 


13348. .14172 












Seq. No. 


5573 








Seq. ID 


OJ990822_39.9C02.C3 


Gene No. 


11694 








Strand 




Start 


13348 








End 


14200 


Name 


OJ990822 39. 


9C02 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


13366 








End 


14157 


GI 


none 








Score 


74 



5768 



Exons 



13366. .13479, 13391 .. 13447, 13558 .. 13860, 13586 13852, 
13873. .14157 



Seq. No. 5573 

Gene No. 11694 

Start 13348 

Name OJ990822_39 . 9C02 . C3 . o4 . tm 

Start 13384 

GI none 
Exons 



Seq. ID OJ990822_39.9C02.C3 
Strand 
End 

Method 
End 
Score 



14200 

TBLASTX: Maize 

14151 

136 



13384. .13476, 13561 .. 13866, 13882 .. 13998 , 13996 14 151 " 



Seq. No. 5573 Seq. ID OJ990822_39 . 9C02 . C3 

Gene No. 11694 Strand 

Start 13348 End 14200 

Name OJ990822_39 . 9C02 . C3 . o3 . gp Method AAT/GAP 

Start 13445 End 13784 

GI LIB3433-043-P1-K1-G10 Score 607 

Exons 13445. .13784 

GI Descrip. » 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa . 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. No. 5573 Seq. ID 

Gene No. 11694 Strand 

O Start 13348 End 

k 3 Name OJ990822_39 . 9C02 . C3 . o2 . tc Method 

Start 13771 End 

:l\'z GI none Score 

Exons 13771. .13860, 13772 .. 13852, 

□ . 13993. .14151, 13994.. 14152 



OJ990822_39.9C02.C3 
14200 

TBLASTX: Cress 
14152 
67 

13888. .13998, 13892 .. 13927, 



.3 Ct 

i ; 



Seq. No. 5573 

Gene No. 11694 

Start 13348 

Name OJ990822_39 . 9C02 . C3 . o2 . tw 

Start 13876 

GI none 
Exons 



Seq. ID OJ990822 39.9C02.C3 



Strand 
End 

Method 

End 

Score 



14200 

TBLASTX: Wheat 

14184 

46 



13876. .13998, 13933 .. 13959, 13991 .. 14 152 , 13993. .14184 



Seq. No. 5574 Seq. ID OJ990822 

Gene No. 11695 Strand + 

Start 4306 End 7371 

Name ' OJ990822_39 . 9C02 . C4 . o2 . gs Method GEN SCAN 

Start 4306 End 6644 

GI none Score ' . 55 
Exons 



39.9C02.C4 



4306. .4348, 4545. 
6547. .6644 



,4680, 5646. .5768, 5773. .6025, 6099. .6264, 



Seq. No. 5574 Seq. ID OJ990822_39 . 9C02 . C4 

Gene No. 11695 Strand + 

Start - 4306 End 7371 

Name OJ990822_39 . 9C02 . C4 . o3 . np Method AAT/NAP 

Start 5463 End 7371 

GI 6063554 Score . 171 . 

Exons 5463.. 5600, 5795.. 6041, 7195. .7371 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
• correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5769 



Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02.C4 


oene no . 


iioyj 


o urano. 


+ 


Start 


4306 


End 


7371 


Name 


OJ990822 39.9C02.C4.o2.np 


Method 


AAT/NAP 


Start 


5717 


End 


6641 


GI 


5852178 


Score 


403 


Exons 


5717.. 6025, 6057.. 6173, 6539 


. .6641 




GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02.C4 


Gene No. 


11695 


Strand 


+ 


otart 


4306 


End 


/ o / i 


Name 


OJ990822 39.9C02.C4.ol.gp 


Method 


AAT/GAP 


Start 


6776 


End 


7211 


GI 


2428185 


Score 


701 


Exons 


6776. .7211 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 l.Oe- 


177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone :t 17804 


Seq. No. 


5574 


Seq. ID 


OJ990822_39. 9C02.C4 


Gene No. 


11696 


Strand 


+ 


Start 


9270 


End 


9794 


Name 


OJ990822 39.9C02.C4.o2.gp 


Method 


AAT/GAP 


Start 


9270 


End 


9794 


GI 


LIB3434-038-P1-K1-F1 


Score 


745 


Exons 


9270. .9794 






GI Descrip. 


f 5257255/dbj IAP000364.il AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 




Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02.C4 


oene lno . 


11697 


Strand 


+ 


Start 


19848 


End 


28664 


Name 


OJ990822 39.9C02.C4.o5.np 


Method 


AAT/NAP 


Start 


19848 


End 


21742 


GI' 


4680203 


Score. 


187 


Exons 


19848. .19878, 21109.. 21742 






GI Descrip. 


(AF114171) .TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02.C4 


Gene No. 


11697 


Strand 


+ 


C ■)- -> v>4- 

btart 


19848 


End 


28664 


Name 


OJ990822 39.9C02.C4.o5.gs 


Method 


GENSCAN 


Start 


21115 


End 


28664 


GI 


none 


Score 


. 68 


Exons 


21115. .21813, 21915. .22191, 


23016. .23186,. 23206 .. 23265, 




23308. .23332, 23916 .. 24 096, 


24773. .25007, 2523S..25366, 




28636. .28664 






Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02.C4 


Gene No. 


11697 


Strand 


+ 


Start 


19848 


End 


28664 


Name 


OJ990822 39.9C02.C4.o6.np 


Method 


AAT/NAP 


Start 


21226 


End 


24103 


GI 


4558686 


Score 


149 


Exons 


21226. .21707, 24082.. 24103 






GI Descrip. 


(AC006586) putative TNP2-like transposon protein [Arabidopsis 



5770 




thaliana] 



Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11698 


Strand 


+ 




Start 


30921 


End 


31695 




Name 


OJ990822 39.9C02.C4.o6.gs 


Method 


GENSCAN 




Start 


30921 


End 


31695 




GI 


none 


Score 


.49 




Exons 


30921. .31132, 31572. .31695 








Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02 


.C4 




11699 


Strand 






Start 


407 


End 


6837 




Name 


OJ990822 39.9C02.C4.ol.np 


Method 


AAT/NAP 




Start 


407 


End 


6837 




GI 


4544372 


Score 


511 




Exons 


407. .2125, 6813. .6837 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


5574 


Seq. ID 






Gene No. 


11700 


Strand 






Start 


9084 


End 


10355 




Name 


OJ990822 39.9C02.C4.o3.gs 


Method 


GENSCAN 




Start 


9084 


End' 


10355 . 




GI 


none 


Score 


.59 




Exons 


9084.. 9174, 10285.. 10355 








Seq. No. 


5574 


Seq. ID 






Gene No. 


11701 


Strand 






Start 


10982 


End 


20280 




Name 


OJ990822 39.9C02.C4.o4.ts 


Method 


TBLASTX : Soybean 




Start 


425 


End 


646 




GI 


none 


Score 


94 




Exons 


425. .646, 516. .602 










5574 


Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 


Strand 






Start 


10982 


End 


20280 




Name 


OJ990822 39.9C02.C4.o2.tm 


Method 


TBLASTX: Maize 




Start - 


978 


End 


15837 






none 


Score 


65 




Exons 


978. .1076, 15337. .15492, 15478 .. 15561 , 


15574. .15837, 






15662. .15757 








Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 


Strand 






Start 


10982 


End 


20280 




Name 


OJ990822 39.9C02.C4.o6.ts 


Method 


TBLASTX : Soybean 




Start 


993 


End 


1304 




GI 


. none 


Score 


189 




Exons 


993.. 1304 








Seq. No. 


5574 


Seq. ID 


OJ990822_39. 9C02 


.C4 


Gene No. 


11701 


Strand 






Start 


10982 


End 


20280 




Name 


OJ990822 39.9C02.C4.o4.gs 


Method 


GENSCAN 





5771 



Start 
GI 

Exons 



10982 
none 

10982. .11057, 11131. . 11399, 
12144. .12267, 13594 .. 15116, 
19884. .20150, 20179.. 20280 



End 20280 

Score .43 
11478. .11578, 11627. .11749, 
16679. .16947, 18508 .. 18680, 



i !5 5 

i. ^ 

; J 



Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 


Strand 






Start 


10982 


End . 


20280 




Name . 


OJ990822_39 . 9C02 . C4 . o4 . np 


Method 


AAT/NAP 




btart 


*1 *3 c *7 £ 
1 JO / D 


End 


17459 




GI 


2443320 


Score 


5268 




Exons 


13576. .17459 








GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 


Strand 






Start 


10982 


End 


20280 




Name 


ujyyuozz . yuuz . . 04 . tin 


Method 


TBLASTX : Maize 




Start 


13591 


End 


14017 




GI 


none 


Score 


71 




Exons 


13591. .13731, 13640. .13732, 


13840. .14016, 13859.. 14017 




Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 


Strand 






Start 


10982 


End 


20280 




Name 


OJ990822 39.9C02.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


13618 


End 


14100 




GI 


none 


Score 


91 




Exons 


13618. .13731, 13619. .13720, 


13729. .14: 


100, 13757.. 14095 




Seq. No. 


5574 


Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 


Strand 






Start 


10982 


End 


20280 





Name 

Start 

GI 

Exons 



OJ990822_39 . 9C02 . C4 . o3 . ts Method 

13840 End 

none Score 
13840. .14202, 13853.. 14008 



TBLASTX : Soybean 

14202 

67 



^ Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


CT Gene No. 


11701 






Strand 






Start 


10982 






End 


20280 




Name 


OJ990822 39.9C02:C4 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


-14059 






End 


14523 




GI 


none 






Score 


70 




Exons 


14059. 


.14292, 14080 


. .14385, 


14362. . 14523 




Seq. No. 


5574 






Seq. ID 


QJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 






Start 


10982 






End 


20280 




Name 


OJ990822 39.9C02.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14173 






End 


14932 




GI 


none 






Score 


309 




Exons 


14173. 


.14562, 14174 


. .14563, 


14587. .14 


931, 14588.. 14932 




Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 







5772 




Start 


10982 






End 


20280 




Name 


OJ990822' 39.9C02.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14582 






End 


14926 




GI 


none 






Score 


150 




Exons 


14582. . 


14926, 14620 


. .14907 








Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 






otar l 


10982 






End 'fL' 


20280 




Name 


OJ990822 39.9C02.C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14612 






End 


15045 




GI 


5509260 




Score 


102 




Exons 


14612. . 


14770, 14620 


. .15045, 


14804. .15007 




GI Descrip. 














Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 






Start 


10982 






End 


20280 




Name 


OJ990822 39.9C02.C4 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


14713 






End 


14971 




GI 


none 






Score 


96 




Exons 


14713. . 


14970, 14834 


. . 14971 








Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 






Start 


10982 






End 


20280 




Name 


OJ990822 39.9C02.C4 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


15298 






End 


15774 




GI 


none 






Score 


117 




Exons 


15298. . 


15462, 15481 


. .15558, 


15568. .15774 




Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 






Start 


10982 






End 


20280 




Name 


OJ990822 39.9C02.C4 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


15355 






End 


15786 




GI 


none 






Score 


114 




Exons 


15355. . 


15492, 15478 


. .15558, 


15557. .15784, 15559.. 15786 




Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


- 11701 






Strand 






Start 


10982 






End 


20280 




Name 


OJ990822 39.9C02.C4 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15355 






End 


15986 




GI 


none 






Score 


437 




Exons 


15355. . 


15840, 15374 


. .15862, 


15840. .15986, 15841.. 15960 




Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 






Start 


10982 






End 


20280 




Name 


OJ990822 39.9C02.C4 


,o5.ts 


Method 


TBLASTX : Soybean 




Start 


15855 






End 


16145 




GI 


none 






Score 


101 




Exons 


15855. . 


15986, 16011 


. .16145' 








Seq. No. 


5574 






Seq. ID 


OJ990822_39.9C02 


.C4 


Gene No. 


11701 






Strand 







5773 



o car l 


luyoz 


End 


20280 


Name 


OJ990822 39.9C02.C4.o4.tw 


Method 


TBLASTX: Wheat 


Start 


15987 


End 


16455 


GI 


none 


Score 


111 


Exons 


15987. .16208, 16006 16152, 


16016. . 16162, 16203. .16403, 




16206. .16418, 16207. .16419, 


16210. . 16455 


Seq. No. 


5574 






Gene No . 


1 1 / U X 


o Tirana 




Start 


10982 * 


End 


^ UZoU 


Name 


OJ990822 39.9C02.C4.o5.tw 


Method 


TBLASTX: Wheat 


Start 


16915 


End 


17261 


GI 


none 


Score 


63 


Exons 


16915. .17082, 16917. .17261 






Seq. No. 


5575 


Seq. ID 


OJ990822_39 . 9C02'. C5 


Gene No. 


11702 


* Strand 


+ 


bear l 


333 


End 


7079 


Name 


OJ990822 39.9C02.C5.ol.gs 


Method 


GEN SCAN 


Start 


333 


End 


7079 


GI 


none 


Score 


.75 


Exons 


333.. 419, 656.. 826, 1153.. 1304, 2088.. 


2232, 2330.. 2351, 




2801.. 2926, 3093.. 3150, 3362 


..3514, 5793. .5834, 6407. .7079 


Seq. No. 


5575 


•Seq. ID 


OJ990822_39.9C02.C5 


Gene No. 


11703 


Strand 




Start 


1 


End 


857 


Name 


OJ990822 39.9C02.C5.ol.np 


Method 


AAT/NAP 




1 


End 


857 


GI ' 


5922623 


Score 


229 


Exons 


1..78, 246. .398, 775. .857 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016856 |dbj IBAA85199.1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


5575 


Seq. ID 


OJ990822_39.9C02.C5 


Gene No. 


11704 


Strand 




Start 


3946 


End 


6860 


Name 


OJ990822 39.9C02.C5.o2.np 


Method 


AAT/NAP 


Start 


3946 


End 


6860 


GI 


6523547 


Score 


91 


Exons 


3946.. 4123, 4415.. 4886, 5161 


..5190, 5470.. 5520, 6523.. 6610 



6686. .6860 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 


5576 




Seq. ID 


OJ990822 


_39 


9C02 


.C6 


Gene No. 


11705 




Strand 


+ 








Start 


44 




End 


1584 








Name 


OJ990822 


_39.9C02.C6.ol.gs 


Method 


GEN SCAN 








Start 


44 




End 


1584 








GI 


none 




Score 


1 








Exons 


44. .751, 


895. .1584 












Seq. No. 


5576 




Seq. ID 


OJ990822 


_39 


9C02 


.C6 


Gene No. 


11706 




Strand 


+ 








Start 


3526 




End 


7287 









5774 





Name 


OJ990822 39.9C02.C6.o2.gs 


Method 


GENSCAN 








Start 


3526 


End 


7287 








GI 


none 


Score 


.63 








Exons 


3526.. 3595, 4493.. 4578, 6811 


. .7287 










Seq. No. 


5576 


Seq. ID 


OJ990822_ 


39.9C02 


.C6 




Gene No. 


11707 


Strand 


+ 








Start 


10203 


End 


25766 








Name 


OJ990822 39 . 9C02 ,C6.o2 .np 


Method 


AAT/NAP 








Start 


10203 


End 


15984 








GI 


4680203 


Score 


1690 








Exons 


10203. .10236, 11551. . 13340, 


13497. .13721, 13998. 


.14743, 








15936. .15984 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. 


5576 


Seq. ID 


OJ990822_ 


39.9C02 


.C6 




Gene No. 


11707 


Strand 


+ 








Start 


10203 


End 


25766 








Name 


OJ990822 39.9C02.C6.o3.np 


Method 


AAT/NAP 








Start 


13714 


End 


25766 








GI 


5305335 


Score 


276 








Exons 


13714. .13733, 15484 .. 15915, 


18036. .18274, 23662. 


.23798, 








25603. .25766 










's ssr 


GI Descrip. 


(AF071081) proline-rich mucin homolog 


[Mycobacterium 




I 1 




tuberculosis] 












Seq. No. 


5576 


Seq. ID 


OJ990822_ 


39.9C02 


.C6 




Gene No. 


11707 


Strand 


+ 








Start 


10203 


End 


25766 






i : X 


Name 


OJ990822 39.9C02.C6.o6.gs 


Method 


GENSCAN 






i. 1 


Start 


16656 


End 


19942 






;- : s 


GI 


none 


Score 


.67 








Exons 


16656. .16853, 16925 .. 17616, 


17719. .18777, 18863. 


. 19114, 




! -'» 




19395. .19476, 19751. .19942 












Seq. No. 


5576 


Seq. ID 


OJ990822_ 


39.9C02 


-C6 




Gene No. 


11707 ■ 


Strand 


+ 






: d? 


Start 


10203 


End 


25766 








Name 


OJ990822 39.9C02.C6.o7.gs 


Method 


GENSCAN 








Start 


21382 


End 


23430 






\2 


GI 


none 


Score 


.4 








Exons 


21382. .21468, 23338. .23430 












Seq. No. 


5576 


Seq. ID 


OJ990822_ 


39.9C02 


.C6 




Gene No. 


11708 


Strand 










Start 


3217 


End 


8182 








Name 


OJ990822 39.9C02.C6.ol.np 


Method 


AAT/NAP 








Start 


3217 


End 


8182 








GI 


6815097 


Score 


73 








Exons 


3217.. 3335, 5519.. 5604, 8071 


. .8182 










GI Descrip. 


(AP001081) Similar to putative copia polyprotein 


(AC006248) 






[Oryza sativa] 












Seq. No. 


5576 


Seq. ID 


OJ990822_ 


39.9C02 


.C6 




Gene No. 


11709 


Strand 










Start 


15206 


End 


15979 








Name 


OJ990822 39.9C02.C6.o5.gs 


Method 


GENSCAN 







5775 



Start 
GI 

Exons 



15206 End 15979 

none Score .57 

15206. .15445, 15617.. 15979 



Seq. No. 5576 

Gene No. 11710 

Start 25124 

Name OJ990822_39 . 9C02 . C6 . o2 . tw 

Start 12102 

GI none 

Exons 12102. .12392, 12104 .. 12394 , 
12570. .12695, 12587.. 12694 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_39.9C02.C6 
26741 

TBLASTX: Wheat 

12695 

232 



12450. .12566, 12453 .. 12551 , 



Seq. No. 5576 Seq. ID 

Gene No. 11710 Strand 

Start 25124 End 

Name OJ990822_39 . 9C02 . C6 . ol . t s Method 

Start 12120 End 

GI none Score 

Exons 12120. .12392, 12137.. 12385 ' 



OJ990822_39.9C02.C6 
26741 

TBLASTX : Soybean 

12392 

297 



m 



Seq. No. 5576 Seq. ID 

Gene No. 11710 Strand 

Start 25124 End 

Name OJ990822_39 . 9C02 . C6 . o2 . ts Method 

Start 12435 End 

GI none Score 

Exons 12435. .12710, 12470.. 12709 



OJ990822_39.9C02.C6 
26741 

TBLASTX: Soybean 

12710 

221 



n 

''4 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5576 

11710 

25124 

OJ990822_39. 9C02 .C6. o2 . tc 

12459 

none 



Seq. ID OJ990822_39.9C02.C6 
Strand 
End 

Method 
End 
Score 



26741 

TBLASTX: Cress 

12791 

288 



12459. .12791, 12545 .. 12595, 12629.. 12736 



5576 

11710 

25124 

OJ990822_39. 9C02.C6.o2. tm 

12597 

none 

12597. .12701, 12605. .12700, 
12865. .12900, 12894 .. 12941 , 
12993. .13082 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12704 

12942 



OJ990822 39.9C02.C6 



26741 

TBLASTX: Maize 
13082 
102 

12796, 12708. .12797, 
12989, 12989. .13078, 



Seq. No. 5576 

Gene No. 11710 

Start 25124 

Name OJ990822_39 . 9C02 .C6. o3 . tw 

Start 12696 

GI none 

Exons 12696. .12737, 12741 12839, 
12896. .12964, 12993. .13031 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_39.9C02.C6 
26741 

TBLASTX: Wheat 

13031 

57 



12743. .12838, 12885 .. 12983, 



Seq. No. 



5576 



Seq. ID OJ990822_39.9C02.C6 



5776 



: 5 



Gene No. 


11710 




Strand 




Start 


25124 




End 


26741 


Name 


OJ990822 39.9C02.C6 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


13587 




End 


13970 


GI 


none 




Score 


63 


Exons 


13587. .13655, 13655 


. .13969, 


13656. .13970 


Seq. No. 


5576 




Seq. ID 


OJ990822_39.9C02.C6 


Gene No. 


11710 




Strand 




Start 


25124 




End 


26741 


Name 


OJ990822 39.9C02.C6 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


13611 




End 


14744 


GI 


none 




Score 


550 


Exons 


13611. .14327, 13664 


. .14143, 


13842. .14147, 14336 .. 14518, 




14346. .14534, 14511 


. .14612, 


14553. .14612, 14 643 .. 1474 4 , 




14645. .14737 








Seq. No. 


5576 




Seq. ID 


OJ990822_39.9C02.C6 


Gene No. 


11710 




Strand 




Start 


25124 




End 


26741 


Name 


OJ990822 39.9C02.C6 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


13902 




End 


14327 


GI 


none 




Score 


313 


Exons 


13902. .14327, 13910 


. .14143 






Seq. No. 


5576- 




Seq. ID 


OJ990822_39.9C02.C6 


Gene No. 


11710 




Strand 




Start 


25124 




End 


26741 


Name 


OJ990822 39.9C02.C6 


.o3. tm 


Method 


TBLASTX: Maize 


Start 


14220 




End 


14510 


GI 


none 




Score 


146 


Exons 


14220. .14390, 14268 


. .14384, 


14402. .14509, 14403. .14510 


Seq. No. 


5576 




Seq. ID 


OJ990822_39.9C02.C6 


Gene No. 


i i i 1 n 

11710 




Strand 




Start 


25124 




End 


26741 


Name 


OJ990822 39.9C02.C6 


.08. gs 


Method 


GENSCAN 


Start 


25124 




End 


26741 


GI 


none 




Score 


.53 


Exons 


25124. .25204, 25605 


. .25697, 


26634. .26741 


Seq. No. 


5577 




Seq. ID 


OJ990822_39. 9C02.C8 


Gene No. 


11711 




Strand 




Start 


1 




End 


618 


Name 


OJ990822 39.9C02.C8 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


618 


GI 


2498930 




Score 


677 


Exons 


1..391, 559. .618 








GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 




PROTEIN) gi 11203794 


(U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


5577 




Seq. ID 


OJ990822_39. 9C02.C8 


Gene No. 


11711 




Strand 




Start 


1 




End 


618 


Name 


OJ990822 39.9C02.C8 


. ol . gs 


Method 


GENSCAN 


Start 


194 




End 


618 


GI 


none 




Score 


.61 



5777 



Exons 



194. .391, 559. .618 



Seq. No. 5578 Seq. ID 

Gene No. 11712 Strand 

Start 23 End 

Name OJ990822_39 . 9C02 . C9 . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 142, 196.. 448, 453.-682 



OJ990822_39.9C02.C9 
682 

GENSCAN 
682 
. 9 



Seq. No. 5578 

Gene No. 11713 

Start 1289 

Name 0 J990822_39 . 9C02 . C9 . o7 . tm 

Start 1192 

GI none 

Exons 1192.. 1224, 1192.. 1224, 1226. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Maize 

1438 

48 



.1438, 1227. .1412 



Seq. No. 

Gene No. 

Start 

Name 

Start 
Q GI 
=.1 Exons 
■;n GI Descrip. 

\ t Z Seq. No. 

Gene No. 
Ltj Start 
Name 
Start 
GI 

^ Exons 

' k 4 Seq. No. 
U Gene No. 
Start 
Name 
:i Start 
U GI 
Exons 



■i3 



5578 

11713 

1289 

OJ990822_39.9C02.C9.ol.np 

1202 

4680179 

1202.. 4603, 4631.. 5570, 6066.. 
(AF111709) polyprotein [Oryza 

5578 
11713 
1289 

OJ990822_39. 9C02 . C9 . 06 . tw 
1247 
none 

1247. .1579, 1269. .1577 

5578 
11713 
1289 

OJ990822_39 . 9C02 . C9 . o2 . gs 
1289 
none 

1289.. 2812, 2936.. 4296, 4525. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6169 

sativa subsp 



OJ990822 39.9C02.C9 



6684 
AAT/NAP 
6169 
5637 



indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5617 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Wheat 

1579 

155 



OJ990822_39.9C02.C9 

-6684 
GENSCAN 
5617 
.58 



Seq. No. 5578 

Gene No. 11713 

Start 1289 

Name OJ990822_39 . 9C02 .C9.ol . tm 

Start 1442 

GI none 

Exons 1442.. 1867, 1443.. 1640, 1463. 

1865. .2026, 1872. .2027 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Maize 

2027 

98 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1705, 1695.. 1868, 1863.. 2012, 



Seq. No. 5578 Seq. ID 

Gene No. 11713 Strand 

Start 1289 End 

Name OJ990822_39 . 9C02 . C9 . ol . tw Method 

Start 1580 End 



OJ990822_39 . 9C02 . C9 
6684 

TBLASTX: Wheat 
2206 



5778 




GI 


none 








Score 


40 




Exons 


1580. .2206, 


1581 


. .1640, 


1698. 


.2150 






Seq. No. 


5578 








Seq. ID 


OJ990822_39.9C02 


.C9 


Gene No. 


11713 








Strand 






Start 


1289 








End 


6684 




Name 


OJ990822 39. 


9C02 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2075 








End 


2367 




GI 


none 








Score 


296 




Exons 


2075. .2365, 


2079 


. .2366, 


2266. 


,2367 






Seq. No. 


5578 








Seq. ID 


OJ990822_39.9C02 


.C9 


Gene No . 


11713 








Strand 






Start 


1289 








End 


6684 




Name 


OJ990822 39. 


9C02 


.C9.'o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2165 








End 


2425 




GI 


none 








Score 


194 




Exons 


2165. .2425, 


2166 


. .2414 










Seq. No. 


5578 








Seq. ID 


OJ990822_39.9C02 


.C9 


Gene No. 


11713 








Strand 






Start 


1289 








End 


6684 




Name 


OJ990822 39. 


9C02 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start . 


2189 








End 


2515 




GI 


none 








Score 


77 




Exons 


2189. .2332, 


2190 


. .2330, 


2333. 


.2515 






Seq. No. 


5578 








Seq. ID 


OJ990822_39.9C02 


-C9 


Gene No. 


11713 








Strand 






Start 


1289 








End 


6684 




Name 


OJ990822 39. 


9C02 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2213 








End 


2752 




GI 


none 








Score 


290 




Exons 


2213. .2752, 


2217 


. .2570 










Seq. No. 


5578 








Seq. ID 


OJ990822_39.9C02 


.C9 


Gene No. 


11713 








. Strand 






Start 


1289 








End 


6684 




Name 


OJ990822 39. 


9C02 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2780 








End 


3133 




GI 


none 








Score 


191 




Exons 


2780. .3133, 


2787 


. .3128 










Seq. No. 


5578 








Seq. ID 


OJ990822_39.9C02 


.C9 


Gene No. 


11713 








Strand 






Start 


1289 








End 


6684 




Name 


OJ990822 39. 


9C02 


,C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2780 








End 


3205 




GI 


none 








Score 


210 




Exons 


2780. .3130, 


2780 


. .3205, 


2787. 


.3203 






Seq. No. 


5578 








Seq. ID 


OJ990822_39.9C02 


.C9 


Gene No. 


11713 








Strand 






Start 


1289 








End 


6684 




Name 


' OJ990822 39. 


9C02 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2951 








End 


3199 




GI 


none 








Score 


206 





5779 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



2951. .3199 

5578 

11713 

1289 

OJ990822_39. 

3140 

none 

3140. .3472, 

5578 

11713 

1289 

OJ990822_39. 

3206 

none 

3206. .3469, 

5578 

11713 

1289 

OJ990822_39. 

3221 

none 

3221. .3472, 
3583. .3615, 

5578 

11713 

1289 

OJ990822_39. 

3527 

none 

3527. .3970, 

5578 
11713 . 
1289 

OJ990822_39. 

3557 

none 

3557. .4039, 

5578 

11713 

1289 

OJ990822_39. 

3689 

none 

3689. .4003 

5578 
11713 ■ 
1289 

OJ990822_39. 

3977 

none 



9C02.C9.o5.tm 
3141. .3419 

9C02.C9.o5.tw 
3207. .3467 

9C02.C9.ol.ts 



3231. .3464, 3417, 
3584.. 3616, 3584. 



9C02.C9.o4.tm 
3732. .3974 

9C02.C9.o4.tw 
3560.. 4036, 3600. 

9C02.C9.o4.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Maize 

3472 

142 



OJ990822_39. 9C02.C9 
6684 

TBLASTX: Wheat 

3469 

250 



Seq. ID OJ990822^39.9C02.C9 
Strand 

End 6684 

Method TBLASTX : Soybean 

End 3616 

Score 189 

.3563, 3539.. 3580, 3540.. 3578, 
.3616 

Seq. ID OJ990822_39.9C02.C9 
Strand 

End 6684 

Method TBLASTX: Maize 

End 3974 

Score 72 



9C02.C9.o8.tm 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4040 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Wheat 

4040 

223 



OJ990822_39.9C02.C9 
6684 

TBLASTX : Soybean 

4003 

200 



OJ990822_39. 9C02.C9 
6684 

TBLASTX: Maize 

4168 

106 



5780 



Exons 



3977. .4168, 4023. .4130 ' 



Seq. No. 5578 Seq. ID 

Gene No. 11713 Strand 

Start 1289 End 

Name OJ990822_39 . 9C02 . C9 . 08 . tw Method 

Start 4172 End 

GI none Score 

Exons 4172.. 4525, 4247.. 4435 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Wheat 

4525 

56 



Seq. No. 5578 Seq. ID 

Gene No. 11713 Strand 

Start 1289 End 

Name OJ990822_39 . 9C02 . C9 . o7 . tw Method 

Start 4859 End 

GI none Score 

Exons 4859.. 5209, 4925.. 4960, 4972.. 5061 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Wheat 

5209 

35 



Seq. No. 5578 

Gene No. 11713 

Start 1289 

Name OJ990822_39 . 9C02 . C9 . 06 . tm 

Start 4871 

GI none 

Exons 4871.. 5209, 4913.. 5209 

Seq. No. 5578 

Gene No. 11713 

Start 1289 

Name OJ990822_39 . 9C02 . C9 . o9 . tw 

Start 5261 

GI none 

Exons 5261.. 5458, 5262.. 5459 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Maize 

5209 

92 



OJ990822_39.9C02.C9 
6684 

TBLASTX: Wheat 

5459 

130 



Seq. No. 5578 Seq. ID 

Gene No. 11713 Strand 

.Start 1289 End 

Name OJ990822_39 . 9C02 . C9 . o3 . gs Method 

Start 5884 End 

GI none Score 

Exons 5884.. 6684 



OJ990822_39.9C02.C9 

6684 
GENSCAN 
6684 
.97 



Seq. No. 5578 Seq. ID 

Gene No. 11713 Strand 

Start 1289 End 

Name OJ990822_39 . 9C02 . C9 . o2 . np Method 

Start 5887 End 

GI 4512231 Score 

Exons 5887.. 6684 

GI Descrip. (AB014741) ORF0 protein [Oryza sativa] 



OJ990822_39.9C02.C9 

6684 
AAT/NAP 
6684 
1338 



Seq. No. 5579 Seq. ID 

Gene No. 11714 Strand 

Start 119 End 

Name OJ990822_38 . 9C02 . C2 . ol . gs Method 

Start 119 End 

GI none Score 



OJ990822_38.9C02.C2 
+ 

469 

GENSCAN 

4*69 

.54 



5781 



Exons 



119. .277, 410. .469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

! ^ Exons 

cn 

fy Seq. No. 
; !K s Gene No. 
i'j Start 
i% Z Name 

Start 
I'll GI 

Exons 
;=3 GI Descrip. 

ui 



5580 
11715 
457 

OJ990822_38 . 9C02 . C3 . ol . ts 
282 
none 

282. .566, 290. .595, 681. .734, 698. .739 

5580 
11715 
457 

OJ990822_38.9C02.C3.ol.tm 
284 
none 

284.. 595, 288.. 566, 290.. 59 

5580 
11715 
457 

OJ990822_38.9C02.C3.ol.tc 
296 

none - ": 

296.. 511, 297.. 512, 698.. 763, 699.. 764 

5580 
11715 
457 

OJ990822_38 . 9C02 . C3 . ol . np 
299 

5032087 

299. .565, 698. .764 

pre-mRNA splicing factor SF3a {120 kDa subunit) 
cerevisiae PRP21 gi | 2498882 | sp I Q15459 | S114_HUMAN 
ASSOCIATED PROTEIN 114 (SAP 114) (SF3A120) 

gi 12-146975 1 pir MS60735 splicing factor SF3a 120K chain - human 
gi|899298|emb|CAA59494| (X85237) human splicing factor [Homo 
sapiens] gi | 3212998 | gb IAAC23435 . 1 | (AC004997) spliceosome 
associated protein 11 



Seq. ID 


OJ990822_38.9C02 


.C3 


Strand 


_ 




End 


764 




Method 


TBLASTX : Soybean 




End 


739 




Score 


233 




698. .739 






Seq. ID 


OJ990822_38.9C02 


.C3 


Strand 


- 




End 


764 




Method 


TBLASTX: Maize 




End 


764 




Score 


352 




698. .763, 


698.. 763, 699.. 


764 


Seq. ID 


OJ990822_38. 9C02 


,C3 


Strand 


_ 




End 


764 




Method . 


TBLASTX: Cress 




End 


764 




Score 


129 




699. .764 






Seq. ID 


OJ990822_38.9C02 


.C3 


Strand 






End 


764 




Method 


AAT/NAP 




End 


764 




Score 


170 





similar to S. 
SPLICEOSOME 



Seq. No. 


5580 . 


Seq. ID 


OJ990822_38.9C02.C3 


Gene No. 


11715 


Strand- 




Start 


457 


End 


764 


Name 


OJ990822 38.9C02.C3.ol.gs 


Method 


GENSCAN 


Start 


457 


End 


744 


GI 


none 


Score 


.89 


Exons 


457. .565, 698. .744 






Seq. No. 


5581 


Seq. ID 


OJ990822_38.9C02.C4 


Gene No. 


11716 


Strand 




Start 


1 


End 


646 


Name 


OJ990822 38.9C02.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


646 


GI 


2498930 


Score 


746 


Exons 


1..418, 586. .646 






GI Descrip. 


DORSAL-VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GAS T RULAT I ON 



5782 






PROTEIN) gi 11203794 


(U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


5581 




Seq. ID 


OJ990822_38.9C02..C4 


Gene No. 


11716 




Strand 




Start 


1 




End 


64 6 


Name 


OJ990822 38.9C02.C4 


. ol . gs 


Method 


. GENSCAN 


Start 


24 




End 


645 


GI 


none 




Score 


1 


Exons 


24. .418, 586. .645 








Seq. No. 


5582 




Seq. ID 


OJ990822_38.9C02.C5 


Gene No. 


11717 




Strand 


+ . 


Start 


6617 




End 


6964 


Name 


OJ990822 38.9C02.C5 


.ol.gp 


Method 


AAT/GAP 


Start 


6617 




End 


6964 


GI 


none 




Score 


631 


Exons 


6617. .6964 











Seq. No. 


5582 






Seq. ID 


OJ990822 


38. 


9C02 


.C5 




Gene No. 


11718 






Strand 


+ 










Start 


8217 






End 


9718 










Name 


OJ990822 38. 


9C02.C5. 


o3.gs 


Method 


GENSCAN 










Start 


8217 






End 


9718 










GI 


none 






Score 


.79 










Exons 


8217. .8345, 


8551.. 8685, 9234 


..9292, 9649. .9718 








ru 


Seq. No. 


5582 






Seq. ID 


OJ990822_ 


38. 


9C02 


.C5 


i!3 


Gene No. 


11719 






Strand 


+ 








! ; \ 


Start 


10146 






End 


14274 








as. 


Name 


OJ990822 38. 


9C02.C5. 


o4 .gs 


Method 


GENSCAN 








"i » 


Start 


10146 






End 


14274 








ru 


GI 


none 






Score 


.73 








it 


Exons 


10146. .10528 


, 10947. 


.11017, 


14102. .14274 








□ 

'"' J 


Seq. No. 


5582 






Seq. ID 


OJ990822_ 


38. 


9C02 


.C5 




Gene No. 


11720 






Strand 












Start 


6733 






End 


7305 








;. "1 


Name 


OJ990822 38. 


9C02.C5. 


o2 . gs 


Method 


GENSCAN 










Start 


6733 






End 


7305 








s3 


GI 


none 






Score 


.73 










Exons 


6733. .7305 


















Seq.. No.. 


5583 






Seq. ID 


OJ990822_ 


38. 


9C02 


-C6 




Gene No. 


11721 






Strand 


+ 










Start 


155 






End 


253 










Name 


OJ990822 38. 


9C02.C6. 


ol.gs 


Method 


GENSCAN 










Start 


155 






End 


253 










GI 


none 






Score 


.81 










Exons 


155. .253 


















Seq. No. 


5583 






Seq. ID 


OJ990822_ 


38. 


9C02 


.C6 




Gene No. 


11722 






Strand 












Start 


1 






End 


1898 










Name 


OJ990822 38. 


9C02.C6. 


ol.np 


Method 


AAT/NAP 










■ Start 


1 






End 


1898 










GI 


1480078 






Score 


83 










Exons 


1..24, 1635. 


.1898 















5783 



GI Descrip. (X99696) shaggy-like protein kinase iota [Arabidopsis thaliana] 
gi|2444277|gb|AAB71545.1| (AF019927) GSK3/shaggy-like protein 
kinase [Arabidopsis thaliana] 



Seg. No. 5584 Seq. ID 

Gene No. 11723 ' Strand 

Start 350 End 

Name OJ990822_38 . 9C02 . C7 . ol . gp Method 

Start 350 End . 

GI none Score 

Exons 350.. 775 



OJ990822_38.9C02.C7 
775 

AAT/GAP 

775 

784 



Seq. No. 5585 

Gene No. 11724 

Start 67 

Name OJ990822_38 . 9C02 . C8 . ol . gs 

Start 67 

GI none 

Exons 67.. 200, 649.. 772 



Seq. ID OJ990822_38.9C02.C8 

Strand + 

End 772 

Method GENSCAN 

End 772 

Score .74 



ru 



Seq. No. 5585 Seq. ID 

Gene No. 11725 Strand 

Start 2829 End 

Name OJ990822_38 . 9C02 .C8 .o2 .gs Method 

Start • 2829 End 

GI none Score 

Exons 2829.. 3022, 4225.. 4360 



OJ990822_38. 9C02.C8 

4360 
GENSCAN 
4360 
.74 



Seq. No. 5586 Seq. ID 

Gene No. 11726 - Strand 

Start 1 End 

Name OJ990822_38 . 9C02 . C9 . o2 . np Method 

Start 1 End 

GI 3152583 Score 

Exons 1..69, 10034.. 10561 

GI Descrip. (AC002986) Contains similarity to inhibitor of apoptosis protein 
gb|U45881 from D. melanogaster . [Arabidopsis thaliana] 



OJ990822_38.9C02.C9 
+ 

11132 
AAT/NAP 
10561 
212 



Seq. No. 5586 Seq. ID 

Gene No. 11726 Strand 

Start 1 End 

Name OJ990822_38 . 9C02 . C9 . ol . np Method 

Start 1845 End 

GI 4680182 Score 

Exons 1845.. 3808, 4905.. 5037 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990822_38. 9C02.C9 
+ 

11132 
AAT/NAP 
5037 
938 



Seq. No. 5586 Seq. ID 

Gene No. 11726 Strand 

Start 1 End 

Name 0 J990822_38 . 9C02 . C9 . ol . gs Method 

Start 1868 End 

GI none Score 

Exons 1868.. 2685, 2708.. 3815 



OJ990822_38.9C02.C9 
+ 

11132 
GENSCAN 
3815 
.64 



Seq. No. 
Gene No. 



5586 
11726 



Seq. ID OJ990 ; 822__38. 9C02.C9 
Strand + 



5784 





Start 


1 








End 


11132 






Name 


OJ990822 38 


. 9C02 


.C9.o2. 


gs 


Method 


GENSCAN 






Start 


5063 








End 


6762 






GI 


none 








Score 


.81 






Exons 


5063. .5135, 


5428 


. .5570, 


5626 


..5755, 6632..6762 






Seq. No. 


5586 








Seq. ID 


OJ990822 


_38.9C02.C9 




Gene No . 


11726 








Strand 


+ 






Start 


1 








End 


11132 






Name 


OJ990822 38 


. 9C02 


.C9.o4. 


gs 


Method 


GENSCAN 






Start 


10043 








End 


11132 






GI 


none 








Score 


. 62 






Exons 


10043. .10186, 10280. .10792, 


10837. .10945, 11020 


. .11132 




Seq. No. 


JJOO 








Seq. ID 


OJ990822 


_38.9C02.C9 




Gene No . 


1 1 10 "7 
1 1 / Z i 








Strand 








Start 


dz yu 








End 


6747 






Name 




. yuUz 


. uy . oi . 


gp 


Method 


AAT/GAP 






Start 


o^yu 








End 


6747 






GI 


3761506 








Score 


750 






Exons 


6290. .6747 
















Seq. No. 


JJOO 








Seq. ID 


OJ990822 


_38.9C02.C9 




Gene No. 


I i Ton 

II I Zo 








, Strand 








Start 


o / UO 








End 


9547 




lift 


Name 




. y^/Uz 


,t?.OJ. 


gs 


Method 


GENSCAN 






Start 


o / UO 








End 


9547 




\ b? 


GI. 


none 








Score 


.82 




! * I 


Exons 


8705. .8713, 


8756 


. .8816, 


8923 


..9047, 9082.. 9215, 


9274. .9547 


'.3 


Seq. No. 


ccoc 

J J(3 O 








Seq. ID 


OJ990822 


_38.9C02.C9 


! y 


Gene No. 


ii /z y 








Strand 








Start 


izo yo 








End 


14809 






Name 


ujyyuoz^ Jo 


. yLuZ 


. cy . oi . 


tm 


Method 


TBLASTX: 


Mai ze 


□ 


Start 


boy 4 








End 


9374 






GI 


none 








Score 


71 






Exons 


boy4 . . O /JO , 


Q1CO 

o foZ 


Q Q 1 A 
. . OO 14 , 


O / 0 / 


..8828, 8921. .8947, 


8922. .9050, 


'J 




o yz j . . y u io , 


o y / o 


. . yuo u , 


y izo 


..9217, 9143. .9217, 


9144. .9218, 


ri 




9306. .9374, 


9314 


. .9367 










.: c 

U 


Seq. No. 


5586 








Seq. ID 


OJ990822 


_38.9C02.C9 




Gene No. 


11729 








Strand 










12893 








End 


14809 






Name 


OJ990822 38 


.9C02 


.C9.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


8753 








End 


9217 






GI 


none 








Score 


103 






Exons 


8753. .8815, 


8922 


. .9050, 


8923 


..9012, 8976. .9056, 


9143. .9217, 






9145. .9216 
















Seq. No. 


5586 








Seq. ID 


OJ990822 


_38.9C02.C9 




Gene No. 


11729 








Strand 








Start 


12893 








End 


14809 






Name 


OJ990822 38 


. 9C02 


.C9.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


8922 








End 


9374 






GI 


none 








Score 


107 






Exons 


8922. .9047, 


8923 


. .9015, 


8979 


..9047, 9143. .9217, 


9144. .9215, 






9317. .9367, 


9318 


. .9374 











5785 



Seq. No. 5586 

Gene No. 11729 

Start 12893 

Name OJ990822_38 . 9C02 . C9 . o2 . tm 

Start 10028 

GI none 

Exons 10028 . . 10288, 10031 . . 10078, 
14740. .14808 



Seq. ID OJ990822_38.9C02.C9 

Strand . - 

End 14809 

Method TBLASTX : Mai ze 

End 14809 

Score 208 
10186. .10275, 14726. .14809, 



Seq. No. 5586 Seq. ID 

Gene No. 11729 Strand 

Start 12893 End 

Name OJ990822_38 . 9C02 . C9 . o5 . gs Method 

Start 12893 End 

GI none Score 

Exons 12893. .12976, 14650.. 14694 



OJ990822_38.9C02.C9 

14809 
GENSCAN 
14694 
.69 



Seq. No. 5587 Seq. ID 

Gene No. 11730 Strand 

Start 6069 End 

Name OJ990822_38 . 9C02 . C10 . o3 . gs Method 

Start 6069 End 

GI none Score 

Exons 6069.. 6263 



OJ990822_38.9C02.C10 
+ 

6263 
GENSCAN 
6263 
.72 



i s i 5 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



5587 
11731 
8464 

OJ990822_38 . 9C02 . C10 . ol . np 
8464 
421842 
8464. .8633, 
10629. .10868, 
12249.. 12372 

potassium channel protein - Arabidopsis thaliana gi 1166774 
(M86990) potassium channel protein [Arabidopsis thaliana] 
gi 1 1065906 (U25088) potassium channel protein [Arabidopsis 
thaliana] 



8740.. 8955, 9072 
10960. .11058, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9227, 



OJ990822_ 
+ 

13878 
AAT/NAP 
12372 
1515 
9313. .9370, 



38.9C02.C10 



11230. .11459, .11655, 



9512. .9829, 
.12097, 



Seq. No. 5587 Seq. ID 

Gene No. 11731 Strand 

Start 8464 End 

Name OJ990822_38 . 9C02 . C10 . o4 . gs Method 

Start 84 64 End 

GI none Score 
Exons 



OJ990822_38 . 9C02 .C10 
+ 

13878 
GENSCAN 
13878 
.85 



8464. .8633, 8740. .8955, 8999. .9071, 9512. .9829, 10629 10868 , 
11155. .11187, 11274. .11459, 11544 .. 12111, 12263 .. 12327 , 
13326. .13514, 13516. .13878 



Seq. No. 5587 Seq. ID 

Gene No. 11732 Strand 

Start 2824 End 

Name OJ990822_38 . 9C02 . C10 . o2 . gs Method 

Start 2824 End 

GI none . Score 

Exons 2824.. 2949, 3652.. 3729 



OJ990822_38 . 9C02 . C10 

3729 
GENSCAN 
3729 
.62 



5786 



ru 

I -A 



Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02.C10 


Gene No. 


11733 




Strand 




btart 


9807 




End 


13805 


Name 


OJ990822 38. 


9C02.C10.ol.gp 


Method 


AAT/GAP 


Start 


9807 




End 


13805 


GI 


uC-osflcypl55c06bl 


Score 


1006 


Exons 


9807. .9877, 


10678. .10845, 11569 11642, 13555.. 13805 


GI Descrip. 


, 2832703/emb 


ICAA16801.il 9.0e- 


-14 (AL021713) potassium channel 




protein KAT2 


[Arabidopsis thaliana] 1 




Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02.C10 


Gene No. 


11734 




Strand 




Start 


14628 




End 


16658 


Name 


OJ990822 38. 


9C02.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


8524 




End 


12360 


GI 


none 




Score 


114 


Exons 


8524. .8634, 


8556.. 8627, 8721. 


.8801, 8737.. 8958, 8738.. 8956, 




8738 . . 8977, 


8847. .8975, 9061. 


.9273, 9069.. 9230, 9070.. 9231, 




9296. .9376, 


9305.. 9370, 9310. 


.9375, 9506.. 9829, 9511.. 9822, 




9653. .9829, 


10628. .10855, 10629.. 10871 


, 10713. .10868, 




10959. .11066 


, 10960. .11058, 11271. .11453, 11282 .. 11368 , 




11991. .12020 


, 12042. .12116, 12247.. 12360 


Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02.C10 


Gene No. 


11734 




Strand 




Start 


14628 




End 


16658 


Name 


OJ990822 38. 


ycuz.ciu.o4. tm 


Method 


TBLASTX: Maize 


Start 


8536 




End 


8902 


GI 


none 




Score 


95 


Exons 


8536. .8673, 


8556.. 8636, 8749. 


.8901, 8765.. 8902 


Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02.C10 


Gene No. 


11734 




Strand 




Start 


14628 




End 


16658 


Name 


OJ990822 38. 


9C02.C10.o2. tm 


Method 


TBLASTX: Maize 


Start 


8903 




End 


9673 


GI 


none 




Score 


71 


Exons 


8903. .8977, 


9057.. 9293, 9061. 


.9234, 9080.. 9247, 9305.. 9376, 




9505. .9672, 


9506. .9673 






Seq; No. 


5587 




Seq. ID 


OJ990822_38.9C02.C10 


Gene No. 


11734 




Strand 




Start 


14628 




End 


16658 


Name 


OJ990822 38. 


9C02.C10.o3.tm 


Method 


TBLASTX : Maize 


Start 


9674 




End 


10748 


GI 


none 




Score 


211 


Exons 


9674. .9829, 


9686.. 9829, 10629 


. . 10748, 


10643. .10747 ' 


Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02.C10 


Gene No. 


11734 




Strand 




Start 


14628 




End 


16658 


Name 


OJ990822 38. 


9C02.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9694 




End 


11031 


GI 


none 




Score 


198 


Exons 


9694. .9828, 


9695.. 9829, 10629 


. .10733, 


10728. .10871/ 




10959. .11030 


, 10960.. 11031 







5787 




Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02 


.C10 


Gene No. 


11734 




Strand 






Start 


14628 




End 


16658 




Name 


OJ990822 38.9C02.C10 


. o5 . gs 


Method 


GENSCAN 




Start 


14628 




End 


16658 




GI 


none 




Score 


.8 




Exons 


14628. .14702, 15030. 


.15101, 


15151. .15462, 15499. .15705, 






15858. .16064, 16593. 


.16658 








Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02 


.C10 


Gene No. 


11734 




Strand 






Start 


14628 




End 


16658 




Name 


OJ990822 38.9C02.C10 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


15210 




End 


15614 




GI 


none 




Score 


254 




Exons 


15210. .15338, 15211. 


.15570, 


15337. .15564, 15576.. 15614 




Seq. No. 


5587 




Seq. ID 


OJ990822_38.9C02 


.C10 


Gene No. 


11734 




Strand 






Start 


14628 




End 


16658 




Name 


OJ990822 38.9C02.C10 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


15211 




End 


15632 




GI 


none 




Score 


354 




Exons 


15211. .15570, 15213. 


.15569, 


15572. .15631, 15573.. 15632 




Seq. No. 


5588 




Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11735 




Strand 


+ 




Start 


1 




End 


1984 




Name 


OJ990822 38.9C02.C11 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1984 




GI 


5852181 




Score 


142 




Exons 


1..30, 1666. .1984 










GI Descrip. 


(AL117265) zhbOOll.l 


[Oryza 


sativa] 






Seq. No. 


5588 




.Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11736 




Strand 


+ 




Start 


3049 




End 


10677 




Name 


OJ990822 38.9C02.C11 


. ol . gs 


Method 


GENSCAN 




Start 


3049 


End 


10677 




GI 


none 




Score 


.79 





Exons .3049/. 3154, 4457.. 5000, 5664.. 5867, 6093.. 6185, 7998.. 8175, 

8228. .10277, 10328. .10677 



Seq. No. 


5588 


Seq. ID 


OJ990822_ 


_38 


9C02 


.Cll 


Gene No. 


11736 


Strand 


+ 








Start 


3049 


End 


10677 








Name 


OJ990822 38 


. 9C02 . CI 1 . o2 . np Method 


AAT/NAP 








Start 


8150 


End 


10248 








GI 


4680181 


Score 


575 








Exons 


8150. .8536, 


9507. .9947, 10008. .10248 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 








Seq. No. 


5588 


Seq. ID 


OJ990822_ 


38. 


9C02 


.Cll 


Gene No. 


11737 


Strand 


+ 








Start 


30796 


End 


31301 








Name 


OJ990822 38 


.9C02.Cll.o6.gs Method 


GENSCAN 









5788 




Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30796 End 31301 

none Score . 98 

30796. .30877, 31111.. 31301 



5588 
11738 
32263 

OJ990822_38 . 9C02 .Cll.o5.np 
32263 
4689316 
32263. .33228 

(AF130973) peroxisomal targeting signal type 2 receptor 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_ 
+ 

33231 
AAT/NAP 
33228 
1142 



38.9C02.C11 



5588 

11738 

32263 

OJ990822_38 . 9C02 . Cll . o7 . gs 

32263 

none 

32263. .33231 



Seq. ID OJ990822_38.9C02.C11 

Strand + 

End 33231 

Method GENSCAN 

End 33231 

Score 1 



3 



Ly 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5588 Seq. ID 

11739 Strand 

40640 End 

OJ990822_38 . 9C02 . Cll . 08 . np Method 

40640 End 

5042462 Score 
40640. .40676, 42039.. 42130 

(AC00778 9) putative negatively light-regulated protein [Oryza 
sativa] 



OJ990822_38.9C02.C11 
+ 

42130 
AAT/NAP 
42130 
64 



5588 Seq. ID 

11740 Strand 

54563 End 

OJ990822_38. 9C02 . Cll . o5 . gp Method 

54404 End 

45660_1.R1084 Score 
54404. .54742, 54844. .55207 

, 3132310/dbj |BAA28170| 3.0e-79 (AB012228) phosphoenolpyruvate 
carboxylase [Zea mays] ' .... v. 



OJ990822_38.9C02.C11 
+ 

60760 
AAT/GAP 
55207 
1343 



5588 
11740 
54563 

OJ990822_38.9C02.Cll.o9.gs 
54563 



none 

54563, 

56656, 



Seq. ID OJ990822_38.9C02.C11 
Strand + 

60760 
GENSCAN 
60508 
.96 



End 

Method 
End 
Score 

54742, 54844. .55235, 55325 .. 55409, 56111 .. 56333, 
56759, 56848. .56935, 57707 57861, 57945.-5894 3, 



59453. .59839, 60215.. 60508 

5588 Seq. ID 

11740 Strand 

54563 End 

OJ990822_38. 9C02 . Cll . o9 . np Method 

54587 End 



OJ990822_38.9C02.C11 
+ 

60760 

AAT/NAP 

60505 



5789 



GI 

Exons 



GI Descrip. 



3132310 Score 4508 

54587. .54742, 54844 .. 55235, 55325 55409, 56111 .. 56333, 
56656. .56759, 5.6848 56935, 57707 .. 57861 , 57 94 5.-58943, 
59453. .59839, 60215.. 60505 

(AB012228) phosphoenolpyruvate carboxylase [Zea mays] 



OJ990822_38.9C02.C11 
+ 

60760 
AAT/GAP 
56184 
234 



Seq. No. 5588 Seq. ID 

Gene No. 11740 - Strand 

Start 54563 End 

Name OJ990822_38 . 9C02 . Cll . o.6 . gp Method 

Start 55347 End 

GI uC-osflcyp098h08bl Score 

Exons 55347. .55409, 56111.. 56184 

GI Descrip. ' 115587/sp | P29195 | CAPl_SORVU 6.0e-18 PHOSPHOENOLPYRUVATE 

CARBOXYLASE 1 (PEPCASE) (CP21) >gi_4 18801_pir S31159 

phosphoenolpyruvate carboxylase (EC 4.1.1.31) CP21 - sorghum 
>gi_21630_emb_CAA39197_ (X55664) phosphoenolpyruvate carboxylase 
[Sorghum bicolor] >gi_22615_emb_CAA4 6267_ (X65137) 
phosphoenolpyruvate carboxylase [Sorghum bicolor] 1 



:i : s 

! y 
□ 

i .S 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
y Start 
Name 

3 Start 

4 GI 

i Exons 

GI Descrip. 



5588 

11740 

54563 

OJ990822_38 . 9C02 . Cll . o7 . gp 
56645 

uC-osroM202035g07bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

56645. .56759, 56848 .. 56935, 57707 .. 57861 , 57945. .58113 
'3132310/dbj |BAA28170| 4.0e-94 (AB012228) phosphoenolpyruvate 
carboxylase [Zea mays] 1 



OJ990822_38 . 9C02 . Cll 
+ 

60760 
AAT/GAP 
58113 
955 



5588 

11740 

54563 

OJ990822_38 . 9C02 . Cll . 08 . gp 
58556 

13407 1.R1084 



OJ990822_38 . 9C02 . Cll 
+ 

60760 
AAT/GAP 
60760 
2520 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
58556. .58943, 59453 .. 59839, 60215.. 60760 

'115587/sp | P29195 I CAP1_S0RVU 1.0e-178 PHOSPHOENOLPYRUVATE 

CARBOXYLASE 1 (PEPCASE) (CP21) >gi_418801_pir S31159 

phosphoenolpyruvate carboxylase (EC 4.1.1.31) CP21 - sorghum 
>gi_21630_emb_CAA39197_ (X55664 ) phosphoenolpyruvate carboxylase 
[Sorghum bicolor] >gi_22615_emb_CAA4 6267_ (X65137) 
phosphoenolpyruvate carboxylase [Sorghum bicolor] ' 



Seq. No. 5588 Seq. ID 

Gene No. 11741 Strand 

Start 63561 End 

Name OJ990822_38 . 9C02 . Cll . olO . gs Method 

Start 63561 - End 

GI none Score 

Exons 63561. .63585, 63643 .. 63765, 64 420 .. 644 97 , 65189 

66593. .66785, 68015.. 68109 



OJ990822_38.9C02.C11 
+ 

68109 
GENSCAN 
68109 
.57 

65211, 



Seq. No. 5588 

Gene No. 11742 

Start 69342 

Name OJ990822_38 . 9C02 . Cll . o9 . gp 



Seq. ID OJ990822_38.9C02.C11 

Strand +~ 

End 69556 

Method AAT/GAP 



5790 



Start 69342 End 69556 

GI 45849_1.R1084 Score 404 

Exons 69342. .69556 

GI Descrip. '4115925 6.0e-21 (AF118222) contains similarity to RNA 
recognition motifs {Pfam: PF00076, Score=5 . 5e-23, N=2) 
[Arabidopsis thaliana] >gi_45394 39_emb_CAB40027 . 1_ (AL049523) 
RNA-binding protein [Arabidopsis thaliana] 





>g i_4 9 5 9 3 8 4_gb_AAD3 4 3 2 5 . 1_ 


(AF109721) 


RNA-binding protein 




[Arabidopsis thaliana] 1 






Seq. No. 


5588 


Seq. ID 


OJ990822_38.9C02.C11 


Gene No. 


11743 


Strand 




Start 


7513 


End 


11317 


Name 


OJ990822 38.9C02.Cll.o3.np 


Method 


AAT/NAP 


Start 


7513' 


End 


11317 


GI 


6721547 


Score 


79 


Exons 


7513. .7552, 11210. .11317 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


5588 


Seq. ID 


OJ990822_38.9C02.C11 


Gene No. 


11744 


Strand 




Start 


13257 


End 


19716 


Name 


OJ990822 38.9C02.Cll.o4.np 


Method 


AAT/NAP 


Start 


12515 


End 


19716 


GI 


465445 


Score 


80 


Exons 


12515. .12579, 13304 13585, 


17817. .17986, 19639. .19716 


GI Descrip. 


PROBABLE NUCLEAR ANTIGEN gi | 418708 | pir | IB45344 probable nuclear 




antigen - suid herpesvirus 


1 (strain ] 


Kaplan) gi 1334072 (M34651) 




ORF-3 protein [Pseudorabies 


virus] 




Seq. No. 


5588 


Seq. ID 


OJ990822_38.9C02.C11 


Gene No. 


11744 


Strand 




Start 


13257 


End 


19716 


Name 


OJ990822 38.9C02.Cll.o2.gs 


Method 


GENSCAN 


Start 


13257 


End 


15661 


GI 


none 


Score 


.81 


Exons 


13257. .13486, 13673. .13882, 


15496. .15661 


Seq. No. 


5588 


Seq. ID 


OJ990822_38.9C02.C11 


Gene No. 


11744 


Strand 




Start 


13257 


End 


19716 


Name 


OJ990822 38.9C02.Cll.o2.gp 


Method 


AAT/GAP 


Start 


17119 


End 


17542 


GI 


LIB3477-003-P1-K1-E9 


Score 


132 


Exons 


17119. .17207, 17510. .17542 






GI Descrip. 


*2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 


S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


5588 


Seq. ID 


OJ990822_38.9C02.C11 


Gene No. 


11744 


Strand 




Start 


13257 


End 


19716 


Name 


OJ990822 38.9C02.Cll.o3.gs . 


Method 


GENSCAN 


Start 


17362 


End 


18836 


GI 


none 


Score 


.71 


Exons 


17362. .17890, 18032. .18163, 


18817. .18836 



5791 



# 



Seq. No. 


5588 


Seq. ID 


OJ990822_38 . 9C02 . Cll 


Gene No. 


11745 


Strand 




Start 


28679 


End 


29986 


Name 


OJ990822 38.9C02.Cll.o5.gs 


Method 


GENSCAN 


Start 


28679 


End 


29986 


GI 


none 


Score 


.51 


Exons 


28679. .29099, 29271 29364 , 


29809. .29986 


Seq. No. 


5588 


Seq. ID 


OJ990822_38 . 9C02 .Cll 


Gene No. 


. 11746 


Strand 




Start 


39034 


End 


45433 


Name 


OJ990822 38.9C02.Cll.o6.np 


Method 


AAT/NAP 


Start 


39034 


End 


45433 


GI 


2244914 


Score 


217 


Exons 


39034. .39264, 39412 .. 39580, 


40804. .41007, 41112 .. 41418, 




45410. .45433 






GI Descrip. 


(Z97339) splicing factor like protein 


[Arabidopsis thaliana] 


Seq. No. 


5588 


Seq. ID 


OJ990822_38.9C02.C11 


Gene No. 


11746 


Strand 




Start 


39034 


End 


45433 


Name 


OJ990822 38.9C02.Cll.o3.gp 


Method 


AAT/GAP 


Start 


39982 


End 


40337 


GI 


426497 


Score 


691 


Exons 


39982. .40337 






GI Descrip. 


5032087/ref |NP 005868 . 1 | pSF3A120 | 9.0e 


-13 pre-mRNA splicing 




factor SF3a (120 kDa subunit 


) , similar 


to S. cerevisiae PRP21 



>gi_2498882_sp_Q15459_S114_HUMAN SPLICEOSOME ASSOCIATED PROTEIN 

114 (SAP 114) (SF3A120) >gi_214 6975_pir S60735 splicing factor 

SF3a 120K chain - human >gi_8 99298_emb_CAA59494_ (X85237) human 
splicing factor [Homo sapiens] >gi_3212998_gb_AAC23435 v l_ 
(AC004997) spliceos 



Seq. No. 5588 Seq. ID 

Gene No. 11747 Strand 

Start 68590 End 

Name OJ990822_38. 9C02 . Cll . o9 . tm Method 

Start 8168 End 

GI none Score 

Exons 8168.. 8359, 8212.. 8352 



OJ990822_38.9C02.C11 
69505 

TBLASTX: Maize 

8359 

205 



Seq. No. 5588 Seq. ID 

Gene No. 11747 Strand 

Start 68590 End 

Name OJ990822_38 . 9C02 . Cll . o5 . tm Method 

Start 32271 End 

GI none Score 
Exons 



OJ990822_38.9C02.C11 
69505 

TBLASTX: Maize 

32655 

200 



32271. .32393, 32272 .. 32397 , 32436 .. 32654 , 32452. .32655 



Seq. No. 5588 Seq. ID 

Gene No. 11747 Strand 

Start 68590 End 

Name OJ990822_38 . 9C02 . Cll . o2 . tc Method 

Start 32274 End 

GI none Score 

Exons 32274. .32390, 32275 . .32397 , 32451 

32530. .32766, 32 622 .. 32786, 32731 



32570, 
32895 



OJ990822_38.9C02.C11 
69505 

TBLASTX: Cress 

32895 

121 

32452. .3278.7, 



5792 




Seq. No. 


5588 






Seq. ID 


OJ990822_38.9C02. 


Cll 


Gene No . 


11747 






Strand 






Start 


68590 






End 


69505 




Name 


OJ990822 38.9C02.C11 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


32572 






End 


33225 




GI 


none 






Score 


168 




Exons 


32572. 


.32817, 32616. 


.32813, 


32665. .32913, 32685 .. 33224 , 






32686. 


.33225, 32794. 


.32952 








Seq. No. 


5588 






Seq. ID 


OJ990822_38.9C02. 


Cll 


Gene No. 


11747 






Strand 






Start 


68590 






End 


69505 ' 




Name 


OJ990822 38.9C02.C11 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


32880 






End 


33211 




GI 


none 






Score 


65 




Exons 


32880. 


.33158, 32883. 


.32924, 


32884. .33159, 33038.. 33211 




Seq. No. 


5588 






Seq. ID 


OJ990822_38.9C02. 


Cll 


Gene No. 


11747 






Strand 






Start 


68590 






End 


69505 




Name 


OJ990822 38.9C02.C11 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


38808 






End 


39943 




GI 


none 






Score 


352 




Exons 


38808. 


.38903, 38998. 


.39309, 


39002. .39280, 39004 .. 39309, • 






39411. 


.39482, 39412. 


.39474, 


39556. .39579, 39577 .. 39660, 






39579. 


.39647, 39653. 


.39703, 


39654, .39734, 39655 .. 39708, 






39729. 


.39926, 39805. 


.39930, 


39920. .39943 




Seq. No. 


5588 






Seq. ID 


OJ990822_38. 9C02. 


Cll 


Gene No. 


11747 






Strand 






Start 


68590 






End 


69505 




Name 


OJ990822 38.9C02.C11 


.o5 . ts 


Method 


TBLASTX : Soybean 




Start 


38996 






End 


39448 




GI 


none 






Score 


233 




Exons 


38996. 


.39280, 39004. 


.39309, 


39395. .39448 




Seq. Np. 


5588 






Seq. ID 


OJ990822_38.9C02. 


Cll 


Gene No. 


11747 






Strand 






Start 


68590 






End 


69505 




Name 


OJ990822 38.9C02.C11 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


39010 






End 


39474 




GI 


none 






Score 


129 




Exons 


39010. 


.39225, 39011. 


.39226, 


39412. .39474 




Seq. No. 


5588 






Seq. ID 


OJ990822_38.9C02. 


Cll 


Gene No . 


11747 






Strand 






Start 


68590 






End 


69505 




Name 


OJ990822 38.9C02.C11 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


39831 






End 


40773 




GI 


none 






Score 


346 




Exons 


39831. 


.40256, 39946. 


.40374, 


39947. .40282, 40045 .. 40344 , 






40345. 


.40467, 40516. 


.40773 








Seq. No. 


5588 






Seq. ID 


OJ990822_38. 9C02. 


Cll 


Gene No. 


11747 






Strand 






Start 


68590 






End 


69505 





5793 



Name 


OJ990822 38.9C02.C11 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


39958 




End 


40407 




GI 


none 




Score 


393 




Exons 


39958. .40407, 39959. 


.40282, 


40045. .40404 




Seq. No. 


5588 




Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11747 




Strand 






Start 


68590 




End - 


69505 




Name 


OJ990822 38.9C02.C11 


,o3.tc 


Method 


TBLASTX: Cress 




Start 


40183 




End 


40467 




GI 


none 




Score 


100 




Exons 


40183. .40386, 40184. 


.40282, 


40198. .40386, 40387.. 40467 




Seq. No. 


5588 




Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11747 




Strand 






Start 


68590 




End 


69505 




Name 


OJ990822 38.9C02.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


40491 




End 


40882 




GI 


none 




Score 


139 




Exons 


40491. .40568, 40498. 


.40617, 


40504. .40881, 40530 . .40664 , 






40727. .40882 










Seq. No. 


5588 




Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11747 




Strand 






Start 


68590 




End 


69505 




Name 


OJ990822 38.9C02.C11 


.08. tm 


Method 


TBLASTX: Maize 




Start 


41200 




End 


41410 




GI 


none 




Score 


301 




Exons 


41200. .41409, 41210. 


.41410 








Seq. No. 


5588 




Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11747 




Strand 






Start 


68590 - 




End 


69505 




Name 


OJ990822 38.9C02.C11 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


41203 




End 


41410 




GI 


none 




Score 


165 




Exons 


41203. .41409, 41213. 


.41410 








Seq. No. 


5588 




Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11747 




Strand 






Start 


68590 




End 


69505 




Name 


OJ990822_38.9C02.C11 


. o2 . tm 


Method 


TBLASTX: Maize - 




Start 


54598 




End 


56209 




GI 


none 




Score 


220 




Exons 


54598. .54744, 54599. 


.54745, 


54850. .55029, 54922. .55026, 






54936. .55034, 55020. 


.55235, 


55021. .55236, 55105 .. 55254 , 






55255. .55410, 55323. 


.55412, 


55324. .55404, 56108 .. 56209, 






56108. .56209 










Seq. No. 


5588 




Seq. ID 


OJ990822_38.9C02 


.Cll 


Gene No. 


11747 




Strand 






Start 


68590 




End 


69505 




Name 


OJ990822 38.9C02.C11 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


54604 




End 


60511 




GI 


none 




Score 


194 




Exons 


54604. .54744, 54605. 


.54754, 


54850. .55035, • 54 924 .. 55034 , 






. 55021. .55254, 55029. 


.55235, 


55309. .55401, 55323. .55412, 





5794 





56108. 


.56335, 


56108. 


.56335, 


56110. .56337, 56648 


. .56791, 






DDDOj . 


. DO / Oc. f 


jOD / 1 . 


. D D / OJ , 


ddojj. .ooyzz, Dbo3 / 


. . o o y z i , 






56905. 


.56934, 


57704. 


.57829, 


57705. .57854, 57705 


. .57857, 






57706. 


.57867, 


57941. 


.58141, 


57942. .58142, 58115 


. .58411, 






58139. 


.58627, 


58140. 


.58958, 


58143. .58940, 59452 


. .59835, 






59453. 


.59839, 


60209. 


.60406, 


60209. . 60382, 60388 


. .60507, 






60389. 


.60511 












Seq. No. 


5588 








Seq. ID OJ990822 


_38.9C02 


.Cll 


Gene No. 


11747 








Strand 






Start 


68590 








End 69505 






Name 


OJ990822 38.9C02.C11 


.ol. ts 


Method TBLASTX: 


Soybean 




Start 


54605 








End 60511 






GI 


none 








Score 193 






Exons 


54605. 


.54745, 


54850. 


.55254, 


54924. .55235, 55323 


. .55412, 






55330. 


.55407, 


56049. 


.56105, 


56108. .56335, 56108 


. .56335, 






56110. 


.56337, 


56558. 


. Ob / Dl, 


ctccc RC7£0 RCQO/1 


. . o oy i d, 






56847. 


.56921, 


56848. 


.56916, 


56916. .56936, 57705 


. .57857, 






57706. 


.57867, 


57706. 


.57861, 


57942. .58958, 57942 


. .58943, 






59425. 


.59613, 


59448. 


.59816, 


59452. .59841, 59453 


. .59842, 






60209. 


.60406, 


60209. 


.60352, 


60286. .60411, 60382 


. .60507, 






60389. 


.60511 












Seq. No. 


5588 








Seq. ID OJ990822 


_38.9C02 


.Cll 


Gene No. 


11747 








Strand 






Start 


68590 








End 69505 






Name 


OJ990822 38.9C02.C11 


. oz . tw 


luf +- Vi/-v/-l rPDTAO TV ■ 

Metnoa l biiAb i a : 


wnea u 




Start 


55153 








End 56273 






GI 


none 








Score 142 






Exons 


55153. 


.55236, 


55155. 


.55235, 


55178. .55249, 55312 


. .55407, 






55316. 


.55378, 


55323. 


.55412, 


55323. .55418, 56108 


. .56272, 






56108. 


.56272, 


56109. 


.56273 








Seq. No. 


5588 








Seq. ID OJ990822 


_38.9C02 


.Cll 


Gene No. 


11747 








Strand 






Start 


68590 








End 69505 






Name 


OJ990822 38.9C02.C11 


. ol . tm 


Method TBLASTX: 


Maize 




Start 


56211 








End 60587 






GI 


none 








Score 101 






Exons 


56211. 


.56333, 


56212. 


. DbJ OH , 


DK>Z1 3 . . D OJJJ , DOZlO 


. . ob J Jo, 






56214. 


.56336, 


56648. 


.56761, 


56655.-56762, 56847 


. .56933, 






56848. 


.56934, 


57701. 


.57829, 


57705. .57851, 57706 


. .57867, 






57706. 


.57861, 


57941. 


.58624, 


57942. .58949, 57942 


. .58943, 






58670. 


.58948, 


59451. 


.59543, 


59452. .59841, 59453 


. .59842, 






60194. 


.60508, 


60209. 


.60508, 


60561.. 60587 






Seq. No. 


5588 








Seq. ID OJ990822 


_38.9C02 


.Cll 


Gene No . 


11747 








Strand 






Start 


68590 








End 69505 






Name 


OJ990822 38.9C02.C11 


. ol . tw 


Method TBLASTX : Wheat 




Start 


59621 








End 60256 






GI 


none 








Score 294 






Exons 


59621. 


.59842, 


59627. 


.59755, 


59629. .59841, 60209 


. .60256 




Seq. No. 


5588 








Seq. ID OJ990822 


_38.9C02 


.Cll 


Gene No. 


11747 








Strand 






Start 


68590 








End 69505 







5795 




i ! i = 



, =1 



hi 



Name 


OJ990822 38.9C02.Cll.oll.gs 


Method 


GENSCAN * 




Start 


68590 


End 


69505 




GI 


none 


Score 


.85 




Exons 


68590. .68792, 69451.. 69505 








Seq. No. 


5589 


Seq. ID 


OJ990822_38.9C02 


.ci: 


Gene No. 


11748 


Strand 






Start 


392 


End 


506 




Name 


OJ990822 *38.9C02.C12.ol.gs 


Method 


GENSCAN 




Sta^rt" 


392 


End 


506 




GI 


none 


Score 


.99 




Exons 


392. .506 








Seq. No. 


5590 


Seq. ID 


OJ990402_11.9C03 


.ci 


Gene No. 


1174 9 


Strand 


+ 




Start 


258 


End 


836 




Name 


OJ990402 11.9C03.Cl.ol.gs 


Method 


GENSCAN 




Start 


258 


End 


836 




GI 


none 


Score . 


.45 




Exons 


258..836 








Seq. No. 


5590 


Seq. ID 


OJ990402_11.9C03 


.Cl 


Gene No. 


11750 


Strand 






Start 


- 1 


End 


850 




Name 


OJ990402 11.9C03.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


850 




GI 


100484 


Score 


599 




Exons 


1..850 








GI Descrip. 


hypothetical protein - garden 


snapdragon 




Seq. No. 


5590 


Seq. ID 


OJ990402_11.9C03 


.CI 


Gene No. 


11750 


Strand 






Start 


1 


End 


850 




Name 


OJ990402 11.9C03.Gl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


152 


End 


472 




GI 


none 


Score 


111 




Exons 


152. .412, 206. .472, 225. .470 








Seq. No. 


5590 


Seq. ID 


OJ990402_11.9C03 


.Cl 


Gene No. 


11750 


Strand 






Start 


1 


End 


850 




Name 


OJ990402 11.9C03.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


212 


End 


680 




GI 


none 


Score 


245 




Exons 


-212. .463, 212. .529, 222. .536, 


521. .679 


, 522.. 680, 522.. 


680 


Seq. No. 


5590 


Seq. ID 


OJ990402_11.9C03 


.Cl 


Gene No. 


11750 


Strand 






Start 


1 


End 


850 




Name 


OJ990402 11.9C03.Cl.ol.tc 


Method 


TBLASTX: Cress 




'Start 


257 


End 


601 




GI 


none 


Score 


81 




Exons 


257. .478, 261. .413, 500. .601 








Seq. No. 


5590 


Seq. ID 


OJ990402_11.9C03 


.Cl 


Gene No. 


11750 


Strand . 






Start 


1 


End 


850 





5796 



Name 

Start 

GI 

Exons 




OJ990402_11 . 9C03 . CI . ol . ts Method TBLASTX : Soybean 

338 End 736 

none Score 81 

338. .469, 342. .443, 500. .613, 614. .736 



Seq. No. 5590 

Gene No. 11750 

Start 1 . - 

Name OJ990402_1L. 9C03 . CI .o2 tw 

Start 500 

GI none 

Exons .500.. 601, 614.. 763 



Seq. ID OJ990402_11.9C03.C1 
Strand 

End 850 

Method TBLASTX : Wheat 

End 763 

Score 145 



Seq. No. 5591 

Gene No. 11751 

Start 299 

Name OJ9904 02_1 1 . 9C03 . C2 . ol . np 

Start 299 

GI 4206306 

Exons 299. .754,- 951. .2956, 3170. .4412 
GI Descrip. (AF049110) prpol [Zea mays] 



Seq. ID OJ990402_11.9C03.C2 

Strand + 

End 10915 

Method AAT/NAP 

End 4 412 

Score 1387 



ry 



Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No. 


11751 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11. 


9C03 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


352 








End 


10253 


GI 


none 








Score 


.47 


Exons 


352.. 535, 855.. 1667, 1686.. 1886, 1926. 


.2193, 2430. .3927, 




3996. .4275, 


5431 


. .6574, 


6653. 


.6733, 7082. .7196, 7431. .7545 




7832. .8037, 


8095 


. .8241, 


8332. 


.8527, 8765. .8967, 9430.. 9934 




10025. .10253 










Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No. 


11751 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11. 


9C03 


.C2.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


1094 








End 


1462 


GI 


none 








Score 


148 


Exons 


1094. .1312, 


1328 


. .1462 








Seq. No. 


5591 








Seq. ID 


OJ9"90402_11.9C03.C2 


Gene No. 


11751" 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11. 


9C03.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1256 








End 


1665 


GI 


none 








Score 


615 


Exons 


- 1256.. 1663, 


1264 


. .1665, 


1273. 


.1596, 1382. .1612, 1392.. 1664 


Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No. 


11751 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11. 


9C03 


.C2 ,o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1316 








End 


1531 


GI 


none 








Score 


302 


Exons 


1316. .1531, 


1318 


. .1530, 


1385. 


.1531 





5797 



Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No. 


11 /ol 








otrana 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11 


.9C03 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1532 








End 


1993 


GI 


none 








Score 


609 


Exons 


- 1532. .1993, 


1534 


. .1596, 


1657. 


.1992 




Seq. No. 


5591-&- 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No . 


i nci 

11751 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11 


.9C03 


■C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1679 








End 


2148 


GI 


none 








Score 


219 


Exons 


1679. .1957, 


1714 


. .1917, 


1961. 


.2146, 2002. .2148 


Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No. 


11 /Ol 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11 


. 9C03 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1682 








End 


2062 


GI 


none 








Score 


194 


Exons 


1682. .1-984, 


1736 


. .1825, 


1961. 


.2062 




Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No. 


I 1 TCI 

II /Ol 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11 


. 9C03 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2299 








End 


2715 


GI 


none 








Score 


177 


Exons 


2299. .2433, 


2300 


. .2443, 


2300. 


.2437, 2485. .2715, 2598.. 2711 


Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No . 


11 /Ol 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11 


. 9C03 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2345 








End 


2778 


GI 


none 








Score 


80 


Exons 


2345. .2434, 


2487 


. .2693, 


2488. 


.2778 




Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03.C2 


Gene No. 


11751 








Strand 


+ 


Start 


299 








End 


10915 


Name 


ojyyu4u^ ii 


. 9C0'3 


.C2.o2. 


np 


Method 


AAT/NAP 


Start 


2746 








End 


3978 


GI 


4417307 








Score 


417 


Exons 


2746. .3005, 


3163 


. .3978 








GI Descrip. 


(AC006446) 


putative retroelement pol polyprotein [Arabidop 




thaliana] 












Seq. No. 


5591 








Seq. ID 


OJ990402 11.9C03.C2 


Gene No. 


11751 








Strand 


+ 


Start 


299 








End 


10915 


Name 


OJ990402 11 


.9C03 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3229 








End 


3582 


GI 


none 








Score 


225 



Exons 3229.. 3582 



5798 



Seq. No. 


5591 








Seq. ID 


ojyyo40z H.9C03 


. C2 


Gene No. 


11751 








Strand 


+ 




Start 


299 








End 


10915 




Name 


OJ990402 11 


.9C03. 


C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3271 








End 


3663 




GI 


none 








Score 


119 




Exons 


3271. .3432, 


3469. 


.3582, 


3610: 


.3663 






Seq. No. 


- *%- * 
5591 








Seq. ID 


. OJ990402_11 . 9C03 


. C2 


Gene No. 


11751 








Strand 


+ 




Start 


299 








End 


10915 




Name 


OJ990402 11 


. 9C03. 


C2.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


3436 








End 


3831 




GI 


none 








Score 


230 




Exons 


3436. .3831, 


. 3469. 


.3714, 


3537. 


.3725 






Seq. No. 


t c n i 

5591 








Seq. ID 


OJ9904UZ 11.9C03 


. C2 


Gene No. 


11751 








Strand 


+ 




Start 


299 








End 


10915 




Name 


OJ990402 11 


.9C03. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4173 








End 


4418 




GI 


none 








Score 


230 




Exons 


4173. .4418, 


4217. 


.4303, 


4379. 


.4414 






Seq. No. 


5591 * 








Seq. ID 


OJ990402 11.9C03 


.C2 


Gene No. 


11 (Dl 








Strand 


+ 




Start 


299 








End 


10915 




Name 


OJ990402 11 


.9C03. 


C2.o4. 


np 


Method 


AAT/NAP 




Start 


7933 








End 


10915 




GI 


6721515 








Score 


383 




Exons 


7933. .8189, 


.8349. 


.8652, 


9336. 


.9797, 10899.. 10915 




GI Descrip. 


(AP001072) . 


Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


5591 








Seq. ID 


OJ990402_11.9C03 


.C2 


Gene No. 


11751 








Strand 


+ 




Start 


299 








End 


10915 




Name 


OJ990402 11 


.9C03. 


C2.o3. 


np 


Method 


AAT/NAP 




Start 


8041 








End 


10116 




GI 


479357 








Score 


92 6 




Exons 


8041. .8244, 


8332. 


.9843, 


9998. 


.10116 







GI Descrip. hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



Seq. No. 


5591 






Seq. ID 


OJ990402_11.9C03 


.C2 


Gene No. 


11751 






Strand 


+ 




Start 


299 






End 


10915 




Name 


OJ990402 11. 


9C03. 


C2.o6.tm 


Method 


TBLASTX: Maize 




Start 


8347 






End 


- 8643 




GI 


none 






Score 


43 




Exons 


8347. .8382, 


8392. 


.8643, 8445. 


.8624, 8 


507. .8641 




Seq. No. 


5591 






Seq. ID 


OJ990402_11.9C03 


.C2 


Gene No. 


11751 






Strand 


+ 




Start 


299 






End 


10915 




Name 


OJ990402 11. 


9C03. 


C2.o2.tm 


Method 


TBLASTX: Maize . 




Start 


8680 






End 


9317 





5799 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

8680. .8904, 8704. .9054, 8708. 
9061.. 9183, 9180.. 9317, 9183. 

5591 

11751 

299 

OJ990402_11 . 9C03 . C2 . o4 . tm 

9321 

none 

9321.. 9452, 9466.. 9561, 9553. 

5592 

11752 

1013 

OJ990402_11.9C03.C3.ol.gs 

1013 

none 

1013. .1258 



Score 404 

.8998, 8709.. 9050, 9045.. 9188, 
.9314 

Seq. ID OJ990402_11. 9C03.C2 

Strand + 

End 10915 

Method TBLASTX : Maize 

End 9747 

Score 72 
.9747, 9600. .9746 

Seq. ID OJ990402_11. 9C03.C3 

Strand + 

End 1258 

Method GENSCAN 

End 1258 

Score .99 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5593 

11753 

997 

OJ990402_11 . 9C03 . C4 . ol . gp 
952 

LIB3433-017-Q6-K1-B5 
952. .1123 

• 1330273/dbj | D85055 | RICSINE11 
p-SINEl-r31 gene' 

5593 

11753 

997 

OJ990402_11 . 9C03 . C4 . ol . gs 

997 

none 

997. .1122 



Seq. ID OJ990402_11. 9C03.C4 
Strand 

End 1123 

Method AAT/GAP 

End 1123 

Score 322 



2.0e-18 Rice retroposon 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_11. 9C03.C4 

1123 
GENSCAN 
1122 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5593 Seq. ID OJ990402_11 . 9C03 . C4 

11754 Strand 

1034 End 2294 

OJ9904 02_11 . 9C03 . C4 . ol . np Method AAT/NAP 

1034 End 2294 . 

1780757 Score 71 

1034.. 1128, 2179.. 2294 

(Y10291) highly expressed in proliferating cells [Arabidopsis 
thaliana] gi | 6587807 | gb IAAF18498 . 1 | AC010924JL1 (AC010924) 
Identical to gb|Y10291 GAG1 protein from Arabidopsis thaliana. 



Seq. No. 5594 Seq. ID OJ990402_ 

Gene No. 11755 Strand + 

Start 1 End 692 

Name OJ990402_11 . 9C03 . C5 . ol . np Method AAT/NAP 

Start 1 End 692 

GI 6721512 Score 81 

Exons 1..65, 263.. 374, 673.. 692 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



11. 9C03.C5 



5800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5594 

11755 

1 

OJ9904 02_11 . 9C03 .C5.ol.gs 

220 

none 

220.. 303, 425.. 533 



Seq. ID OJ990402_11.9C03.C5 

Strand + 

End 692 

Method GENSCAN 

End 533 



Score 



.47 



Seq. ID OJ990402_11.9C03.C7 
Strand + 
End 602 
Method AAT/NAP 
602 
323 



5595 
11756 
1 

OJ990402_11.9C03.C7.ol.np 
1 

4335731 
1. .602 

(AC006248) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 
Score 



i'lt 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 

Seq. No. 
Gene No. 
Start 
Name 



5595 

11756 

1 

OJ9904 02_11 . 9C03 . C7 . ol . tm 
2 

none 



Seq. ID OJ990402_11.9C03.C7 

Strand + 

End 602 

Method TBLASTX : Maize 

End 584 

Score 4 6 



2. .34, 39. .152, 173. .403, 178. .234, 292. .357, 401. .472, 
421. .474, 531. .584 

5595 Seq. ID OJ990402JL1 . 9C03 . C7 

11756 Strand + 

1 End 602 

OJ990402_11 . 9C03 . C7 . ol . ts Method TBLASTX : Soybean 

41 End 466 

none Score 108 

41. .154, 42. .155, 60. .188, 167. .382, 169. .360, 401. .466 



5595 

11756 

1 

OJ9904 02_11 . 9C03 . C7 . ol . tw 

163 

none 

163. .357, 164. .382, 398. .472 



Seq. ID OJ990402_11.9C03.C7 

Strand + 

End 602 

Method TBLASTX : Wheat 

End ' All 

Score " 151 



5596 
11757 
1 

OJ990402_11 . 9C03 . C8 . ol . np 
1 

100488 
1. .530 

TNP2 protein - garden snapdragon 



Seq. ID OJ990402_11. 9C03.C8 
Strand + 

530 



End 

Method AAT/NAP 

End 530 

Score 298 



5596 

11757 

1 

OJ990402 11.9C03.C8.ol.tm 



Seq. ID OJ990402_11.9C03.C8 

Strand + 

End 530 

Method TBLASTX: Maize 



5801 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
Q Start 
;> Name 
'1% Start 
'•" GI 
j & Exons 

C3 

U 

. ^ Seq. No. 

Gene No. 

1 y Start 

;3 Name 

□ Start 

,% J GI 

Lx Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



3 

none 

3. .434, 3. .431 

5596 

11757 

1 

OJ9904 02_11 . 9C03 . C8 . ol . gs 
36 

none. 
36. .339 



End 
Score 



434 
633 



Seq. ID OJ990402_11.9C03.C8 

Strand + 

End 530 

Method GEN SCAN 

End 339 

Score .73 



5597 
11758 
325 

OJ9904 02_11 . 9C03 . C9 . ol . gs 
325 
none 

325. .412, 499. .559, 629. .1224, 1439. .1531, 2938 
3233..332S, 4216.. 4602 



Seq. ID OJ990402_11.9C03.C9 
Strand + 

4602 
GEN SCAN 
4602 
.51 



End 

Method 

End 

Score 



,3150, 



5597 

11759 

5509 

OJ9904 02_11 . 9C03 . C9 . ol". tm 
58 

none 



Seq. ID OJ990402_11.9C03.C9 
Strand 

End 64 4 9 

Method TBLASTX : Mai ze 

End 643 

Score 251 



58. .246, 60. .245, 62. .247, 63. .251, 283. .345, 316. .411, 
323. .418, 323. .415, 484. .642, 495. .641, 503. .643 



5597 

11759 

5509 

OJ990402_11.9C03.C9.o2.tm 

792 

none 



Seq. ID OJ990402_11.9C03.C9 
Strand 

End 64 4 9 

Method TBLASTX: Maize 

End 1287 

Score 151 



792. .1043, 792. .1082, 793. .1092, 794. .1084, 1108. .1272, 
1125. .1247, 1135. .1287, 1163. .1285 



5597 

11759 

5509 

OJ990402_11.9C03.C9.o3.tm 

2932 

none 



Seq. ID OJ990402_11.9C03.C9 
Strand 

End 6449 

Method TBLASTX : Mai ze 

End 3974 

Score 262 



2932.. 3150, 2970.. 3152, 2970.. 3152, 3230.. 3316, 3233.. 3325, 
3866.. 3973, 3867.. 3974 



5597 

11759 

5509 

OJ9904 02_11 . 9C03 . C9 . o2 . gs 

5509 

none 



Seq. ID OJ990402_11.9C03.C9 
Strand 

End 6449 

Method GENSCAN 

End 6449 

Score .52 



5509. .5559, 5624. .5729, 5738. .6023, 6077. .6449 

5598 Seq. ID OJ990402_11 . 9C03 . C10 



5802 




bene no. 


11 fbi) 


Strand 


+ 


Start 


6517 


End 


6732 


Name 


- OJ990402 11.9C03.C10.o2.gs 


Method 


GENSCAN 


Start 


6517 


End 


6732 


GI 


none 


Score 


.92 


Exons 


6517. .6732 






Seq. No. 


5598 


Seq. ID 


OJ990402_11.9C03.C10 


Gene No. 


11761 


Strand 


+ 


Start . 


6800 


End 


10057 


Name 


OJ990402 11.9C03.C10.o2.np 


Method 


AAT/NAP 


Start 


6800 


End 


10057 


GI 


4335731 


Score 


1785 


Exons 


6800.. 7005, 7039.. 7755, 7786 


. .10057 




GI Descrip. 


(AC006248) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


5598 


Seq. ID 


OJ990402_11.9C03.C10 


Gene No. 


11761 


Strand 


+ 


Start 


6800 


End 


10057 


Name 


OJ990402 11.9C03.C10.o3.gs 


Method 


GENSCAN 


Start 


8052 


End 


9951 


GI 


none 


Score 


.68 


Exons 


8052.. 8450, 8713.. 8952, 9712 


. .9951 




Seq. No. 


5598 


Seq. ID 


OJ990402_11.9C03.C10 


Gene No. 


11762 


Strand 




Start 


10798 


End 


14886 


Name 


OJ990402 11.9C03.C10.o4.gs 


Method 


GENSCAN 


Start 


10798 


End 


14061 


GI 


none 


Score 


.71 


Exons 


10798. .11602, 11962. .12114, 


12734. .12908, 13048 .. 13258 , 




13613. .13911, 13995.. 14061 






Seq. No. 


5598 


Seq. ID 


OJ990402_11.9C03.C10 


Gene No. 


11762 


Strand 




C4 » -y~ +- 

o tar u 


10798 


End 


14886 


Name 


OJ990402 11.9C03.C10.o3.np 


Method 


AAT/NAP 


Start 


10876 


End 


14886 


GI 


6862956 


Score 


430 


Exons 


10876. .11665, 14855.. 14886 






GI Descrip. 


(AC019018) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


5598 


Seq. ID 


OJ990402_11.9C03.C10 


Gene No. 


11762 


Strand 




Start 


10798 


End 


14886 


Name 


OJ990402 11.9C03.C10.ol.gp 


Method 


AAT/GAP 


Start 


14485 


End 


14671 


GI 


4107129 


Score 


297 


Exons 


14485. .14671 






GI Descrip. 


1330273/dbj I D85055 | RICSINE11 


2.0e-18 Rice retroposon p-SINEl- 




gene 






Seq. No. 


5598 


Seq. ID 


OJ990402_11.9C03.C10 


Gene No. 


11763 


Strand 




Start 


16158 


End 


18278 


Name 


OJ990402 11. 9C03.C10.o2.tm 


Method 


TBLASTX: Maize 



5803 




Start 


7596 






End 


18197 




GI 


none 






Score 


358 




Exons 


7596. .8231, 


7733. .7960, 


18075, 


. .18197 






Seq. No. 


5598 






Seq. ID 


OJ990402_11.9C03 


.CIO 


Gene No. 


11763 






Strand 






Start 


16158 






End 


18278 




Name . 


OJ990402 11. 


9C03.C10.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7770 






End 


18198 




GI 


none 






Score 


454 




Exons 


7770. .8246, 


7772. .8143, 


17889, 


. .18062, 


18066. .18197, 18067.. 18198 


Seq. No. 


5598 






Seq. ID 


OJ990402_11.9C03 


.C10 


Gene No . 


11763 






Strand 






Start 


16158 






End 


18278 




Name 


OJ990402 11. 


9C03.C10.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7785 






End 


18197 




GI 


none 






Score 


234 




Exons 


7785. .8228, 


7803. .8234, 


17865, 


. .18053, 


18069. .18197 




Seq. No. 


5598 






Seq. ID 


OJ990402JL1.9C03 


.C10 


Gene No. 


11763 






Strand 






Start 


16158 






End 


18278 




Name 


OJ990402 11. 


9C03.C10.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7839 






End 


18228 




GI 


none 






Score 


138 




Exons 


7839. .7991, 


8031. .8171, 


17485, 


. .17733, 


17489. .17668, 






17559. .17720 


17736. .18197, 17737 .. 18198 , 17762 .. 18199, 






17770. "1-8213 


18036. .18200, 18181. .18228 




Seq. No. 


5598 






Seq. ID 


OJ990402_11.9C03 


.C10 


Gene No. 


11763 






Strand 






Start 


16158 






End 


18278 




Name 


uj yyu4 UZ 11 . 


9C03.C10.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8570 






End 


17565 




GI 


5509260 






Score 


77 




Exons 


8570. .8671, 


8677. .9036, 


8700. . 


.8813, 17112. .17291, 17119 


. . 17565, 




17309. .17461 












GI Descrip. 


- 












Seq. No. 


5598 






Seq. ID 


OJ990402_11.9C03 


.C10 


Gene No. 


11763 






Strand 






Start 


16158 






End 


18278 




Name 


OJ990402 11. 


9C03.C10.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8686 






End 


17472 




GI 


none 






Score 


207 




Exons 


8686. .8910, 


17212. .17472 








Seq. No. 


5598 






Seq. ID 


OJ990402_11.9C03 


.C10 


Gene No. 


11763 






Strand 






Start 


16158 






End 


18278 




Name 


OJ990402 11. 


9C03.C10.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8701 






End 


17415 




GI 


none 






Score 


264 




Exons 


8701. .9045, 


8707. .8775, 


8718. . 


,8831, 9265. .9354, 16887.. 


17063, 




16918. .17046 


, 17119. .174 


15, 17138. .17182, 17252. .17413 





5804 



fii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5598 

11763 

16158 

OJ990402_1 1 . 9C03 . CIO . o5 . tm 

8701 

none 



Seq. ID OJ990402_11.9C03.C10 
Strand 

End 18278 

Method TBLASTX : Mai ze 

End 17424 

Score 285 



8701.. 9105, 8772.. 9008, 17087 .. 17179, 17119 .. 17424 , 
17121. .17273, 17215. .17277, 17300 .. 174 16, 17352. .17417 

5598 Seq. ID OJ990402_11 . 9C03.C10 

11763 Strand 

16158 End 18278 

OJ9904 02_11 . 9C03 . C10 . o2 . ts Method TBLASTX : Soybean 

9175 End 16745 

none Score * 174 

9175. .9345, 9186. .9344, 9338. .9460, 9342. .9461, 9464. .9598, 

9467. .9583, 9469. .9606, 16560 .. 16697 , 16695. .16745 



5598 

11763 

16158 

OJ990402_1 1 . 9C03 . C10 . o3 . tm 

9405 

none 



Seq. ID OJ990402_11. 9C03.C10 
Strand 

End 18278 

Method TBLASTX : Mai ze 

End 16541 

Score 85 



9405. .9464, 9464. .9583, 9604. .9834, 9609. .9665, 9711. .9788, 
9832.. 9903, 9852 .. 9905, . 9962 .. 10015 , 16119 .. 16235, 16293.. 16541 



5598 

11763 

16158 

OJ990402_1 1 . 9C03 . C10 . o2 . tw 

9604 

none 



Seq. ID OJ990402_11.9C03.C10 
Strand 

End 18278 

Method TBLASTX : Wheat 

End 16679 

Score 151 



9604.. 9813, 9609.. 9758, 16204 .. 16590, 16206 .. 16589, 
16591. .16674, 16605 .. 16679, 16606 1 6674 , 16610. .16678 

5598 Seq. ID OJ990402_11 . 9C03 . C10 

11763 Strand 

16158 End 18278 

OJ990402_11 . 9C03 . C10 . o4 . ts Method TBLASTX : Soybean 

9618 ' End 16526 

none Score 254 

9618.. 9758, 9619.. 9822, 9801.. 9902, 9802.. 9903, 9802.. 9927, 
16332. .16526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



5598 

11763 

16158 

OJ990402_11 . 9C03 . C10 . ol . tm 

10984 

none 



Seq. ID OJ990402_11.9C03.C10 
Strand 

End 18278 

Method TBLASTX : Mai ze 

End 11340 

Score 160 



10984. .11223, 10984. .11340, 10985. .11293 



5598 

11763 

16158 

OJ990402 11.9C03.C10.o3.tc 



Seq. ID OJ990402_11.9C03.C10 

Strand 

End 18278 

Method TBLASTX : Cress 



5805 



Start 


11068 




End 


11298 




GI 


none 




Score 


65 




Exons 


11068. .11298, 11165.. 


11293 








Seq. No. 


5598 




Seq. ID 


OJ990402_11.9C03 


.C10 


Gene No. 


11763 




Strand 






Start 


16158 




End 


18278 




Name 


OJ990402 11.9C03.C10. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11179 




End 


11565 




GI 


none 




Score 


85 




Exons 


11179. .11403, 11180.. 


11272, 


11407. .11463, 11452. .11565 




Seq. No. 


5598 




Seq. ID 


OJ9904.02_11.9C03 


.C10 


Gene No. 


11763 




Strand 






Start 


16158 




End 


18278 




Name 


OJ990402 11.9C03.C10. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15577 




End 


15929 




GI 


none 




Score 


81 




Exons 


15577. .15681, 15622.. 


15681, 


15708. .15785, 15715 15783, 






15745. .15786, 15774.. 


15854, 


15785. .15856, 15786 .. 15848, 






15787. .15879, 15857.. 


15928, 


15858. .15929 





Seq. No. 5598 Seq. ID OJ990402_11 . 9C03 . C10 

Gene No. 11763 . Strand 

Start 16158 End 18278 • 

Name OJ990402_11 . 9C03 . C10 . o4 . np Method AAT/NAP 

Start 16068 End 18278 

GI ' 6630696 Score 3398 

Exons 16068. .18278 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 5598 Seq. ID 

!L Gene No. 11763 Strand 

H Start 16158 End 18278 

h 4 Name OJ990402_11 . 9C03 .C10. o5 .gs Method GENSCAN 

U Start 16158 End 18205 

= i GI none Score . 4 6 

£ Exons 16158. .16944, 17207 17747 , 17849.. 18205 



OJ990402 11.9C03.C10 



Seq. No. 5598 . Seq. ID 

Gene No. 11763'' : * Strand 

Start 16158 End 

Name OJ9904 02_1 1 . 9C03 . C10 . o4 . tm Method 

Start 16543 End 

GI none Score 
Exons 



OJ990402_11.9C03.C10 
18278 

TBLASTX: Maize 

16883 

253 



16543. .16782, 16545 .. 16883, 16546.. 16869 



Seq. No. 5598 

Gene No. 11763 

Start 16158 

Name OJ990402_11 . 9C03 . C10 . o5 . ts 

Start 16747 

GI none 
Exons 



Seq. ID OJ990402_11.9C03.C10 
Strand 
End 

Method 
End 
Score 



18278 

TBLASTX : Soybean 

17034 

48 



16747. .16872, 16761. . 16874, 16875 .. 17033, 16906. .17034 



5806 



3 
n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 







Seq. ID 


OJ990402 


Strand 


+ 


End , 


7701 


Method 


AAT/NAP 


End 


7701 


Score 


915 


6893, 6927.. 7152, 


Seq. ID 


OJ990402 


Strand 


+ 


End 


7701 


Method 


GENSCAN 


End 


6767 


Score 


.73 


6767 




Seq. ID 


OJ990402 


Strand 




End 


2027 


Method 


AAT/NAP 


End 


1922 


Score 


3013 



5599 

11764 

3694 

OJ990402_ll.9C03.Cll.o2.np 

3694 

4206306 

3694.. 3720, 4823.. 5112, 5452. 
(AF04 9110) prpol [Zea mays] 

5599 

11764 

3694 

OJ990402_11 . 9C03 . Cll . o2 . gs 

3784 

none 

3784.. 3943, 4698.. 5165, 5194. 



5599 
11765 
1 

OJ990402_11 . 9C03 . CI 1 . ol . np 
1 

6630696 
1. .1922 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 5599 

Gene No. 11765 

Start 1 

Name OJ990402_11 . 9C03 . Cll . ol . tw 

Start 84 

GI none 
Exons 



Seq. ID OJ990402_11.9C03.C11 
Strand 

End 2027 

Method TBLASTX : Wheat 

End 488 

Score 180 



84. .266, 86. .265, 238. .480, 239. .487, 240. .488 



3 



Seq. No. 5599 

Gene No. 11765 

Start 1 

Name OJ990402_11 . 9C03 . Cll . o2 . ts 

Start 122 

GI none 

Exons 122.. 343, 123.. 341 



Seq. ID OJ990402_11.9C03.C11 
Strand 

End 2027 

Method TBLASTX : Soybean 

End 343 

Score 100 



Seq. No. 5599 

Gene No. 11765 

Start 1 

Name OJ990402_11 . 9C03 . Cll . o3 . tm 

Start 131 

GI none 

Exons 131.. 595, 204.. 314 



Seq. ID OJ990402_11.9C03.C11 
Strand 

End 2027 

Method TBLASTX : Maize 

End 595 

Score 71 



Seq. No. 5599 

Gene No. 11765 

Start 1 

Name OJ990402_11 . 9C03 . Cll . o4 . ts 

Start 353 



Seq. ID - OJ990402_11.9C03.C11 ■ 
Strand 

End 2027 

Method TBLASTX : Soybean 

End 733 



5807 






GI " * ■ 


none 






Score 


88 






Exons 


353.. 601, 584.. 733 












Seq. No. 


5599 






Seq. ID 


OJ990402JL1.9C03. 


Cll 




Gene No . 


11765 






Strand 








Start 


1 






End 


2027 






Name 


OJ990402 11. 


9C03.Cll.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


683 






End 


1067 






GI 


none 






Score 


249 , 






Exons 


683. .745, 743. .1063, 759. .1067, 764.. 


1063, 780.. 1064 






Seq. No. 


dd yy 






Seq. ID 


OJ990402_11.9C03. 


Cll 




Gene No. 


t 1 1 c c 
11 / Dj 






Strand 








Start 


1 






End 


2027 






Name 


ojyyo4uz 11. 


ycu^ . Cll . OO 


. tm 


Method 


TBLASTX: Maize 






Start 


1 CTC 

iJ ID 






End 


1856 ' 






GI 


none 






Score 


114 






Exons 


1575. .1766, 


1575. .1856, 


1637. 


.1786, 1651.. 1833 






Seq. No. 








Seq. ID 


OJ990402_11.9C03. 


Cll 




Gene No. 


11765 






Strand 








Start 


1 






End 


2027 






Name 


OJyy04U^_ii . 


yCuo . Cll . oZ 


. tw 


Method 


TBLASTX: Wheat 






Start 


lool 






End 


2027 






GI 


none 






Score 


165 




l, ~z 
: : 


Exons 


1631. .1813, 


1632. .1853, 


1651. 


.1842, 1893.. 2027 




:; t : 

1 y 


Seq. No. 


ooyy 






Seq. ID 


OJ990402_11.9C03". 


Cll 




Gene No. 


i i ^ a c 
11 / 00 






Strand' 








Start 








End 


6004 




LJ 


Name 


Ojyyu4Uz n. 


nr>n o pi i — ,>i 

ycu j . en . o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


C COT 

OOJ / 






End 


5983 




ru 


GI 


none 






Score 


325 






Exons 


5537. .5983, 


5538. .5972 










:- ~ 


Seq. No. 


obyy 






Seq. ID 


OJ990402_11.9C03. 


Cll 




Gene No . 


1 1 T ^ 

11766 






Strand 






: : 
:: S: 


Start 


C C O T 

5537 






End 


6004 






Name 


OJ990402_11 . 


9C03 . Cll . o3 


. ts 


Method 


TBLASTX : Soybean 






Start 


DODO 






End 


5933 






GI 


none 






Score 


126 






Exons 


5568. '-.5786, 


5790. .5933 












Seq. No. 


5599 






Seq. ID 


OJ990402_11.9C03. 


Cll 




Gene No. 


11766 






Strand 








Start 


5537 






End 


6004 






Name 


OJ990402 11. 


9C03.Cll.o4 


.tm 


Method 


TBLASTX: Maize 






Start 


5699 






End 


6004 






GI 


none 






Score 


288 






Exons 


5699. .5884, 


5700. .6002, 


5954. 


.6004 








Seq. No. 


5599 






Seq. ID 


OJ990402JL1.9C03. 


Cll 




Gene No. 


11767 






Strand 








Start 


6005 






End 


6680 






Name 


OJ990402 11. 


9C03.Cll.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


6005 ~ 






End 


6425 






GI 


none 






Score 


325 





5808 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6005. .6319, -6009. .6425 ' 

5599 
11767 
6005 

OJ990402_11.9C03.Cll.o3.tw 
6102 
none 

6102.. 6518, 6149.. 6328, 6371.. 6517 



Seq. ID OJ990402_11.9C03.C11 
Strand 

6680 

TBLASTX: Wheat 
6518 
330 



End 

Method 
End 
Score 



5599 

11767 

6005 

OJ990402_11 . 9C03 .Cll . ol . ts 

6144 

none 



Seq. ID OJ990402_11.9C03.C11 
Strand 

End 6680 

Method TBLASTX: Soybean 

End 6680 

Score 368 



6144.. 6623, 6200.. 6319, 6476.. 6607, 6603.. 6680 



Seq. ID OJ990402_11.9C03.C12 

Strand + 

End 3823 

Method AAT/NAP 

End 3823 

Score 592 
1..41, 1855.. 2772, 3505..3823. uV 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



5600 

11768 

1 

OJ990402_11 . 9C03 . C12 . ol . np 
1 

4544372 v 



5600 

11769 

8423 

OJ990402JL1 . 9C03 . C12 . ol . ts 

2154 

none 



Seq. ID OJ990402_11.9C03.C12 

Strand + 

End 11138 

Method TBLASTX : Soybean 

End 2523 

Score 70 



2154.. 2252, 2248.. 2343, 2250.. 2504, 2251.. 2523 



Seq. ID OJ990402_11.9C03.C12 

Strand + 

End 11138 

Method TBLASTX : Wheat 

End 264 6 

Score 177 

Seq. ID OJ990402_11.9C03.C12 

Strand + 

End 11138 

Method TBLASTX : Wheat 

End 3808 

Score 59 



5600 
11769 
8423 

OJ990402_11.9C03.C12.o2.tw 
2281 
none 

2281. .2646 

5600 
11769 
8423 

OJ990402_11.9C03.C12.ol.tw 
2671 
none 

2671.. 2778, 2672.. 2788, 2683.. 2793, 3519.. 3734, 3520.. 3741, 
3568.-3735, 3739.. 3807, 3740.. 3808 



Seq. No. 5600 

Gene No. 11769 

Start 8423 

Name OJ990402_11 . 9C03 . C12 . o2 . np 



Seq. ID OJ990402_11.9C03.C12 

Strand + 

End 11138 

Method AAT/NAP 



5809 



Start 


8423 


End 


11138 




GI 


5042463 


Score 


133 




Exons 


8423. .8579, ,10182 10391, 


11051. .11138 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


5601 


Seq. ID 




_11 


<aene no. 


11770 


Strand 


+ 




Start 


7124 


End 


i m i c 




Name 


OJ990402 11.9C03.C13.o2.gs 


Method 


(jLNbL, AN 




Start 


7124 


End 


1 HI 1 t: 
lUllO 




GI 


none 


Score 


. D 1 




Exons 


7124. .7232, 7317. .7600, 9336. .10115 






Seq. No. 


5601 


Seq. ID 


OJ990402_ 


_11 


Gene No. 


11771 


Strand 


+ 




Start 


10185 


End 


10323 




Name 


OJ990402 11.9C03.C13.ol.gp 


Method 


AAT/GAP 




Start 


10185 


End 


10323 




GI 


LIB3432-008-P1-K1-F11 


Score 


127 




Exons 


10185. .10210, 10241.. 10323 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


151 Oryza 


sa 




indica (GLA4) genomic DNA, < 


chromosome 4 


, BAC clone: 


Seq. No. 


5601 


Seq. ID 


OJ990402_ 


JL1 


Gene No." 


11772 7-. 


Strand 


+ 




Start 


12993 


End 


14984 




Name 


OJ990402 11.9C03.C13.o3.gs 


Method 


GENS CAN 




Start 


12993 


End 


14984 




GI 


none 


Score 


.8 




Exons 


12993. .13013, 13497.. 14984 









9C03.C13 



OJ990402_11.9C03.C13 
+ 

15167 
AAT/GAP 
15167 
106 



Seq. No. 5601 Seq. ID 

Gene No. 11773 Strand 

Start 15077 End 

Name OJ990402_11 . 9C03 . C13 . o2 . gp Method 

Start 15077 End 

GI 2721_1.R1084 Score 

Exons 15077. . 15167 

GI Descrip. 1 114 622/sp | P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H-i—transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ ' (X15901) .-ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 



Seq. No. 


5601 




Seq. ID 


OJ990402 


_11.9C03.C13 


Gene No. 


11774 




Strand 






Start 


1976 




End 


6892 




Name 


OJ990402 11 


.9C03.C13.ol, 


. np Method 


AAT/NAP 




Start 


1976 




End 


6892 




GI 


6815052 




Score 


2018 




Exons 


1976. .2094, 


2672. .2746, 


2828.-3562, 3611. .3755, 


4536. .4628, 




5492. .5591, 


5889. .6006, 


6583. .6657, 6739. .6892 




GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


5601 




. Seq. ID 


OJ990402 


_11.9C03.C13 


Gene No. 


11775 




Strand 






Start 


8874 




End 


11616 





5810 



Name OJ990402_11 . 9C03.C13.o2.np Method ; "^AAT/NAP 

Start 8874 End 11616 

GI 6539570 Score 176 

Exons 8874.. 9021, 9656.. 10093, 10359 10381, 11166 .. 11232, 

11413. .11616 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 





Seq. No. 


5601 




Seq. ID 


OJ990402_11.9C03.C13 




Gene No. 


11776^ 




Strand 






Start 


11743 




End 


14810 




Name 


OJ990402 ll.9C03.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3816 




End 


4309 




GI 


none 




Score 


90 




Exons 


3816. .3911, 3905. .4105, 


4126. .4278, 4130. .4309 




Seq. No. 


5601 




Seq. ID 


OJ990402_11.9C03.C13 




Gene No. 


11776 




Strand 






Start 


11743 




End 


14810 




Name 


OJ990402 ll.9C03.C13.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3917 




End 


4291 




bl 


none 




Score 


107 




Exons 


3917. .4111, 4106. .4291 










Seq. No. 


5601 




Seq. ID 


OJ990402_11.9C03.C13 


'ssf 


Gene No. 


11776 




Strand 




'iJ 


Start 


11743 




End 


14810 


cn 


Name 


OJ990402 ll.9C03.C13.o3 


.np 


Method 


AAT/NAP 


ru 


Start 


11743 




End 


14810 


I J 


GI 


6630699 




Score 


67 


\ ,g 


Exons 


11743. .11832, 14358. .14418, 


14633. .14810 


■s y 


GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 


i. "= 

S S3 




gi I 6721536 | dbj IBAA89566 


.11 


(AP001073) 


hypothetical protein 


ru 




[Oryza sativa] 










Seq. No. 


5602 




Seq. ID 


OJ990402_11.9C03.C15 




Gene No. 


11777 




Strand 


+ 




Start 


790 




End 


5592 


~ 


Name 


OJ990402 ll.9C03.C15.ol 


.gs 


Method 


GENSCAN 


*S 3? 


Start 


790 




End 


5592 


r~ 


GI 


none 




Score 


.48 




Exons 


790. .895, 1260. .1393, 2294. 


.2578, 3444 


..3604, 4227. .4305, 






4756. .4790, 4889. .5093, 


5378. .5592 






Seq. No. 


5602 




Seq. ID 


OJ990402_11.9C03.C15 




Gene No. 


11777 




Strand 


+ 




Start 


790 




End 


5592 




Name 


OJ990402 ll.9C03.C15.ol 


np 


Method 


AAT/NAP 




Start 


3396 




End 


3604 




GI 


2129709 




Score 


52 



Exons 3396.. 3604 

GI Descrip. reverse transcriptase - Arabidopsis thaliana retrotransposon 
Tall-1 gi | 976278 (L47193) reverse transcriptase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



5602 

11778 

6965 



Seq. ID OJ990402_11.9C03.C15 
Strand + 
End 13242 



5811 



Name 


OJ990402 11.9C03.C15 


. o2.gs 


Method 


GENSCAN 






Start 


6965 




End 


13242 






GI 


none 




Score 


.68 






Exons 


6965.. 8635, 8860.. 9323, 9718 


..9845, 13124. .13242 






Seq. No. 


5602 




Seq. ID 


OJ990402_ 


11.9C03 


.C15 


Gene No. 


11779 




Strand 


+ 






Start . 


18778 




End 


19940 






Name 


OJ990402 11 . 9C03 .CIS 


. o4 .gs 


Method 


GENSCAN 






Start 


18778 




End 


19940 






GI 


none 




Score 


.75 






Exons 


18778 . .18916, 19470. 


. 19549, 


19682. .19710, 19778. 


.19940 




Seq. No. 


5602 




Seq. ID 


OJ990402_ 


11.9C03 


.CIS 


Gene No. 


11780 




Strand 


+ 






Start 


23934 




End 


25346 






Name 


OJ990402 11. 9C03.C15 


. oS.gs 


Method 


GENSCAN 






Start 


23934 




End 


25346 






GI 


none 




Score 


.51 






Exons 


23934. .24023, 24080. 


. 24164, 


24391. .24554, 25314. 


.25346 




Seq. No. 


5602 




Seq. ID 


OJ990402 


11.9C03 


.C15 


Gene No. 


11781 




Strand 


+ 






Start 


26711 




End 


27184 






Name 


OJ990402 11.9C03.C15 


. o7 . gs 


Method 


GENSCAN 






Start 


26711 




End 


27184 ■ 






GI " 


none 




Score 


.81 






Exons 


26711. .27184 












Seq. No. 


5602 




Seq. ID 


OJ990402_ 


11.9C03 


.CIS 


Gene No. 


11782 




Strand 


+ 






Start 


27875 




End 


29335 






Name 


OJ990402 11 . 9C03 .CI 5 


. 08 .gs 


Method 


GENSCAN 






Start 


27875 




End 


29335 






GI 


none 




Score 


.96 






Exons 


27875. .28048, 28622. 


. 28692, 


28816. .29050, 29132. 


.29335 




Seq. No. 


5602 




Seq. ID 


OJ990402_ 


11.9C03 


. CIS 


Gene No. 


11782 




Strand 


+ 






Start 


27875 




End 


29335 






Name 


OJ990402 11 . 9C03 .C15 


. o4 .gp 


Method 


AAT/GAP 






Start 


27947 




End 


29207 






GI 


none 




Score 


977 






Exons 


27947. .28048, 28622. 


. 28692, 


28816. .29207 






Seq. No. 


5602 




Seq. ID 


OJ990402_ 


11.9C03 


. CIS 


Gene No. 


I 1 TOT 

II / OJ 




Strand 


+ 






Start 


29297 




End 


29571 






Name 


OJ990402 11.9C03.C15 


. o5 . gp 


Method 


AAT/GAP 






Start 


29297 




End 


29571 






GI 


3760533 




Score 


480 






Exons 


29297. .29571 












Seq. No. 


5602 




Seq. ID 


OJ990402_ 


11.9C03 


.CIS 


Gene No. 


11784 




Strand 








Start 


15874 




End 


18869 






Name 


OJ990402 11.9C03.C15 


. o3.gs 


Method 


GENSCAN 







5812 




Start 


15874 


End 16871 


GI 


none 


Score . 9 


Exons 


15874. .16013, 16186. .16710, 


16787. .16871 


Seq. No. 


5602 


Seq. ID OJ990402_11.9C03.C15 


Gene No. 


11784 


Strand 


Start 


15874 


End 18869 


Name 


OJ990402 11.9C03.C15.o2.np 


Method AAT/NAP 


Start 


15883 


. End 188 69 


GI 


1724110 


Score 1128 


Exons 


15883. .16082,. 16186 16853, 


17291. .17404, 18769.. 18869 


GI Descrip. 


(U79770) cinnamyl -alcohol dehydrogenase Eli3 [Mesembryanthemum 




crystallinum] 





Seq. No. 5602 Seq. ID OJ990402_11.9C03.C15 

Gene No. 11785 Strand 

Start 20914 End 21577 

Name OJ990402_11 . 9C03 . C15 . ol . gp Method AAT/GAP 

Start 20914 End 21577 

GI uC-osrocyp010bl2bl Score 831 

Exons 20914. .21201, 21393.. 21577 

GI Descrip. 1 5852170/emb | AL117265 . 1 1 OST17804 3.0e-94 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 5602 . 

Gene No. 11786 

Start 21870 

Name OJ990402_11 . 9C03 . C15 . o2 . gp 

Start 21870 

GI none 

Exons 21870. .22407 

Seq. No. 5602 

Gene No. 11787 

Start 25749 

Name OJ990402_11 . 9C03 . C15 . 06 . gs 

Start 25749 

GI none 

Exons 25749. .26384 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_11.9C03.C15 

22407 
AAT/GAP 
22407 
1022 



OJ990402_11.9C03.C15 

•26384 
GENS CAN 
26384 
.89 



Seq. No. 5602 

Gene No. 11788 

Start 27430 

Name OJ990402_11 . 9C03 . C15. o2 . tw 

Start 7052 

GI none 

Exons 7052.. 7321, 7064.. 7327, 
7340.. 7492, 7351.. 7515 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_11.9C03.C15 
27690 

TBLASTX: Wheat 

7515 

272 



7213. .7326, 7326. .7412, 7331. .7510, 



Seq. No. 5602 Seq. ID 

Gene No. 11788 Strand 

Start 27430 End 

Name OJ990402_11 . 9C03 . C15 . o2 . ts Method 

Start 7103 End 

GI none Score 

Exons^" ■ ,7103..7372, 7160.. 7372, 7364.. 7522 



OJ990402_11.9C03.C15 
27690 

TBLASTX: Soybean 

7522 

171 



5813 




Seq. No. 


5602 






Seq. ID 


OJ990402_11.9C03 


.CIS 


Gene No . 


11788 






Strand 






Start 


27430 






End 


27690 




Name 


OJ990402 11.9C03.C15 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


7291 






End 


7525 




GI 


none 






Score 


189 




Exons 


7291. . 


7425, 7292.. 7525, 7319.. 7519 






Seq. No. 


5602 






Seq. ID 


OJ990402_11.9C03 


.C15 


Gene No. 


11788 






Strand 






Of -i -»-.!_ 

btart 


27430 






End 


27690 




Name 


OJ990402 11.9C03.C15 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14345 






End 


14697 




GI 


none 






Score 


156 




Exons 


14345. 


.14527, 14346. 




14527. .14577, 14581 .. 14 613, 






14620. 


.14697 










Seq. . No. 


5602 






Seq. ID 


OJ990402JL1.9C03 


.C15 


Gene No. 


11788 






Strand 






Start 


27430 






End 


27690 




Name 


OJ990402 11.9C03.C15 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


15866 






End 


17413 




GI 


none 






Score 


175 




Exons 


15866. 


.16084, 15889. 


.,1 bU / / , 


16182. .16475, 16190 .. 16852 , 






16454. 


.16594, 16509. 


•. ± boo o , 


1729%. 17406, 17291.. 17413 




Seq. No. 


5602 






Seq. ID 


OJ990402_11.9C03 


.CIS 


Gene No. 


11788 






Strand 






Start 


27430 






End 


27690 




Name 


OJ990402 11.9C03.C15 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15883 






End 


17413 




GI 


none 






Score 


248 




Exons 


15883. 


.16089, 15890. 


1 CC\ Q 1 
. 1 DUOl , 


16187. .16387, 16190. .16852, 






16194. 


.16850, 16781. 


1 COCO 

. 1 booz , 


17290. .17409, 17291. .17413 




Seq. No. 


5602 






Seq. ID 


OJ990402_11.9C03 


.CIS 


Gene No. 


11788 






Strand 






o tar t 


27430 






End 


27690 




Name 


OJ990402 11.9C03.C15 


.ol. tw 


Method 


TBLASTX: Wheat ■ 




Start 


15883 






End 


16696 




GI. 


none 






Score 


271 




Exons 


15883. 


.16089, 15893. 


1 CAQH 


16187. .16696, 16188 .. 16475, 






16454. 


.16615, 16509. 


. lOOOO 








Seq. No. 


5602 






Seq. ID 


OJ990402_11.9C03 


-CIS 


Gene No. 


11788 






Strand 






Start 


27430 






End 


27690 




Name 


OJ990402 11.9C03.C15 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15895 






End 


17407 




GI 


none 






Score 


134 




Exons 


15895. 


.16089, 15908. 


.16066, 


16172. .16852, 16188 .. 16475, 






16509. 


.16853, 17289. 


.17375, 


17290. .17406, 17291. .17407 




Seq. No. 


5602 






Seq. ID 


OJ990402JL1. 9C03 


. CIS 


Gene No. 


11788 






Strand 






Start 


27430 






End 


27690 




Name 


OJ990402_11.9C03.C15 


. o3.gp 


Method 


AAT/GAP 





5814 





Start 


27430 




End 


27 69X) 






GI 


none 




Score 


483 






Exons 


27430. .27690 












Seq. No. 


5602 




Seq. ID 


OJ990402_11.9C03. 


C15 




Gene No. 


11789 




Strand 








btart 


^OOlO 




End 


29215 






Name 


OJ990402 11.9C03.C15 


.o3.tm 


Method 


TBLASTX: Maize 






Start 


28615 




End 


29215 






GI 


none 




Score 


85 






Exons 


28615. .28704, 28621. 


.28692, 


28799. .29050, 28813 29049, 








28860. .29063, 28939. 


.29052, 


29123. .29215 






Seq. No. 


5603 




Seq. ID 


OJ990402_11.9C03. 


C17 




Gene No. 


11790 




Strand 








Start 


1 




End 


564 






Name 




.ol .np 


Method 


AAT/NAP 






Start 


1 




End 


564 






GI 


4335731 




Score 


463 






Exons 


1..564 












GI Descrip. 


(AC006248) putative 


retroelement pol polyprotein [Arabidops 






thaliana] 










3 


Seq. No. 


5603 




Seq. ID • 


OJ990402_-11*. 9C03. 


C17 


j 


Gene No. 


ii / yu 




Strand 






1 1 


Start 


1 




End 


564 




t : 


Name 


OJ990402 11.9C03.C17 


.ol . tm 


Method 


TBLASTX: Maize 






Start 


11 




End 


415 






GI 


none 




Score 


76 




Li 


Exons 


11. .415, 108. .344 










_B 

! 1 


Seq. No. 


5603 




Seq. ID 


OJ990402_11. 9C03. 


C17 




Gene No. 


11790 




Strand 








Cf- o -r +- 
o Ldi u 


1 




End 


564 




J 


Name 


OJ990402 11.9C03.C17 


. ol . ts 


Method 


TBLASTX : Soybean 




y 


Start 


80 




End 


546 






GI 


5509260 




Score 


81 




=3. 


Exons 


80. .439,* 303. .416, 445. .546 








=7 


GI Descrip. 












3 


Seq. No. 


5603 




Seq. ID 


OJ990402_11.9C03. 


C17 




Gene No. 


11790 




Strand . 








Start 


1 




End 


564 






Name 


OJ990402 11.9C03.C17 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


107 




End 


543 






GI 


none 




Score 


53 






Exons 


107. .418, 108. .266, 


303. .434 


, 475..543 








Seq. No. 


5603 




Seq. ID 


OJ990402_11.9C03. 


C17 




Gene No . 


11790 




Strand 








Start 


1 




End 


564 






Name 


OJ990402 11.9C03.C17 


. ol . tc 


Method 


TBLASTX: Cress 






Start 


206 




End 


430 






GI 


none 




Score 


58 . 






Exons 


206. .430, 231. .398 












Seq. No. 


5604 




■ Seq. ID 


OJ990402JL1.9C03. 


C18 



5815 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11791 
1 

OJ990402_11.9C03.C18.ol.np 
1 

6503300 

1..521, 1274. .1391, 
(AC011713) Contains 



Strand 

End 1608 

Method AAT/NAP 

End^ 1608 

Score 611 

1432. .1608 

PF| 01535 Domain of unknown function. 



[Arabidopsis thaliana] 

5604 Seq. ID 

11791 Strand 

1 End 
OJ990402_11 . 9C03 . C18 . ol . gs Method 

215 End 

none Score 
215. .521, 788. .1008, 1274. .1381 



0 J9 9040 2_1 1 . 9C0 3 . C 1 8 

1608 
GEN SCAN 
1381 
. 67 



£3 



Seq. No. 5605 Seq. ID OJ990402_11.9C03.C19 

Gene No. 11792 Strand + 

Start 1 End 2616 

Name OJ990402_11 . 9C03 . C19 . o3 . np Method AAT/NAP 

Start 1 End 17 4 9 

GI 6907087 Score 139 

Exons • .1. .30, 1648. .1749 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



L J 


Seq. No. 


5605 




Seq. ID 


OJ990402 




Gene No. 


11792 




Strand 


+ 


: e 


Start 


1 




End 


2616 


: : j t 


Name 


OJ990402 11.9C03.C19.ol 


. np 


Method 


AAT/NAP 




Start 


230 




End 


347 




GI 


6721512 




Score 


75 


's cr 


Exons 


230. .347 








"-} 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5605 




Seq. ID 


OJ990402 




Gene No. 


11792 




Strand 


+ 




Start 


1 




End 


2616 




Name 


OJ990402 11.9C03.C19.ol 


• 9 s 


Method 


GENSCAN 




Start 


1150 


End 


1453 




GI . 


none 




Score 


.7 




Exons 


1150. .1278, 1449. .1453 










Seq. No. 


5605 




Seq. ID 


OJ990402 




Gene No. 


11792 




Strand 


+ 




Start 


1 




End 


2616 




Name 


OJ990402 ll.9C03.C19.o2 


.np 


Method 


AAT/NAP 




Start 


1179 




End 


2616 




GI 


6721558 




Score 


114 




Exons 


1179. .1309, 2577. .2616 










GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






gi | 6815083 | dbj | BAA90369 


.11 


(AP001081) : 


hypothetic 






[Oryza sativa] 










Seq. No. 


5605 




Seq. ID 


OJ990402 



11.9C03.C19 



protein 



5816 



Gene No. 11792 Strand + . 

Start 1 End 2616 

Name OJ990402_11 . 9C03.C19.ol . gp Method AAT/GAP 

Start 2213 End 2594 

GI uC-osflcyp033a04bl Score 64 3 

Exons 2213.. 2594 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


5605 




Seq. ID 


OJ990402_11. 9C03 


Gene No. 


11793 




Strand 


+ 


Start 


4336 




End 


7178 


Name 


OJ990402 ll.9C03.C19.o6 


.np 


Method 




Start 


4336 




End 


7178 


GI 


6721512 




Score 


84 


Exons 


4336.. 4406, 5188. .5324, 


7131. 


.7178 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. .No. 


5605 




Seq. ID 


OJ990402_11.9C03 


Gene No. 


11793 




Strand 


+ 


Start 


4336 




End 


7178 


Name 


OJ990402 ll.9C03.C19.o2 


.gp 


Method 


AAT/GAP 


Start 


6556 




End 


6771 


GI 


LIB3433-017-Q6-K1-B5 




Score 


354 


Exons 


6556.. 6771 . 








GI Descrip. 


'1330273/dbj | D85055 | RICSINE11 


2.0e-18 


Rice retroposon 




p-SINEl-r31 gene' 








Seq. No. 


5605 




Seq. ID 


OJ990402_11.9C03 


Gene No. 


11793 




Strand 


+ 


Start 


4336 




End 


7178 


Name 


OJ990402 ll.9C03.C19.o7 


.np 


Method 


AAT/NAP 


Start 


6603 




End 


6863 


GI 


1780757 




Score 


151 


Exons 


6603. .6863 









GI Descrip. (Y10291) highly expressed in proliferating cells [Arabidopsis 
thaliana] gi | 6587807 | gb IAAF18498 . 1 1 AC010924_11 (AC010924) 
Identical to gb|Y10291 GAG1 protein from Arabidopsis thaliana 





Seq. No. 


5605 








Seq. ID 


OJ990402 




Gene No. 


11793 








Strand 


+ 




Start 


4336 








End 


* 7178 




Name 


OJ990402 11 


.9C03 


.C19.o4, 


.gs 


Method 


GENSCAN 




Start 


6624 








End 


6771 




GI 


none 








Score 


.93 




Exons 


6624. .6771 














Seq. No. 


5605 








Seq. ID 


OJ990402 




Gene No. 


11794 








Strand 






Start 


1642 








End 


7178 




Name 


OJ990402 11 


.9C03 


.C19.o2, 


.gs 


Method 


GENSCAN 




Start 


1642 








End 


4058 




GI 


none 








Score 


.68 




Exons 


1642. .1748, 


2193 


. .2346, 


3262. 


.3497, 3740.. 4058 




Seq. No.. . 


J 5605 








. Seq<* ID 


OJ990402 




Gene No. 


' 11794 








Strand 





5817 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1642 End 7178 

OJ9904 02_11 . 9C03 . C19 . o4 . np Method AAT/NAP 
2141 End • 7178 

4680186 Score 310 

2141. .2346, 3185. .3240, 7112. .7178 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990402_11.9C03.C19 

7178 
AAT/NAP 
4418 
412 



5605 Seq. ID 

11794 Strand 
1642 End 
OJ990402_11. 9C03.C19.o5.np Method 
2154 End 
6721562 Score 
2154. .2189, 3298. .3841, 4080. .4418 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi|6815087|dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

; : 1E Exons 



5605 Seq. ID 

11794 Strand 

1642 End 
OJ9904 02_11 . 9C03 . CI 9 . ol . tw Method 

3301 End 

none Score 
3301. .3699 



OJ990402_11.9C03.C19 
7178 

TBLASTX: Wheat 

3699 

260 



>h '4 



Seq. No. 5605 

Gene No. 11794 

Start 1642 

Name OJ9904 02_11 . 9C03 . C19 . ol . tm 

Start 3463 

GI none 

Exons 3463.. 3702 

Seq. No. 5605 

Gene No. 11794 

Start 1642 

Name OJ990402JL1 . 9C03 . C19 . o3 . gs 

Start 4585 

GI none 

Exons 4585.. 5277 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_11.9C03.C19 
7178 

TBLASTX: Maize 

3702 

192 



OJ990402_11.9C03.C19 

7178 
GENSCAN 
5277 
.97 



Seq. No. 5606 Seq. ID 

Gene No. 11795 . . Strand 

Start 4383 End 

Name OJ990722_11 . 9C01 . C2 . ol . gp Method 

Start 4383 End 

GI none Score 

Exons 4383.. 4789 



OJ990722_11.9C01.C2 
+ 

4789 
AAT/GAP 
4789 
801 



Seq. No. 5606 Seq. ID 

Gene No. 11796 . Strand 

Start 3866 End 

Name . • " 'OJ990722_11 . 9C01 . C2 . o2 . gs. '■ Method 

Start 3866 ' End 



OJ990722_11.9C01.C2 

4268 
-GENSCAN 
4268 



5818 





GI 


none 




Score 


.47 










Exons 


3866. , 


,4034, 4222. .4268 














Seq. No. 


5606 




Seq. ID 


OJ990722_ 


11. 


9C01 


.C2 




ucuc In (J • 


11797 




Strand 












Start 


6971 




End 


11300 










Name 


OJ990722 11.9C01.C2.o3.gs 


Method 


GENSCAN 










Start 


6971 




End 


11300 










GI 


none 




Score 












Exons 


6971. . 


,7453, 9037. .9290, 11192. .11300 












Seq. No. 


5606 




Seq. ID 


OJ990722_ 


11. 


9C01 


-C2 




UCilC lH\J . 


11798 




Strand 












Start 


13237 




End 


14150 










Name 


OJ990722 11.9C01.C2.o4.gs 


Method 


GENSCAN 










Start 


13237 




End 


14150 










GI 


none 




Score 


.79 










Exons 


13237. 


.13373, 13777. .13929, 


13988. .14150 










Seq. No. 


5606 




Seq. ID 


OJ990722_ 


11. 


9C01 


.C2 






11799 




Strand 












Start 


14486 




End 


15901 










Name 


OJ990722 11.9C01.C2.o5.gs 


Method 


GENSCAN 










Start 


,.14486 






15901 










GI 


none 




; Score c 


'.65 - 








I J 


Exons 


14 4$ 6. 


.14763, 14859.";i5029",. 


150'91.:i5186, 15877. 


. 15901 




!;n 
f LI 


Seq. No. 


5606 




Seq. ID 


OJ990722_ 


11. 


9C01 


.C2 






11800 




Strand 












Start 


17008 




End 


21085 










Name 


OJ990722 ll.9C01.C2.o6.gs 


Method 


GENSCAN 










Start 


17008 




End 


21085 








ru 


GI 


none 




Score 


.62 








;- 


Exons 


17008. 


.17089, 20521. .20568, 


20990. .21085 










Seq. No. 


5607 




Seq. ID 


OJ990722_ 


11. 


9C01 


.C3 




Gene No. 


11801 




Strand 


+ 










Start 


1 




End 


3613 










Name 


OJ990722 11.9C01.C3.ol.np 


Method 


AAT/NAP 










Start 


1 




End ' 


3613 










GI 


5777623 


Score 


1018 










Exons 


1..275, 455.-974, 1786. .2045, 3489. .3613 










GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 









Seq. No. 5607 

Gene No. 11801 

Start 1 

Name OJ990722_11 . 9C01 . C3 . ol . gp 

Start 2659 

GI 38782JL.R1084 

Exons 2659.. 3149 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ990722_11.9C01.C3 

Strand + 

End 3613 

Method AAT/GAP 

End 3149 

Score 784 



Seq. No. 
Gene No. 
Start 



5607 
11802 
6988 ' 



Seq. ID OJ990722_11.9C01.C3 
Strand . *+ ' 
End ' ■ 17868 



5819 



Name 

Start 

GI 

Exons 

GI Descrip. 



0 J990722_ll . 9C01 . C3 . o3 . np 

6988 

5922620 

6988. .7164, 7210. .7234, 8026. 



Method AAT/NAP 
End 10257 
Score 538 

.8059, 8462.. 8764, 10033.. 10257 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


5607 


Seq. ID 


OJ990722 


_11.9C01.C3 




Gene No. 


11802 


Strand 


+ 






o car l 


6988 


End 


17868 






Name » 


OJ990722 ll.9C01-.C3.o4.np 


Method 


AAT/NAP 






Start 


7590 


End 


17868 






GI 


5852180 


Score 


518 






Exons 


7590.. 7673, 11139 .. 11220, 12203.. 12339 


, 12393.. 


12796, 






17794.. 17868 










•GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


5607 


Seq. ID 


OJ990722 


_11.9C01.C3 




Gene No. 


11802 


Strand 


+ 






b tar t 


6988 


End 


17868 






Name 


OJ990722 11.9C01.C3.o2.gs 


Method 


GEN SCAN 






Start 


•-iqqi3. 


* End - 


16866 . 






GI 


no'ne" 


Score 


.51 




; e 


Exons 


10013. .10126, 11317. .11470, 


12564. .12697, 13850 


. .14120, 


fcj 




16144. .16180, 16251. .16386, 


16756. .16866 




3 


Seq. No. 


5607 


Seq. ID 


OJ990722 


_11.9C01.C3 


y 


Gene No. 


11803 


Strand 






-i 


Start 


478 


End 


8248 






Name 


OJ990722 11.9C01.C3.ol.gs 


Method 


GENSCAN 






Start 


478 


End 


8248 




i 


GI 


none 


Score 


.45 






Exons 


478. .932, 1470. .1603, 1903.. 


2000, 2176 


..2436, 2763. .2830, 


^ s 




3608. .3649, 3827.. 3961, 4362 


. .4449, 4743. .4821, 


4826. .4970 


3 




6270.. 6290, 7574.. 7646, 7682 


...8248 






3 


Seq. No. 


5607 


Seq. ID 


OJ990722 


_11.9C01.C3 


3 


Gene No. 


11803 


Strand 








Start - 


478 


End 


8248 






Name 


OJ990722 11.9C01.C3.o2.np 


Method 


AAT/NAP 






Start 


1928 


End 


5307 






GI 


4680186 


Score 


210 






Exons 


1928. .2350, 2849. .2916, 3594 


..3745, 5278.. 5307 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 





Seq. No. 5607 Seq. ID OJ990722_11 . 9C01 . C3 

Gene No. 11804 Strand 

Start 11069 End 11450 

Name OJ990722_11 . 9C01 . C3 . o3 . gp Method AAT/GAP 

Start 11069 End 11450 

GI uC-osflcyp033a04bl Score 675 

Exons 11069. .11450 

GI- Descrip. V6016845/dbj | AP000570 . 1 | AP000570 3 . Oe-59* Oryza sativa genomic. 
DNA, chromosome 1, clone : P0711E10 ' 



5820 



Seq. No. 5607 Seq. ID OJ990722_11 . 9C01 . C3 

Gene No. 11805 Strand 

Start 13511 End 13628 

Name OJ990722_11. 9C01.C3.o5.gp Method AAT/GAP 

Start 13511 End 13628 

GI LIB3479-006-Q6-K1-B11 Score 160 

Exons 13511.. 13628 

GI Descrip. * 5734 616/dbj | AP000391 . 1 1 AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone: P0538C01 1 

Seq. No. 5607 Seq. ID OJ990722_11 . 9C01 . C3 

Gene No. 11806 Strand 

Start 13548 End 13630 

Name OJ990722_11.9C01.C3.o5.np Method AAT/NAP 

Start 13548 End 13630 

GI 6630699 . Score 82 

Exons 13548.. 13630 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 

Seq. No. 5607 Seq. ID OJ990722__11 . 9C01 • C3 

. ss Gene No. 11807 ^ Strand 

hi Start 16943 * End 21821 ' " 

~ ; =3 Name OJ990722_11 . 9C01 .C3 . 06 . gp Method AAT/GAP 

lH Start 16943 End 18332 

j'jj GI 15539_1.R1084 Score 2565 

^ Exons 16943. .18171, 18253.. 18332 

^ GI Descrip. '1706958 1.0e-98 (U58284) cellulose synthase [Gossypium 

,? ;f hirsutum] 1 



Seq. No. 5607 

Gene No. 11807 

Start 16943 

Name OJ990722_11 . 9C01 .03 .ol . tm 

Start 17485 

GI none 

Exons 17485. .17511 



17855. .18187, 
18684 . .18*884, 



18722. 
19139. 
19350. 
19658. 



,18898, 
,19279, 
,19565, 
,19786, 



19857. .20021, 
20099. .20452, 
20536. .20802, 
21574. .21612, 
21769. .21804 



17485, 
18245. 
18687, 
18967, 
19139, 
19517, 
19659. 
19866. 
20104. 
21482. 
21698. 



.17514, 
.18439, 
.18890, 
.19260, 
.19279, 
.19564, 
.19787, 
.20024, 
.20454, 
.21607, 
.21766, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722_11.9C01.C3 
21821 

TBLASTX: Maize 

21804 

40 



17584. .18174, 17591. .18172, 

18247. .18606, 18253. .18 606, 

18688. .18906, 18691. .18885, 

18971. .19027, 18972. .19085, 

19343. .19561, 19345. .19560, 

19654. .19785, 19658. .1978 6, 

19660. .19788, 19850 .. 20020, 

19879. .20025, 20099 .. 20452, 

20503. .20811, 20528. .20716, 

21495. .21608, 21547 .. 21609, 

21699. .21737, 21756 .. 21803, 



Seq. No. 5607 Seq. ID 

Gene No. 11807 Strand 

Start 16943 End 

Name OJ990722_11 . 9C01 . C3 . ol . tc Method 

Start 17568 End 

GI none Score 



OJ990722_11.9C01.C3 
21821 

TBLASTX: Cress 

21563 

353 



5821 



Exons 



17568. 
17930. 
17968. 
18681. 
19166. 
19371. 
19845. 
20104. 
21507. 



17750, 
18160, 
18177, 
18830, 
19279, 
19565, 
20021, 
20454, 
21563 



17593. 
17938. 
18239. 
18684. 
19167. 
19652. 
19866. 
20536. 



.17946, 
.18174, 
.18604, 
.18887, 
.19280, 
.19789, 
.20024, 
.20799, 



17603. 
17943. 
18241. 
18688. 
19337. 
19654. 
19867. 
20551. 



.17917, 
.18152, 
.18609, 
.18888, 
.19561, 
.19785, 
.20025, 
.20772, 



17739. 
17951. 
18242. 
19159. 
19345. 
19655. 
20099. 
21503. 



.17939, 
.18169, 
.18604, 
.19278, 
.19560, 
.19786, 
.20452, 
.21562, 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5607 Seq. ID 

11807 Strand 

16943 End 

OJ990722_11 .9C01.C3.o3. gs Method 

17587 End 

none Score 



OJ990722_11.9C01.C3 

21821 
GENSCAN 
21763 
.83 



17587. .18171, 18457. .18603, 18687 .. 18883, 18973 .. 19091, 
19119. .19261, 19348. .19560, 19881 .. 20018 , 2014 3 .. 2044 9, 
20537. .20803, 21438 .. 21606, 21697.. 21763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



iy Seq. No. 

•s Gene No. 

□ Start 

>il Name 

. * Start 

i= " GI 

W Exons 



5607 Seq. ID 

11807 Strand 

16943 End 

OJ990722_11 . 9C0 1 . C3 . 06 . np Method 

17587 ' ' ' ' - End 

4417271 Score 

17587. .18171, 18253. .18603, 18687 

19348. .19560, 19660 19785, 19881 

20537. .20841, 21455 .. 21606, 21697. .21821 
(AC007019) putative cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 



OJ990722_11.9C01.C3 

21821 
AAT/NAP 
21821 
3478 

.18871, 18960. .19261, 
.20018, 20104. .20449, 



5607 
11807 
16943 

OJ990722_11. 9C01.C3.ol.ts 
17590 
none 

17590. .17628, 17629 
18239. .18601, 18245 
18684. .18884,' 18685 
19167. .19229, 19211 



Seq. ID OJ990722_11. 9C01.C3 
Strand 

End 21821 
Method TBLASTX : Soybean 
End 19258 
Score 487 
18174, 17645. .18169, 17657 .. 18187, 
18439, 18247. .18603, 18247 18606, 
18888, 19139. .19228, 19155 19235, 
19258 



Seq. No. 5607 

Gene No. 11807 

Start 16943 

Name OJ990722_11 . 9C01 . C3 . o2 . tw 

Start 17710 

GI none 

Exons 17710. .17943, 17711 .. 17923, 
17951. .18115 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722_11.9C01.C3 
21821 

TBLASTX: Wheat 

18115 

200 



17713. .1794 6, 17938. .18114, 



Seq. No. 5607 Seq. ID 

Gene No. 11807 Strand 

Start" 16943 . End 

Name - OJ.990722_11". 9C01 . C3 . o4 . tw Method 

Start 18205 ' End 



OJ990722_11.9C01.C3 
21821 

TBLASTX: Wheat 
18412 



5822 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



none Score 153 

18205. .18411, 18245. .18409, 18254.. 18412 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722 11.9C01.C3 



5607 
11807 
16943 

OJ990722_1 1 . 9C01 . C3 . o7 . gp 
18388 

uC-osroM202033fllbl 
1.8388. .18603, 18687.. 18781 

•2827141 2.0e-52 (AF027173) cellulose synthase catalytic subunit 
[Arabidopsis thaliana] >gi_4914 447_emb_CAB43650 . 1_ (AL050351) 
cellulose synthase catalytic subunit (Ath-A) [Arabidopsis 
thaliana] 1 



21821 
AAT/GAP 
18781 
582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5607 
11807 
16943 

OJ990722_11. 9C01.C3.o8.gp 
18767 

59965_1.R1084 

18767. .18883, 18973. .19261, 
'2827141 1.0e-33 (AF027173) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990722 11.9C01.C3 



21821 
AAT/GAP 
19407 
850 

19348. .19407 

cellulose synthase catalytic subunit 
[Arabidopsis thaliana] >gi_4914 44 7_emb_CAB4 3650 . 1_ (AL050351) 
cellulose synthase catalytic subunit (Ath-A) [Arabidopsis 
thaliana] 1 



5607 

11807 

16943 

OJ990722_11 .9C01.C3.o3. tw 

18820 

none 

18820. .18912, 18822. .18887, 
18971. ,19024, 18987. .19100, 
19161. .19247 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18963 

19105 



OJ990722 11.9C01.C3 



5607 
11807 . 
16943 

OJ990722_11. 9C01.C3.o2.ts 
19343 



21821 

TBLASTX: Wheat 
19247 
95 

19043, 18967. .19116, 
19245, 19139. .19246, 



OJ990722 11.9C01.C3 



none 

19343. 

19660. 

19879. 

20536. 



.19558, 19345. 

.19773, 19664. 

.20025, 20099. 

.20676, 20537. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19560, 19348. .19566, 19654 
19786, 19845. .20021, 19872 
20452, 20099. .20452, 20104 
20674, 20545.. 20676 



21821 

TBLASTX : Soybean 
20676 
202 

.19785, 
.20024, 
.20454, 



Seq. No. 5607 

Gene No. 11807 

Start 16943 

Name OJ990722_11 . 9C01 .C3 . o5 . tw 

Start 19343 

GI none 

Exons 19343. .19426, 19345 194 40, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722_11.'9C01.C3 
21821 

TBLASTX: Wheat 

19560 

49 



19450. .19485, 19450. .19560 



Seq. No. 



5607 



Seq. ID OJ990722_11.9C01.C3 



5823 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' . 
Start 
GI 

Exons 



11807 Strand 

16943 End 21821 

OJ990722_11 . 9C01 . C3 . o9 . gp Method AAT/GAP 

19647 End 20803 

28113_1.R1084 Score 1457 

19647. .19785, 19881 .. 20018, 20104 .. 2044 9, 20537.. 20803 

'2827141 1.0e-179 (AF027173) cellulose synthase catalytic 

subunit [Arabidopsis thaliana] >gi_4 9144 47_emb_CAB43650 . 1_ 

(AL050351) cellulose synthase catalytic subunit (Ath-A) 

[Arabidopsis thaliana] ' 



5607 Seq. ID 

11807 Strand 

16943 End 

OJ990722_11 . 9C01 . C3 . ol . tw Method 

19663 End 

none Score 



OJ990722_11.9C01.C3 
21821 

TBLASTX: Wheat 

20253 

132 



19663. .19785, 19664 19786, 19854 .. 20021, 19867 20025, 
19872. .20024, 20099 .. 20230, 20104.. 20253 



Seq. No. 5607 

Gene No. 11807 

Start 16943 

Name OJ990722_11 . 9C01 .C3 . olO .gp 

Start '20281 

GI 28113_1.R1084 

Exons 20281. .20449, 20537 .. 20803, 
GI Descrip. 



OJ990722 11.9C01.C3 



Seq. ID 
Strand 

End 21821 
Method • AAT/GAP 
End 21491 
Score 916 
21438. .21491 

'2827141 1.0e-179 (AF027173) cellulose synthase catalytic 
subunit [Arabidopsis thaliana] >gi_4 9144 47_emb_CAB43650 . 1_ 
(AL050351) cellulose synthase catalytic subunit (Ath-A) 
[Arabidopsis thaliana] ' 



Li 


Seq. No. 


5608 




Seq. ID 


OJ990722 




Gene No. 


11808 




Strand 


+ 




Start 


310 




End 


444 




Name 


OJ990722 11.9C01.C4 


.ol.gs 


Method 


GEN SCAN 


4. 


Start 


310 




. End 


444 




GI 


none 




Score 


.98 


! 


Exons 


310. .444 








3 


Seq. No. 


5608 




Seq. ID 


OJ990722 




Gene No. 


11809 




Strand 


+ 




Start 


10242 




End 


10998 




Name 


OJ990722 11.9C01.C4 


i o4 . gs 


Method 


GEN SCAN 




Start 


10242 




End 


10998 




GI 


none 




Score 


.61 




Exons 


10242. .10325, 10467 


. .10626, 


10679. .10998 




Seq. No. 


5608 




Seq. ID 


OJ990722 




Gene No. 


11810 




Strand 


+ 




Start 


19134 




End 


19450 




Name 


OJ990722 11.9C01.C4 


. 06 . gs 


Method 


GENSCAN 




Start 


19134 




End 


19450 




GI 


none 




Score 


.66 




Exons 


19134. .19293, 19326 


. .19450 








Seq. No. 


5608 




Seq. ID 


OJ990722 



5824 



ns 



! ;3 



□ 



Gene No . 


1 1 Q 1 1 


otrana 


+ 




Start 


29911 


End 


30282 




Name 


OJ990722 11.9C01.C4.o8.gs 


Method 


GENSCAN 




Start 


29911 


End 


30282 




GI 


none 


Score 


.78 




Exons 


29911. .30015, 30094.. 30282 








Seq. No. 


5608 


Seq. ID 


OJ990722_ 


11.9C01.C4 


Gene No . 


11812 


Strand 






Start 


4861 


End 


8011 




Name 


OJ990722 11.9C01.C4.o3.gs 


Method 


GENSCAN 




Start . 


4861 


End 


8011 




GI 


none 


Score 


. 62 




Exons 


4861. .5064, 5601. .5794, 5942. .6050, 6947. .7045, 


7943. .8011 


Seq. No. 


5608 


Seq. ID 


OJ990722_ 


11.9C01.C4 


Gene No. 


11813 


Strand 






Start 


11491 


End 


18375 




Name 


OJ990722 11.9C01.C4.o5.gs 


Method 


GENSCAN 




Start 


11491 


End 


18265 




GI 


none 


Score 


.58 




Exons 


11491. .11681, 11883. .12082, 


12118. .12222, 15443. 


.15505, 




15800. .15859, 16411 .. 16529, 


17498. .17716, 17954. 


.17983, 




18074.. 18265 








Seq. No. 


5608 


Seq. ID 


OJ990722_ 


11.9C01.C4 


Gene No. 


11813 


Strand 






Start 


11491 


End 


18375 




Name 


OJ990722 11.9C01.C4.ol.np 


Method 


AAT/NAP 






13505 


End 


18253 




GI 


3413707 


Score 


819 




Exons 


13505. .13575, 13799 .. 13883, 


14260. .14328, 16410. 


.16488, 




16640. .16705, 17284 .. 17345, 


17495. .17716, 17837. 


.17968, 




18074. .18253 








GI Descrip. 


(AC004747) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


5608 


Seq. ID 


OJ990722_ 


11.9C01.C4 


Gene No. 


11813 


Strand 






Start 


11491 


End 


18375 




Name 


OJ990722 11.9C01.C4.ol.gp 


Method 


AAT/GAP 




Start 


17902 


End 


18375 




GI 


LIB3434-040-P1-K1-E7 


Score 


702 




Exons 


17902. .17983, 18074.. 18375 








GI Descrip. 


'3413707 9.0e-21 (AC004747) 


hypothetical protein 


[Arabidopsis 




thaliana] 1 








Seq. No. 


5608 


Seq. ID 


OJ990722_ 


11.9C01.C4 


Gene No. 


11814 


Strand 






Start 


24292 


End 


27474 




Name 


OJ990722 11. 9C01.C4 .o2.np 


Method 


AAT/NAP 




Start 


24292 


End 


27474 




GI 


6522592 


Score 


1689 




Exons 


24292. .24662, 24777. .27474 








GI Descrip. 


(AL133292) receptor protein 


kinase-like protein 


[Arabidopsis 




thaliana] 








Seq. No. 


5608 


Seq. ID 


OJ990722_ 


11.9C01.C4 



5825 



Lsj 



Gene No. 


1 1 O 1 c 

11815 




Strand 




Start 


32339 




End 


36507 


Name 


OJ990722 11.9C01.C4 


.p7 . tm 


Method 


TBLASTX: Maize 


Start 


11601 




End 


11823 


GI 


none 




Score 


120 


Exons 


11601. .11717, 11611 


. .11718, 


11698. .11823, 11718. .11822 


Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


Gene No. 


11815 




Strand 




Start 


32339 




End 


36507 


Name 


OJ990722 11.9C01.C4 


. 02 . tC 


Method • 


TBLASTX : Cress 


Start 


17504 




End 


18235 


GI 


none 




Score 


137 


Exons 


17504. .17590, 17576 


. .17614, 


17624. .17668, 17624 .. 17713, 




17669. .17722, 17837 


. .17980, 


17838. .17981, 18095 .. 18160, 




18173. .18235 








Seq. No. 


5608 




Seq. ID 


OJ990722JL1.9C01 


Gene No. 


11815 




Strand 




Start 


32339 




End 


36507 


Name 


OJ990722 11.9C01.C4 


. o5 . ts 


Method 


TBLASTX : Soybean 


Start 


17510 




End 


18235 


GI 


none 




Score 


40 


Exons 


17510. .17638, 17609 


. .17713, 


17624. .17668, 17681 .. 17722, 




17838. .17870, 17855 


. .17980, 


17856. .18008, 18101. . 18163, 




18108. .18164, 18143 


. .18235 






Seq. No. 


5608 




Seq. ID 


OJ990722_11. 9C01 


Gene No. 


1101c 

11815 *■ 




Strand 




Start 


32339 




End 


36507 


Name 


OJ990722 11.9C01.C4 


.08 .ts 


Method 


TBLASTX : Soybean 


Start 


23871 




End 


24083 


GI 


none 




Score 


102 


Exons 


23871. .24083, 23874 


. .24071 






Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


Gene No. 


11815 




Strand 




Start 


32339 




End 


36507 


Name 


OJ990722 11.9C01.C4 


. o4 . ts 


Method 


TBLASTX: Soybean 


Start 


24310 




End 


25270 


GI 


none 




Score 


54 


Exons 


24310. .24456, 24314 


. .24460, 


24478. .24651, 24479. . 24664, 




24820. .25029, 24844 


. .24984, 


24857. .25015, 25084 .. 25269, 




25085. .25270 








Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


Gene No. 


11815 




Strand 




Start 


32339 




End 


36507 


Name 


OJ990722 11.9C01.C4 


.o8.tm 


Method 


TBLASTX: Maize 


Start 


24319 




End 


24826 


GI 


none 




Score 


104 


Exons 


24319. .24459, 24430 


. .24663, 


24515. .24664, 24521 .. 24 664 , 




24778. .24825, 24779 


. .24826 






Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


Gene No. 


11815 ' 




Strand 




Start 


32339 




End 


36507 



5826 



Name 

Start 

GI 

Exons 



OJ990722_11 . 9C01 . C4 . ol . tc 

24565 

none 

24565. .24663 
25642. .26118 



25648. .25842, 
25651. .26055, 
25792. .26130, 
26224. .26346, 
26434. .26652, 
26671. .26835, 
26680. .26940, 
27238. .27279 



24778. 
25645. 
25648. 
25696. 
25955. 
26347. 
26434. 
26677. 
26680. 



.24843, 
.26211, 
.26238, 
.26238, 
.25987, 
.26442/ 
.26667, 
.26943, 
.27030, 



Method 

End 

Score 
24844 . .2 
2S646..2 
25649. .2 
25696. .2 
26006. .2 
26356 
26476 
26677 
26683 



TBLASTX: Cress 
27279 
86 

5014, 25600. .26193, 
5954, 25648. .26238, 
5969, 25651. .26238, 
6235, 25774. .26238, 
6317, 26063. .26164, 
6436, 26359. .26421, 
6667, 26668. .26790, 
6943, 26680. .27198, 
7039, 27109. .27204, 





Seq. No. 


5608 








Seq. ID 


OJ990722 


J.1.9C01. 


.C4 




Gene No. 


11815 








Strand 










Start 


32339 








End 


36507 








Name 


OJ990722 11.9C01.C4. 


o2. tm 


Method 


TBLASTX : 1 


Maize 






Start 


24838 








End 


25237 








GI 


none 








Score 


118 








Exons 


24838. 


.25032, 


24875. 


.25021, 


25069. .25236, 25073 


. .25237 




! := 1 


Seq. No. 


5608 








Seq. ID 


OJ990722 


_11.9C01, 


.C4 




Gene No. 


11815 








Strand 










Start 


32339 








End 


36507 








Name 


OJ990722 11.9C01.C4. 


o3. tc 


Method 


TBLASTX : 1 


Cress 




r i t 


Start 


25096 








End 


25377 






: := = 


GI 


none 








Score 


135 








Exons 


25096. 


.25377, 


25115. 


.25372 










'is? 


Seq. No. 


5608 








Seq. ID 


OJ990722 


_11.9C01, 


.C4 


\ u 


Gene No. 


11815 








Strand 








.. 


Start 


32339 








End 


36507 








Name 


OJ990722 11.9C01.C4. 


o2.ts 


Method 


TBLASTX: 


Soybean 






Start 


25600 








End 


27199 






' ^ 


GI 


none 








Score 


110 








Exons 


25600. 


.25695, 


25642. 


.26208, 


25648. .26238, 25649 


. .25969, 




h J 




25651. 


.26238, 


25696. 


.26238, 


25718. .25966, 25720 


. .25815, 




._: 




25721. 


.25984, 


25939. 


.26319, 


26006. .26317, 26063 


. .26098, 




:* ^ 




26356. 


.26436, 


26434. 


.26652, 


26434. .26667, 26476 


. .26661, 








26476. 


.26667, 


26668. 


.26847, 


26671. .26943, 26671 


. .26940, 








26677/ 


.27039, 


26680. 


.27039, 


26680. .27036, 27037 


. .27198, 








27107. 


.27199 
















Seq. No. 


5608 








Seq. ID 


OJ990722 


J.1.9C01, 


.C4 




Gene No. 


11815 








Strand 










Start 


32339 








End 


36507 








Name 


OJ990722 11.9C01.C4. 


o3. tm 


Method 


TBLASTX : 1 


Maize 






Start 


25634 








End 


27198 








GI 


none 








Score 


55 








Exons 


25634. 


.25738, 


25642. 


.26241, 


25648. .2611 


.8, 25648 


. .26055, 








25648. 


.25914, 


25651. 


.26211, 


25666. .25959, 25676 


. .26032, 








25781. 


.25888, 


25810. 


.26238, 


25954. .26334, 26081 


. .26320, 








26134. 


.26184, 


26296. 


.26334, 


26350. .2641 


.8, 26476 


. .26661, 








26476. 


.26667, 


26476. 


.26571, 


26668. .26943, 26671 


. .26940, 








26671. 


.27060, 


26701. 


.27036, 


27034. .27147, 27106 


. .27198 





5827 




Seq. No. 


5608 . 




Seq. ID 


OJ990722_11.9C01 


.C4 


Gene No. 


11815 




Strand 






Start 


32339 




End 


36507 




Name 


OJ990722 11.9C01.C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


25709 




End 


27177 




GI 


none 




Score 


54 




Exons 


25709. .25852, 25925 


. .25966, 


25957. .26139, 26084 26281, 






26086. .26241, 26131 


. .26199, 


26302. .26730, 2 6351 .. 26704 , 






26608. .26757, 26770 


. .26943, 


27109. .27177 




Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


.C4 


Gene No. 


11815 




Strand 






btart 






End 


36507 * 




Name 


OJ990722 11.9C01.C4 


,o3.np 


Method 


AAT/NAP 




Start 


32339 




End 


36507 




GI 


4234852 




Score 


4384 




Exons 


32339. .36304, 36347 


. .36507 








GI Descrip. 


(AF082133) gag-pol 


polyprotein [Zea mays] 




Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


.C4 


Gene No. 


11815 




Strand 






Start 


32339 




End 


36507 




Name 


OJ990722 11.9C01.C4 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


32378 




End 


32836 




GI 


none 




Score 


56 




Exons 


32378. .32569, 32618 


. .32794, 


32777. .32836 




Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


.C4 


Gene No . 


11815 




Strand 






Start 


32339 




.End 


36507 




Name 


OJ990722 11.9C01.C4 


.o4 . tw 


■ Method 


TBLASTX: Wheat 




Start 


32390 




End 


32789 




GI 


none 




Score 


118 




Exons 


32390. .32785, 32556 


. .32789 








Seq. No. 


5608 




Seq. ID 


OJ990722_11,9C01 


.C4 


Gene No. 


11815 




Strand 






Start 


32339 




End 


36507 




Name 


OJ990722 11.9C01.C4 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


32393 




End 


32959 




GI 


none 




Score 


132 




Exons 


32393. .32584, 32573 


. .32764, 


32777..329S9 




Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


.C4 


Gene No. 


11815 




Strand 






Start 


32339 




End 


36507 




Name 


OJ990722 11.9C01.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


32849 




End 


33280 




GI 


none 




Score 


134 




Exons 


32849. .33145, 32850 


. .33050, 


33119. .33280 




Seq. No. 


5608 




Seq. ID 


OJ990722_11.9C01 


.C4 


Gene No. 


11815 




Strand 






Start 


32339 




End 


36507 




Name 


OJ990722 11.9C01.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


32945 




End ■ ... 


33725 




GI 


none 




Score 


154 





5828 



Exons 



32945. .33394, 3294 9.-33395, 33371 .. 33724 , 33378 33725, 
33380. .33724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5608 

11815 

32339 

OJ990722_11 . 9C01 . C4 . o5 . tm 

33281 

none 



Seq. ID OJ990722_11.9C01.C4 
Strand 

End 36507 

Method TBLASTX : Mai ze 

End 33724 

Score 138 



33281. .33382, 334 16 .. 33724 , 33417.. 33707 



5608 

11815 

32339 

OJ990722_1 1 . 9C01 . C4 . ol . ts 

33416 

5509260 



Seq. ID OJ990722_11.9C01.C4 
Strand 

End 36507 

Method TBLASTX : Soybean 

End 33853 

Score 44 



33416. .33853, 33417 33449, 33492.. 33764 



5608 

11815 

32339 

OJ990722_11 . 9C01 . C4 . o4 . tc 

33506 

none 

33506. .33766, 33528.. 33764 



Seq. ID OJ990722_11.9C01.C4 
Strand 

End 36507 
Method - TBLASTX: Cress 
End 33766 
Score 116 



i 5 y 

ril 



Seq. No. 5608 

Gene No. 11815 

Start 32339 

Name OJ990722_11 . 9C01 . C4 . o7 . ts 

Start 34364 

GI none 

Exons 34364. .34537, 34541 .. 34750, 



Seq. ID OJ990722_11.9C01.C4 
Strand 

End 36507 

Method TBLASTX : Soybean 

End 34750 

Score 77 
34569. .34748 



! ! ™ Seq. No. 
hi Gene No. 
□ Start 
r=i Name 

Start 
. GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

"Seq. No. 
Gene No. 
Start 
Name 



5608 

11815 

32339 

OJ990722_11 . 9C01 . C4 . o2 . tw 

34367 

none 

34367. .34465, 34392 .. 344 66, 
34795. .35028, 34796. .34843 

5608 

11815 

32339 

OJ990722_11.9C01.C4.o5.tc 

34370 ■ 

none 

34370. .34537, 34550.. 34750 

5608 

11815 

32339 

OJ990722 11. 9C01.C4.o6.tm 



Seq. ID OJ990722_11.9C01.C4 
Strand 

End 36507 

Method TBLASTX : Wheat 

End 35028 

Score 35 
34445. .34750, 3447 6.-34727, 



Seq. ID OJ990722_11.9C01.C4 
Strand 

End 36507 

Method TBLASTX : Cress 

End 34750 

Score 123 



Seq. ID OJ990722_11.9C01.C4 
Strand 

End • 36507 

Method TBLASTX: Maize * 



5829 





Start 


34373 


End 


34750 






GI 


none 


Score 


175 






Exons 


34373.-34444, 34 475 .. 34534 , 34541. .34750 






Seq. No. 


5608 


Seq. ID 


ujyyu/^^ ii.yuui. 


C4 




Gene No. 


11815 


Strand 








Start 


32339 


End 








Name 


OJ990722 11 . 9C01 .C4 .o3 . ts 


Method 


I BliAb ix : boyoean 






Start 


34804 


End 


obiy u 






GI 


none 


Score 


114 






Exons 


34804. .35190, 34973.. 35179 










Seq. No. 


5608 


Seq. ID 


OJ990722_11.9C01. 


,C4 




Gene No. 


11815 


Strand 








Start 


32339 


End 


36507 






Name 


OJ990722 11.9C01.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


35468 


End 


36415 






GI 


none 


Score 


51 






Exons 


35468. .35560, 35510 .. 35560, 35665 3579.6, 35684 .. 35725, 








35806. .36414, 35837.. 36415 










Seq. No. 


5609 


Seq. ID 


OJ990722_11.9C01, 


.C5 




Gene No. 


11816^ , 


Strand 


+ 




f 1 


Start 


4 688* 


End 


11068 




!. 1 


Name 


OJ990722 11 . 9C01.C5.o2.gs 


Method 


GENSCAN 






Start 


4688 


End 


10906 




m 


GI 


none 


Score 


.73 




: bf 

.3 SL 

L-3 


Exons 


4688.. 5977, 5995.. 6381, 6481. 


.7329, 7459.-7722, 7939.-9232. 


La 




9252.. 10129, 10370.. 10906 










Seq. No. 


5609 


Seq. ID 


OJ990722_11.9C01 


.C5 


ru 


Gene No. 


11816 


Strand 


+ 






Start 


4688 


End 


11068 




; : ^ 


Name 


OJ990722 11.9C01.C5.ol.np 


Method 


AAT/NAP 




!. —5 


Start 


7948 


End 


11068 




'"'■A 


GI 


5902445 


Score 


3030 






Exons 


7948. .9784, 9824. .11068 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




f 5 

a 


Seq. No. 


5609 


Seq. ID 


OJ990722_11.9C01 


-C5 




Gene No; 


11817 


Strand 








Start 


130 


End 


2126 






Name 


OJ990722 11.9C01.C5.ol.gs 


Method 


GENSCAN 






Start 


130 


End 


2126 






GI 


none 


Score 


.74 






Exons 


130. .356, 2096. .2126 










Seq. No. 


5609 


Seq. ID 


OJ990722_11.9C01 


.C5 




Gene No. 


11818 


Strand 








Start 


6265 


End 


6663 






Name 


OJ990722 11.9C01.C5.o7.tw 


Method 


TBLASTX: Wheat 






Start 


6265 


End 


6663 






GI 


none 


Score 


249 






Exons 


626S..6663, 6279.. 6317, 6390. 


.6533 








Seq. No. 


5609 


Seq. ID 


OJ990722_11.9C01 


.C5 




Gene No. 


11819 


Strand 







5830 



ru 

□ 



ru 

h 

C3 



Start 


7246 








End 


7701 




Name 


OJ990722 11. 


9C01 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7246 








End 


7701 




GI 


none 








Score 


143 




Exons 


7246. .7428, 


7254 


. .7355, 


7465. 


.7701, 7467.. 7583, 7489.-7686 


Seq. No. 


5609 










nTQQH799 11 Qrm 


ps 


bene lno . 


1 1 con 








OCX. CI 1 1 Li 






Start 


\ 7893- ■ • 








PnH 


ft ^7Q 




Name 


, ; OJ990722* 11. 


9C01 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7893 








End 


8349 




GI 


none 










S6"^ 




Exons 


7893. .8348, 


7894 


. .8349 










Seq. No. 


5609 








O tr • j.Lf 


n.TQQn799 1 1 qphi 


PS 


bene lno • 


ilOZU 














Start 


7893 








FnH 


ft ^7Q 




Name 


OJ990722 11. 


9C01 


. CS.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


8023 








End 


8379 




GI 


none 








ouui e 


d n 




Exons 


8023. .8379, 


8064 


. .8366 










Seq. No. 


5609 








oeq ■ x u 


HTQQH799 11 QPfil 


PR 


bene lno . 










C4- r a nf J 






Start 


- 8406 










ft QA 




Name 


OJ990722 11. 


9C01 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8406 








End 


8790 




GI 


none 








Score 


326 




Exons 


8406. .8504, 


8407 


. .8790, 


8568. 


.8789 






Seq. No. 


5609 








Seq. ID 


OJ990722_11. 9C01 


PS 


bene lno . 


1 1 ft 91 








Strand 






Start 


8406 








End 


8943 




Name 


OJ990722 11. 


9C01 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8464 








End 


8888 




GI 


none 








Score 


463 




Exons 


8464. .8886, 


8504 


. .8620, 


8509. 


.8853, 8565. .8888 




Seq. No. 


5609 








Seq. ID 


OJ990722_11.9C01 


PS 


bene lno . 


1 1 R91 








Strand 






Start 


8406 








End 


8943 




Name 


OJ990722 11. 


9C01 


.CS.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8518 








End 


8943 




GI 


none 








Score 


313 




Exons 


8518. .8943, 


8568 


. .8702 










Seq. No. 


5609 








Seq. ID 


OJ990722_11.9C01 


.C5 


bene lno * 


1 1 QOO 








Strand 






Start 


9033 








End - 


9442 




Name 


OJ990722 11. 


9C01 


.C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


9033 








End 


9442 




GI 


none 








Score 


157 




Exons 


9033. .9248, 


9034 


. .9225, 


9224. 


.9259, 9269.-9442 




Seq. No. 


5609 








Seq. ID 


OJ990722_11.9C01 


.C5 


Gene No. 


11823 








Strand 






Start 


9481 








End 


9813 





5831 



Name 

Start 

GI 

Exons 



OJ990722_11 . 9C01 . C5 . 08 . tw Method 

9481 End 

none Score 
9481.. 9813, 9482.. 9739 



TBLASTX: Wheat 

9813 

186 



Seq. No. 


5609 






Seq. ID 


OJ990722_11.9C01 


Gene No. 


11824 






Strand 




Start 


9944 






End 


10327 


Name 


• " OJ990722 11. 


9C01.C5 


.o3. tm 


Method 


TBLASTX: Maize 


Start ■ *" 


9944* 






End 


10249 


GI 


none 






Score 


325 


Exons 


9944. .10249, 


9961. . 


10248 






Seq. No. 


5609 






Seq. ID 


OJ990722_11.9C01 


Gene No. 


11824 






Strand 




Start 


9944 






End 


10327 


Name 


OJ990722 11. 


9C01.C5 


,o5. tw 


Method 


TBLASTX: Wheat 


Start 


9944 






End 


10327 


GI. 


none 






Score 


317 


Exons 


9944. .10327, 


9952. . 


10260, 


10294. .10326 







Seq. No. 


5609 


Seq. ID 


OJ990722_11.9C01 




Gene No. 


11825 


Strand 






Start 


10451 


End 


11059 




Name * :? ■• 


OJ990722 11.9C01.C5.o3.tw 


Method 


TBLASTX: Wheat 


'a sf 
,5 S3. 


Start 


10451 


End 


11059 


. t : 

1. ; : 


GI 


none 


Score 


346 


: i 
: i t 
i £ 


Exons 


10451. .10903, 10600. .10707, 


10928. .11059, 10933.. 11058 


i , | 


Seq. No. 


5609 


Seq. ID 


OJ990722_11.9C01 




Gene No. 


11825 


Strand 






Start 


10451 


End 


11059 


ry 


Name 


OJ990722 11.9C01.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


10757 


End 


11023 


Q 


GI 


none 


Score 


141 


Exons 


10757. .10939, 10940.. 11023 






■ ?TI 


Seq. No. 


5610 


Seq. ID 


OJ990722_11.9C01 


W 


Gene No. 


11826 


Strand 


+ 




Start 


1 


End 


3143 




Name 


OJ990722 11.9C01.C6.o3.np 


Method 


AAT/NAP 




Start 


1 


End 


314 3 




GI 


4680186 


Score 


366 




Exons 


1..33, 2052. .2103, 2943. .31' 


13 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 



Seq. No. 5610 Seq. ID 

Gene No. 11827 Strand 

Start 116 End '3076 

Name OJ990722_11 . 9C01 . C6. ol . gs Method GENSCAN 

Start 116 End 2897 

GI none Score .87 

Exons 116. .240, 339. .484, 621. .1382, 1449. .1507, 1578 
1837. .1961, 2822. .2897 



OJ990722 11.9C01.C6 



,1769, 



Seq. No. 
Gene No. 



5610 
11827 



Seq. ID OJ990722_11.9C01.C6 
Strand 



5832 



Start 
Name 
Start 
GP 

Exons 

GI Descrip. 



116 End 3076 

Method AAT/NAP 
End 1833 
Score 1133 
1833 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to- a "region . of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990722JL1 . 9C01 . C6 . ol . np 
620 

6721561 

620.. 1382, 1449.. 1507, 1578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5610 

11827 

116 

OJ990722_11, 
1121 
6721558 
1121. .1286, 



9C01.C6.o2.np 



1445. .1490, 1831, 



Seq. ID OJ990722_11.9C01.C6 
Strand 

End 307 6 

Method AAT/NAP 

End 3026 

Score 123 
.1961, 2927.. 3026 



(AP001073) hypothetical protein [Oryza sativa] 

gil 6815083|dbj |BAA90369.1|* (AP001081) hypothetical protein 

[Oryza sativa] 



' mt 4 



Seq. No. 


5610 


Seq. ID 


OJ990722 


Gene No. 


11827 


Strand 




Start 


116 


" End 


3076 


Name . 


OJ990722 ll.'9C01.C6.ol.gp 


Method 


AAT/GAP 


Start 


2694 


End 


3076 


GI 


uC-osflcyp033a04bl 


Score 


704 


Exons 


2694. .3076 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


5611 


Seq. ID 


OJ990722 


Gene No. 


11828 


Strand 


+ 


Start 


3710 


End 


4060 


Name 


OJ990722 11.9C01.C7.o2.gs 


Method 


GENSCAN 


Start 


3710 


End 


4060 


GI 


none 


Score 


.72 


Exons 


3710. .4060 






Seq. No. 


5611 


Seq. ID 


OJ990722 


Gene No. 


11829 


Strand ** 




Start 


1 


End 


3827 


Name 


OJ990722 11.9C01.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1334 


GI 


6907089 


Score 


273 


Exons 


1..116, 195. .301, 574. .1334 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5611 


Seq. ID 


OJ990722 


Gene No. 


11829 


Strand 




Start 


1 


End 


3827 


Name 


OJ990722 11.9C01.C7.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1294 


GI 


6721558 


Score 


135 


Exons 


1..248, 1163. .1294 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 



5833. 



gi I 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5611 

11829 

1 

OJ990722_1 1 . 9C0 1 . C7 . o3 . np 

505 . 

6721512 



Seq. ID OJ990722_11.9C01.C7 
Strand 

End 3827 

Method AAT/NAP 

End 3827 

Score 72 ■ . 



505.. 607, 1957.. 2092, 2121.. 2238, 3802.. 3827 
(AP001072) hypothetical protein [Oryza sativa] 



5611 

11829 

1 

OJ990722_11 . 9C01 . C7 . ol . gs 

524 

none 



Seq. ID OJ990722_11.9C01.C7 
Strand 

End 3827 

Method GEN SCAN 

End 1549 

Score .43 



S24..733, 806. .1037, 1195. .1390, 1447. .1549 



Seq. No. 5612 

Gene No. 11830 

Start 331 

Name .. OJ990722_11 . 9C01 .C8 . ol .gs 

Start" ^ 331 

GI \- * none 

Exons 331. . 361 



Seq. ID OJ990722_11.9C01.C8 

Strand + 

End 361 

Method GENSCAN 

End 361 

Score .73 



Seq. No. 5613 

Gene No. 11831 

Start 14 6 

Name OJ990722_11 . 9C01 . C9 . ol . gs 

Start 146 

GI none 

Exons 146.. 222 



Seq. ID OJ990722_11.9C01.C9 

Strand - * 

End 222 

Method GENSCAN 

End 222 

Score . 64 



Seq. No. 5614 

Gene No. 11832 

Start 1 

Name OJ990722_11. 9C01 . C10 . ol . np 

Start . 1 

GI 5230423 ■ 

Exons 1. .331 

GI Descrip. (AF091713) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] 



Seq. ID OJ990722_11.9C01.C10 
Strand 

363 

AAT/NAP 
331 
274 



End 

Method 

End 

Score 



Seq. No. 5614 

Gene No. 11832 

Start 1 

Name OJ990722_11 . 9C01 . C10 . ol . tc 

Start 45 

GI none 

Exons 45.. 209, 67.. 210, 272.. 313 



Seq. No. 
Gene No. 
Start 



5614 

11832 

1 



Seq. ID OJ990722_11.9C01.C10 
Strand 

End 363 

Method TBLASTX : Cress 

End 313 

Score 60 



Seq. ID OJ990722_11.9C01.C10. 
Strand 

End 363 



5834 



Name 

Start 

GI 

Exons 



OJ990722_11 . 9C01 . CIO . ol . tm 
45 

none 

45. .218, 47. .88, 67. .210, 272 



Method TBLASTX : Mai ze 
End 331 
Score 54 
,.331, 272. .313 



Seq. No. 


5614 






Seq. ID 


OJ990722_11. 9C01 


.CIO 


Gene No. 


11832 






Strand 


— 




Start 


1 






End 


363 




Name 


OJ990722 


_11. 


9C01.C10.ol.ts - 


, Method 


TBLASTX : Soybean 




Start 


45 






End 


313 




GI" 


none 






Score 


82 




Exons 


45. .209, 


67. 


.210, 272. .313 








Seq. No. 


5614 






Seq. ID 


OJ990722_11.9C01 


.CIO 


Gene No. 


11832 






Strand 






Start 


1 






End 


363 




Name 


OJ990722 


JL1. 


9C01.C10.ol.gs 


Method 


GENSCAN 




Start 


47 






End 


363 




GI 


none 






Score 


.74 




Exons 


47. .203, 


278 


. .363 









Seq. No. 5615 Seq. ID OJ990722_13 . 9C03 . C2 

Gene No. 11833 Strand + 

Start 1 End 5381 

Name OJ990722_13-.9C03.C2.ol.np Method AAT/NAP 

Start 1 End 2116 

GI 3668088 Score 1083 

Exons 1..54, 736.. 1753, 1838.. 2116 

GI Descrip. (AC004667) similar to mammalian MHC III region protein G9a 
[Arabidopsis thaliana] 



Seq. No. 5615 

Gene No. 11833 

Start 1 

Name OJ990722_13 . 9C03 . C2 . ol . gs 

Start 16 

GI none 
Exons 



Seq. ID OJ990722_13. 9C03.C2 



Strand 
End 

Method 

End 

Score 



+ 

5381 
GENSCAN 
5381 
.79 



16.. 1571, 1667.. 1958, 4654.. 4754, 5111.. 5381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5615 Seq. ID OJ990722_13 . 9C03 . C2 

11834 Strand +, 

7597" End 11030 

OJ990722_13 . 9C03 . C2 . ol . gp Method AAT/GAP 

7597 End 10652 

23995JL.R1084 Score 2347 

7597.. 7741, 8930.. 9912, 10536.. 10652 

' 4415936/gb|AAD20166| 9.0e-09 (AC006418) unknown protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 4 

Exons 

GI Descrip. 



5615 Seq. ID 

11834 Strand 

7597 - End 

OJ990722_13 . 9C03 . C2 . o2 . np Method 

8957 End 

4415936 Score 



OJ990722_13.9C03.C2 
+ 

11030 
AAT/NAP 
11030 
420 



8957.. 9358, 9503.. 9752, 10508.. 11030 

(AC006418) unknown protein [Arabidopsis thaliana] 



5835 



Seq. No. 5615 
Gene No. 11835 
Start 16505 

Name OJ990722_13 . 9C03 . C2 . o5 . np 

Start 16505 
GI 4544372 

Exons 16505. .16538, 20880 .. 21942, 

25324. .25584 - . ' 
GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 

thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990722_13.9C03.C2 
+ 

25605 
AAT/NAP 
25584 
1089 



22003. .22404, 22513. .23824, 





Seq. No. 


5615 




Seq. ID 


OJ990722 


_13, 


. 9C03 


.C2 




Gene No. 


11835 




Strand 


+ 










Start 


16505 




End 


25605 










Name 


OJ990722 13.9C03.C2. 


o3.gs 


Method 


GENSCAN 










Start 


21670 


End 


22869 












none 




Score 


.7 












21670. .22033, 22271. 


.22869 














Seq. No. 


5615 




Seq. ID 


OJ990722 


_13, 


,9C03 


.C2 




Gene No. 


11835 




Strand 


+ 










Start 


16505 




End 


25605 










Name 


OJ990722 13.9C03.C2. 


o4 .gs 


Method 


GENSCAN 








GS.' 


Start 


23471 


End 


25605 








hj 


GI 


none 




Score 


.73 








i s ; = 


Exons 


23471. .23824, 25324. 


.25605 














Seq. No. 


5615 




Seq. ID 


OJ990722 


_13. 


. 9C03 


.C2 




Gene No. 


11836 




Strand 


+ 










Start 


28682 




End 


33289 










Name 


OJ990722 13.9C03.C2. 


o6.np 


Method 


AAT/NAP 










Start 


28682 




End 


33289 








Is 


GI 


5042463 




Score 


91 








- 


Exons 


28682. .29022, 29750. 


.29829, 


33243. .33289 










GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








& 


Seq. No. 


5615 




Seq. ID 


OJ990722 


_13. 


,9C03 


.C2 


I, : 


Gene No. 


11837 




Strand 


+ 








» 


Start 


34238 




End 


37137 








; ; s» 


Name 


OJ990722 13.9C03.C2. 


o7 .np 


Method 


AAT/NAP 










Start 


34238 




End 


34699 










GI 


5852182 




Score 


318 










Exons 


34238. .34699 
















GI Descrip. 


(AL117265) zhb0012.1 


[Oryza 


sativa] 












Seq. No. 


5615 




Seq. ID. 


OJ990722_ 


_13. 


9C03 


.C2 




Gene No. 


11837 




Strand 


+ 










Start 


34238 




End 


37137 










Name 


OJ990722 13.9C03.C2. 


08 .np 


Method 


AAT/NAP 










Start 


34367 




End 


37137 










GI 


4680203 




Score 


300 










Exons 


34367. .34874, 37093. 


.37137 














GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum bicolor] 










Seq. No. , 


5615 




. Seq. ID 


OJ990722_ 


_13. 


9C03 


.C2 




Gene No. 


11838 




Strand 











5836 



Start 
Name 
Start 
GI 

Exons 



10809 End 11619 

OJ990722JL3 . 9C03 . C2 . o2 . gp Method AAT/GAP 

10809 End 11619 

none Score 1581 
10809. .11619 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5615 
11839 
12553 

OJ990722_13 . 9C03 . C2 . o4 . np 
12553 
4539658 
12553. .12573, 12867.. 12976 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ990722_13.9C03.C2 
Strand 

12976 
AAT/NAP 
12976 
60 



End. 
Method 
End 
Score 



5615 

11840 

26352 

OJ990722_13 . 9C03 . C2 . 06 . tm 

766 

none 



Seq. ID OJ990722_13. 9C03.C2 
Strand 

End 37137 

Method TBLASTX : Maize 

End 1203 

Score 74 



766. .834, 859. .1053, 1105. .1158, 1159. .1203 



"'"4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5615 

11840 

26352 

OJ990722_13 . 9C03 . C2 . o2 . tw 

1105 

none 



Seq. ID OJ990722_13.9C03.C2 
Strand 

End 37137 

Method TBLASTX : Wheat 

End ^ 1521 

Score 4 5 



1105.. 1149, 1150.. 1215, 1240.. 1521 



5615 

11840 

26352 

OJ990722_13 . 9C03 . C2 . o3 . ts 

1327 

none 



Seq. ID OJ990722JL3.9C03.C2 
Strand 

End 37137 

Method TBLASTX : Soybean 

End 1697 

Score 70 



1327. .1449, 1394. .1471, 1407. .1526, 1447. .1503, 1500. .1697, 
1514.. 1681, 1518.. 1697 



5615 

11840 

26352 

OJ990722_13 . 9C03 . C2 . ol . tm 

1461 

none 



Seq. ID ' OJ990722_13 . 9C03 . C2 
Strand 

End 37137 

Method TBLASTX : Maize 

End 2044 

Score 337 



1461. .1643, 1500. .1799, 1583. .1792, 1849. .1989, 1850. .1993, 
1851. .1994, 1994. .2044, 1997. .2044 



5615 

11840 

26352 

OJ990722_13 . 9C03 . C2 . ol . t s 

1830 

none 



Seq. ID OJ990722_13.9C03.C2 
Strand 

End 37137 

Method TBLASTX : Soybean 

End 2122 

Score 222 



1830. .1994, 1840. .1995, 1841. .1993, 1843. .1995, 1880. .2002, 



5837 





1976. .2116, 


1995. 


.2117, 


1995. 


.2117, 1997.. 2122 


Seq. No. 


5615 








Seq. ID 


OJ990722_13.9C03.C2 


ucUc WO . 


1104U 








OLlalia 




Start 


26352 










07 n 07 


Name 


OJ990722 13 


.9C03. 


C2.o4. 


tm 




1 DliHo 1 A . ClaL lZc 


Start 


9142 










ft D / 


GI 


none 








Score 


1 9 Q 

x*: y 


Exons 


9142. .9456,-' 


9146. 


.9457, 


9148. 






Seq. No. 


5615 








Seq. ID 


OJ990722_13.9C03.C2 


Gene No. 


11840 








Strand 




Start 


26352 








End 


37137 


Name 


OJ990722 13 


.9C03. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9488 








End 


11020 


GI 


none 








Score 


222 


Exons 


9488. .9760, 


9499. 


.9723, 


9527. 


.9748, 9552.. 9800, 9814.. 9891, 




9821. .9877, 


9874. 


.9900, 


10536 


. .10829, 


10537. .10830, 



10822. .10938, 10828 .. 10956, 10835.. 11020 





Seq. No. 


5615 






Seq. ID 


OJ990722_13.9C03, 


.C2 




Gene No. 


11840 






Strand 








Start 


26352 






End 


37137 






Name . 


OJ990722- 13. 


9C03.C2 


.06. ts 


Method 


TBLASTX : Soybean 




, 


Start 


9596 






End 


10776 




■ : 1=. 


GI 


none 






Score 


120 




U ! 

:* < i 


Exons 


yoyo . . y / uu , 


1 n c *7 c 


JLU / / 1>, 


10612. .10773 


, 10635.. 10775 




i bf 
□ 


Seq. No. 


5615 






Seq. ID 


OJ990722_13.9C03, 


,C2 




Gene No- 


11840 






Strand 








Start 


26352 






End 


37137 




': e? 


Name 


OJ990722 13. 


9C03.C2 


,ol. tw 


Method 


TBLASTX: Wheat 




ru 


Start 


21198 






End 


21600 






GI 


none 






Score 


56 






Exons 


21198. .21239 


, 21242 


. .21361 


, 21245. .21520, 21247 .. 21600, 




3 




21258. .21557 


, 21265 


. .21600 










Seq. No. 


5615 






.. Seq. ID 


OJ990722_13.9C03, 


.C2 




Gene No. 


11840 






Strand 








Start 


26352 






End 


37137 




r " 


Name 


OJ990722 13. 


9C03.C2 


. o5. tm 


Method 


TBLASTX: Maize 






. Start 


21250 






End 


214 68 






GI 


none 






Score 


269 






Exons 


21250. .21468 


, 21258 


. .21467 










Seq. No. 


5615 






Seq. ID 


OJ990722_13.9C03. 


.C2 




Gene No. 


11840 






Strand 








Start 


26352 






End 


37137 






Name 


OJ990722 13. 


9C03.C2 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


21469 






End 


21930' 






GI 


none 






Score 


523 






Exons 


21469. .21930 


, 21469 


. .21858 


, 21471. .21929 






Seq. No. 


5615 






Seq. ID 


OJ990722_13.9C03, 


,C2 




Gene No. 


11840 






Strand 








Start 


■ 26352 






End 


37137 . 






Name 


OJ990722 13. 


9C03.C2 


,o2.ts 


Method 


TBLASTX : Soybean 





5838 






Start 


21616 




End 


22086 




GI 


none 




Score 


216 




Exons 


21616. .21897, 21616 


. .21723, 


21654 . .21791, 21898 22086, 






21942. .22073 










Seq. No. 


5615 




Seq. ID 


OJ990722_13.9C03 




f"" Q T"* XT 

Vaeiie iNO . 


1 X O fi U 




Strand 






Start 


26352 




End 


37137 




Name 


OJ990722 13.9C03.C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21619 




End 


21999 




GI 


none 




Score 


190 




Exons 


21619. .21921, 21624 


. .21881, 


21898. .21999 




Seq. No. 


5615 




Seq. ID 


OJ990722_13.9C03 




Gene No. 


11840 




Strand 












End 


37137 




Name 


OJ990722 13.9C03.C2 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


22236 




End 


22650 




GI 


none 




Score 


148 




Exons 


22236. .22370, 22237 


. .22374, 


22395.-22478, 22396 .. 22479, 






22498. .22650 










Seq. No. 


5615 




Seq. ID 


OJ990722_13.9C03 






1 1 ft 40 
x XO fi U 




Strand 




:. e 
■s.» 


Start 


26352 




End 


37137 


w 


Name 


OJ990722 13.9C03.C2 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


23101 




End 


23482 


! y 


GI 


none 




Score 


64 


!. _i 


Exons 


23101. .23232, 23258 


. .23482 








Seq. No. 


5615 




Seq. ID 


OJ990722_13.9C03 






X XOHKJ 




Strand 




i Li 


Start 


26352 




End 


37137 


:; 


Name 


OJ990722 13.9C03.C2 


. o3. tw 


Method 


TBLASTX: Wheat 


ri 


Start 


23260 




End 


23674 




GI 


none 




Score 


207 




Exons 


23260. .23343, 23261 


. .23674 








Seq. No. 


5615 




Seq. ID 


OJ990722_13.9C03 


f Jj 




1 1 R/in 

1104U 




Strand 






Start 


26352 




End 


37137 




Name 


OJ990722 13.9C03.C2 


.o5 . ts 


Method 


TBLASTX : Soybean 




Start 


25345 




End 


25622 




GI 


none 




Score 


244 




Exons 


25345. .25590, 25345 


. .25512, 


25347. .25517, 25554. .25622 




Seq. No. 


5615 




Seq. ID 


OJ990722_13. 9C03 




Gene No. 


11840 




Strand 




- 


Start 


26352 




End 


37137 




Name 


riTQQn'799 Qpn^ CO 


. o5 . gs 


Method 


GEN SCAN 




Start 


26352 




End 


32565 




GI 


none 




Score 


.42 




Exons 


26352. .26696, 26774 


. .26887, 


27091. .27513, 27591 .. 27803, 






28028. .28170, 28458 


. .28582, 


29871. .29964, 304 11 304 69, 






31836. .32390, 32486 


. .32565 








Seq. No. 


5615 




Seq. ID 


OJ990722_13. 9C03 



5839 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11840 Strand 

26352 End 37137 

OJ990722_13 . 9C03 . C2 . o9 . np Method AAT/NAP 

28516 End 37137 

5923931 Score 57 

28516. .28560, 32802 32953, 36975.. 37137 
(AF186605) MLL2 protein [Homo sapiens] 



Seq. ID OJ990722_13.9C03.C3 

Strand + 

End 4180 

Method AAT/GAP 

End 1648 

Score 990 



5616 
11841 
1113 

OJ990722_13 . 9C03 . C3 . ol . gp 
1113 

uC-osf Icyp064c01bl 
1113. .1648 

'6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 

' ^ Exons 

i»n Seq. No. 
rU Gene No. 
□ Start 
Name 
Start 
GI 

Exons 



i s ii 



Q Seq. No. 

'I j Gene No. 

i * Start 

^ Name 

hi Start 

Q GI 

r~i Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5616 

11841 

1113 

OJ990722_13.9C03.C3.ol.gs 

1233 

none 



Seq. ID OJ990722_13.9C03.C3 

Strand + 

End 4180 

Method GEN SCAN 

End 4180 

Score .79 



1233. .1336, 1993.. 2179, 3611. .3899, 4080.. 4180 



5616 
11842 
4 647 

OJ990722_13 . 9C03 . C3 . o2 . gs 
4647 
none 

4647. .4682, 4726. .4932 

5617 
11843 
77 

OJ990722_13 . 9C03 . C4 . ol . gs 
77 

none 

77. .399, 634. .762, 836. .922, 1550. .2006, 2023. .2211 



Seq. ID OJ990722_13.9C03.C3 
Strand 

End 4932 

Method GENSCAN 

End 4932 

Score .66 



Seq. ID OJ990722_13.9C03.C4 

Strand + 

End 2274 

Method GENSCAN 

End 2211 

Score .74 



5617 

11843 

77 

OJ990722_13 . 9C03 . C4 . ol . tm 

1905 

none 



Seq. ID OJ990722_13. 9C03.C4 

Strand + 

End 2274 

Method TBLASTX : Mai ze 

End 2274 

Score 158 



1905. .2042, 1922. .2041, 2056. .2274, 2061. .2177 



Seq. No. 5618 

Gene No. 11844 

Start 4 9 

Name OJ990722_13 . 9C03 .C5.ol.gs 

Start 49 , 

GI none 

Exons 49.. 883 



Seq. ID OJ990722_13.9C03.C5 

Strand + 

End 908 

Method GENSCAN 

End 883 

Score . 93 



5840 




Seq. No. 


5618 




Seq. ID 


OJ990722_13.9C03 


.C5 


Gene No. 


11844 




Strand 


+ 




Start 


49 




End 


908 




Name 


OJ990722_13. 9C03.C5 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


235 




End 


471 




GI 


none 




Score 


172 




Exons 


235. .471, 291. .356 










Seq. No. 


5618 




Seq. ID 


OJ990722_13.9C03 


.C5 


Gene No. 


11844 




Strand 


+ 




Start 


49 




End 


908 




Name 


OJ990722_13. 9C03.C5 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


310 




End 


678 




GI 


none 




Score 


148 




Exons 


310. .528, 544 . . 678 










Seq. No. 


5618 




Seq. ID 


OJ990722_13. 9C03 


. C5 


Gene No. 


11844 




Strand 


+ 




Start 


49 




End 


908 




Name 


OJ990722_13. 9C03 .C5 


. o 1 . np 


Method 


AAT/NAP 




Start 


325 




End 


908 




GI 


5902445 




Score 


375 




Exons 


325. . 908 










GI Descrip. 


(AB030283) GAG-POL ] 


precursor 


[Or.yza sativa] 




Seq. No. 


5618 




Seq. ID 


OJ990722_13.9C03 


.C5 


Gene No. 


11844 




Strand 


+ 




Start 


49 




End 


908 




Name 


OJ990722_13. 9C03.C5 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


472 




End 


881 




GI 


none 




Score 


614 




Exons 


472. .879, 480. .881, 


489. .812, 


590. .880 






Seq. No. 


5618 




Seq. ID 


OJ990722_13.9C03 


.C5 


Gene No. 


11844 




Strand 


+ 




Start 


49 




End 


908 




Name 


OJ990722_13 . 9C03 . C5 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


532 




End 


794 




GI 


none 




Score 


386 




Exons 


532. .789, 534. .794 










Seq. No. 


5619 




Seq. ID 


OJ990722_13.9C03 


.C6 


Gene No. 


11845 




Strand 


+ 




Start 


1 




End 


7323 




Name 


OJ990722_13.9C03.C6 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


2428 




GI 


4544372 




Score 


808 




Exons 


1..445, 570. .2428 










GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


5619 




Seq. ID 


OJ990722_13.9C03 


.C6 


Gene No. 


11845 ■ 




Strand 


+ 




Start 


1 




End 


7323 




Name 


OJ990722 13.9C03.C6 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


335 




End 


753 





5841 




GI 


none 


Score 


181 


Exons 


335.. 469, 336.. 473, 336.. 473, 


491 . . 562, 


510 . . 563, 568 . .753, 




636. .749 






Seq. No. 


5619 


Seq. ID 


OJ990722_13. 9C03.C6 


Gene No. 


11845 


Strand 


+ 


Start 


1 


End 


7323 


Name 


OJ990722_13. 9C03 . C6 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


381 


End 


816 


GI 


none 


Score 


82 


Exons 


381. .470, 568. .816 






Seq. No. 


5619 


Seq. ID 


OJ990722_13. 9C03.C6 


Gene No. 


11845 


Strand 


+ 


Start 


1 


End 


7323 


Name 


OJ990722 13.9C03.C6.ol.gs 


Method 


GENSCAN 


Start 


688 


End 


7323 


GI 


none 


Score 


.53 


Exons 


688. .1066, 1179. .1269, 1480.. 


1699, 179C 


I. .1932, 2077. .2291, 




2346.. 2431, 3245.. 3315, 3786. 


.4077, 4530. .5289, 5886. .6430 



6622. .7323 



■*3 



ru 



Seq. No. 5619 Seq. ID 

Gene No. 11845 Strand 

Start 1 End 

Name OJ990722_13 . 9C03 . C6 . ol . tm Method 

Start 1244 End 

GI none Score 

Exons 1244.. 1597 



OJ990722_13.9C03.C6 
+ 

7323 

TBLASTX: Maize 

1597 

216 



Seq. No. 5619 Seq. ID 

Gene No. 11845 Strand 

Start 1 End 

Name OJ990722_13 . 9C03 . C6 . o3 . ts Method 

Start 1448 End 

GI none Score 

Exons 1448.. 1846, 1552.. 1728 



OJ990722_13.9C03.C6 
+ 

7323 

TBLASTX : Soybean 

1846 

225 



,3S% 



Seq. No. 5619 Seq. ID 

Gene No. 11845 Strand 

Start 1 End 

Name' OJ990722_13 . 9C03 . C6 . o3 . tw Method 

Start 1604 End 

GI none Score 

Exons 1604.. 1966 



OJ990722_13.9C03.C6 
+ 

7323 

TBLASTX: Wheat * 

1966 

175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5619 
11845 
1 

OJ990722_13 . 9C03 . C6 . ol . tw 
2000 
none 

2000. .2137, 2014. .2265, 2189. .2413 



Seq. ID OJ990722_13.9C03.C6 

Strand + 

End 7323 

Method TBLASTX : Wheat 

End 2413 

Score 92 



Seq. No. 
Gene No. 
Start 



5619 

11845 

1 



Seq. ID 

Strand 

End 



OJ990722_ 
+ 

7323 



13.9C03.C6 



5842 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990722_13 . 9C03 . C6 . o2 . ts Method 
2189 End 
none Score 
2189. .2434, 2191. .2319, 2395. .2430 



TBLASTX : Soybean 

2434 

253 



5619 
11845 
1 . 

OJ990722_13.. 9C03 . C6 . o4 . tw 

6245 

none 

6245. .6481, 6247. .6477 



Seq. ID OJ990722_13.9C03.C6 

Strand + 

End 7323 

Method TBLASTX : Wheat 

End 64 81 

Score 174 



Seq. ID OJ990722_13.9C03.C7 

Strand + 

End 5290 

Method AAT/NAP 

End 5290 

Score 2315 



5620 
11846 
1 

OJ990722_13.9C03.C7.ol.np 
1 

6466937 
1..35, 965. .5290 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
U GI 
Ly Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5620 

11847 

1667 

OJ990722_13 . 9C03 . C7 . o4 . tm 
84 

none 



Seq. ID OJ990722_13.9C03.C7 

Strand - ' . 

End 7477 

Method TBLASTX : Mai ze 

End 5311 

Score 61 



84. . 170, 4562. .4981, 4628. .4795, 4663. .4944, 4949. .5182, 
5053. .5115, 5225. .5311 



5620 

11847 

1667 

OJ990722_13.9C03.C7.o6.tm 

1575 

none 

1575. .1703, 1584. .1721, 1708, 
2106. .2135, 2109. .2261 



Seq. ID OJ990722_13.9C03.C7 
Strand 

End 7477 

Method TBLASTX : Maize 

End 2261 

Score 128 

,1737, 1785.. 2027, 1838.. 1978, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5620 
11847 
1667 

OJ990722_13 . 9C03 . C7 . o3 . np 
1667 
3063699 
1667. .1715, 5734. .6023 

(AL022537) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990722_13.9C03.C7 
Strand 

End 7477 

Method AAT/NAP 

End 6023 

Score 84 



5620 

11847 

1667 

OJ990722_13.9C03.C7.o3.tm 

2300 

none 



Seq. ID OJ990722_13.9C03.C7 
Strand 

End 7 4 77 

Method TBLASTX: Maize 

End 2789 . 

Score 536 



2300. .2767, 2301. .2789, 2475. .2771 



5843 



Sea No 


5620 








Seq. ID 


OJ990722 13.9C03 


.C7 


Gene No. 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13. 


9C03 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2412 








End 


2894 




GI 


none 








Score 


392 




Exons 


2412. .2894, 


2513 


. .2860 










Qprr MA 

<J C \J . llv • 


5620 








Seq. ID 


OJ990722 13.9C03 


.C7 


Gene No. 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13. 


9C03 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2448 








End 


2765 




GI 


none 








Score 


236 




Exons 


2448. .2762, 


2564 


. .2761, 


2571. 


.2765 






Sea No 


5620 








Seq. ID 


OJ990722 13.9C03 


.C7 


Gene No. 


11847 








Strand . 






Start 


1667 








End 


7477 




Name 


OJ990722 13. 


9C03 


.C7.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


2789 








End 


2963 




GI 


none 








Score 


186 




Exons 


2789.. 2959, 


2790 


. .2963 










kj> C VJ « W a 


5620 








Seq. ID 


OJ990722 13.9C03 


.C7 


Gene No. 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13. 


9C03 


,C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2871 








End 


3230 




GI 


none 








Score 


308 




Exons 


2871. .3230, 


2882 


. .3229 










Sea No 


5620 








Seq. ID 


OJ990722 13.9C03 


.C7 


Gene No. 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13. 


9C03 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2943 








End 


3344 




GI 


none 








Score 


317 




Exons 


2943. .3344, 


3032 


. .3310 










O C ■ LN \J . 


5620 








Seq. ID 


OJ990722 13 . 9C03 


.C7 


Gene No. 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13. 


9C03 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2973 








End 


3494 




GI 


none 








Score 


618 




Exons 


2973. .3488, 


2976 


. .3494, 


2987. 


.3490 






Seq. No. 


5620 








Seq. ID 


OJ990722_13. 9C03 


.C7 


Gene No. 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13. 


9C03 


.C7.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3252 








End 


3509 




GI 


none 








Score 


201 




Exons 


3252. .3509, 


3254 


. .3451 











5844 




Seq. No. 


5620 








Seq. ID 


OJ990722_13.9C03. 


C7 




11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13 


.9C03 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3495 








End 


3920 




GI 


none 








Score 


192 




Exons 


3495.-3698, 


3495 


. .3644, 


3496. 


.3702, 3497.. 3703, 3690.. 3920 


Seq. -No. 


5620 








Seq. ID 


OJ990722 13.9C03. 


C7 


fionp No 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13 


.9C03 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3690 








End 


4088 




GI 


none 








Score 


329 




Exons 


3690. .4088, 


3863 


. .4087 










Seq. No. 


5620 








Seq. ID 


OJ990722_13.9C03. 


C7 


Gene No. 


11847 








Strand 






O Lfli t 


1667 








End 


7477 




Name 


OJ990722 13 


.9C03 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3921 








End 


4555 




GI 


none 








Score 


257 




Exons 


3921. .4187, 


4043 


. .4210, 


4188. 


.4478, 4192.. 4503, 4193. .4555 




4364. .4504 














Seq. No. 


5620 








Seq. ID 


OJ990722_13.9C03. 


C7 




11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13 


. 9C03 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3942 








End 


4327 




GI 


none 








Score 


188 




Exons 


3942. .4199, 


3974 


. .4180, 


4184. 


.4327, 4193. .4318 




Seq. No. 


5620 








Seq. ID 


OJ990722_13.9C03. 


C7 


fipnp No 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13 


. 9C03 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4184 








End 


4561 




GI 


none 








Score 


275 




Exons 


4184. .4561 














Seq. No. 


5620 








Seq. ID 


OJ990722__13.9C03. 


C7 


\j e lie m 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13 


.9C03 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4628 








End 


5038 




GI 


none 








Score 


368 




Exons 


4628. .5038, 


4640 


. .4927, 


4678. 


.4995 






Seq. No. 


5620 








Seq. ID 


OJ990722_13.9C03. 


C7 


Gene No. 


11847 








Strand 






Start 


1667 








End 


7477 




Name 


OJ990722 13 


.9C03 


.C7.o2. 


gs 


Method 


GEN SCAN 




Start 


5770 








End 


7477 




GI 


none 








Score 


.57 




Exons 


5770. .5774, 


5868 


. .5949, 


6509. 


.6839, 7367. .7477 





5845 



Q 



Seq. No. 


5621 


Seq. ID 


OJ990722_ 


13. 


9C03 


.C8 


Gene No. 


11848 


Strand 


+ 








Start 


1 


End 


2397 








Name 


OJ990722 13.9C03.C8.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2397 








GI 


4314371 


Score 


234 








Exons 


1..483, 2301. .2397 












GI Descrip. 


(AC006340) similar to mammalian MHC III region protein 


G9a 




[Arabidopsis thaliana] 












Seq. No. 


5621 


Seq. ID 


OJ990722_ 


13. 


9C03 


.C8 


V3C1IC ln u . 


11040 


Oil CliiU 


+ 








Start 


1 


End 


2397 








Name 


OJ990722 13.9C03.C8.ol.gs 


Method 


GEN SCAN 








Start 


109 


End 


495 








GI 


none 


Score 


.82 








Exons 


109. .495 












Seq. No. 


5621 


Seq. ID 


OJ990722_ 


13. 


9C03 


.C8 


vjciic i'U • 


11849 


Strand 


+ 








Start 


9570 


End 


12533 








Name 


OJ990722 13.9C03.C8.o3.gs 


Method 


GEN SCAN 








Start 


9570 


End 


12533 








GI 


none 


Score 


.66 








Exons 


9570. .9683, 9706. .9809, 11838 


. .11898, 


12399. .12533 






Seq. No. 


5621 


Seq. ID 


OJ990722 


13. 


9C03 


.C8 




11850 


Strand 


+ 








Start 


15764 


End 


19072 








Name 


OJ990722 13.9C03.C8.o5.gs 


Method 


GENSCAN 








Start 


15764 


End 


19072 








GI 


none 


Score 


.58 








Exons 


15764. .15815, 17480 .. 17773, 18136 .. 18640, 18800. 


.19072 




Seq. No. 


5621 


Seq. ID 


OJ990722_ 


13. 


9C03 


.C8 


Gene No. 


11851 


Strand 










Start 


2361 


End 


13136 








Name 


OJ990722 13.9C03.C8.o2.np 


Method 


AAT/NAP 








Start 


2282 


End 


2575 








GI 


6539588 


Score 


166 








Exons 


2282. .2575 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


5621 


Seq. ID 


OJ990722_ 


13. 


9C03 


.C8 


Gene No. 


11851 


Strand 












2361 


End 


13136 








Name 


OJ990722 13.9C03.C8.o2.gs 


Method 


GENSCAN 








Start 


2361 


End 


8713 








GI 


none 


Score 


.78 








Exons 


2361.. 2510, 6933.. 7022, 7127. 


.7252, 7809.. 7993, 


8079. .8213 




8533. .8713 












Seq. No. 


5621 


Seq. ID 


OJ990722_ 


13. 


9C03 


.C8 


Gene No. 


11851 


Strand 










Start 


2361 


End 


13136 








Name 


OJ990722 13.9C03.C8.o3.np 


Method 


AAT/NAP 








Start 


6891 


End 


13136 









5846 



GI 5669636 Score 929 

Exons 6891.. 7022, 7127.. 7252, 7809.. 7993, 8533.. 8707, 11000 11080, 

11470. .11642, 11736. .11973, 13064.. 13136 
GI Descrip. (AF096247) ethylene-responsive elongation factor EF-Ts precursor 

[Lycopersicon esculentum] 



Seq. No. 5621 Seq. ID 

Gene No. 11851 Strand 

Start 2361 End 

Name OJ990722_13 . 9C03 . C8 . ol . gp Method 

Start 8 633 End 

GI none Score 

Exons 8633.. 8707, 11000.. 11083 



OJ990722_13.9C03.C8 

13136 
AAT/GAP 
11083 
270 



hi 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5621 Seq. ID 

11851 Strand 
2361 End 
OJ990722_13 . 9C03 . C8 . o2 . gp Method 
12170 End 
23880_2.R1084 Score 
12170. .12242, 12337.. 12438 
■4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] ' 

'5621 Seq. ID 

11852 Strand 
13348 End 
OJ990722_13 . 9C03 . C8 . o2 . tm Method 
22 End 
none Score 
22. .120, 145. .339, 391. .444 



OJ990722_13.9C03.C8 

13136 
AAT/GAP 
12438 
180 



(AB008097) cytochrome P450 



OJ990722_13.9C03.C8 
14417 

TBLASTX: Maize 

444 

76 



C3 



Seq. No. 5621 
Gene No. 11852 
Start 13348 

Name OJ990722_13 . 9C03 . C8 . ol . tm 

Start 6927 
GI none 

Exons 6927.. 7031, 6943.. 7023, 7109 

7136.. 7252, 7791. .7970, 7808 
8529.. 8696, 8529.. 8696, 8530 
11001. .11081, 11004. .11081, 11464 
11471. .11644, 11736. .11786, 11737 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990722 13.9C03.C8 



14417 

TBLASTX: Maize 
12009 
111 

7189, 7116.. 7256, 7129. .7257, 
7999, 7809. .7979, 7954. .8016, 
8697, 8531. .8710, 8531. .8716, 
11667, 11469. .11639, 
12006, 11737.. 12009 



Seq. No. 5621 

Gene No. 11852 

Start 13348 

Name OJ990722JL3 . 9C03 . C8 . ol . tw 

Start 7198 

GI none 

Exons 7198.. 7257, 7198.. 7275, 7790. 

8529. .8687, 8531. .8710, 8532. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990722 13. 9C03.C8 



14417 

TBLASTX: Wheat 
8710 
81 

8008, 7791. .7970, 7954. .8013, 
8708 



Seq. No. 5621 Seq. ID 

Gene No. 11852 Strand 

Start 13348 End 

Name OJ990722 13 . 9C03 . C8 . ol . ts Method 



OJ990722_13.9C03.C8 
14417 

TBLASTX : Soybean 



5847 



Start 8600 End 11836 

GI none Score 90 

Exons 8600.. 8713, 8601.. 8696, 11470 11637, 11480 .. 1164 4 , 

11737. .11835, 11738. .11836 



Seq. No. 


5621 


Seq. ID 


OJ990722_13.9C03.C8 


Gene No. 


11852 


Strand 




Start 


13348 


End 


14417 


Name 


OJ990722 13.9C03.C8.ol.tc 


Method 


TBLASTX: Cress - 


Start 


11537 


End 


11869 




none 


Score 


95 


Exons 


11537. .11638, 11542. .11667, 


11552. .11644, 11737. .11832, 




11741. .11833, 11741. .11869 






Seq. No. 


5621 


Seq. ID 


OJ990722_13.9C03.C8 


Gene No. 


11852 


Strand 




Start 


13348 


End 


14417 


Name 


OJ990722_13.9C03.C8.o2.tw 


Method 


TBLASTX: Wheat 


OLalL 




End 


12026 


GI 


none 


Score 


130 


Exons 


11791. .12018, 11792. .11974, 


11809. .12018, 11823.. 12026 


Seq. No. 


5621 


Seq. ID 


OJ990722_13.9C03.C8 


Gene No. 


11852 


Strand 




Start 


13348 


End 


14417 


Name 


OJ990722 13.9C03.C8.o4.gs 


Method 


GENSCAN 


Start 


13348 


End 


14417 


GI 


none 


Score 


. 6 




13348. .13543, 14359. .14417 






Seq. No. 


5622 


Seq. ID 


OJ990722_13.9C03.C9 


Gene No. 


11853 


Strand 


+ 


Start 


1 


End 


3150 


Name 


OJ990722 13.9C03.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3078 


GI 


4314371 


Score 


260 


Exons 


1..29, 549. .1237, 2984. .3078 






CZ t npQpT*"i o 


(AC006340) similar to mammalian MHC III region protein G9a 




[Arabidopsis thaliana] 






Seq. No. 


5622 


Seq. ID 


OJ990722_13. 9C03.C9 


Gene No. 


11853 


Strand 


+ 


Start 


1 


End 


3150 


Name 


OJ990722 13.9C03.C9.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


3150 


GI 


4455323 


Score 


193 


Exons 


1..24, 1211. .1389, 1469. .1573, 1676. .1755, 3105. .3150 


GI Descrip. 


(AL035525) aminopeptidase-like protein 


[Arabidopsis thaliai 


Seq. No. 


5622 


Seq. ID ■ 


OJ990722_13. 9C03.C9 


Gene No. 


11854 


Strand 


+ 


Start 


7839 


End 


10015 


Name 


OJ990722 13.9C03.C9.o2.gs 


Method 


GENSCAN 


Start 


7839 


End 


10015 


GI 


none 


Score 


. 64 


Exons 


7839.. 7860, 9360.. 9538, 9884 


. .10015 





5848 



Seq. No. 5622 Seq. ID OJ990722JL3. 9C03 .C9 

Gene No. 11855 Strand 

Start 7375 End 9745 

Name OJ990722_13 . 9C03.C9.o3 .np Method AAT/NAP 

Start 7375 End 9745 

GI - 6016874 Score 110 

Exons 7375.. 7584, 9721.. 9745 

GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 





oeq ■ iNO • 


5622 








Seq. ID 


OJ990722 




Gene No. 


11856 








Strand 






Start 


11494 








End 


11514 




Name 


OJ990722 13. 


9C03. 


C9.o2. 


tm 


Method 


TBLASTX:; 




Start 


642 








End 


1178 




GI 


none 








Score - 


127 




Exons 


642. .809, 827. .919, 834 


. .1028 


, 1080..: 


1133, 1134 




Oclj • INO ■ 


5622 








Seq. ID 


OJ990722 




Gene No. 


11856 








Strand 






Start 


1 1 4 Q4 

_L J. 1 _7 *i 








End 


11514 




Name 


Ci TQQ0799 1 "3 






tm 


Method 


TBLASTX:! 




Start 


1 909 ~~ 
J. c. U 








End 


' 3250 




GI 


none 








Score 


264 




Exons 


1 909 1 *3fi7 


1 907 


• 1 *4 \J J. , 


1216. 


.1389, 1223.. 1390, 






14 D / . • 1 JOG; 


14DO . 


. 1J / J; 


1673. 


.1753, 1684.. 1752, 


: 




1850. .1939, 


1863. 


.1940, 


^04 9 


.3089, 3203.. 3250 




Seq. No. 










Seq. ID 


OJ990722 




Gene No. 


1 1 pec 

110 JO 








Strand 






Start 


1 1 A QA 
± ± ft y*± 








End 


11514 


ru 


Name 


OJ990722 13. 


9C03. 


C9.ol. 


tc 


Method 


TBLASTX: 


:s 


Start 


1215 








End 


3334 


ll* 


GI 


none 








Score 


188 




Exons 


1215. .1385, 


1216. 


.1389, 


*391 9 

jZ 1Z . 


.3244, 3284.. 3334 




Seq. No. 


5622 








Seq. ID 


OJ990722 


3 


Gene No. 


11856 








Strand 






Start 


11494 








End 


11514 




Name 


OJ990722 1-3. 


9C03. 


C9.o3. 


gs - 


Method 


GENSCAN 




Start 


il494 








End - 


11514 * 




GI 


none 








Score 


.54 




Exons 


11494. .11514 














Seq. No. 


5623 








Seq. ID 


OJ990722 




Gene No. 


11857 








Strand 


+ 




Start 


73 








End 


734 




Name 


OJ990722 13. 


9C03. 


ClO.ol 


.gs 


Method 


GENSCAN 




Start 


73 






End 


734 




GI 


none 








Score 


.46 




Exons 


73. .81, 138. 


.544, 


581. . 


734 








Seq. No. 


5624 








Seq. ID 


OJ990722 




Gene No. 


11858 








Strand *. 






Start 


1 








End 


-'109 




Name 


OJ990722 13. 


9C03. 


C13.ol 


.np 


Method 


AAT/NAP 



5849 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



109 
41 



3152595 
1..109 

(AC002986) Similar to D. melanogaster sno gene gb|U95760. 
gb|N9714 8 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



EST 



5624 . ' Seq. ID 

11859 Strand 

41 End 
OJ990722_13 . 9C03 . C13 . ol . gs Method 

41 End 

none Score 
41. .120 



OJ990722_13.9C03.C13 
120 

GENSCAN 

120 

.6 



Seq. No. 5625 Seq. ID 

Gene No. 11860 Strand 

Start ■ 14 End 

Name OJ990722_13 . 9C03 . C14 . ol . gs Method 

Start ■ 14 End 

GI none Score 

Exons 14.. 185 



OJ990722_13.9C03.C14 
185 

GENSCAN 

185 

.42 



;SR Seq. No. 

J= f Gene No. 

W Start 

£n Name 

ry Start 

: "~ Exons 



GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



5626 

11861 

1 

OJ990722_13.9C03.C15.ol.np 
1 

4455323 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..334, 1293. .1399, 1619. .1902, 2125. .2278, 2631. .2747, 
3651. .3764, 4525. .4707, 5503. .5794, 5881. .6012, 6124. .6211, 
6430. .6607, 6685. .6799, 6886. .6992, 7081.. 7158, 8291.. 8368, 
8451. .8627 

(AL035525) aminopeptidase-like protein [Arabidopsis thaliana] 



OJ990722_13.9C03.C15 
+ 

8848 
AAT/NAP 
8627 
1767 



Seq. ID OJ990722_13.9C03.C15 
Strand + 
End 8848 
Method GENSCAN 
End 8 636 

Score .77 

1399, 1619. .1805, 1923. .2016, 2125. .2278, 2631. .2747, 
3377, 3598. .3764, 5587. .5794, 5881. .6002, 6114. .6211, 



5626 
11861 
1 

OJ990722_13 . 9C03 . C15 . ol . gs 
1297 
none 
1297. 
3311. 
6660. 



.6799, 6886..6953, 7081. .7158, 8291. .8368, 8451. .8636 



Seq. ID OJ990722_13.9C03.C15 
Strand + 
End 8848 
Method AAT/GAP 
End 7120 
Score 726 
6419. .6607, 6685.-6799, 6886. .6953, 7081. .7120 

' 44 55323/embl CAB36783 . 1 1 1.0e-38 (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] ' 



5626 

11861 

1 

OJ990722_13.9C03.C15.ol.gp 
6419 

LIB3431-016-P1-K1-G10 



5626 
11861 



Seq. ID OJ990722_13.9C03.C15 
Strand + 



5850 



q 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



8848 
AAT/GAP 
8848 
830 



OJ990722_13.9C03.C15.o3.gp 
8238 

46066_1.R1084 
8238. .8368, 8451. .8848 

1 4455323/emb | CAB36783 . 1 1 1 . Oe-21 (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] 1 



Seq . No . 


5626 






Seq. ID 


OJ990722_ 


13.9C03 


-C15 


Gene No. 


11861 






Strand" 


+ 






Start 


1 






End 


8848 






Name 


OJ990722 13.9C03.C15. 


o2.gp 




Method 


AAT/GAP 






O Lai L 


8246 






End 


8848 






GI 


46066 1.R1084 






Score 


836 






Exons 


8246.-8368, 8451. .8848 












GI Descrip. 


1 4 455323/emb ICAB36783 


.11 1. 


Oe- 


-21 (AL035525) aminopeptidase-like 




protein [Arabidopsis 


thaliana] ' 








Seq. No. 


5626 






Seq. ID 


OJ990722_ 


13.9C03 


.C15 


Gene No. 


11862 






Strand 


+ 






Start 


11271 






End 


16867 






Name 


OJ990722 13.9C03.C15. 


o3.gs 




Method 


GENSCAN 






Start 


11071 






End 


16867 " 






GI 


none 






Score 


.57 






Exons 


11271. .11834, 11940.". 


12056, 


13352. .13591, 13926. 


.14019, 






14732. .15178, 15293.. 


15499, 


15560. .15791, 16375. 


.16867 




Seq. No. 


5626 






Seq. ID 


OJ990722_ 


13.9C03 


.C15 


Gene No. 


11862 






Strand 


+ 






OLdl U 


11271 






End 


16867 






Name 


nTQQH799 1 ^ QPH^ PIS 


o3 .np 




Method 


AAT/NAP 






Start 


11274 






End 


11786 






GI 


2244844 






Score 


132 






Exons 


11274. .11786 














GI Descrip. 


(Z97337) hypothetical 


protein 


[Arabidopsis thaliana] 




Seq. No. 


5626 






Seq. ID 


OJ990722_ 


13.9C03 


.C15 




11862 






Strand 


+ 






Start 


11271 






End 


16867 






Name 


OJ990722 13.9C03.C15. 


o4 .gp 




Method 


AAT/GAP 






Start 


1-1402 






End 


11772 






GI 


5455575 






Score 


742 






Exons 


11402. .11772 














Seq. No. 


5626 






Seq. ID 


OJ990722_ 


13.9C03 


-C15 


Gene No. 


11862 






Strand 


+ 






Start 


11271 






End 


16867 






Name 


OJ990722 13.9C03.C15. 


o5 . gp 




Method 


AAT/GAP 






Start 


11860 






End 


12205 






GI ' 


427622 






Score 


651 






Exons 


11860. .12205 














Seq. No. 


5626 






Seq. ID 


OJ990722_ 


13.9C03 


.C15 


Gene No. 


11862 






Strand 


+ 






Start 


11271 - 






End 


16867 






Name 


OJ990722 13.9C03.Ci5. 


o4 . np 




Method 


AAT/NAP 






Start 


15135 






End 


15870 







5851 



GI 5922636 Score 343 

Exons 15135. .15442, 15733.. 15870 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA8 5212 . 1 | (AP000570) ESTs 
C99517(E20319),AU078130{E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. • 5626 
Gene No. 11863 
Start 9138 

Name OJ990722_13 . 9C03 . C15 . o3 . ts 

Start 1607 
GI none 

Exons 1607.. 1786, 1618.. 1782, 1618. 

1922.. 1963 



OJ990722_13.9C03.C15 
10442 

TBLASTX: Soybean 

1963 

84 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1812, 1619.. 1807, 1918.. 1956, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i'jj Seq. No. 

j==t Gene No. 

I'l Start 

! '5 Name 

w Start 

ru gi 

, a Exons 



; '; Seq. No. 

I ! ~ Gene No. 

kj Start 

ri Name 

^ Start 

:cf .GI 

Exons 



5626 

11863 

9138 

OJ990722_13 . 9C03 . C15 . o2 . tm 

1658 

none 

1658.. 1807, 1661.. 1810, 1918. 
1929.. 2027, 1930.. 2019, 2113. 
2433.. 2534, 2433.. 2534, 2434. 

5626 

11863 

9138 

OJ990722_13.9C03.C15.ol.tc 

2126 

none 

2126.. 2281, 2128.. 2280, 2432. 
2434.. 2556, 2630.. 2749, 2631. 

5626 

11863 

9138 

OJ990722_13 . 9C03 . C15 . o2 . ts 

2204 

none 

2204.. 2281, 2432.. 2539, 2433. 
2630.. 2749, 2631.. 2750, 2631. 



Seq. ID OJ990722_13.9C03.C15 
Strand 

End 10442 
Method TBLASTX : Mai ze 
End 2674 
Score 204 

.2016, 1922.. 2017, 1922.. 2026, 
.2280, 2125.. 2280, 2126.. 2281, 
.2535, 2630. .2674, 2631. .2672 

Seq. ID OJ990722_13.9C03.C15 
Strand 

End • 10442 
Method TBLASTX: Cress 
End 3764 
Score 230 

.2539, 2433.. 2540, 2433.. 2540, 
.2750, 3645.-3764, 3650.. 3763 

Seq. ID OJ990722_13.9C03.C15 
Strand 

End 10442 

Method TBLASTX : Soybean 

End 2750 

Score 101 

.2540, 2433.. 2540, 2434.. 2556, 
.2750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5626 

11863 

9138 

OJ990722_13. 

4499 

none 

4499. .4567, 
5469. .5627, 
5879. .6004, 
6114. .6197, 
6436. .6636, 
6872. .6955, 



9C03.C15.ol.tm 



4519.. 4707, 4521 

5494. .5628, 5629 

5880.. 6005, 5880 

6115..6207 v 6404 

6676.. 6798, 6682 

6891.. 6956, 6892 



Seq. ID OJ990722_13.9C03.C15 
Strand 

End 10442 

Method TBLASTX : Mai ze 

End 8551 

Score 307 
.4709, 4536.. 4706, 4646.. 4714, 
.5796, 5659.. 5796, 5660.. 5797, 
.6008, 6113. .6187, 6114. .6206, 
.6622, 6404. .6598, 6427. .6606, 
.6801, 6683.. 6802, 6684.. 6803, 
.6954, 6906.. 6977, 7057.. 7170, 



5852 



7081.. 7158, 8285.-8368, 8289.. 8369, 8290.. 8367, 8436.. 8549, 
8450. .8551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5626 
11863 
9138 

OJ990722 13.9C03.C15.ol.ts 



4518 
none 

4518. .4673, 
5659. .5757, 
6377. .6604, 



4519. 
5662. 
6430. 



.4707, 
.5796, 
.6606 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4536. .4664, 
5879. .6007, 



OJ990722_13.9C03.C15 
10442 

TBLASTX: Soybean 
6606 
126 

5500. .5616, 5505. .5600, 
5880. .6008, 6114. .6212, 



5626 

11863 

9138 

OJ990722_13.9C03.C15.o3.tc 

5463 

none 

5463.. 5609, 5485.. 5613, 5664, 

5626 

11863 

9138 

OJ990722JL3. 9C03. C15 . o2 . tc 

5922 

none 

5922.. 6008, 6433.'. 6534, 6433, 
6696.. 6803, 8285.,. 8341, 8450, 

5626 

11863 

9138 

OJ990722_13 . 9C03 . C15 . o2 . gs 

9138 

none 

9138.. 9209, 9299.. 9409, 9521, 
10243. .10421 

5626 

11863 

9138 

OJ990722_13 . 9C03 . C15 . o4 . ts 

9138 

none 



Seq. ID OJ990722_13.9C03.C15 
Strand 

End 10442 

Method TBLASTX : Cress 

End 5798 

Score 140 
.5798, 5665. .5796 

Seq. ID OJ990722_13.9C03.C15 
Strand 

End 10442 
Method TBLASTX : Cress 
End 8618 
Score 80 

.6603, 6434. .6607, 6682. .6801, 
.8596, 8451. .8618 

Seq. ID OJ990722_13.9C03.C15 
Strand 

End 10442 

Method GENSCAN 

End 10421 

Score .91 

.9607, 9708. .9799, 10010 1014 9, 



Seq. ID OJ990722_13.9C03.C15 



Strand 
End 

Method 

End 

Score 



10442 

TBLASTX : Soybean 

10151 

55 



9138. .9212, 9139. .9207, 9305. .9412, 9309. .9413, 9519. .9605, 
9521.. 9607, 10001. .10126, 10014.. 10151 

5626 Seq. ID OJ990722_13.9C03.C15 

11863 Strand - - 

9138 End 10442 

OJ990722_13. 9C03. C15 .o2 . np Method AAT/NAP 

9141 . End 10442 

4914406 - Score 308 

9141. .9209, 9299.. 9409, 9521.. 9607, 9956. .10122, 10303. .10442 
(AL050352) mRNA cleavage factor subunit-like protein 
[Arabidopsis thaliana] 



5853 



Sea No 


5627 




Sea ID 


OJ990722 


Gene No. 


11864 




Strand 


+ 


Start 


336 




End 


4166 


Name 


OJ990722 13.9C03.C16.ol 


.gs 


Method 


GENS CAN 


Start 


336 




End 


2264 


GI 


none 




Score 


.42 


Exons 


336.. 2264 








Seq. No. 


5627 




Seq. ID 


OJ990722 


Gene No. 


11864 




Strand 


+ 


Start 


336 




End 


4166 


Name 


OJ990722 13.9C03.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1696 




End 


4166 


GI 


4314371 




Score 


238 


Exons 


1696.. 2253, 2982.. 3037, 


4146. 


.4166 




GI Descrip. 


(AC006340) similar to mammalian MHC III region 




[Arabidopsis thaliana] 








^*=»rr No* 


jd^ / 




OC4 ■ J. u 


H.TQQH7 99 


Gene No. 


11865 




Strand 




Start 


4701 




End 


5376 


Name 


OJ990722 13.9C03.C16.o2 


.gs 


Method 


GENSCAN 


Start 


4701. 




End 


5376 


GI ■ 


none 




Score 


.81 


Exons 


4701. .4822, 5301. .5376 








Seq. No. 


5627 




Seq. ID 


OJ990722 


Gene No. 


11866 




Strand 




Start 


6698 




End 


7083 


Name 


OJ990722 13.9C03.C16.ol 


. tm 


Method 


TBLASTX: 


Start 


1725 




End 


2213 


GI 


none 




Score 


115 


Exons 


1725. .1889, 1914. .2108, 


2160. 


2213 




kj C ^ . LN W • 


5627 




Seq. ID 


OJ990722 


Gene No. 


11866 




Strand 




Start 


6698 




End 


7083 


Name 


OJ990722 13.9C03.C16.o3 


.gs 


Method 


GENSCAN 


Start 


6698 


End 


7083 


GI 


none 




Score 


.56 


Exons 


6698. .7083 








Seq. No. 


5628 




Seq. ID 


OJ990722 


Gene No. 


11867 




Strand 




Start 


1 




End 


831 


Name 


OJ990722 13.9C03.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


831 


GI 


6523547 




Score 


227 


Exons 


1. .831 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 




carteri f . nagariensis] 








Seq. No. 


5629 




Seq. ID 


OJ990802 


Gene No. 


11868 




Strand 


+ 


Start 


5989 




End 


16229 


Name 


OJ990802_16.9C17.Cl.ol.np 


Method 


AAT/NAP 



13.9C03.C17 



16.9C17.C1 



5854 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5989 End 16075 

4914455 Score 1096 

5989.. 6031, 13236. .13552, 13871 .. 13966, 14091 .. 14 168 , 
14253. .14429, 15714 .. 15782, 15896. .16075 

(AL050400) f ibrillarin-like protein [Arabidopsis thaliana] 



5629 

11868 

5989 

OJ990802_1 6 . 9C17 . CI . o5 . gs 

13412 

none 



Seq. ID OJ990802_16.9C17.C1 

Strand + 

End 16229 

Method GENSCAN 

End 16072 

Score .73 



13412. .13552, 13871 .. 13966, 14091 .. 14 168 , 14205 .. 14429, 
15714. .15782, 15818.. 16072 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
:5i GI Descrip. 



vft 
... . 

Pi 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i==l Seq. No. 

!;1 Gene No. 

^ Start 

I 1 - Name 

a Start 

Q GI 

,if* Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5629 

11868 

5989 

OJ990802_1 6 . 9C17 . CI . o2 . gp 
13420 

18556 1.R1084 



Seq. ID OJ990802_16.9C17.C1 

Strand + 

End 16229 

Method AAT/GAP 

End 16229 

Score 1637 



13420. .13552, 13871 .. 13966, 14091 .. 14 168 , 14253 14429, 
15714. .15782, 15896. .16229 

M914455/emb|CAB43694.1|- .1.0e-121 (AL050400.) f ibrillarin-like 
protein [Arabidopsis thaliana] ' 



5629 

11869 

5055 

OJ990802JL 6 . 9C17 . CI . o3 . gs 

5055 

none 

5055.. 5998, 7700.. 7828, 9758. 

5629 

11869 

5055 

OJ990802_16.9C17.Cl.ol.gp 

10540 

2427900 

10540.. 10863 

5629 

11870 

16833 

OJ990802_16.9C17.Cl.o6.gs 

16833 

none 



Seq. ID OJ990802_16.9C17.C1 
Strand 

10863 
GENSCAN 
10823 
.92 



End 

Method 
End 
Score 
.10823 



Seq. ID OJ990802_16.9C17.C1 
Strand 

End 10863 

Method AAT/GAP 

End 10863 

Score 569 



Seq. ID OJ990802_16.9C1-7.C1 
Strand 

End 18878 

Method ' GENSCAN 

End 18878 

Score .43 



16833. .16955, 17704. .17803, 18033 .. 18275 , 18796. .18878 



5629 

11871 

19474 

OJ990802_16. 9C17 .Cl.o2.tm 

13424 

none 



Seq. ID OJ990802JL6.9C17.C1 
Strand 

End 22990 

Method TBLASTX : Maize 

End 16095 

Score 194 



13424. .13552, 13427 .. 13507 , 134 65 .. 13548 , 13864 .. 13965, 

5855 , 








13865. 


.13966, 


13869. 


.13967, 


14090. .14170, 14091 


. .14168, 






14093. 


.14170, 


14235. 


.14429, 


14248. .14379, 14255 


. . 14425, 






1425.6. 


.14429, 


14261. 


.14431, 


15711. .15782, 15712 


. . 15783, 






15713. 


.15784, 


15713. 


.15781, 


15891. .16073, 15893 


. .16075, 






15893. 


.16048, 


15895. 


.16095, 


15895. .16080 






Seq. No. 


5629 








Seq. ID OJ990802 


_16.9C17 




Gene No. 


11871 








Strand 






Start 


19474 








End 22990 






Name 


OJ990802 16.9C17.C1. 


62. ts 


Method TBLASTX: 


Soybean 




Start 


13424 








End 16064 






GI 


none 








Score 182 






Exons 


13424. 


.13552, 


13465. 


.13548, 


13864. .13965, 13865 


. .13966, 






13868. 


.13969, 


14093. 


.14164, 


14093v-.14167, 14094 


. . 14168, 






14235. 


.14429, 


14252. 


.14428, 


14264/.14440, 15711 


. .15782, 






15713. 


.15781, 


15893. 


.16060, 


15893. .16048, 15895 


. .16059, 






15909. 


.16064 












Seq. No. 


5629 








Seq. ID OJ990802 


JL6.9C17 




Gene No. 


11871 








Strand 






Start 


19474 








End 22990 






Name 


OJ990802 16.9C17.C1. 


o2.tc 


Method TBLASTX; Cress 




Start 


13442 








End 16094 




I- -J 


GI 


. none 








Score 150 




St. 

•1 — § 


Exoris 


13442. 


.13552, 


13462. 


.13548, 


138 t 60. .13964, 13864 


. .13965, 


m 




13865. 


.13966, 


13868. 


.13969, 


14093. .14170, 14094 


. .14168, 






14255. 


.14428, 


14256. 


.14429, 


14264 . .14431, 15711 


. .15782, 






15713. 


.15781, 


15893. 


.16060, 


15893. .16045, 15895 


. .16059, 






15951. 


.16094 












Seq. No. 


5629 








Seq. ID OJ990802 


_16.9C17 


: ! : : 


Gene No. 


11871 








Strand 






Start 


19474 








End 22990 




.= Si 


Name 


OJ990802 16.9C17.C1. 


ol. tm 


Method TBLASTX: 


Maize 




Start 


19296 








End 22989 






GI 


none 








Score 47 






Exons 


19296. 


.19325, 


19306. 


.19326, 


19327. .19419, 19331 


. .19420, 






19362. 


.19424, 


19467; 


.19622, 


19468. .20127, 19536 


. .20129, 






19537. 


.20127, 


20324. 


.20722, 


20364. .20720, 20853 


. .21044, 






20859. 


.21059, 


20863. 


.21063, 


21216. .21272, 21217 


. .21483, 


- 




21217. 


.2147.7, 


21350. 


. 21484 , 


21543. .21674, 21543 


. .21677, 






21545.. 


.21763, 


21551. 


.21763, 


21712. .21771, 21735 


. .21767, 






21832. 


.21972, 


21834. 


.21968, 


21835. .21969, 22012 


. .22230, 






22025. 


.22192, 


22045. 


.22194, 


22271. .22615, 22271 


. .22618, 






22272. 


.22637, 


22695. 


.22982, 


22710. .22880, 22714 


. .22989, 






22735. 


.22986 












Seq. No. 


■ 5629 








Seq. ID OJ990802 


_16. 9C17 




Gene No. 


11871 








Strand 






Start 


19474 








End 22990 






Name 


OJ990802 16.9C17.C1. 


o7 . gs 


Method GENSCAN 






Start 


19474 








End 22983 






GI 


none 








Score .85 






Exons 


19474. 


.19694, 


19799. 


.20126, 


20369. .20719, 20862 


. .21058, 






21219. 


.21477, 


21551. 


.21763, 


21841. .21966, 22054 


. .22191, 






22271. 


.22616, 


22717. 


.22983 







5856 



Seq. No. 5629 
Gene No. 11871 
Start 19474 

Name OJ990802_16 . 9C17 . CI . ol . tc 

Start 19533 
GI none 

Exons 19533. .19559, 19587 .. 20129, 

20324. .20722, 20362 .. 20727, 
20863. .21060, 21217 .. 21261, 
21349. .21477, 21386 .. 21484 , 
21548. .21724, 21832 21969, 
22013. .22192, 22034 22201, 
22272..22637, 22647 22877, 
22929.-22979 



Seq. ID OJ990802_16.9C17.C1 
Strand 

22990 

TBLASTX: Cress 
22979 
544 

19591. .20127, 19828. .20130, 
20373. .20720, 20859 .. 21059, 
21294, 21314. .21337, 
21763, 21546. .21674, 
21972, 22012. .22194, 
22048. .22203, 22271. 
22695. .22964, 22714, 



End 

Method 

End 

Score 



21217 
21545 
21832 



,22618, 
,22968, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ GI Descrip. 



5629 

11871 

19474 

OJ990802J.6. 

19539 

none 

19539. .19562 
20324. .20722 
20859. .21059 
21218. .21274 
21525. .21677 
21706. .21771 
22012. .22230 
22263. .22601 
22695. .22850 



9C17.Cl.ol.ts 



19575. 
20364, 
20863, 
21320, 
21543. 
21735. 
22017. 
22267. 
22710. 



.20129, 
.20720, 
.21063, 
.21388, 
.21674, 
.21764, 
.22106, 
.22602, 
.22856, 



5629 

11871 

19474 

OJ990802_16 . 9C17 . CI . o2 . np 

19545 

2827139 



Seq. ID OJ990802_16.9C17.C1 
Strand 

End 22990 

Method TBLASTX : Soybean 

End 22857 

Score 617 
19588. .20127, 19662 20129, 
20369. .20722, 20853 .. 21035, 
21216. .21245, 21217 21294, 
2134 6. .21477, 21347. .21484, 
21545. .21763, 21551 21763, 
21832. .21969, 21832 .. 21972, 
22025. .22192, 22152 22229, 
22271. .22618, 22272 .. 22622 , 
22735. .22857 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_16.9C17.C1 

22990 
AAT/NAP 
22983 
3628 



19545. .20126, 20369 .. 207 19, 20862 .. 21058 , 21219. . 21477, 
21551. .21763, 2184 1 .. 21966, 22054 22191, 22271 .. 22616, 
22717.. 22983 

(AF027172) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] gi | 404 9343 | emb | CAA22568 . 1 | (AL034567) cellulose 
synthase catalytic subunit (RSW1) [Arabidopsis thaliana] 



Seq. No. 


5629 




Seq. ID 


OJ990802_16.9C17 


.CI 


Gene No. 


11871 




Strand 






Start 


19474 




End 


22990 




Name 


OJ990802 16.9C17.C1 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


19662 




End 


20070 




GI 


none 




Score 


456 




Exons 


19662. .20069, 19662 


. .20069, 


19663. .20070 




Seq. No. 


5629 




Seq. ID 


OJ990802JL6.9C17 


.CI 


Gene No. 


11871 




Strand 






Start 


19474 




End 


22990 




Name 


OJ990802 16.9C17.C1 


.o3.tw 


Method 


TBLASTX: Wheat 




Start - 


20070 




End 


20528 





5857 



GI 

Exons 



none Score 139 

20070. .20129, 20324 20527, 20364 20525, 20373.. 20528 



■Seq. No. 5629 

Gene No. 11871 

Start 19474 

Name OJ990802_16. 9C17 .Cl.o3.gp 

Start 20556 

GI 80£_1.R1084 

Exons 20556. .20719, 20862 .. 21058 , 
21841. .21966, 22054 .. 22191, 

GI Descrip. '2827139 0.0e+00 (AF027172) 



Seq. ID OJ990802_16.9C17.C1 
Strand 

End 22990 

Method AAT/GAP 

End 22990 

Score 3210 
21219. .21477, 21551 .. 21763, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22271. .22616, 22717.. 22990 
cellulose synthase catalytic subunit 
[Arabidopsis thaliana] >gi_404 934 3_emb_CAA22568 . 1_ (AL034567) 
cellulose synthase catalytic subunit (RSW1) [Arabidopsis 
thaliana] ' 



5629 

11871 

19474 

OJ990802 

21424 

none 



16.9C17.Cl.o4.tw 



Seq. ID OJ990802_16.9C17.C1 
Strand 
End 

Method 
End 
Score 



22990 

TBLASTX: Wheat 

21773 

56 



21424. .21477, 21425 .. 21484 , 21543 .. 2164 4 , 21543 21629, 
21545. .21643, 21653 .. 21763, 21653 .. 217 63, 21750.. 21773 



Seq. No. 5629 

Gene No. 11871 

Start 19474 

Name OJ990802_16 . 9C17 . CI . o2 . tw 

Start 21843 

GI none 

Exons 21843. .21968, 21844 .. 21969, 
22013. .22192, 22045 22194 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990802 16.9C17.C1 



22990 

TBLASTX: Wheat 
22421 
203 

21844. .21972, 22012 22230, 
22271. .22420, 22272.. 22421 



■ n Seq. No. 5630 Seq. ID OJ990802_16 . 9C17 . C2 

I|1 Gene No. 11872 Strand 

!'" 4 Start 1 End 1872 

^ Name OJ990802_16 . 9C17 .C2 . ol .gp Method AAT/GAP 

y Start 1 End 1872 

ri GI 806_1.R1084 Score 1553 

^ Exons 1..31, 92. .286, 370. .454, 555. .742, 932. .1127, 1696. .1872 

GI Descrip. 1 2827139 O.Oe+00" (AF027172) cellulose synthase ~ catalytic subunit 
[Arabidopsis thaliana] >gi_404 934 3_emb_CAA22568 . 1_ (AL034567) 
cellulose synthase catalytic subunit (RSW1) [Arabidopsis 
thaliana] 1 



Seq. No. 5630 Seq. ID 

Gene No. 11872 . Strand 

Start 1 End 

Name OJ990802_16 . 9C17 . C2 . ol . np Method 

Start 1 End 

GI 2781433 Score 

Exons 1..286, 370. .454, 555.-742, 932. .1127, 
GI Descrip. 



OJ990802_16.9C17.C2 

1872 
AAT/NAP 
1782 
1208 

1696. .1782 



(AF030052) RSWl-like cellulose synthase catalytic subunit [Oryza 
sativa subsp. japonica] 



Seq. No. 



5630 



Seq. ID OJ990802_16. 9C17 .C2 



5858 






Gene No, 


11872 




Strand 








Start 


1 




End 


1872 






Name 


OJ990802 16.9C17."C2.ol. 


gs 


Method 


GENSCAN 






Start 


171 




End 


1782 






GI 


none 




Score 


.95 






Exons 


171. .286, 370. .454, 555 


. .742, 


932. .1127, 1696. .1782 






Seq. No. 


5630 




Seq. ID 


OJ990802_16.9C17 


.C2 




•xgene No. 


11873 




Strand 








Start 


4921 




End 


5924 






Name 


OJ990802 16.9C17.C2.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


96 




End 


1782 






GI 


none 




Score 


153 






Exons 


96. .290, 96. .290, 172.. 


291, 404. .454, 


922.. 1146, 930.. 1127, 






1714. .1782 












Seq. No. 


5630 




Seq. ID 


OJ990802_16.9C17 


.C2 




Gene No . 


11873 




Strand 


— 






Start 


4921 




End 


5924 






Name 


OJ990802 16.9C17.C2.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


96 




End 


213 






GI 


none 




Score 


173 






Exons 


96. .212, 97. .213 










' 1 

•: sr 


Seq. No. 


5630 




Seq. ID 


OJ990802_16.9C17 


.C2 




Gene No . 


11873 




Strand 






j«f=D 


Start 


4921 




End' 


5924 






Name 


OJ990802 16.9C17.C2.o2. 


tc 


Method 


TBLASTX.: Cress 




i i=? 


Start 


96 




End 


290 






GI 


none 




Score 


148 






Exons 


96. .287, 96. .290 










"Li 


Seq. No. 


5630 




Seq. ID 


OJ990802_16.9C17 


.C2 




Gene No. 


11873 




Strand 








Start 


4921 




End 


5924 




w 


Name 


OJ990802 16.9C17.C2.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


565 




End 


1782 




J. 


GI 


none 




Score 


68 






Exons 


565.. 639, 591.. 677, 630 


. .743, 


632. .745, 641. .745, 922.. 


1128, 


fi 




930. .1127, 1057. .1128, 


1690. . 


1782, 1697.. 1762 






Seq. No. 


5630 




Seq. ID 


OJ990802_16.9C17 


.C2 




Gene No . 


11873 




Strand 








Start 


4921 




End 


5924 






Name 


OJ990802 16.9C17.C2.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


937 




End 


1782 






GI 


none 




Score 


211' 






Exons 


937. .1143, 939. .1133, 1708. .1782 








Seq. No. 


5630 




Seq. ID 


OJ990802_16.9C17 


.C2 




Gene No. 


11873 




Strand 








Start 


4921 




End 


5924 






Name 


OJ990802 16.9C17.C2.o2. 


gs 


Method 


GENSCAN 






Start 


4921 


End 


5924 






GI 


none 




Score 


.69 






Exons 


4921.. 5041, 5592.. 5723, 


5806.. 


.5924 







5859 



Seq. No. 


5631 


Seq. ID 


OJ990802_16. 9C17 


.C3 


Gene No, 


11874 


Strand 






Start 


1520 


End 


1573 




Name 


OJ990802 16.9C17.C3.o2.gs 


Method 


GENSCAN 




Start 


1520 


End 


1573. 




GI 


none 


Score 


.6 




Exons 


1520. .1573 








Seq. No. 


5632 


Seq. ID 


OJ990802_i6.9C17 


.C4 


Gene No. 


11875 


Strand 


+ 




Start 


1 


End 


624 




Name 


OJ990802 16.9C17.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


624 




GI 


4680179 


Score 


542 




Exons 


1..624 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


5632 


Seq. ID 


OJ990,802_16.9C17 


.C4 


Gene No . 


11875 


Strand 


+ 




Start 


1 


End 


624 




Name 




Mpt" hnH 


TRT.A^TX * Whpat 




Start 


1 — 

J. 


End 


366 




GI 


none 


Score 


156 




Exons - 


1 207 33 146 252 365 


253 366 






Seq. No. 


5632 


qea in 


&J990802 16 9C17 


.C4 


Gene Mo . 


11875 


Strand 


+ 




Start 


1 


^ End 


624 




Name 


OJ990802 16.9C17.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


39 


End 


317 




GI 


none 


Score 


185 




Exons 


39. .131, 40. .315, 225. .317 








Seq. No. 


5633 


Seq. ID 


OJ990802 16 9C17 


.C5 


Gene No. 


11876 


Strand 


-|_ 




Start 


872 


End 


6455 




Name 


OJ990802 16.9C17.C5.ol.gs 


Method 


GENSCAN 




Start 


872 


End 


6455 




GI 


none 


Score 


. 9 




Exons 


872.. 951, 982.. 1637, 1676.. 


1704, 1929. 


.6455 




Seq. No. 


5633 " ' 


Seq. ID 


OJ990802_16;9C17 


,C5^ 


Gene No. 


11876 


Strand 


+ 




Start 


872 


End 


6455 




Name 


OJ990802 16.9C17.C5.ol.gp 


Method 


AAT/GAP 




Start 


1147 


End 


1601 




GI 


95437 1.R1084 


Score 


774 




Exons 


1147. .1601 








GI Descrip. 


■ 4512226/dbj | ABO 14 738 . 1 1 AB014738 1 . Oe- 


134 Oryza sativa 






gypsy-type retrotransposon 


RIRE3 DNA, 


internal region, 


comj 




sequence' 








Seq. No. 


5633 


Seq. ID 


OJ990802 16.9C17 


.C5 


Gene No. 


11876 


Strand 


+ 




Start 


872 


End 


6455 




Name 


OJ990802 16. 9C17.C5.ol.np 


Method 


AAT/NAP 




Start 


1926 


End 


6452 





5860 




GI 


4680179 








Score 


5440 




Exons 


1926. .3017, 


3051 


. .6452 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


5633 








Con T n 




.C5 


OCIiC IN \J . 


1 1 fl7fi 
no f u 








OLI dllU 


.J. 




Start 


872 








FnH 


D4 J J 




Name 


OJ990802 16 


QP1 7 


ps oQ 


tw 




TRT A°»TY • WhpAt- 




Start 


2142 








FnH 

Hil lv-1 






GI 


none 








Score 


211 




Exons 


2142. .2162, 


2169 


. .2366, 


2171. 


.2368 






Seq. No. 


5633 










n.TQQOflfl^ 1 fi QPI 7 


.C5 




J. J. o / \J 










-|- 




Start 


872 








FnH 


fid R S 




Name 


OJ990802 16 


QP1 7 


PR r»7 


tw 


ITiG UilvJU 


TRT a^TY • Whoat- 




Start 


2402 








FnH 


97 




GI 


none 








Score 


295 




Exons 


2402. .2596, 


2403 


. .2753 










Seq. No. 


5633 








Carr T n 

oeq ■ iu 


OTQQnfi09 Ifi QP1 7 


*C5 




1 1 ft7 








OUiailU 


j_ 

r 




Start 


872 








FnH 






Name 


OJ990802 16 


qpi 7 


. . O 0 . 


tm 




TRT ZlQTY-Ma-i 7 0 




Start 


2403 








FnH 


97P.fi 




GI 


none 








Score 


234 




Exons 


2403. .2708, 


2417 


. .2533 










Seq. No. 


5633 








oeq. iu 


O.TQQnft09 1 fi QP1 7 


.C5 


VJC11C LN {J t 


1 1 ft7fi 

J. -L O f \J 








Of- r a nr ] 
Oil dllU 






Start 


872 










fid RR 
D4 J J 




Name 


OJ990802 16 


Qri 7 


ps c\i 


tm 




TRT A CITY • Ma i -7(= 
l D 1 ,inj 1 A . via. Ilc 




Start 


3042 








FnH 






GI 


none 








Score 


189 




Exons 


3042. .3395, 


3134 


. .3211, 


3305. 


.3397 






Seq. No. 


5633 








Seq. ID 


OJ990802 16.9C17 


.C5 


OCllC V1\J * 


1 1 87 








Strand 


+ 




Start 


872 








End 


6455 




Name 


OJ990802 16 


qpi 7 


pr oft 


tw 


Method 


TBLASTX: Wheat _ 




Start 


3078 








End 


3500 




GI 


none 








Score 


163 




Exons 


3078. .3287, 


3134 


. .3226, 


3332. 


.3445, 3333.. 3500 




Seq. No. 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 




1 1 ft7 fi 








Strand 


+ 




Start 


872 








End 


6455 




Name 


OJ990802 16 




. Lj . Oh . 


tw 


Method 


TBLASTX: Wheat 




Start 


3611 








End 


4097 




GI 


none 








Score 


52 




Exons 


3611. .4054, 


3615 


. .3665, 


3720. 


4097, 3729.. 4094 




Seq. No. 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 


Gene No. 


11876 








Strand 


+ 




Start . 


872 








End 


.6455 




Name 


OJ990802 16 


. 9C17 


.G5.o5. 


tm 


Method ' 


TBLASTX: Maize 




Start 


3626 








End 


3916 





5861 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 

S3 gi 

;.! Exons 

en 
ru 



Seq. No. 
Gene No. 



H Start 
LJ Name 
; .a Start 

Exons 

|»J Seq. No. 

: -J Gene No. 

j,£ Start 

. Name 

X *t Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

3626. .3916, 

5633 
11876 
872 • 

OJ990802_16. 

3744 

none 

3744. .4061 

5633 

11876 

872 

OJ990802_16. 

3984 

none 

3984. .4163, 

5633 

11876 

872 

OJ990802_16. 

4038 

none . 

4038. .4070, 

5633 

11876 

872 

OJ990802_16. 

4146 

none 

4146. .4448, 

5633 

11876 

872 

OJ990802_16. 

4449 

none 

4449.-. 4871, 

5633 

11876 

872 

OJ990802_16. 

4455 

none 

4455. .4700, 

5633 

11876 

872 

OJ990802_16. 

4520 

none 



Score 



276 



3627. .3914 



9C17.C5.o2.tc 



9C17.C5.o3.tm 
3992.. 4114, 4170. 

9C17.C5.ol.ts 
4040.. 4069, 4074. 

9C17.C5.o5.tw 
4147.. 4227, 4148. 

9C17.C5.o3.tw 
4481. .4870 

9C17.C5.o3.ts 
4472. .4600 

9C17.C5.o2.tm 



Seq. ID OJ990802_16.9C17.C5 

Strand + 

End 6455 

Method TBLASTX: Cress 

End 4061 

Score^ 180 



Seq. ID OJ990802_16.9C17.C5 

Strand + 

End 6455 

Method TBLASTX: Maize 

End 4484 

Score 162 

.4484, 4310. .4363, 4391. .4441 

Seq. ID OJ990802_16.9C17.C5 

Strand + 

End 6455 

Method TBLASTX : Soybean 

End 4 4 33 

Score 57 

.4433, 4076. .4114, 4142. .4432 

Seq. ID OJ990802_16.9C17.C5 

Strand + 

End 6455 

Method TBLASTX : Wheat 

End 4448 

Score 382 
.4432, 4149. .4442 

Seq. ID OJ990802_16.9C17.C5 

Strand + 

End 6455 

Method TBLASTX : Wheat 

End 4871 

Score 598 



Seq. ID OJ990802_16.9C17.C5 

Strand + 

End 6455 

Method TBLASTX : Soybean 

End 4700 

Score 207 



Seq. ID OJ990802_16.9C17.C5 

Strand + 

End 6455 

Method TBLASTX : Mai ze 

End 4883 

Score 482 



5862 






Exons 


4520. .4870., 


4521 


. .4874, 


4521. 


.4883 








Seq. No. 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 






11 876 

no / u 








Strand 


+ 






Start 


872 








End 


6455 






Name 


OJ990802 16. 


9C17 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


4874 








End 


5441 






GI 


none 








Score 


650 






Exons 


4874. .5437, - 


4905 


. .5441, 


4977. 


.5441 








Seq. No. 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 














Qf rand 


+ 






Start 


872 








End 


6455 






Name 


OJ990802 16. 


9C17 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


5148 








End 


5465 






GI 


none 








Score 


90 






Exons 


5148. .5321, 


5322 


. .5465, 


5324. 


.54 64 








Seq. No. 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 






11876 








Strand 








Start 


872 








End 


6455 






Name 


OJ990802 16. 


9C17 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


5229 








End 


5489 




: s pa 


GI 


none 








Score 


297 




■5 

3 


Exons 


5229. .5489, 


5234 


. .5488 










l n 


Seq.' No. 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 






11876 








St rand 


+ 




■: st 


Start 


872 








End 


6455 






Name 


OJ990802 16. 


9C17 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


5288 








End 


5579 




\, s 

; : i f 


GI 


none 








Score 


374 






Exons 


' 5288. .5575, 


5289 


. .5579 












Seq. No. 


5633 








Seq. ID 


OJ990802JL6.9C17 


.C5 




OCX iC? LNW . 


11876 








Sf rand 


+ 




j_ j!_ 


Start 


872 








End 


6455 






Name 


OJ990802 16. 


9C17 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


■5448 








End 


6074 






GI 


none 








Score 


706 






Exons 


5448. .6074, 


5504 


. .6073 












Seq. No. 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 




Gene No. 


11876 








Strand 


+ 






uLCti. L 


872 








End 


6455 






Name 


OJ990802 16. 


9C17 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


5628 








End 


6212 






GI 


none 








Score 


231 






Exons 


5628. .5789, 


5630 


. .5782, 


5631. 


.5783, 5787. .6212, 5789. .6211, 






5949.. 6212 
















Seq. No. . 


5633 








Seq. ID 


OJ990802_16.9C17 


.C5 




Gene No. 


11876 








Strand 


+ 






Start 


872 








End 


6455 






Name 


OJ990802 16. 


9C17 


,C5 . 06. 


tw " 


Method 


TBLASTX: Wheat 






Start 


6074 








End 


6407 






GI 


none 








Score 


318 





5863 



Exons 



6074.. 6343, 6075.. 6407, 6078.. 6386 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5634 
11877 
1 

OJ990802_16 . 9C17 . C6 . ol . np 
1 

5902445 
1..28, 425. .617 

(AB030283) GAG- POL precursor [Oryza sativa] 



Seq. ID OJ990802_16.9C17.C6 
Strand 

End 617 

Method AAT/NAP 

End 617 

Score 206 



5634 

11877 

1 

OJ990802_16 . 9C17 . C6 . ol . gs 

338 

none 

338.. 361, 433.. 585 

5634 

11877 

1 

OJ990802_16.9C17.C6.ol.tw 

412 

none 

412. .612, 425. .613 



Seq. ID OJ990802_16.9C17.C6 
Strand 

End 617 

Method GENSCAN 

End 585 

Score .76 



Seq. ID OJ990802_16.9C17.C6 
Strand 

End 617 

Method TBLASTX : Wheat 

End 613 

Score 149 



Seq. No. 5635 

Gene No. 11878 

Start 399 

Name OJ990802_16 . 9C17 . C7 . ol . gs 

Start 399 

GI none 
Exons 



Seq. ID OJ990802_16.9C17.C7 

Strand + 

End 3731 

Method GENSCAN 

End 3731 

Score .7 



399. .515, 595. .1129, 1163. .1344, 1346. .1990, 2265. .2459, 
2685. .3731 



Seq. No. 5635 

Gene No. 11879 

Start 4017 

Name OJ990802_1 6 . 9C17 . C7 . o2 . gs 

Start 4017 

GI none 
Exons 



Seq. ID OJ990802_16.9C17.C7 

Strand + 

End 7356 • 

Method GENSCAN 

End * ,647 6 

Score .62 



4017.. 4970, 5019.. 5256, 5265.-5353, 5707.. 5878, 6011.. 6243, 
6348. .6476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



5635 

11879 

4017 

OJ990802_16.9C17.C7.ol.np 

4126 

4544372 



Seq. ID OJ990802_16.9C17.C7 

Strand + 

End 7356 

Method AAT/NAP 

End 7305 

Score 1175 



4126.. 5165, 5226.. 5605, 5718.. 7305 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



5635 
11879 



Seq. ID OJ990802_16.9C17.C7* 
Strand + 



5864 



Start 4017 End 7356 

Name OJ990802_16. 9C17 .C7 ,o2.np Method AAT/NAP 

Start 6192 End 7356 

GI . 629693 Score 502 

Exons 6192.. 7356 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ990802_16.9C17.C7 
+ 

8912 
AAT/NAP 
8912 
104 



Seq. No. 5635 Seq. ID 

Gene No.. 11880 Strand 

Start 7895 * End 

Name OJ990802_16 . 9C17 . C7 . o3 . np Method 

Start 7895 End 

GI 6721562 Score 

Exons 7895.. 8047, 8854.. 8912 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi | 6815087 | dbj | BAA90373 . 1 1 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 5635 Seq. ID 

Gene No. 11881 Strand 

„ & Start 7321 End 

■CJ Name OJ990802_16. 9C17 .C7 .o3. ts Method, 

M Start 4257 End 

rn GI none Score 

P[j Exons 4257.. 4481, 4488.. 4622 



OJ990802_16.9C17.C7 
7888 - ■ 

TBLASTX : Soybean 

4622 

141 



; s5 ! Seq. No. 5635 

W Gene No. 11881 

Q Start 7321 

rjj Name OJ990802_16 . 9C17 . C7 . ol . tw 

I.' Start 4418 

,==i GI none 

H Exons 4418.. 4465, 4419.. 4475, 4428.. 4478, 4470.. 4823, 44*78 4618, 

. 4479.. 4772, 4670.. 4780 



Seq. ID OJ990802_16.9C17.C7 
Strand 

End 7888 

Method TBLASTX : Wheat 

End 4823 

Score 78 



'= a? 


Seq. No. 


5635 








Seq. ID 


OJ990802_16.9C17.C7 


! E 


Gene No. 


11881 








Strand 






Start 


7321 








End- . 


7888 




Name 


OJ990802 16. 


9C17 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4478 








End 


4691 




GI 


none 








Score 


272 




Exons 


4478. .4618, 


4479 


. .4691 










Seq. No. 


5635 








Seq. ID 


OJ990802_16.9C17.C7 




Gene No. 


11881 








Strand 






Start 


7321 








End 


7888 




Name 


OJ990802 16. 


9C17 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4692 








End 


5153 




GI 


none 








Score 


540 




Exons 


4692. .5153, 


4692 


. .4775, 


4694. 


.4780, 4839. .4955, 4841. .5152 




Seq. No. 


5635 








Seq. ID 


OJ990802_16.9C17.C7 




Gene No. 


11881 








Strand 






Start 


7321 








End 


7888 



5865 



Name 


OJ990802 16, 


. 9C17 


.C7.o3. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


4824 








End 


5222 






GI 


none 








Score 


205 






Exons 


4824. .5159, 


4847 


. .5155, 


5121. 


.5222 








Seq. No. 


5635 








Seq. ID 


OJ990802 


_16. 9C17 


.C7 


Gene No. 


11881 








Strand 








Start 


7321 








End 


7888 






Name 


OJ990802 16. 


.9C17 


.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4839 








End 


5279 






GI 


none 








Score 


222 






Exons 


4839. .5120, 


4877 


. .5101, 


5121. 


.5279, 5165. .5278 






Seq. No. 


5635 








Seq. ID 


OJ990802 


_16. 9C17 


.C7 


Gene No. 


11881 








Strand 








Start 


7321 








End 


7888 






Name 


OJ990802 16. 


.9C17 


.C7.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5460 








End 


5873 






GI 


none 








Score 


103 






Exons 


5460.. 5567, 


5462 


. .5566, 


5554. 


.5598, 5566. .5598, 


5613. .5678, 




5619. .5873, 


5620 


. .5871 












Seq. No. 


5635 








Seq. ID 


OJ990802 


_16. 9C17 


.C7 


Gene No . 


11881 








Strand 


— 






Start 


7321 








End 


7888 






Name 


OJ990802 16, 


. 9C17 


.C7.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6160 








End 


6492 






GI 


none 








Score 


189 






Exons - 


6160. . 6492 
















Seq. No. 


5635 








Seq. ID 


OJ990802 


_16.9C17 


.C7 


Gene No. 


11881 








Strand 








Start 


7321 








End 


7888 






Name 


OJ990802 16, 


, 9C17 


.C7.o4. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6325 








End 


6633 






GI 


none " - s " 








Score 


214 






Exons 


6325. . 6633, 


6429 


. .6617 












Seq. No. 


5635 








Seq. ID 


OJ990802 


_16.9C17 


.C7 


Gene No . 


11881 








Strand 








Start 


■ 7321 








End 


7888 






Name 


OJ990802 16. 


.9C17 


.C7.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


6883 








End 


7290 






GI 


none 








Score 


205 






Exons 


6883. .7290, 


7032 


. .7256 












Seq. No. 


5635 








Seq. ID 


OJ990802 


_16. 9C17 


.C7 


Gene No . 


11881 








Strand 








Start - 


7321 








End 


7888 






Name 


OJ.990802 16. 


.9C17 


.C7.o5. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


7066 








End 


7299 






GI 


none 








Score 


209 






Exons 


7066. .7299, 


7066 


. .7233, 


7068. 


.7238, 7278.. 7298 






Seq. No. 


5635 








Seq. ID 


OJ990802 


_16.9C17 


.C7 


Gene No. 


11881 








Strand 








Start 


7321 








End 


7888 







5866 



Name 


OJ990802 16 


.9C17.C7.o3.gs 


Method 


GENSCAN 






Start 


7321 




End 


7888 






GI 


none 




Score 


.6 






Exons 


7321. .7403, 


"7443. .7607, 7724. 


.7888 








Seq. No. 


5636 




Seq. ID 


OJ990802 


_16.9C17 


.C8 


Gene No. 


11882 




Strand 


+ 






Start 


1 




End 


7511 






Name 


OJ990802 16 


.9C17.C8.o2.np 


Method 


AAT/NAP 






Start 


1 




End 


5333 






GI 


5902444 




Score 


930 






Exons 


1..50, 1498 


..1719, 1940. .2081 


, 3599.-4474, 4701 


. .5333 




GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


5636 




Seq. ID 


OJ990802 


_16.9C17 


.C8 


Gene No. 


11882 




Strand 


+ 








1 




End 


7511 






Name 


OJ990802 16 


.9C17.C8.ol.gs 


Method 


GENSCAN 






Start 


450 




End 


7242 






GI 


none 




Score • 


.43 






Exons 


450. .1074, 


1189. .1800, 2109.. 


2231, 3585.. 3863, 


3975. .4498, 




4662. .4928, 


4986.. 5303, 5336. 


.5590, 7120. .7242 






Seq. No. 


5636 




Seq. ID 


OJ990802 


JL6.9C17 


.C8 


Gene No. 


11882 




Strand 


+ 






Start 


1 




End 


7511 






Name 


OJ990802 16 


.9C17.C8.o3.np 


Method 


AAT/NAP 






Start 


5399 




End 


7511 






GI 


5902445 




Score 


218 






Exons 


5399. .5598, 


7493. .7511 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


5636 




Seq. ID 


OJ990802 


J.6.9C17 


.C8 


Gene No. 


11882 




Strand 


+ 






Start 


1 




End 


7511 






Name 


OJ990802 16 


.9C17.C8.o4.np 


Method 


AAT/NAP 






Start 


5659 




End 


6750 






GI 


4680186 




Score 


343 






Exons 


5659. .5713, 


6549. . 6750 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


5636 




Seq. ID 


OJ990802 


_16.9C17 


.C8 


Gene No. 


11883 




Strand 








Start 


1 




End 


395 






Name 


OJ990802 16 


.9C17.C8.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


395 






GI 


6721512 




Score 


143 






Exons 


1..206, 233 


. .395 










GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


5636 




Seq. ID 


OJ990802 


_16.9C17 


.C8 


Gene No. 


11884 




Strand 








Start 


6298 




End 


6683 






Name 


OJ990802 16 


.9C17.C8.o2.tw 


Method 


TBLASTX : 1 


Wheat 




Start 


3575 




End 


3889 






GI 


none 




Score 


193 






Exons 


3575. .3889 













5867 



rli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5636 

11884 

6298 

OJ990802_16 . 9C17 . C8 . ol . tw 

4701 

none 



Seq. ID OJ990802_16.9C17.C8 
Strand 

End 6683 

Method TBLASTX : Wheat 

End 54 64 

Score 139 



4701. .4883, 4709. .4882, 4920. .5156, 4926. .5141, 5023. .5157, 
5324.. 5464, 5330.. 5446, 5353.-5463 



Seq. ID OJ990802__16.9C17.C8 
Strand 

End 6683 

Method AAT/GAP 

End 6683 

Score 653 



5636 
11884 
6298 

OJ990802JL6 . 9C17 . C8 . ol . gp 
6298 

uC-osflcyp033a04bl 
6298. .6683 

•6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



5637 

11885 

1 

OJ990802_16.9C17.C9.ol.np 

1 - 

5902445 



Seq. ID OJ990802_16.9C17.C9 

Strand + 

End 3630 

Method AAT/NAP 

End 3583 

Score 931 



1..93, 1052. .1664, 3202. .3583 

(AB030283) GAG-POL precursor [Oryza sativa] 



5637 

11885 

1 

OJ990802_16 . 9C17 . C9 . ol . gs 

171 

none 

171.. 266, 1263.. 1540, 3099. 



Seq. ID OJ990802_16.9C17.C9 

Strand + 

End 3630 

Method GENSCAN 

End 3630 

Score .57 
,3630 



I s ^ Seq. No. 
hi Gene No. 
i;3 Start 

Name 
'"'^ Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ ! v f " 
Name 



5637 

11885 

1 

OJ990802_16.9C17.C9.ol.tm 

1097 

none 



Seq. ID OJ990802_16. 9C17.C9 

Strand + 

End 3630 

Method TBLASTX : Maize 

End 1337 

Score 65 



1097.. 1327, 1100.. 1192, 1104.. 1337 



5637 

11885 

1 

OJ990802_16.9C17.C9.ol.tw 

1209 

none 



Seq. ID OJ990802_16.9C17.C9 

Strand + 

End 3630 

Method TBLASTX : Wheat 

End 1625 

Score 428 



1209. .1625, 1218. .1349, 1280. .1366, 1505. .1624 



5637 

11885 ■ 
1 

OJ990802 16.9C17.C9.o2.tm 



Seq. ID OJ990802_16.9C17.C9 

Strand + 

End 3630 

Method TBLASTX : Maize 



5868 





Start 


1341 


End 


1664 






GI 


none 


Score 


243 






Exons 


1341. .1664 










Seq. No. 


5637 


Seq. ID 


OJ990802_16.9C17 


.C9 




VJC11C liU . 


1 1 8ft S 


u l i emu 








Start 


1 


End 


3630 






Name 


OJ990802 16.9C17.C9.ol.ts 


Method . 


TBLASTX: Soybean 






Start 


1398 


End 


1634 






GI 


none 


Score 


187 






Exons 


1398.. 1634, 1508.. 1624 










Seq. No. 


5637 


Seq. ID 


OJ990802_16.9C17 


.C9 






llOO J 


Strand 


+ 






Start 


1 


* End 


3630 






Name 


OJ990802 16.9C17.C9.o3.tm 


Method 


TBLASTX: Maize 






Start 


3199 


End 


3495 






GI 


none 


Score 


194 






Exons 


3199.. 3381, 3204.. 3377, 3328 


..3468, 3460. .3495 






Seq. No. 


5637 


Seq. ID 


OJ990802_16.9C17 


.C9 




VJCi.lt LN W . 


1 1 ftft s 


Strand 


+ 






Start 


1 


End 


3630 




1 J 


Name 


OJ990802- 16.9C17.C9.o2.tw 


■Method 


TBLASTX: Wheat 






Start 


3211 


End 


3582 ' 






GI 


none 


Score 


167 




> ! • 


Exons 


3211.. 3450, 3460.. 3582, 3468 


. .3581 






t 2T 

1- * 


Seq. No. 


5638 


Seq. ID 


OJ990802_16.9C17 


.C10 


L U 


Gene No. 


11886 


Strand 


+ 




. 


Start 


1 


End 


6965 






Name 


OJ990802 16.9C17.C10.ol.np 


Method 


AAT/NAP 




ru 


Start 


1 


End 


6965 






GI 


5852180 


Score 


642 




i £ 


Exons 


1..115, 2968.. 3033, 4026.. 4143, 4195.. 


4608, 5315. .5385, 




* ~J 




6916. .6965 








|= S? 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






. =1 


Seq. No. 


5638 


Seq. ID 


OJ990802_16.9C17 


.C10 


S3 




11887 


Strand 






1- Je 


Start 


515 


End 


6392 






Name 


OJ990802 16.9C17.C10.ol.gs 


Method 


GENSCAN 






Start 


515 


End 


6392 






GI 


none 


Score 


.58 






Exons 


515. .1627, 4048. .4170, 4353. 


.4891, 6167.. 6392 






Seq. No. 


5638 


Seq. ID 


OJ990802_16.9C17 


.C10 




Gene No. 


11887 


Strand 








Start 


515 


End 


6392 






Name 


OJ990802 16. 9C17.C10.ol.gp 


Method 


AAT/GAP 






Start 


2882 


End 


3266 






GI 


uC-osflcyp033a04bl 


Score - 


620 






Exons 


2882. .3266 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone: P0711E10 1 








Seq. No. 


5639 


Seq. ID 


OJ990802JL6.9C17 


.Cll 



5869 



ru 

la 
ry 



Gene No. 


11888 




Strand 


+ 






288 




End 


2243 




Name 


OJ990802 16.9C17.Cll.ol 


np 


Method 


AAT/NAP 




Start 


288 




End 


2243 




GI 


5902445 




Score 


1468 




Exons 


288.-993, 1033. .2243 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 






Seq. ID 


OJ990802_16.9C17 


.Cll 


Gene No. 






Strand 


+ 






5990 




End 


10496 




Name 


OJ990802_16.9C17.Cll.o5 


np 


Method 


AAT/NAP 




Start 






End 


10496 




GI 


jUoUjj / 




Score 


82 




Exons 


CQQA (Tfjt;n Q^7fi QSfl^ 


10449 


. .10496 






GI Descrip. 


[r\±j\j£ £ D O U / nypot tic L lual 


protein [Arabidopsis thaliana] 




Seq. No. 






Seq. ID 


OJ990802_16.9C17 


.Cll 


ocllc WU • 


11890 




Strand 






Start 


1426 






ft S77 




Name 


nTQQnftn9 Ifi QP17 PI 1 


tw 


rlcLfluCl 






Start 


ope: ~~ 
JO J 




PnH 


7 




GI 


none 




Score 






Exons 


385. .483, 463. .564, 472 


.585, 




fil ft 7 fiS> Q 


751 


Seq. No. 


5639 






n.TQQOftO? 1 QP1 7 


.Cll 


UCUC LNU . 


11890 




Strand 






Start 


1426 




End 


8577 




Name 


OJ990802 16.9C17.Cll.ol 


.tm 


Method 


I OLatiO 1 A • rial 




Start 


1153 




End 


1 A Rft 
14 JO 




GI 


none 




Score 


*}^7 




Exons 


1153. .1458, 1170. .1457 










Seq. No. 


5639 . 




Seq. ID 


nTQQHftn? 1fi QP1 7 
UU^ jUOUZ ID. 3^1 / 


.Cll 




11890 




Strand 






Start 


1426 




End 


8577 




Name 


OJ990802 16.9C17.Cll.ol;£'w 


Method 


TBLASTX: Wheat 




Start 


1284 




End 


1653 




GI 


none 




Score 


346 




Exons 


1284.. 1646, 1285.. 1653 










Seq. No. 


5639 




Seq. ID 


OJ990802_16.9C17 


.Cll 


Gene No. 


11890 




Strand 






O L. Cl -L L. 


1426 




End 


8577 




Name 


OJ990802 16.9C17.Cll.o3 


,np 


Method 


AAT/NAP 




Start 


1426 




End 


5928 




GI 


6907089 




Score 


249 




Exons 


1426. .1540, 4681. .5086, 


5155. 


.5928 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


5639 




Seq. ID 


OJ990802_16.9C17 


.Cll 


Gene No. 


11890 




Strand 






Start 


1426- 




End 


8577 




Name 


OJ990802 16.9C17.Cll.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


.1656 




End 


2234 




GI 


none 




Score 


238 




Exons 


1656. .1943, 1667. .1756, 


1802. 


.1909, 2103. .2234 





5870 



Seq. No. 5639 Seq. ID 

Gene No. 11890 Strand 

Start 1426 End 

Name OJ990802_1 6 . 9C17 . Cll . o2 . gs Method 

Start 2833 End 

GI none Score 
Exons 



OJ990802_16. 9C17.C11 

8577 
GEN SCAN 
6990 
.49 



2833.. 3192, 3289.. 3350, 3429.. 3610, 3729.. 4066, 4265.. 4321, 
4343. .4478, 4551. .4609, 4693.-4886, 4951. .5079, 5169. .5264, 
5424. .5925, 6940. .6990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5639 Seq. ID 

11890 Strand 

1426 End 
OJ990802_16.9C17.Cll.o2.np Method 

3728 End 

6721561 Score 

3728. .4478, 4551. .4607, 4693. .4886, 



OJ990802_16.9C17.C11 

8577 
AAT/NAP 
5072 
436 
5004. .5072 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj | BAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5639 . Seq. 'ID 

11890 Strand 

1426 End 

OJ990802_1 6 . 9C17 . Cll . o4 . np Method 

494 8 End 

6721512 Score 



OJ990802_16. 9C17.C11 

8577 
AAT/NAP 
8577 
129 



4948. .5008, 6495. .6532, 6574. .6660, 6687. .6849, 8545. .8577 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802 16.9C17.C11 



5639 
11890 
1426 

OJ990802_16.9C17.Cll.ol.gp 
8407 

LIB3477-003-P1-K1-E9 
8407.. 8509 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 .[Oryza 
sativa] ' 



8577 
AAT/GAP 
8509 
145 



5640 

11891 

1551 

OJ990712_07 . 9C03 . CI . o2 . gs 

1551 

none 



Seq. ID OJ990712__07.9C03.C1 



Strand 
End 

Method 

End 

Score 



+ 

3980 
GEN SCAN 
3371 
.73 



1551. .1696, 1942. .1975, 2408. .2569, 3210. .3371 



5640 

11891 

1551 

OJ990712 
2289 . 



07. 9C03.Cl.o2.gp 



Seq. ID OJ990712_07. 9C03.C1 

Strand + 

End - 3980 

Method AAT/GAP 

End 3371 



5871 



GI uC-osrocyp017b08bl Score 807 

Exons 2289.. 2569, 3210.. 3371 

GI Descrip. 1 287938/emb | X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 
(pBluescript KS plus derivative) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5640 

11891 

1551 

OJ9907 12_07 . 9C03 . CI . o2 . np 

2504 

1914685 



Seq. ID OJ990712_07.9C03.C1 

Strand + 

End 3980 

Method AAT/NAP 

End 3980 

Score 253 



2504.. 2569, 3210.. 3371, 3962. .3980 

(Y12014) RAD23 protein, isoform II [Daucus carota] 



5640 
11892 
1 

OJ990712_07.9C03.Cl.ol.np 
1 

4680203 
1. .826 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990712_07.9C03.C1 
Strand 

End 1279 

Method AAT/NAP 

End 826 

Score 867 



•3 IS? 



Seq.- No. 5640 

Gene No. 11892 

Start 1 

Name OJ9907 12_07 . 9C03 . CI . ol . gs 

Start 7 

GI none -* 

Exons 7.. 355, 367.. 826 



Seq. ID OJ990712_07.9C03.C1 
Strand 

End 1279 

Method GENSCAN 

End 826 

Score .41 



Seq. No. 5640 

Gene No. 11892 

Start 1 

Name OJ9907 12_07 . 9C03 . CI . ol . ts 

Start 63 

GI none 

Exons 63. .128, 135 . . 347 , '139 . . 345 



Seq. ID OJ990712_07. 9C03.C1 
Strand 

End 1279 

Method TBLASTX : Soybean 

End 347 

Score 94 



:J Seq. No. 

Genejs',No". " 
Q Start * 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5640 
11892 

1 '••••/. 

OJ990712_07.9C03.Cl.ol.tw 

120 " 

none 



Seq. ID OJ990712_07.9C03.C1 
Strand 

End . 1279 

Method TBLASTX : Wheat 

End 475 

Score 139 



120. .338, 133. .333, 135. ,371, 136. .384, 350. .385, 368. .475 



Seq. ID OJ990712_07.9C03.C1 
Strand 

End 1279 

Method AAT/GAP 

End 1279 

Score 303 



5640 
11892 
1 

OJ990712_07.9C03.Cl.ol.gp 
687 

2310235 
687. .826, 1242. .1279 

5852 182 /emb [ CABS 54 20 . 1 1 9..0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



5872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5640 

11893 

2497 

OJ9907 12_07 . 9C03 . CI . o2 . ts 

2497 

none 



Seq.' ID OJ990712_07.9C03.C1 
Strand 

End 3390 

Method TBLASTX : Soybean 

End 3390 

Score 107 



2497.. 2574, 2498.. 2572, 3203.. 3370, 3204.. 3371, 3211.. 3390, 
3241. .3372 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5640 

11893 

2497 

OJ990712_07 . 9C03 . CI . ol . tm 

2498 

none 



Seq. ID OJ990712_07. 9C03.C1 
Strand 

End 3390 

Method TBLASTX : Mai ze 

End 3373 

Score 119 



2498.-2572, 2499.. 2567, 3200.. 3370, 3204.. 3371, 3208.. 3372, 
3209. .3373 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5640 

11893 

2497 

OJ990712_07 . 9C03 . CI . ol . tc 

2504 

none 



Seq. ID OJ990712_07.9C03.C1 
Strand 

End 3390 

Method TBLASTX: Cress 

End 3372 

Score 93 



2504.. 2572, 3203.. 3370, 3204.. 3371, 3213.. 3371, 3241.. 3372 



5641 

11894 

1 

OJ990712_07 .9C03.C2.ol. np 
1 

5640111 



Seq. ID OJ990712_07.9C03.C2 

Strand + 

End 2925 

Method AAT/NAP 

End 2504 

Score 508 



1..115, 639. .839, 899. .1030, 1103. .1168, 1657. .1704, 1813. .1922, 
2209, .2284, 2391.. 2504 

(AJ243875) RAD23 protein [Lycopersicon esculentum] 



5641 

11894 

1 

OJ990712_07 . 9C03 . C2 . ol . gs 

183 

none 



Seq. ID OJ990712_07. 9C03.C2 

Strand + 

End 2925 

Method GENSCAN 

End 2504 

Score .9 



183. .227, 1813. .1922, 2203. .2284, 2391. .2504 



Seq. No. 5641 
Gene No. 11894 
Start 1 

Name OJ990712_07 . 9C03 . C2 . ol . gp 

Start 2396 
GI uC-osrocyp017b08al 
Exons 2396.. 2523, 2625.. 2925 

GI Descrip. ' 4966345/gb| AAD34676. 1 | AC006341_4 9.0e-09 (AC006341) Similar to 
gb_Y12014 RAD23 protein isoform II from Daucus carota. This 
gene is probably cut off. EST gb_AA651284 comes from this gene, 
[Arabidopsis thaliana] ' 



Seq. ID OJ990712_07. 9C03.C2 

Strand + 

End 2925 

Method AAT/GAP 

End 2925 

Score 834 



Seq. No. 



5641 



Seq. ID OJ990712_07. 9C03.C2 



5873 






11 ftQR 

11Q-7J 


Strand 


+ 






Start 


10270 


End 


14178 






Name 


OJ990712 07.9C03.C2.o3.gs 


Method 


GENSCAN 






Start 


10270 


End 


12741 






GI 


none 


Score 


.8 






Exons 


10270. .10559, 10676. .10765, 


12041. .12089, 12616. 


.12741 




Seq. No. 


5641 


Seq. ID 


OJ990712_ 


07.9C03. 


C2 


Gene No. 


11895 


Strand 


+ 






Start 


10270 


End 


14178 






Name 


OJ990712 07.9C03.C2.o3.np 


Method 


AAT/NAP 






Start 


10360 


End 


14166 






GI 


4115375 


Score 


652 






Exons 


10360. .10733, 13620.. 14166 










GI Descrip. 


(AC005967) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


D 0*± 1 


Seq. ID 


OJ990712_ 


u / . you J . 


C2 


(*^otio KF r~\ 


1 1 QQC 


Strand 


+ 






Start 


i dim 
1U^ / u 


. End 


14178 






Name 


OJ990712 07.9C03.C2.o4.gs 


Method 


GENSCAN 






Start 


13489 


End 


14178 






GI 


none 


Score 


.78 






Exons 


1 "5/iQQ 1 A 1 *7 Q 










Seq. No. 




Seq. ID 


OJ990712_ 


u / . jLU J . 


C2 


Gene No. 


1 1 ft Qfi 


Strand 


+ 






otdi L 


1 CQOQ 


End 


20727 






Name 


ujy^u / i^ u / . yuu o . . oo . g s 


Method 


GENSCAN 






Start 


16928 


End 


20416 






GI 


none 


' Score 


.81 






Exons 


1 £QOQ 1 CQCQ 1*711*5 1 70QO 

i oy^o . . l oyo y , i / 1 1 j . .i/zoz, 


17459. .17561, 17759. 


.17944, 






1 Q97Q 1Q/1"5/1 10*^*5*5 9fl9in 


20316. .20416 






Seq. No. 




Seq. ID 


OJ990712_ 


07.9C03. 


C2 


Gene No. 


1 1 o y o 


Strand 


+ 






Start 


1 CQOO 

loy^o 


End 


20727 






Name 


OJ990712 07.9C03.C2.o4.np 


Method 


AAT/NAP 






Start 


18938 


End 


20727 






GI 


1091678 


Score 


719 






Exons 


18938.. 20727 










GI Descrip. 


activator-like transposable 


element [Pennisetum 


glaucum] 




Seq. No. 


5641 


Seq. ID 


OJ990712_ 


07.9C03. 


C2 


Gene No. 


11897. 


Strand 








CLal L 


2855 


End 


5243 






Name 


OJ990712 07.9C03.C2.o2.gs 


Method 


GENSCAN 






Start 


2855 


End 


5216 






GI 


none 


Score 


.8 






Exons 


2855.. 2918, 3360.. 3427, 3546 


..3641, 3759.-3848, 


3919. .4045 




4142.. 4197, 4362.. 4538, 4623 


. .5216 








Seq. No. 


5641 


Seq. ID 


OJ990712_ 


07.9C03. 


C2 


Gene No. 


11897 


Strand 








Start 


2855 


End 


5243 






Name 


OJ990712 07.9C03.C2.o2.np 


Method 


AAT/NAP 






Start 


3178 


End 


5243 






GI 


6587813 


Score 


625 







5874 




Exchs 3178.. 3250, 3360.. 3427, 3546.. 3641, 3759.. 3848, 3949.. 4045, 

4142. .4197, 4362. .4538, 4623. .4840, 4915. .5243 

GI Descrip. (AC010924) Contains similarity to gi 11171967 phosphodiesterase 
from Mus musculus and is a member of the PF| 01167 Tub family. 
[Arabidopsis thaliana] 



Seq. No. 


5641 








Seq. ID 


OJ990712_07.9C03.C2 


Gene No. 


11898 








Strand 


- 


Start 


14723 








End 


16693 


Name 


. OJ990712 07. 


9C03. 


C2.o5. 


gs 


L v Jc L. I1UU 




Start 


14723 








End 


16693 


GI 


none 








Score 


1 


Exons 


14723. .16693 










Seq. No. 


J W *a J- 








Seq. ID 


OJ990712_07.9C03.C2 


Gene No. 


1 1 fiQQ 








Strand 


- 


Start 










End 


17912 


Name 


OJ990712 07. 


9C03. 


C2.o3. 


gp 




QZiT /cap 


Start 


. 17432 








End 


17912 


GI 


none 








Score 


823 


Exons 


17432. .17617 


, 17640. .17912 






Seq. No. 


5641 








Seq. ID 


OJ990712_07.9C03.C2 


Gene No. 


-11900 








Strand 


- 


Start 


23263 








End . 


25537 


Name 


OJ990712 07. 


9C03. 


C2.o8. 


tm 


Method 


TBLASTX: Maize 




32 








End 


790 


GI 


none 








Score 


63 


Exons 


32. .94, 184. 


.228, 


582. . 


785, 


647. .790, 


647. .784, 666. .785 


Seq. No. 


5641 








Seq. ID 


OJ990712_07.9C03.C2 


Gene No. 


11900 








Strand 




Start 


23263 








End 


25537 


Name 


OJ990712 07. 


9C03. 


C2.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


644 








End 


2501 


GI 


none 








Score 


217 


Exons 


644. .802, 647. .805, 1641. .1703, 1654.. 


1704, 1675. .1704, 




1803. .1931, 


1804. 


.1923, 


1810 


..1932, 2388. .2501 


Seq. No. 


5641 








Seq. ID 


OJ990712_07.9C03.C2 


Gene No. 


11900 








.Strand 




Start 


23263 








End 


25537 


Name 


OJ990712 07. 


9C03. 


C2.o6. 


tm 


Method 


TBLASTX : Maize 


Start 


1653 








End 


2568 


GI 


none 








Score 


84 


Exons 


1653. .1703, 


1654. 


.1704, 


1804 


..1923, 1810. .1926, 2187. .2285 




2192. .2284, 


2204. 


.2287, 


2245 


..2286, 2388. .2504, 2390. .2449 




2391. .2504, 


2392. 


.2568 








Seq. No. 


5641 








Seq. ID 


OJ990712_07.9C03.C2 


Gene No. 


11900 ■ 








Strand 




Start 


23263 








End 


25537 


Name 


OJ990712 07. 


9C03. 


C2.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


1866 








End 


2495 


GI 


none 








Score 


78 


Exons 


1866. .1931, 


1867. 


.1923, 


2225 


. .228T; 2245. .2301,- 2388. .-2495 



2390. .2446 



5875 



Seq. No. 5641 

Gene No. 11900 

Start 23263 

Name OJ990712_07 . 9C03 . C2 . o7 . tm 

Start 3163 

GI none 

Exons 3163.. 3249, 3172.. 3252, 3176. 

3362.. 3460, 3540.. 3617, 3541. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990712_07.9C03.C2 
25537 

TBLASTX: Maize 

3617 

56 



.3271, 3357. .3428, 3359. .3475, 
.3615 



Seq. No. 5641 

Gene No. 11900 

Start 23263 

Name OJ990712_07 . 9C03 . C2 . o7 . ts 

Start 3191 ^ 

GI none 

Exons 3191.. 3247, 3193.. 3249, 3362. 

3541.. 3594, 3591.. 3647, 3592. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990712 07.9C03.C2 



25537 

TBLASTX: Soybean 
3647 
64 

3445, 3366. .3449, 3540. .3593, 
3642 



Seq. No. 5641 

Gene No. 11900 

Start 23263 

Name OJ990712_07 . 9C03 . C2 . o2*. ts 

Start 10420 

GI none 

Exons 10420. .10560, 13561 14 145, 13569.. 13748 



Seq. ID OJ990712_07.9C03.C2 
Strand 

End 25537 

Method TBLASTX : Soybean 

End 14145 

Score 177. 



Seq. No. 5641 Seq. ID 

Gene No. 11900 Strand 

Start 23263 End 

Name OJ990712_07 . 9C03 . C2 . 06 . tc Method 

Start 10420 End 

GI none Score 

Exons" 10420. .10560 



OJ990712_07.9C03.C2 
25537 

TBLASTX: Cress 

10560 

186 



Seq. No. 5641 

Gene No. 11900 

Start 23263 

Name OJ990712_07 . 9C03 . C2 . o5 . tm 

Start 10420 

GI none 

Exons 10420. .10560, 10426 .. 10473, 
13557. .13718, 13558 .. 13719, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990712 07.9C03.C2 



25537 

TBLASTX: Maize 
13742 
230 

10524. .10559, 10670 .. 10765, 
13710. .13742, 13711. .13740 



Seq. No. 5641 Seq. ID 

Gene No. 11900 Strand 

Start 23263 End 

Name OJ990712_07 . 9C03.C2 . o2 . tm Method 

Start 13821 End 

GI none Score 

Exons 13821. .14180, 13822 14208 



OJ990712__07.9C03.C2 
25537 

TBLASTX: Maize 

14208 

488 



Seq. No. 5641 Seq. ID 

Gene No. 11900 Strand 

Start 23263 . End 

Name OJ990712_07 . 9C03 . C2>©2 . tc Method 

Start 13878 * End 



OJ990712_07.9C03.C2 
25537 

TBLASTX: Cress 
14142 



5876 





GI 


none 




Score 


267 






Exons 


13878. .13916, 13879 


. .14142, 


14001. .14078 






Seq. No. 


5641 




Seq. ID 


OJ990712 07.9C03 


.C2 




Gene No. 


11900 




Strand 








Start 


23263 




End 


25537 






Name 


OJ990712 07.9C03.C2 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


14861 




End 


15370 






GI 


none 




Score 


324 






Exons 


14861. .15370, 14877 


. .15365 










Seq. No. 


5641 




Seq. ID 


OJ990712_07. 9C03 


.C2 




Gene No. 


11900 




Strand 








Start 


23263 




End 


25537 






Name 


OJ990712 07.9C03.C2 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


15399 




End 


15679 






GI 


none 




Score 


139 






Exons 


15399. .15599, 15422 


. .15679 










Seq. No. 


5641 




Seq. ID 


OJ990712 07.9C03 


.C2 




Gene No . 


11900 




Strand 








Start 


23263 




End 


25537 






Name 


OJ990712 07.9C03.C2 


.08. ts 


Method 


TBLASTX: Soybean 






Start 


15707 




End 


15907 






GI ■ 


none 




Score 


195 






Exons 


15707. .15907 










ru 


Seq. No. 


5641 




Seq. ID 


OJ990712_07.9C03 


.C2 




G@n@ No . 


11900 




Strand 






hi 


Start 


23263 




End 


25537 






Name 


OJ990712 07.9C03.C2 


. o4.tm 


Method 


TBLASTX: Maize 






Start 


18995 




End 


19210 




fU 


GI 


none 




Score 


310 






Exons 


18995. .19210, 19005 


. .19166, 


19009. .19203 






Seq. No. 


5641 




Seq. ID 


OJ990712JD7.9C03 


.C2 


i. z. 


Gene j^q b 


11900 




Strand 








Start 


23263 




End 


25537 




:. **! 


Name 


OJ990712 07.9C03.C2 


.o5. ts 


Method 


TBLASTX: Soybean 




i. J 


Start 


19004 




End 


19411 




1. * 




none 




Score 


122 






Exons 


19004. .19180, 19202 


. .19411 










Seq. No. 


5641 




Seq. ID 


OJ990712_07.9C03 


.02 




Gene No. 


11900 




Strand 








Start 


23263 




End 


25537 






Name 


OJ990712 07.9C03.C2 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


. 19220 




End 


20555 






GI 


none 




Score 


172 






Exons 


19220. .19420, 19415 


. .20173, 


19960. .20139, 20381 .. 204 10, 








20472. .20555 












Seq. No. 


5641 




Seq. ID 


OJ990712_07.9C03 


-C2 




Gene No. 


11900 




Strand 








Start 


23263 




End 


25537 






Name 


OJ990712 07.9C03.C2 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


19502 




End 


19810 





5877 




GI 


none 




Score 


208 




Exons 


19502. .19810, 19510. 


.19617, 


19685. .19735 




Seq. No, 


5641 




Seq. ID 


OJ990712 07.9C03 


.C2 




J. J. ,7 \J \J 




Strand 






Start 


23263 




End 


25537 




Name 


OJ990712 07.9C03.C2. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


19514 




End 


■20116 




GI 


..•■none 




Score 


298 




Exons 


19514. .20116 










Seq. No. 


5641 




Seq. ID 


OJ9907T2 07.9C03 


.C2 




11900 




Strand 






Start 


23263 




End 


25537 




Name 


OJ990712 07.9C03.C2. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


19577 




End 


20017 




GI 


none 




Score 


191 




Exons 


19577. .20017 










Seq. No. 


5641 




Seq. ID 


OJ990712_07.9C03 


.C2 


Gene No. 


11900 




Strand 






Start 


23263 




End 


25537 




Name 


OJ990712 07.9C03.C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


23052 




End 


25114 




GI 


none 




Score 


45 




P 1 von q 
Hi A. i 1 o 


?305? 23078 23054 


. 23116, 


23105. .23263, 23181 23231, 






23251. .23370, 23252. 


.23371, 


23416. .23631, 234 17 23629, 






23827. .23895, 23829. 


.23888, 


23829. .23900, 23830 .. 23901, 






23889. .24023, 23890. 


.24015, 


23908. .24042, 23945 24034, 






24725. .24916, 24727. 


.24945, 


24765. .24944, 25033 .. 25113, 






25034. .25114, 25037. 


.25111, 


25041. .25112 




Seq. No. 


5641 




Seq. ID 


OJ990712_07.9C03 


.C2 


Gene No. 


11900 




Strand 






Start 


23263 




End 


25537 




Name 


OJ990712 07.9C03.C2. 


o4 . gp 


Method 


AAT/GAP 




Start 


23052 




End 


23971 




GI 


13446 1.R1084 




Score 


1290 




Exons 


23052. .23625, 23829. 


.23971 








GI Descrip. 


'3393062/emb| CAA76758.il 5. 


0e-37 (Y17386) putative In2. 


1 P 




[Triticum aestivum] ' 










Seq. No. 


5641 




Seq. ID 


OJ990712_07. 9C03 


.C2 


Gene No. 


11900 




Strand 






Start 


23263 




End 


25537 




Name 


OJ990712 07.9C03.C2. 


o5 . np 


Method 


AAT/NAP 




Start 


23251 




End 


25537 




GI 


5725443 




Score 


631 




Exons 


23251. .23625, 23829. 


.24023, 


24729. .24944, 25040. .25537 




GI Descrip. 


(AL109787) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


5641 




Seq. ID 


OJ990712_07.9C03 


.C2 


Gene No. 


11900 




Strand 






Start 


23263 




End 


25537 




Name 


OJ990712 07.9C03.C2. 


o7 . gs 


Method 


GENSCAN 




Start 


23263 




End 


25050 




GI 


none 




Score 


.97 





5878 



Exons 


23263. .23625, 23829. 


.24018, 


25040. .25050 






Seq. No. 


5641 




. Seq. ID 


OJ990712_ 


07.9C03 


-C2 








Strand 








Start 


23263 




End 


25537 






Name 


OJ990712 07.9C03.C2. 


o4 . ts 




TBLASTX : Soybean 




Start 


23404 




End 


23631 






GI 


none 




Score 


225 






Exons 


23404. .23631, 23408. 


.23629 










Seq. No. 


5641 




Seq. ID 


OJ990712_ 


07.9C03 


.C2 


Gene No. 


11900 




Strand 








Start 


23263 




End 


25537 






Name 






Method 


TBLASTX: Cress 




Start 


23545 




End 


25114 






GI 


none 




Score 


81 






Exons 


23545. .23631, 23546. 


.23629, 


23829. .23888, 23830. 


.23901, 






23862. .24023, 23943. 


.24014, 


24783. .24944, 24784. 


.24948, 






24784. .24945, 25034. 


.25114 










Seq. No. 


5642 




Seq. ID 


OJ990712_ 




.C3 








Strand 


+ 






Start 


962 




End 


1077 






Name 


OJ990712 07.9C03.C3. 


ol .,gs 


Method 


GENSCAN 






Start 


962 




End 


1077 






GI 


none 




Score 


.53 






Exons 


962. .1077 












Seq. No. 


5642 




Seq. ID 


OJ990712_ 


07.9C03 


.C3 


Gene No. 


11902 




Strand 


+ 






Start 


7898 




End 


24929 






Name 


OJ990712 07.9C03.C3. 


o3.gs 


Method 


GENSCAN 






Start 


7898 




End 


24929 






GI 


none 




Score 


.58 








7898. .7961, 8712. .8806, 8918 


1..9027, 10965. .11081 


, 11540 


. .J.J.UOO, 




12951. .13029, 13131. 


.13304, 


14448. .14702, 15475. 


.15645, 






16072. .16140, 16223. 


.16351, 


17248. .17292, 19782. 


.20031, 






20122. .20299, 20539. 


.20815, 


20826. .20953, 21036. 


.21142, 






21543. .21653, 22561. 


.22640, 


23205. .23241, 23525. 


.23566, 






24841. .24929 












Seq. No. 


5642 




Seq. ID 


OJ990712_ 


07.9C03 


.C3 


Gene No. 


11902 




Strand 


+ 






Start 


7898 




End 


24929 






Name 


OJ990712 07.9C03.C3. 


ol . np 


Method 


AAT/NAP 






Start 


13131 




End 


18896 






GI 


3176674 




Score 


680 






Exons 


13131. .13301, 14456. 


.14702, 


14809. .14936, 15033. 


.15076, 






15178. .15251, 15330. 


.15398, 


15475. .15645, 15725. 


.15790, 






16072. .16166, 18840. 


.18896 • 











GI Descrip. 



Seq. No. 
Gene No. 
Start 



(AC003671) Contains similarity to Ste20-like kinase homolog from 
A. thaliana chromosome 4 contig gb|Z97336. [Arabidopsis 
thaliana] 



5642 

11902 

7898 



Seq. ID OJ990712_07. 9C03.C3 
Strand + 
End 24929 



5879 




Name 


OJ990712 07.9C03.C3.o2.np 


Method 


AAT/NAP 


Start 


20478 


End 


23917 


GI 


3738315 


Score 


465 


Exons 


20478. .20729, 20826. . 20953, 


21036. .21073, 21543 .. 21653, 




22561. .22640, 23205. . 23241, 


23850. .23917 


GI Descrip. 


(AC005170) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


5642 


Sefl. ID 


OJ990712_07.9C03.C3 


.Gene No. 


11902 


Strand 


+ 


Start 


7898 


End 


24929 


Name 


OJ990712 07.9C03.C3.o2.gp 


Method 


AAT/GAP " 


Start 


20569 


End 


22610 


GI 


uC-osflcypl25dl2bl 


Score 


839 


Exons 


20569. .20729, 20826 .. 20953, 


21036. .21073, 21543 .. 21653, 




22561. .22610 






GI Descrip. 


'3738315 2.0e-27 (AC005170) 


unknown protein [Arabidopsis 




thaliana] ' 







■J 

m 

ru 



as. 

Q 

>s si 



Seq. No. 


5642 




Seq. ID 


OJ990712_07.9C03 


.C3 


Hono Kin 


11903 




Strand 


+ 




Start 


32875 




End 


33015 




Name 


OJ990712 07.9C03.C3. 


o3.gp 


Method 


AAT/GAP 




Start 


32875 




End 


33015 




GI 


21474 1.R1084 




Score 


209 




Exons 


32875. .33015 










GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidop: 




thaliana] ' 










Seq. No. 


5642' 




Seq. ID 


OJ990712_07.9C03 


.C3 


Gene No. 


11904 




Strand 


+ 




Start 


38086 




End 


38728 




Name 


OJ990712 07.9C03.C3. 


o6.gs 


Method 


GENSCAN 




Start 


38086 




End 


38728 




GI 


none 




Score 


.92 




Exons 


38086. .38265, 38342. 


.38728 








Seq. No. 


5642 




Seq. ID 


OJ990712_07.9C03 


.C3 


Gene No. 


11905 




Strand 






Start 


26788 




End 


36962 




Name 


OJ990712 07.9C03.C3. 


o4 .gs 


Method 


GENSCAN 




Start 


26788 




End 


29764 




GI 


none 




Score 


.95 




Exons 


26788.-26997, 27876. 


.28043, 


28791. .28955, 29408 . '. 29764 




Seq. No. 


5642 




Seq. ID 


OJ990712_07.9C03 


.C3 


Gene No. 


11905 




Strand 






Start 


26788 




End 


36962 




Name 


OJ990712 07.9C03.C3. 


o3.np 


Method 


AAT/NAP 




Start 


27617 




End 


36962 




GI 


4680204 




Score 


1023 




Exons 


27617. .27655, 33284. 


.33395, 


33746. .33952, 34049 .. 34222, 






34332. .35430, 35526. 


.36962 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 





Seq. No. 5642 " Seq. ID OJ990712_07 . 9C03 . C3 

Gene No. 11905 ' Strand 

Start 26788 End ' 36962 



5880 



Name 

Start 

GI 

Exons 



OJ9907 12_07 . 9C03 . C3 . o5 . gs Method GENSCAN 

33224 End 36947 

none Score .83 

33224. .33412, 33685 33757, 33842 33952, 34049 34222 , 

34332. .35163, 35289 . . 35430, 35526 .. 35939, 36009.. 36947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5642 
11906 
38812 

OJ990712_07 . 9C03.C3.ol.ts 
14462 



none 

14462. 

14895. 

15168. 

15477. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14701, 14463. .14726, 14782 
14936, 15025. .15057, 15031 



OJ990712 07.9C03.C3 



41094 

TBLASTX : Soybean 
16146 
282 

14883, 14893 
15057, 15164 



,15245, 15326. .15397, 15330, 
,15530, 16069.. 16146 



.15413, 15472. 



14937, 
15259, 
15645, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5642 
11906 
38812 

OJ9907 12_07 . 9C03 . C3 . o3 . tc 
14562 



OJ990712 07.9C03.C3 



none 
14562, 
14893. 
15162, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14.302, 14567. .14698, 14808 .-. 14870, 14809 14883, 
f&31, 14895. .14936, 15031 .. 15054 , 15161 .. 15256, 
15242, 15176.. 15250 



41094 

TBLASTX: Cress 

15256 

147 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5642 
11906 
38812 

OJ9907 12_07 . 9C03 . C3 . o2 . tm 
14591 



none 
14591, 
14893, 
15330, 



,14719, 14592, 
,14937, 14895, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14702, 14808. .14870, 14809 
14936, 15153. .15245, 15167 



OJ990712 07.9C03.C3 



41094 

TBLASTX: Maize 
15627 
108 

14883, 
15253, 



,15407, 15468. .15581, 15472. .15627 



Seq. No. 5642 

Gene No. 11906 
Start ' 38812 

Name OJ9907 12_07 . 9C03 . C3 . o3 . tm 
Start ' 20697 

GI none 
Exons 



Seq. ID OJ990712_07.9C03.C3 
Strand 

End 41094 

Method TBLASTX: Maize 

End . 21589 

Score 64 



20697. .20735, 20699 .. 20734 , 20820 .. 20933, 20825 .. 20932, 
21027. .21077, 21034 .. 21078, 21542.. 21589 



Seq. No. 5642 Seq. ID 

Gene No. 11906 Strand 

Start 38812 End 

Name OJ990712_07 . 9C03 . C3 . o4 . tc Method 

Start 20697 End 

GI none Score 
Exons 



OJ990712_07.9C03.C3 
41094 

TBLASTX: Cress 

21652 

58 



20697, 
21542, 



.20738, 20807, 
.21565, 21566. 



.20932, 20820. 
,21652 



.20933, 21034. .21078, 



Seq. No. 
Gene No. 



5642 
11906 



Seq. ID 
Strand 



OJ990712 07.9C03.C3 



5881 



Start 
Name 
Start 
GI 

Exons 



38812 

OJ9907 12_07 . 9C03 . C3 . o2 . tc . 

26908 

none 

26908. .27006, 29405 29599, 
29639.-29722 



End 

Method 

End 

Score 



41094 

TBLASTX: Cress 

29722 

35 



29415. .29435, 29505 .. 29597 , 



Seq. No. 5642 
Gene No. 11906 
Start 38812 

Name OJ9907 12_07 . 9C03 . C3 . o4 . tw 

Start 26929 
GI none 

Exons 26929. .27009, 26930 .. 26989, 

27936. .28049, 27967 .. 28044 , 
28789.-28854, 28789.-28842 



. Seq. ID OJ.990712_07. 9C03.C3 
Strand 

End 41094 

Method TBLASTX : Wheat 

End 28854 

Score 58 
27879. .28043, 27881 .. 28048 , 
28787. .28837, 28788 .. 28835, 



!■* 

; ^ 
*:sr 
;=» 

Q 



Seq. No. 


Od4 Z 




Seq. ID 


OJ990712_07.9C03 




Gene No. 


11906 




Strand 






Start 


38812 




End 


41094 




Name 


OJ990712 07.9C03.C3 


. o2. ts 


Method 


TBLASTX : Soybean 




Start 


29405 




End 


29722 




GI 


none 




Score 


121 




Exons*"- 


29405. .29599, 29409 


. .29603, 


29633. .29722, 29643.-29672 




C j-w XT a 

Seq. No. 


ob4z 




Seq. ID 


OJ990712_07.9C03 


. CJ 


Gene No. 


11906 




Strand 






Start 


38812 




End 


41094 




Name 


OJ990712 07.9C03.C3 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


29495 




End 


29725 




GI 


none 




Score 


160 




Exons 


29495. .29599, 29496 


. .29600, 


29633. .29725 




Seq. No. 


5642 




Seq. ID 


OJ990712_07.9C03 


.C3 


Gene No. 


11906 




Strand 






Start 


38812 




End 


41094 




Name 


OJ990712 07.9C03.C3 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


33883 




End 


34405 




GI 


none 




Score 


70 




Exons 


33883. .33954, 34054 


. .34236, 


34061. .34186, 34325.. 34405 




Seq . No . 


5642 




Seq. ID 


OJ990712_07.9C03 


-C3 


Gene No. 


11906 




Strand 






Start 


38812 




End 


41094 




Name 


OJ990712 07.9C03.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


35218 




End 


35915 




GI 


none 




Score 


61 




Exons 


35218. .35439,. 35523 


. .35594, 


35835. .35915 




Seq. No. 


5642 




Seq. ID 


OJ990712_07.9C03 


-C3 


Gene No. 


11906 




Strand 






Start 


38812 




End 


41094 




Name 


OJ990712 07.9C03.C3 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


35916 




End 


36319 




GI 


none 




Score 


51 




Exons 


35916. .36086, 35917 


. .35991, 


36049. .36216, 3608 1 .. 36317 , 






36168. .36317, 36209 


. .36319 









5882 





Seq. No. 


5642 




Seq. ID 


OJ990712 


_07. 9C03. 


C3 




Gene No. 


11906 




Strand 










Start 


38812 




End 


41094 








Name 


OJ990712_07.9C03.C3. 


o4 . gp 


Method 


AAT/GAP 








Start 


38812 




End 


41094 








GI 


342 1.R1084 




Score 


4197 








Exons 


38812. .41094 














GI Descrip. 


»4574 406/gbi AAD24042 


Ml-.O.Oe+OO (AF121139) RIM2 


protein 


[Oryza 






sativa] 1 














Seq. No. 


5642 




Seq. ID 


OJ990712 


07. 9C03. 


C3 




Gene No. 


11906 




Strand 










Start 


38812 




End 


41094 








Name 


OJ990712_07. 9C03.C3. 


o7 .gs 


Method 


GEN SCAN 








Start 


39515 




End 


41056 








GI 


none 




Score 


.99 








Exons 


39515. .41056 














Seq. No. 


5642 




Seq. ID 


OJ990712 


_07. 9C03. 


C3 




Gene No. 


11906 




Strand 










Start 


38812 




End 


41094 








Name 


OJ990712_07.9C03.C3. 


ol.tw 


Method 


TBLASTX : 1 


Wheat 




■- =J 


Start 


39590 




End 


40907 








GI 


none 




Score 


130 








Exons 


39590. .39682, 39671. 


.39751, 


39764 . .39904, 39765 


. . 39905, 








39852 . . 39947, 39884 . 


.39943, 


39950. .39991, 39950 


. .39994, 




•3CJ 




39989. .40906, 40005. 


.40907 












Seq. No. 


5642 




Seq. ID 


OJ990712 


_07 . 9C03. 


C3 




Gene No. 


11906 




Strand 








ri = 


Start 


38812 




End 


41094 






: K7 


Name 


OJ990712 07.9C03.C3. 


o4 . np 


Method 


AAT/NAP 






st. 


Start 


40074 




End 


41094 








GI 


6742729 




Score 


1620 








Exons 


40074 . .41094 














GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








sr 


Seq. No. 


5642 




Seq. ID 


OJ990712 


_07. 9C03. 


C3 




Gene No. 


11906 




Strand 








u 


Start 


38812 




End 


41094 








Name 


OJ990712 07.9C03.C3. 


ol.tc 


Method 


TBLASTX:' 


Cress 






Start 


40171 




End 


4 0623 








GI 


none 




Score 


92 








Exons 


40171. .40422, 40172. 


.40321, 


40172. .40615, 40176 


. .40619, 








40182. .40619, 40441. 


.40623 












Seq. No. 


5642 




Seq. ID 


OJ990712 


07.9C03. 


C3 




Gene No. 


11906 




Strand 










Start 


38812 




End 


41094 








Name 


OJ990712 07.9C03.C3. 


ol . tm 


Method 


TBLASTX:! 


Maize 






Start 


40550 




End 


40864 








GI 


none 




Score 


68 








Exons 


40550. .40780, 40550. 


.40864, 


40578. .40853 








Seq. No. 


5643 




Seq. ID 


OJ990712 


_07. 9C03. 


C4 




Gene No. 


11907 




Strand 









5883 



Start 1 ' End 590 



Name 


OJ990712 07 


. 9C03.C4.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


590 




GI 


2980781 




Score 


305 




Exons 


1. .590 










GI Descrip. 


(AL022198) ; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


5643 






OJ990712 07 9r0*3 


. C4 


Gene No. 


11907 




J Li anu 






Start 


1 




End 


590 




Name 


OJ990712 07 


. 9C03.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


44 




Fnd 


1 Jy 




GI 


none 




OUUi fci 


£. O / 




Exons 


44. .436, 47 


..397, 72. .434 








Seq. No. 


5643 




Seq. ID 


OJ99071? 07 QCfH 


. C4 


Gene No. 


11907 




j li diitwi 






Start 


1 




End 


590 




Name 


OJ990712 07 


.9C03.C4.ol.ts 


Method - 


TBLASTX: Soybean 




Start 


107 




FnH 


S2fi 

■j ^. u 




GI 


none 




Score 


1 01 




Exons 


107.. 526, 177. .410 








Seq. No. 


5643 




Qf±a ' TD 

OCLj . 1U 


o.t9Q07i ? n7 Qrn^ 

\JkJ Z? Zs\J / J. £. \J 1 . 3? VJ 


. C4 


Gene No. 


11907 










Start 


i 

±. 




End 


590 




Name 


OJ990712 07 


. 9C03.C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


110 




FnH 


406 




GI 


none 






990 
u 




Exons 


110. .406 










Seq. No. 


5644 




Q prr yn 

OCL| • 1U 


O.TQQ071? 07 QPO^ 


.C5 


Gene No. 


11908 










Start 


215 




End 


280 




Name 


OJ990712 07 


.9C03.C5.ol.gs 


Method 


GENSCAN 




Start 


215 


End 


280 




GI 


none 




OL-UI c 


. -? -7 




Exons 


215. .280 










Seq. No. 


5645 




C pn TP) 


DTQQ071'? 07 Qpm 


,C6 


Gene No. 


11909 




OLI allU 






Start 


201 




Hjna 


jl J 




Name 


OJ990712 07 


.9C03.C6.ol.gs 


Method 


GENSCAN 




Start 


201 




End 


313 




GI 


none 




Score 


.84 




Exons 


201. .313 










Seq. No. 


5646 




Seq. ID 


OJ990922_02.9C17 


.CI 


Gene No. 


11910 




Strand • 


+ 




Start 


1 




End 


268 




Name 


OJ990922 02 


.9C17.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


268 




GI 


6815062 




Score 


393 




Exons 


1. .268 











GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] ... 



5884 



Seq. No. 5647 

Gene No. 11911 

Start 777 

Name OJ990922_02 . 9C17 . C2 . ol . gs 

Start 777 

GI none 

Exons .777. .809, 838. .897, 1703. .1849, 2468 



4307. .4420, 4732 4858, 4964 . 
5466.. 5503, 5636.. 5737 



Seq. ID OJ990922_02.9C17.C2 
Strand + 
End 5773 
Method GENSCAN 
End 5737 
Score . 65 

2591, 3962.. 4227,. 
,5019, 5113.. 5169, 5261.. 5372, 



Seq. No. 5647 Seq. ID 

Gene No. 11911 Strand 

Start 777 End 

Name OJ990922_02 . 9C17 . C2 . ol . gp Method 

Start 1220 End 

GI none Score 

Exons 1220. .1711 . 



OJ990922_02.9C17.C2 
+ 

5773 
AAT/GAP 
1711 
956 



Seq. No. 
Gene No. 
Start 
Name 
p Start 
GI 

=p Exons 

3 i i 

„~ GI Descrip. 



5647 Seq. ID OJ990922_02.9C17.C2 

11911 Strand + 

777 End 5773 

OJ990922_02.9C17.C2.o2.np Method AAT/NAP 

4084 End 5773 

2506211 Score 655 

4084. .4161, 4732. .4858, 4964. .5019, 5113. .5169, 5261. .5372, 
5466.. 5503, 5636.. 5773 

VACUOLAR ATP SYNTHASE CATALYTIC SUBUNIT A (V-ATPASE 69 KD 
SUBUNIT) (VAA3-1) gi 1849136 (U26709) vacuolar H+-ATPase subunit 
A [Vigna radiata] 



Seq. No. 5647 

Gene No. 11911 

Start 777 

Name OJ990922_02 . 9C17 . C2 . ol . tm 

Start 4101 

GI none 
Exons 



Seq. ID OJ990922_02.9C17.C2 

Strand + 

End 5773 

Method TBLASTX : Mai ze 

End 5758 

Score 122 



4101. .4181, 4102. .4182, 4724. .4846, 4730. .4846, 4731. .4853, 

4731. .4853, 4732. .4857, 4961. .5017, 4962. .5018, 4962. .5018, 

4963. .5019, 4963. .5031, 5110. .5169, 5112. .5168, 5246. .5377, 

5269. .5373,' 5292. .5417, 5464. .5499, 5464. .5502, 5465. .5518, 

5635. .5742, 5636. .5758, 5636. .5746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5647 
11911 
777 

OJ990922_02.9C17.C2.ol.ts 
4101 



none 

4101. 

4747. 

5102. 

5269. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4181, 4105. .4182, 4731. .4853, 4731. .4853, 4732. .4857, 
4857, 4961. .5005, 4961. .5005, 4962. .5012, 4963. .5019, 
5164, 5107.. 5169, 5112.. 5165, 5244.. 5351, 5246. .5374, 
5373, 5461. .5502, 5462. .5521, 5483. .5521, 5635. .5742, 



OJ990922_02.9C17.C2 
+ 

5773 

TBLASTX : Soybean 

5758 

113 



5636. .5758 



Seq. No. 
Gene No. 



5647 
11911 



Seq. ID OJ990922_02. 9Ci7.C2 
Strand + 



5885 



Start 
Name 
Start 
GI 

Exons 



777 

OJ990922_02 . 9C17 .C2 . ol . tw 

4101 

none 

4101. .4181, 4102. .4182, 4724, 



End 

Method 

End 

Score 



5773 

TBLASTX: Wheat 

4995 

108 



.4846, 4730. .4846, 4731. .4853, 



4732. .4857, 4963. .4995, 4963. .4995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990922_02.9C17.C2 
Strand + 
End 5773 
Method TBLASTX: Cress 
End 5758 
Score 106 
4182, 4107. .4181, 4731. .4853, 4732. .4857, 4962 
4963. .5019, 5107. .5169, 5112. .5165, 5246. .5368, 5246 
5269. .5370, 5467. .5502, 5471. .5503, 5636. .5758, 5636 



5647 

11911 

777 

OJ990922_02. 9C17 .C2.ol . tc 
4105 
none 
4105 



5012, 
5359, 
5746 



i. 1 

?! 

ru 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990922_02.9C17.C2 
+ 

5773 
AAT/GAP 
5019 
291 



5647 Seq. ID 

11911 Strand 
777 End 
OJ990922_02 . 9C17 . C2 . o2 . gp Method 
4728 End 
uC-osflM202095f05bl Score 
4728.-4858, 4964. .5019 

' 137460/sp|P09469|VATA_DAUCA 2.0e-17 VACUOLAR ATP SYNTHASE 
CATALYTIC SUBUNIT A (V-ATPASE 69 KD SUBUNIT) 

>gi_67952_pir PXPZV9 H+-transporting ATPase (EC 3.6.1.35), 

vacuolar, 69K chain - carrot >gi_167560 (J03769) vacular 
H+ -ATPase [Daucus carota] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5647 Seq. ID 

11911 Strand 
777 End 
OJ990922_02 . 9C17 . C2 . o3 . gp Method 
5664 End 
uC-osflcypl07e09bl Score 
5664. .5773 

, 1352830/sp|P49087|VATA__MAIZE 4.0e-61 VACUOLAR ATP SYNTHASE 
CATALYTIC SUBUNIT A (V-ATPASE 69 KD SUBUNIT) >gi_1049253 
(U36436) vacuolar ATPase 69 kDa subunit [Zea mays] 1 



OJ990922_02.9C17.C2 
+ 

5773 
AAT/GAP 
5773 
138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5648 

11912 

1 

OJ990922_02.9C17.C3.ol.gp 
1 

14425 1.R1084 



Seq. ID, OJ990922_02.9C17.C3 

Strand * + 

End 12 60 

Method AAT/GAP 

End 1260 

Score 589 



1..24, 135. .330, 893. .1001, 1243. .1260 

, 1352830/sp|P4 9087|VATA_MAIZE 0.0e+00 VACUOLAR ATP SYNTHASE 
CATALYTIC SUBUNIT A (V-ATPASE 69 KD SUBUNIT) >gi_1049253* 
(U36436) vacuolar ATPase 69 kDa subunit [Zea mays] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5648 Seq. ID 

11912 Strand 

1 - End 

OJ990922_02 . 9C17 . C3 . ol . tm Method 

1 End 



OJ990922_02.9C17.C3 
+ 

1260 

TBLASTX: Maize 
10 65 



5886 



GI 

Exons 



none 

1..24, 2. .22, 126. .338, 126. 
891. .1049, 892.. 1065 



Score 38 
.338, 134. .346, 891. .1001, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5648 Seq. ID OJ990922_02 . 9C17 . C3 

11912 Strand + 

1 End 1260 

OJ990922_02 . 9C17 . C3 . ol . np Method AAT/NAP 

1 End 1065 

1352830 Score 464 

1..24, 135.. 330, 893.. 1065 

VACUOLAR ATP SYNTHASE CATALYTIC SUBUNIT A (V-ATPASE 69 KD 

SUBUNIT) gi 1 1049253 (U36436) vacuolar ATPase 69 JcDa subunit 
mays] 



[Zea 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5648 



11912 Strand 

1 End 
OJ990922_02 . 9C17 . C3 . ol . tc Method 

2 End 
none Score 
2. .22, 126. .338, 126. .338, 134. .346, 891 
892. .1065 



Seq. ID OJ990922_02.9C17.C3 



+ 

1260 

TBLASTX: Cress 
1065 
338 

1001, 891. .995, 



Seq. No. 

:J Gene No. 

^ Start 

LI Name 

!3 Start 

.lJ gi 

*~ Exons 



i£ Seq. No. 

Q Gene No. 

\\ Start 

: 7 Name 

1= * Start 

W GI 

Q Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5648 

11912 

1 

OJ990922_02 . 9C17 . C3 . ol . ts 

124 

none 

124. .246, 125. .346, 126. .338, 
892. .1041, 892. .999 

5648 

11912 

1 

OJ990922_02 . 9C17 -C3.ol.tw 

126 

none 

126. .338, 133. .333, 134. .346 

5648 

11912 

1 

OJ990922J32 . 9C17 . C3 . ol . gs 

135 

none 

135.. 330, 893.. 999 



Seq. ID OJ990922_02.9C17.C3 

Strand + 

End 1260 

Method TBLASTX : Soybean 

End 1041 

Score 79 

206. .340, 891. .1001, 891. .995, 



Seq. ID OJ990922_02.9C17.C3 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

1260 

TBLASTX: Wheat 

346 

334 



OJ990922_02.9C17.C3 
+ 

1260 
GENSCAN 
999 
.58 



5649 
11913 
36 

OJ990922_02 . 9C17 . C5 . ol . gs 
36 

none 

36.. 269, 437.. 493, 643.. 716, 1505.. 1691 



Seq. ID OJ990922_02.9C17.C5 

Strand + 

End 1691 

Method GENSCAN 

End 1691 

Score .71 



5887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5649 

11914 

4625 

OJ990922_02. 

4625 

none 

4625. .4734, 
9164. .9302, 



9C17.C5.o2.gs 



5631.. 5773, 7543. 
9385. .9653 



OJ990922_02.9C17.C5 

9938 
GENSCAN 
9653 
.83 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7649, 8314.. 8437, 8620.. 8759, 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■ Li 



5649 
11914 
4625 

OJ990922_02 . 9C17 . C5 . ol . np 
8013 
2961358 

8013.. 8160, 8314. 
9748. .9916 

(AL022140) serine/threonine protein kinase like protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922 02.9C17.C5 



9938 
AAT/NAP 
9916 
646 



,8470, 8620. .8765, 9173. .9302, 9385. .9643, 



5649 

11914 

4625 

0 J990922_02 . 9C17 . C5 . ol . ts 

8101 

none 



Seq. ID OJ990922_02.9C17.C5 
Strand 

End .9938 

Method TBLASTX: Soybean 

End 9605 

Score 80 



8101. .8166, 8314. .8460, 8330. .8473, 8620. .8748, 8622. .8762, 
8751. .8786, 9188. .9301, 9224. .9301, 9382. .9435, 9384. .9605, 
9505. .9564 



Seq. No. 5649 

Gene No. 11914 

Start 4625 

Name OJ990922_02 . 9C17 . C5 . o2 . tm 

Start 8101 

GI none 

Exons 8101.. 8166, 
8611. .8721, 



8314. .8472, 8317. 
9167.. 9280, 9384. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990922 02.9C17.C5 



9938 

TBLASTX: Maize 
9416 
71 

,8451, 8330. .8473, 8583. .8729, 
, 9416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5649 Seq. ID 

11914 Strand 

4 625 End 

OJ990922_02 . 9C17 .C5.ol.gp Method 

8397 End 

uC-osroM202004f05bl Score 



OJ990922_02.9C17.C5 

9938 ■ 
AAT/GAP 
9453 
764 



8397. .8470, 8620. .8759, 9164. .9302, 9385. .9453 

' 4262167/gb | AAD144 67 | 2.0e-37 (AC005275) putative LRR 

receptor-linked protein kinase [Arabidopsis thaliana] ' 



5649 Seq. ID 

11914 Strand 

4 625 End 

OJ990 922_02 . 9C17 .C5.ol.tc Method 

9161 End 

none Score 

9161.. 9304, 9195.. 9281, 9384..9602 



OJ990922_02.9C17.C5 
9938 

TBLASTX: Cress 

9602 

63 



5888 






Seq. No. 


5649 


Seq. ID 


OJ990922_02 . 9C17 . C5 




Gene No. 


11914 


Strand 






Start 


4 625 


End 


9938 




Name 


OJ990922 02.9C17.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


9422 


End 


9938 




GI 


none 


Score 


185 




Exons 


9422.. 9649, 9423.. 9650, 9755 


..9937, 9759. .9938, -9761. .9937, 






9837. .9938 








Seq. No. 


5650 


Seq. ID 


OJ990922_02 . 9C17 . C8 






11915 


Strand 


+ 




Start 


283 


End 


618 




Name 


OJ990922 02.9C17.C8.ol.gp 


Method 


AAT/GAP 




Start 


283 


End 


618 " 




GI 


3768996 


Score 


548 




Exons 


283.. 618 








Seq. No. 


5650 


Seq. ID 


OJ990922_02.9C17.C8 






11916 


Strand 


+ 




Start 


3616 


End 


7013 




Name 


OJ990922 02.9C17.C8.o2.gs 


Method 


GEN SCAN 




Start 


3616 


End 


7013 




GI 


none 


Score 


.84 




Exons 


3616.. 3767, 5579.. 5708, 5907 


..6015, 6082. .6278, 6468. .7013 




Seq. No. 


5650 


Seq. ID 


OJ990922JD2. 9C17.C8 




Gene No. 


11916 


Strand 


+ 


ru ' 


Start 


3616 


End 


7013 


I E 

•tsar 


Name 


OJ990922 02.9C17.C8.o2.np 


Method 


AAT/NAP 


! -I 


Start 


5919 


End 


6989 




GI 


4680214 


Score 


247 




Exons 


5919.. 6015, 6082.. 6290, 6390 


..6821, 6855. .6989 


ru 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


,■3* 


Seq. No. 


5650 


Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11917 


Strand 






Start 


531 


End 


2603 


is* 


Name 


OJ990922 02.9C17.C8.ol.gs 


Method 


GENSCAN 




Start 


531 


End 


2603 


C3 


GI 


none 


Score 


.92 


j" ~ 


Exons 


531. .846, 1009. .1112, .1215. . 


1327, 1652 


..1796, 1919.. 2006, 






2557.. 2603 








Seq. No. 


5650 


Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11917 


Strand 






Start 


531 


End 


2603 




Name 


OJ990922 02.9C17.C8.ol.np 


Method 


AAT/NAP 




Start 


534 


End 


1802 




GI 


2501433 


Score 


422 




Exons 


534. .737, 993. .1112, 1215. .1327, 1423. 


.1500, 1652. .1802 




GI Descrip. 


UBIQUITIN-CONJUGATING ENZYME 


E2-24 KD 


(UBIQUITIN-PROTEIN L 






(UBIQUITIN CARRIER PROTEIN) 


(E2-EPF5) 


gi|181916 (M91670) 






ubiquitin carrier protein [Homo sapiens] 




Seq. No. 


5650 


Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11917 


Strand 






Start 


531 


End 


2603 



5889 




Name 


OJ990922 02.9C17.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


594 




End 


1062 




GI 


LIB3433-014-Q6-K1-E4 




Score 


569 




Exons 


594.. 846, 1009.. 1062 










GI Descrip. 


'345829/pirl IB42856 3.0e-18 ubiquitin 


carrier protein E2 - 






human ' 










Seq. No. 


5650 




Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11917 




Strand 






Start 


531 




End 


2603 




Name 


OJ990922 02.9C17.C8.o3. 


gp 


Method 


AAT/GAP 




Start 


1427 




End 


1973 




GI 


568877 




Score 


497 




Exons 


1427.. 1500, 1652.. 1796, 


1919. 


.1973 






GI Descrip. 


345829/pir| IB42856 3.0e 


-18 ubiquitin carrier protein E2 - 


human 


Seq. No. 


5650 




Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11918 




Strand 






Start 


6022 




End 


8181 




Name 


OJ990922 02.9C17.C8.ol. 


■J - TTj 
LIU 


Method 


TBLASTX: Maize 




Start 


494 




End 


1940 




GI 


none 




Score 


182 




Exons 


494. .787, 511. .849, 513 


851 

* • O Jlf 


993. .1109, 995. .1108, 1006.. 


1113, 




1008. .1112, 1191. .1328, 


1207. 


.1329, 1213.. 1380, 1214.. 1348 






1403.. 1507, 1422.. 1520, 


1653. 


.1796, 1654.. 1800, 1660.. 1803, 




1 Oil 1 QA n 










Seq. No. 


5650 




Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11918 




Strand 






Start 


6022 




End 


8181 




Name 


OJ990922 02.9C17.C8.ol. 




Method 


TBLASTX: Soybean 




Start 


531 




End 


1800 




GI 


none 




Score 


83 




Exons 


531.. 719, 618.. 821, 736 


825, 


825. .851 


, 1008.. 1097, 1008.. 


1112, 




i nnQ 111^ ii qi i ^9ft 

XWU-7. > lllJ; 1171 i • 1 JcO/ 


1 907 


.1329, 1219.. 1365, 1220.. 1348 






1402.. 1503, 1403.. 1507, 




.1520, 1653.. 1796, 1654.. 1800 




Seq. No. 


5650 




Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11918 




Strand 






Start, 


6022 




End 


8181 




Name 


OJ990922 02.9C17.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


753 




End 


1314 




GI 


none 




Score 


63 




Exons 


753. .821, 763. .825, 825 


. .851, 


1008. .1112, 1009. .1113, 






1191.. 1313, 1198.. 1314 










Seq. No. 


5650 




Seq. ID 


OJ990922_02.9C17.C8 




Gene No 


11918 




Strand 






Start 


6022 




End 


8181 




Name 


OJ990922 02.9C17.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1403 




End 


1801 




GI 


none 




Score 


95 




Exons 


1403. .1507, 1422. .1511, 


1653. 


.1796, 1654. .1800, 1655. .1801 




Seq. No. 


5650 




Seq. ID 


OJ990922_02.9C17.C8 




Gene No. 


11918 




Strand 






Start 


6022 




End 


8181 





5890 






Name 


OJ990922 02 


.9C17. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


5934 








End 


6527 






GI 


none 








Score 


63 






Exons 


5934. .6017, 


6050. 


.6223, 


6081. 


.6281, 6429.. 6527 






Seq. No. 


5650 








Seq. ID 


OJ990922_02.9C17 


.C8 




Gene No. 


11918 








Strand 








Start 


6022 








End 


8181 






Name 


OJ990922 02 


.9C17. 


C8.o3. 


np 


Method 


AAT/NAP 






Start 


6022 








End 


8181 






GI 


2213632 








Score 


642 






Exons 


6022. .6053, 


7501. 


.8181 












GI Descrip. 


(AC000103) 


F21J9. 


24 [Arabidopsis thaliana] 






Seq. No. 


5650 








Sea ID 


OJ990922 02 9C17 


.C8 




Gpnp No . 


11918 








St rand 








Start 


6022 








End 


8181 






Name 


OJ990922 02 


.9C17. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


7526 








End 


7739 






GI 


none 








Score 


72 






Exons 


7526. .7738, 


7563. 


7739 












Seq. No. 


5650 








Seq. ID 


OJ990922 02 9C17 


.C8 


: si 


fionp No 


11918 








^i - rand 

J Li. d i 1U 








Start 


6022 








End 


8181 






Name 


OJ990922 02 


.9C17. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




s i | 


Start 


7541 








End 


8018 






GI 


none 








Score 


210 




; 1 


Exons 


7541. .7606, 


7646. 


8017 


7 647 . 


. 8018 






1 

:ssr 


Seq. No. 


5650 










OJ990922 02 9C17 


.C8 


: ; : 

y 


Gene No . 


11918 
















Start 


6022 








End 


8181 






Name 


OJ990922 02 


.9C17. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


7742 








End 


8146 






GI 


none 










182 






Exons 


7742. .8146, 


7812. 


8138 










t 

!« 
! £J 


Seq. No. 


5651 








Seq. ID 


OJ990922__02.9C17 


.C9 


■?* 


Gene No . 


11919 








Strand 


+ 




J 


Start 


3522 








End 


3887 






Name 


OJ990922 -02 


.9C17. 


C9.ol. 


gp 


Method 


AAT/GAP - 






Start 


3522 








End 


3887 






GI 


2280770 








Score 


694 






Exons 


3522. .3887 
















Seq. No. 


5651 








Seq. ID 


OJ990922 02.9C17 


.C9 






11920 








Strand 


+ 






Start 


4825 








End 


5217 






Name 


OJ990922 02 


.9C17. 


C9.o2. 


gp - 


Method 


AAT/GAP 






Start 


4825 








End 


5217 






GI 


426745 








Score 


782 






Exons 


4825. .5217 
















Seq. No. 


5651 








Seq. ID 


OJ990922_02.9C17 


-C9 




Gene No. 


11921 








Strand 








Start 


313 








End 


6339 





5891 




Name 


OJ990922 02.9C17.C9.ol. 


gs 


Method 


GENSCAN 




Start 


313 




End 


6339 




GI 


none 




Score 


.72 




Exons 


313.. 572, 756.. 918, 975 


i. .1102, 


1691. . 


1832, 3221.. 3409, 






3488.. 3942, 4861. .4979, 


5104. . 


5426, 6086.. 6339 




Seq. No. 


5651 






o.tqqoq?? n? on 7 


-C9 


ucllc LNO . 


1 1 Q91 

11 




J Li Ctlld 






Start 


313 










Name 


OJ990922 02.9C17.C9.ol. 


tc 


Method 


TRLA^TX * Cress 




Start 


4900 




End 


5103 




GI 


none 




Score 


211 




Exons 


4900. .5103, 4953. .5099 










Seq. No. 


5651 




Seq. ID 


OJ990922_02.9C17 


.C9 


Gene No. 


11921 




Strand 






Start 


313 




End 


6339 




Name 


OJ990922 02.9C17.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start * 


. 4930 




End 


5103 




GI 


none 




Score 


199 




Exons 


4930.. 5103, 4953. .5096 











Seq. No. 5652 

n Gene No. 11922 

^ Start 1522 

)t Name OJ990922_02 . 9C17 . CIO . ol . tc 

;:!: start 1519 

l - M GI none 

£3 Exons 1519.. 1584, 1526.. 1585, 1674. 

iff 1874. .2050, 1910. .2044, 2128. 

^ 3245.. 3379, 3250.. 3423 



Seq. ID 
; Strand 
End 

Method 
End 
Score 



OJ990922 02.9C17.C10 



3654 

TBLASTX: Cress 
3423 
54 

1766, 1675.. 1752, 1867, 
2217, 2129. .2218, 2138. 



.2031, 
,2224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5652 
11922 
1522 

OJ990922_02.9C17.C10.ol.ts 
1519 



OJ990922 02.9C17.C10 



none 
1519. 
1871. 
2129. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1760, 1675.. 1752, 1867.. 2031, 
2032, 1873. .2028, 1877. .2050, 2121. .2213, 2128.. 2217, 
2203 



3654 

TBLASTX : Soybean 

2217 

66 



1584, 1526. .1597, 1674. 



Seq. No. 5652 

Gene No. 11922 

Start 1522 

Name OJ990922_02 . 9C17 . C10 . ol . tm 

Start 1520 

GI none 
Exons 



Seq. ID OJ990922_02.9C17.C10 



Strand 
End 

Method 

End 

Score 



3654 

TBLASTX: Maize 

3342 

59 



1520. .1588, 1522. .1584, 1677. .1766, 1678. .1755, 1867. .2031, 
1877. .2050, 2128. .2217, 2129. .2215, 3244. .3342, 3263. .3337 



Seq. No. 5652 Seq. ID 

Gene No. 11922 Strand 

Start 1522 End 

Name OJ990922_02 . 9C17 . C10 . ol . np Method 

Start 1522 End 

GI 3377507 Score 



OJ990922_02.9C17.C10 

3654 
AAT/NAP 
'3654 
625 - 



5892 



Exons 1522.. 1585, 1675.. 1751, 1873.. 2030, 2130.. 2215, 3254.. 3443, 

3597. .3654 

GI Descrip. (AF056026) auxin transport protein EIR1 [Arabidopsis thaliana] 
gi 1 3661620 (AF093241) putative auxin efflux carrier AGR 
[Arabidopsis thaliana] gi 13746886 (AF087459) 
polar-auxin-transport efflux component AGRAVITROPIC 1 
[Arabidopsis thaliana] gi 14206709 (AF086906) root gravitropism 
control protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5652 

11922 

1522 

OJ990922_02 . 9C17 . C10 . ol . tw 

1677 

none . 



.Seq. ID OJ990922_02.9C17.C10 
Strand 
End 

Method 
End 
Score 



3654 

TBLASTX: Wheat 

3342 

42 



1677. .1760, 1678. .1755, 1867. .2037, 1872. .1895, 1880. .2044, 
2128. .2217, 2129. .2218, 3250. .3342 



Seq. No. 

Gene No. 

Start 

Name 
„ Start 
! «;f GI 
h'J Exons 

m 

j s y Seq. No. 
j=S Gene No. 
Start 
Name 
! *3 Start 
GI 

Exons 

GI Descrip. 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5652 Seq. ID 

11922 Strand 

1522 End 
OJ990922 J)2 . 9C17 . CIO . o2 . ts Method 

3250 End 

none Score 

3250.. 3372, 3251.. 3373 



OJ990922_02.9C17.C10 
3654 

TBLASTX: Soybean 

3373- 

139 



OJ990922_02.9C17.C11 
+ 

951 

AAT/GAP 

951 

426 



5653 Seq. ID 

11923 Strand 
234 End 
OJ990922_02 . 9C17 . Cll . ol . gp Method 
234 End 
26438_1.R1084 Score 
234. .524, 889. .951 

, 5777612/emb|AJ245900.1|OSA245900 3.0e-22 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 

5653 Seq. ID OJ990922_02 . 9C17 . Cll 

11924 Strand 

1 • • End 1011 

OJ990922_02 . 9C17 . Cll . ol . np Method AAT/NAP 
1 End 1010 

4322486 Score 1004 

1..1010 

(AF086907) root gravitropism control protein [Arabidopsis 
thaliana] 



Seq. No. 5653 Seq. ID 

Gene No. 11924 ' Strand 

Start 1 . End 

Name OJ990922_02 . 9C17 . CI 1 . ol . gs Method 

Start 132 End 

GI none Score 

Exons 132.. 1010 



OJ990922_02.9C17.C11 

1011 
GENSCAN 
1010 
.89 



Seq. No. 
Gene No. 
Start 



5653 

11924 

1 



Seq. ID 

Strand 

End 



OJ990922 02.9C17.C11 



1011 



5893 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990922_02 . 9C17 . CI 1 . ol . tc Method 
141 End 
none Score 



TBLASTX: Cress 

1011 

119 



141. .278, 166. .279, 186. .251, 366. .488, 469. .693, 474. .698, 
742. .1011, 744. .1010 



5653 

11924 

1 

OJ990922_02 . 9C17 . Cll . ol . ts 

366 

none 



Seq. ID OJ990922_02.9C17.C11 
Strand 

End 1011 

Method TBLASTX : Soybean 

End 689 

Score 85 



366. .488, 465. .557, 465. .689, 490. .684, 603. .689 



5653 
11924 
1 

OJ990922_02 . 9C17 . Cll . o2 . tm 
423 
none 

423..488, 472. .645, 474. .647 

5653 
11924 
1 

OJ990922_02 . 9C17 . CI 1 . ol . tm 
648 
none 

648. .695, 648. .698, 726. .1010, 727. .1011 



Seq. ID OJ990922_02.9C17.C11 

Strand - - 

End 1011 

Method TBLASTX : Mai ze 

End 647 

Score 208 



Seq. ID OJ990922_02.9C17.C11 
Strand 

End 1011 

Method TBLASTX : Maize 

End 1011 

Score 54 



5653 

11924 

1 

OJ990922_02 . 9C17 . Cll . o2 . ts 

726 

none 

726. .1010, 739. .1011 

5654 

11925 

273 

OJ990922_02 . 9C17 . C12 . ol . gs 

273 

none 

273. .320 



Seq. ID OJ990922_02.9C17.C11 
Strand 

End 1011 

Method TBLASTX : Soybean 

End 1011 

Score 207 



Seq. ID OJ990922_02.9C17.C12 

Strand + 

End' 320 

Method GENSCAN 

End 320 

Score . 4 



Seq. ID OJ990922_02.9C17.C14 



5655 

11926 Strand + 

1 End 2405 

OJ990922_02 . 9C17 . C14 . ol . np Method AAT/NAP 

1 End 1387 

3047089 Score 345 
1..340, 563. .626, 1205. .1387 

(AF058826) contains similarity to pseudouridylate synthases 
[Arabidopsis thaliana] 



Seq. No. 



5655 



Seq. ID OJ990922_02.9C17.C14 



5894 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



11926 Strand + 

1 End 2405 

OJ990922_02 . 9C17 . C14 . ol . gs Method GENSCAN 

306 End 2405 

none Score . 6 

306. .340, 563. .632, 1051. .1116, 1205. .1374, 2270. .2405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5656 

11927 

1 

OJ990922_02. 9C17 . C15 . ol . np 
1 

3047095 



Seq. ID OJ990922_02.9C17.C15 

Strand + 

End 2926 

Method AAT/NAP 

End 2926 

Score 799 



1..394, 1679. .1856, 1910. .2418, 2516. .2710, 2798. .2926 
(AF058826) similar to eukaryotic protein kinase domains (Pfam: 
pkinase.hmm, score: 72.39) [Arabidopsis thaliana] 



Seq. No. 


5656 








Seq. ID 


OJ990922_02.9C17 


.C15 


Gene No. 


11927 








Strand 


+ 




o tart 


n 
1 








End 


O Q O C 

ZyZ O 




Name 


^Tnonnoo no 

ojyyuy^ uz. 


9C17 


.C15.ol. 


gs 


Method 






Start 


A 

4 








End 


ooon 

zoo y 




GI 


none 








Score 


. / D 




Exons 


4 . . jy4 , lb / y 


i. .2214, 2329. .2395, 2499. . 


OTQO 0"7QQ OQQQ 




Seq. "No. 


5656 








Seq. ID 


OJ990922_02. 9C17 


.CIS 


Gene No. 


11927 








Strand 






otart 


X 








End 


O QO C 

z yz d 




Name 


ojyyuyzz uz. 


9C17 


.C15.o2. 


tm 


Method 


TBLAbTX : Mai ze 




Start 


o n c c 








End 


O C T C 

ZD id 






none 








Score 


lob 




Exons 


o n c £■ ooit 
ZUDO, . ZZ1 1 , 


2317 


. .2394, 


2516. 


.2575 






Seq. No. 


C £ C C 

DODO 








Seq. ID 


/-\-rnnnooo no npi i 

ojyyuy^z__uz . yci/ 


. Clo 


VjCIIC IN (J . 


11927 








Strand 


+ 




Start 


1 








End 


2926 




Name 


OJ990922 02. 


9C17 


.CIS.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2098 








End 


2701 




GI 


none 








Score 


116 




Exons 


2098. .2217, 


2317 


. .2406, ■ 


2498. 


.2701 






Seq. No. 


5656 








Seq. ID 


OJ990922_02.9C17 


.C15 


Gene No. 


11927 








Strand 


+ 




Start 


1 








End 


2926 




Name 


OJ990922 02. 


9C17 


. CIS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2575 








End 


2910 




GI 


none 








Score 


187 




Exons 


2575. .2715, 


2576 


. .2713, 


2812. 


.2910, 28 


14, .2909 




Seq. No. 


5657 








Seq. ID 


OJ990922_02.9C17 


.C16 


Gene No. 


11928 








Strand 


+ 




Start 


1928 . 








End 


2203 




Name 


OJ990922 02. 


9C17 


.CI6.0I. 


np 


Method 


AAT/NAP 




Start 


1928 








End 


2203 




GI 


126386 








Score 


177 




Exons 


1928. .2203 














GI Descrip. 


POLLEN ALLERGEN LOL P 2- 


■A (LOL P II-A) 


gil 82449|pir|-|A34291 



5895 



pollen allergen Lol p IIA - perennial ryegrass 



Seq. No. 5657 

Gene No. 11929 

Start 3580 

Name OJ990922_02 . 9C17 . CI 6 . ol . tm 

Start 1861 

GI none 

Exons 1861.. 1905, 1874.. 1966, 1893. 

2048. .2224, 2048. .2122, 2098. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1967, 1918 
.2247 



OJ990922 02.9C17.C16 



4110 

TBLASTX: Maize 
2247 
36 

2040, 1919. .2041, 



Seq. No. 5657 Seq. ID OJ990922_02.9C17.C16 

Gene. No. 11929 Strand 

Start 3580 End 4110 

Name OJ990922_02 ..9C17 .C16 . o2 . np Method AAT/NAP 

Start 3580 End 4110 

GI 6227014 Score 150 

Exons 3580.. 3679, 3889.. 4110 

GI Descrip. (AC009513) Similar to gb 1X94625 amp-binding protein from 

Brassica napus and is a member of the PF) 00501 AMP-binding 
enzymes. [Arabidopsis thaliana] 



Seq. No. 5658 Seq. ID 

Gene No. 11930" ... Strand 

Start 1143 End 

Name OJ990922_02 . 9C17 .C17 . ol . gs Method 

Start 1143 End 

GI none Score 

Exons 1143.. 1541 



OJ990922_02.9C17.C17 
+ 

1894 
GENSCAN 
1541 
.52 



Seq. No. 5658 Seq. ID 

Gene No. 11930 Strand 

Start 1143 End 

Name OJ990922_02 . 9C17 . C17 . ol . gp Method 

Start 1183 . End 

GI none Score 

Exons 1183.. 1894 



OJ990922_02.9C17.C17 
+ 

1894 
AAT/GAP 
1894 
1314 



,1 zs. 



Seq. No. . 5658 Seq. ID 

Gene No. 11930 Strand 

Start 1143 End 

Name OJ990922_02 . 9C17 .C17 . ol . np Method 

Start 1245 End 

GI 126386 Score 

Exons 1245.. 1526 

GI Descrip. POLLEN ALLERGEN LOL P 2-A (LOL P II-A) gi | 8244 9 | pir || A34291 

pollen allergen Lol p IIA - perennial ryegrass 



OJ990922_02.9C17.C17 
+ 

1894 
AAT/NAP 
1526 
159 



Seq. No. 


5658 






Seq. ID 


OJ990922 


_02. 


9C17 


.C17 


Gene No. 


11931 






Strand 


+ 








Start 


2903 






End 


4857 








Name 


OJ990922 02 


.9C17 


C17.o2.gs 


Method 


GENSCAN 








Start" 


2903 






End 


3792 








GI 


none 






Score 


.94 








Exons 


2903. .3199, 


3286 


.3604, -4J4 9. 


.3792 










Seq. No. 


5658 






Seq. ID 


OJ990922_ 


_02. 


9C17 


.C17 



5896 




Gene No. 


11931 


Strand 


+ 


Q+- a r*+- 




End 


4857 


Name 


OJ990922 02.9C17.C17.o2. 


np Method 


AAT/NAP 


Start 


3325 


End 


4857 


GI 


556409 


Score 


150 


Exons 


3325. .3865, 4270. .4359, 


4615. .4857 




GI Descrip. 


(L34551) transcriptional 


activator protein [Oryza sativa] 


Seq. No. 


5658 


Seq. ID 


OJ990922__02.. 9C17.C 


Gene No. 


11932 


Strand 




Start 


4236 


End 


5799 


Name 


OJ990922 02.9C17.C17.ol. 


tm Method 


TBLASTX: Maize 


Start 


1171 


End 


1535 


GI 


none 


Score 


63 


Exons 


1171. .1293, 1188. .1367, 


1190. .1384, 1219.. 1368, 1371.. 153 




1373. .1525 







Seq. No. 5658 

Gene No. 11932 

Start 4236 

Name OJ990922_02 . 9C17 . C17 . o3 . gs 

Start 4236 

GI none 
Exons 



5799 
GENSCAN 
5799 
.93 

4236. .4421, 4,593 .. 4748, 4796. . 4 915, 5791. .5799 



Seq. ID OJ990922_02.9C17.C17 
Strand 
End 

Method 
End 
Score 



cn 

ry 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5658 
11932 
4236 

OJ990922 02.9C17.C17.o2.tm 



4278 

none 

4278. 

4606. 

4787. 



.4361, 
.4728, 
.4882 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4279. .4362, 4280. .4339, 
4613. .4729, 4614. .4730, 



OJ990922_02.9C17.C17 
5799 

TBLASTX: Maize 
4890 
88 

4281. .4367, 4603. .4731, 
4759. .4890, 4768. .4878, 



C5 



Seq. No. 5659 Seq. ID 

Gene No. 11933 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C19 . ol . gp Method 

Start 1 End 

GI 14425_1.R1084 Score 

Exons 1..22, 123. .209, 288.. 393, 658.. 755, 
GI Descrip. 



OJ990922_02 . 9C17 .C19 
+ 

945 

AAT/GAP 
943 
668 
863. .943 



1 1352830/sp|P4 9087|VATA_MAIZE 0.0e+00 VACUOLAR ATP SYNTHASE 
CATALYTIC SUBUNIT A (V-ATPASE 69 KD SUBUNIT) >gi_104 9253 
(U36436) vacuolar ATPase 69 kDa subunit [Zea mays] 1 



Seq. No. 5659 Seq. ID 

Gene No. 11933 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C19 . ol . np Method 

Start 1 " End 

GI 1352830 Score 

Exons 1..22, 123.. 209, 288.. 393, 658.. 755, 
GI Descrip. 



OJ990922_02.9C17.C19 
+ 

945 

AAT/NAP 
941 
480 
863. .941 



VACUOLAR ATP SYNTHASE CATALYTIC SUBUNIT A (V-ATPASE 69 KD 
SUBUNIT) gi | 1049253 (U36436) vacuolar ATPase 69 . kDa subunit 
mays ] 



[Zea 



5897 




Seq. No. 


5659 






Seq. ID 


OJ990922_02 . 9C17 . C19 


Gene No. 


11933 






Strand 


+ 


Start 


1 






End 


945 


Mama 




n? Qfl 7 n Q nl 






1 O XittO i A . *w -L C o o 


Start 


1 






End 


942 


GI 


none 






Score 


34 


Exons 


1..24, 2. 


.25, 111. .224, 


119. . 


205, 286.. 


327, 287. .343, 288.. 




334. .396, 


342..395, 641 


. .733, 


655. .756, 


656.. 730, 658.. 750, 




862. .921, 


864. .941, 864 


. .941, 


865. .942 




Seq. No. 


5659 






Seq. ID 


OJ990922_02 . 9C17 . C19 


Gene No. 


11933 






Strand 


+ 


Start 


1 . 






End 


945 


iXoiUC 


OJ990922 


02.9C17.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


941 


GI 


none 






Score 


34 


Exons 


2. .25, 111. .224, 120. .203, 122. .205, 287. .343, 288. .347, 




334. .396, 


342. .389, 647 


. .754, 


655. .756, 


657. .758, 658. .753, 




863. .940, 


864. .941, 864 


. .941 






Seq. No. 


5659 






Seq. ID 


OJ990922_02.9C17.C19 


Gene No. 


11933 






Strand 


+ 




1 






End 


945 


Name 


OJ990922 


02.9C17.C19.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2 






End 


396 


GI 


none 






Score 


34 


Exons 


2. .25, 111. .224, 120. ,206, 122. .223, 286. .327, 287. .343, 




288. .347, 


334.. 396, 342 


. .389 






Seq. No. 


5659 






Seq. ID 


OJ990922_02.9C17.C19 


Gene No. 


11933 






Strand 


+ 




1 






End 


945 


Name 


OJ990922 


02.9C17.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


118 






End 


710 


GI 


. none 






Score 


120 


Exons 


118. .210, 


126.. 206, 155 


. .211, 


287. .343, 


291. .347, 334. .390, 




342. .389, 


655.. 708, 657 


. .710, 


658. .708 




Seq. No. 


5659 






Seq. ID 


OJ990922_02.9C17.C19 


i 1 C IM\J • 


11933 






Strand 


+ 


Start 


1 






End 


945 


Name 


OJ990922 


02.9C17.C19.ol 


.gs 


Method 


GENS CAN 


Start 


288 






End 


755 


GI 


none 






Score 


.87 


Exons 


288. .393, 


589. .755 








Seq. No. 


5659 






Seq. ID 


OJ990922_02 . 9C17 . C19 


\jcllc LNO . 


11933 






Strand 


+ . 


Start 


1 






End 


945 


Name 


OJ990922 


02.9C17.C19.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


655 






End 


945 


GI 


none 






Score 


159 


Exons 


655. .759, 


657.. 758, 855 


. .944, 


858. . 944, 


862. . 945 


Seq. No. 


5660 






Seq. ID 


OJ990922_02.9C17.C20 


Gene No. 


11934 






Strand 




Start 


1 ■ 






End 


1180 



5898 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990922_02 . 9C17 . C20 . ol . np Method AAT/NAP 

1 End ' 1180 

5441880 Score 207 
1..257, 922.. 1180 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

5661 Seq. ID OJ990922_02.9C17.C21 

11935 Strand 

1 End 739 

OJ990922_02 . 9C17 . C21 . ol . np Method AAT/NAP 

1 End 739 

5441880 Score 341 

1..661, 689. .739 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
■ 5 2 Start 

:f Exons 



5661 Seq. ID 

11935 Strand 

1 End 
OJ990922_02 . 9C17 : C21 . ol . gs Method 

193 End 

none Score 
193. .735 



OJ990922_02.9C17.C21 
739 

GENSCAN 
735 
\86 



FsJ Seq. No. 5662 

;:3 Gene No. 11936 

hi Start 292 

^ Name OJ990922J32 . 9C17 . C22 . ol . gs 

~ Start 292 

* ^ GI none 

J3 Exons 



Seq. ID OJ990922_02.9C17.C22 
Strand 

End 2910 

Method GENSCAN 

End 2757 

Score . 67 



292. .372, 518. .608, 795. .866, 944. .1044, 1243. .1263, 1682. .1780, 
2413. .2757 



Seq. No. 5662 

Gene No. 11936 

Start 292 

Name OJ990922_02 . 9C17 . C22 . o2 . tm 

Start 292 

GI none 
Exons 



Seq. ID OJ990922_02.9C17.C22 
Strand 

End 2910 

Method TBLASTX : Maize 

End 1784 

Score 107 



292. .375, 292. .372, 294. .374, 518. .607, 518. .607, 519. .608, 
793. .876, 795. .878, 797. .880, 797. .877, 941. .1045, 942. .1046, 
945. .1046, 946. .1047, 946. .1047, 1676. .1783, 1680. .1784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



5662 

11936 

292 

OJ990922_02 . 9C17 . C22 . ol . np 
295 

.3176725 



Seq. ID OJ990922_02.9C17.C22 
Strand 

End 2910 

Method AAT/NAP 

End 27 97 

Score 647 



295. .372, 518. .608, 795. .866, 944. .1044, 1682. .1780, 2413. .2797 
(AC002392) unknown protein [Arabidopsis thaliana] 



5662 
11936 



Seq. ID OJ990922_02.9C17.C22 
Strand 



5899 



i'li 



Start 


292 




End 


z y iu 


Name 


OJ990922 02.9C17.C22.ol, 


.ts 


Method 


TBLASTX : Soybean 


Start 


301 




End 


1772 


GI 


none 




Score 


79 


Exons 


301.. 372, 518.. 607, 522, 


. .608, 


797. .874 


, 797. .886, 946. .1044, 




960.. 1058, 969.. 1046, 1676.. 1771, 1677 


. . 1772 


Seq. No. 






Seq. ID 


OJ990922_02 . 9C17 . C22 


bene no. 


1 l y oo 




Strand 




Start 


292 




End 


2910 


Name 


OJ990922_02 . 9C17 . C22 . ol . 


. tm 


Method 


TBLASTX: Maize 


Start 


ZOO 1 




End 


2751 


GI 


none 




Score 


67 


Exons 


o*3Qi ocnri- 0"^Q^ OAQn 


Z joj . 


.2580, 2384.. 2602, 2602.. 2751 


Seq. No. 






Seq. ID 


OJ990922_02.9C17.C22 


Gene No. 


n y oo 




Strand 




Start 


292 




End 


2910 


Name 


- OJ990922_02.9C17.C22.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


ZD 10 




End 


2910 


GI 


none 




Score 


231 


Exons 


OR1 Q OTCC Ot;i Q OTTO 

Z D 1 O . . Z / O O , Zjiy . . Z / / j f 


Z04 U . 


.2776, 2757. .2810, 2875. .2910 


Seq. No. 


jDDj 




Seq. ID 


OJ990922_02.9C17.C23 


Gene No. 


iiyo / 




Strand 


+ 


Start 


"^7 1 




End. 


510 


Name 


OJ990922 02.9C17.C23.ol. 


.gs 


Method 


GENSCAN 


Start 


371 




End 


510 


GI 


none 




Score 


.84 


Exons 


371. .380, 416. .510 








Seq. No. 


5663 




Seq. ID 


OJ990922_02.9C17.C23 


Gene No. 


11938 




Strand 




Start 


308 




End 


918 


Name 


OJ990922 02.9C17.C23.ol, 


■ gp 


Method 


AAT/GAP 


Start 


308 




End 


918 


GI 


14425 1.R1084 




Score 


932 


Exons 


308. .732, 828. .918 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 1352830/sp|P4 9087|VATA_MAIZE 0.0e+00 VACUOLAR ATP SYNTHASE 
CATALYTIC SUBUNIT A (V-ATPASE 69 KD SUBUNIT) >gi_104 9253 
(U36436) vacuolar ATPase 69 kDa subunit [Zea mays] 1 



5663 

11938 

308 

OJ990922_02 . 9C17 . C23 . ol . tm 

328 

none 



Seq. ID OJ990922_02.9C17.C23 
Strand 

End 918 

Method TBLASTX : Mai ze 

End' 916 

Score 64 



328. .387, 605. .727, 606. .728, 606. .731, 610. .732, 827. .883, 
828. .884, 877. .915, 878. .916 



Seq. No. 5663 
Gene No. 11938 
Start 308 

Name . OJ990922_02 . 9C17 . C23 . ol . ts 

Start ' 597 
GI none 



Seq. ID OJ990922_02.9C17.C23 

Strand 

End 918 

Method TBLASTX : Soybean 

End 915 

Score 133 



5900 




Exons 


597. .731, 619. .732, 827. .883, 


828. .866, 


877. .915 




Seq. No. 


5663 


Seq. ID 


OJ990922_02.9C17 


.C23 


Gpne No 


11938 


Strand 






Start 


308 


End 


918 




Name 


OJ990922 02.9C17.C23.ol.tc 


Method 


TBLASTX: Cress 




Start 


615 


End 


915 




GI 


none 


Score 


86 




Exons 


615. .731, 621. .731, 628. .732, 


827. .883, 


828. .884, 877.. 


915 


Seq. No. 


5663 


Seq. ID 


OJ990922_02.9C17 


.C23 


Gptip No 


11938 


Strand 






Start 


308 


End 


918 




Name 


OJ990922 02.9C17.C23.o2.gs 


Method 


GENSCAN 




Start 


618 


End 


732 




GI 


none 


Score 


1 




Exons 


618. .732 








Seq. No. 


5663 


Seq. ID 


OJ990922_02.9C17 


.C23 


Gene No. 


11938 


Strand 






Start 


308 


End 


918 




Name 


. OJ990922 02. 9C17 . C23 . ol . np 


Method 


AAT/NAP 




Start 


621 


End 


915 




GI 


2493123 


Score 


238 




Exons 


621.. 732, 828.. 915 








GI Descrip. 


VACUOLAR ATP SYNTHASE CATALYTIC SUBUNIT A (V-ATPASE 69 


KD 




SUBUNIT) gi 11051258 (U36939) 


vacuolar ATPase catalytic 


subun: 




[Hordeum vulgare] 








Seq. No. 


5664 


Seq. ID 


OJ990922_02.9C17 


.C24 


Gpnp No 


11939 


Strand 






Start 


195 


End 


2340 




Name 


OJ990922 02.9C17.C24.ol.gs 


Method 


GENSCAN 




Start 


195 


End 


2336 




GI 


none 


Score 


.54 




Exons 


195. .1168, 1527. .1703, 2233.. 


2336 






Seq. No. 


5664 


Seq. ID 


OJ990922_02.9C17 


.C24 


Gene No. 


11939 


Strand 






Start 


195 


End 


2340 




Name 


OJ990922 02.9C17.C24.ol.ts 


Method 


TBLASTX : Soybean 




Start 


246 


v End 


1004 




GI 


none 


Score 


119 




Exons 


246. .284, 306. .833, 331. .516, 


562. .837, 


834. .1001, 838. 


.897, 




840. .1004 








Seq. No. 


5664 


Seq. ID 


OJ990922_02.9C17 


.C24 


Gene No. 


11939 


Strand 






Start 


195 


End 


2340 




Name 


OJ990922 02. 9C17.C24 .ol.np 


Method 


AAT/NAP 




Start 


284 


End 


2340 




GI 


4914419 


Score 


1005 




Exons 


284. .1168, 1527. .1703, 2233.. 


2340 






GI Descrip. 


(AL050352) putative protein [Arabidopsis thaliana] 




Seq. No. 


5664 


Seq. ID 


OJ990922__02.9C17 


.C24 


Gene No. 


11939 


Strand 







5901- 




Start 


195 








End 


2340 


Name 


OJ990922 02 


.9C17 


.C24.ol 


. tc 


Method 


TBLASTX: Cress 


Start • 


561 








End 


761 


GI 


none 








Score 


120 


Exons 


561.. 761, 562. .753 








Seq. No. 


5664 








Seq. ID 


OJ990922_02 . 9C17 . C24 


Gene No . 


11939 








Strand 




Start 


195 








End 


2340 


Name 


OJ990922 02 


.9C17 


.C24.o2 


.tc 


Method 


TBLASTX : Cress 


Start 


1041 








End 


1689 


GI 


none 








Score 


91 


Exons 


1041 1169. 


1523 


. . 1684, 


1525. . 


1689 




Seq. No. 


5664 








Seq. ID 


OJ990922_02 . 9C17 .C24 


Gene No . 


11939 








Strand 




Start 


195 








End 


2340 


Name 


OJ990922 02 


. 9C17 


.C24 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1059 ~~ 








End 


2326 


GI 


none 








Score 


55 


Exons 


1059. .1169, 


1129 


. .1170, 


1523. . 


1711, 1525.. 1710, 2234.. 2326 


Seq. No. 


5665 








Seq. ID 


OJ990922_02.9C17.C25 


Gene No. 


11940 








Strand 


+ 


Start 


5416 








End 


5854 


Name 


OJ990922 02 


. 9C17 


.C25. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4145 ~ 








End 


5552 


GI 


none 








Score 


40 


Exons 


4145. .4165, 


4146 


. .4187, 


4147. . 


4191, 4269.. 4406, 4269.. 4406, 




4270. .4407, 


5244 


. . 5279, 


5245. . 


5274, 5360.. 5548, 5361.. 5552, 




5362 . . 5547 












Seq. No. 


5665 








Seq. ID 


OJ990922_02.9C17.C25 


Gene No. 


11940 








Strand 


+ 


Start 


5416 








End 


5854 


Name 


OJ990922 02 


.9C17 


.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


5416 








End 


5854 


GI 


2798320 








Score 


789 


Exons 


5416. . 5854 












Seq. No. 


5666 








Seq. ID 


OJ990922_02.9C17.C26 


Gene No m 


11941 








Strand 


+ 


Start 


1129 








End 


1257 


Name 


OJ990922 02 


. 9C17 


.C26.ol 


.gs 


Method 


GENSCAN 


Start 


1129 








End 


1257 


GI 


none 








Score 


. 68 


Exons 


1129. .1257 












Seq. No. 


5666 








Seq. ID 


OJ990922_02.9C17.C26 


Gene No. 


11942 








Strand 




Start 


1 








End 


1374 


Name 


OJ990922 02 


.9C17 


.C26.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1374 


GI 


1652848 








Score 


367 


Exons 


1..45, 138. 


.214, 


387. .463, 673. .719, 790. .1028, 1176. .1242, 



1325. .1374^ 

GI Descrip. (D90909) DNA photolyase [Synechocystis sp.] 



5902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5666 

11942 

1 

OJ990922_02.9C17.C26.ol.ts 

663 

none 



Seq. ID OJ990922_02.9C17.C26 
Strand 

End 1374 

Method TBLASTX : Soybean 

End 963 

Score 105 



663. .722, 752. .889, 787. .873, 907. .963, 914. .961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. ID OJ990922_02.9C17.C26 
Strand 

End 1374 

Method TBLASTX: Maize 

End 1241 

Score 79 

672. .722, 673.. 720, 782.. 976, 787. .981, 788. .985, 1111. .1236, 
1115. .1237, 1124. .1240, 1128. .1241 



5666 
11942 
1 

OJ990922_02.9C17.C26.ol.tm 
672 
none 



Seq. No. 5667 
Gene No. 11943 
Start 1 

Name OJ990922_02 . 9C17 . C27 . ol . gp 

Start 1 

GI LIB34 32-058-P1-K1-D3 

Exons 1..144, 302.. 441, 579.. 694 

GI Descrip. '2529668 3.0e-26 (AC002535) putative photolyase/blue-light 
receptor [Arabidopsis thaliana] >gi_3319288 (AF053366) 
photolyase/blue light photoreceptor PHR2 [Arabidopsis thaliana] 1 



Seq. ID OJ990922_02.9C17.C27 
Strand 

End 178 6 

Method AAT/GAP 

End 694 

Score .708 



Seq. No. 5667 
Gene No. 11943 
Start 1 

Name OJ990922_02 . 9C17 . C27 .ol . np 

Start 1 
GI 2529668 
Exons 1..57, 100. .144, 302. .441, 579. .728, 910. .1097, 1747. .1786 

GI Descrip. (AC002535) photolyase/blue-light receptor (PHR2) [Arabidopsis 

thaliana] gi 13319288 (AF053366) photolyase/blue light 

photoreceptor PHR2 [Arabidopsis thaliana] 



Seq. ID OJ990922_02.9C17.C27 
Strand 

End 1786 

Method AAT/NAP 

End 1786' 

Score 166 



Seq. No. 


5667 






Seq. ID 


OJ990922 


Gene No. 


11943. ■ 






Strand 




Start 


1 






End 


1786 


Name 


OJ990922 


02.9C17.C27.ol 


.gs 


Method 


GENSCAN 


Start 


20 






End 


882 


GI 


none 






Score 


.68 


Exons 


20. .144, 


302. .441, 579. 


.882 






Seq. No. 


5668 






Seq. ID 


OJ990922 


Gene No. 


11944 






Strand 




Start 


353 






End 


618 


Name 


OJ990922 


02.9C17.C29.ol 


.gs 


Method 


GENSCAN 


Start 


353 






End 


618 


GI 


none 






Score 


.79 


Exons 


* 353. .438, 


614. .618 








Seq. No. 


5669 






Seq. ID 


OJ990922 



5903 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 
[ = E! Gene No. 
rU Start 
1:3 Name 
I j Start 
GI 

Exons 



lJ 



?s Seq. No. 
□ Gene No. 

Start 
» 2 Name 
JS " Start 
GI 

Exons 



11945 Strand 

1 End 

OJ990922_02 . 9C17 . C34 . ol . np Method 

1 End 

556409 Score 



768 

AAT/NAP 
7 68 
296 



1..34, 289. .414, 498:. 573, 665. .768 

(L34551) transcriptional activator protein [Oryza sativa] 



5669 

11945 

1 

OJ990922_02 . 9C17 . C34 . ol . tw 
5 

none 



Seq. ID OJ990922_02.9C17.C34 

Strand 

End 7 68 

Method TBLASTX : Wheat 

End 561 

Score 148 



5. .46, 281. .415, 286. .417, 287. .418, 493. .531, 526. .561 



5669 

11945 

1 

OJ990922_02 . 9C17 . C34 . ol . tm 
8 

none 



Seq. ID OJ990922_02.9C17.C34* 

Strand 

End 7 68 

Method TBLASTX : Maize 

End 574 

Score 74 



8. .46, 286.-342, 286. .417, 287. .415, 287. .418, 490. .531, 
497. .574, 497. .574 



"I 



5669 

11945 

1 

OJ990922_02 . 9C17 . C34 . ol . gs 

289 

none 

289. .432, 498. .572 

5670 

11946 

306 

OJ990922_02 . 9C17 . C35 . ol . gs 

306 

none 

306.. 747 



Seq. ID OJ990922_02.9C17.C34 

Strand 

End 7 68 

Method GENSCAN 

End 572 

Score .79 



Seq. ID OJ990922_02.9C17.C35 

Strand + 

End 747 

Method GENSCAN 

End 747 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ990922_02.9C17.C35 
Strand + 

1226 
AAT/GAP 
1226 
689 



5670 
11947 
764 

OJ990922_02 . 9C17 . C35 . ol . gp 
764 

2428323 
764. .1226 

5803242/dbj IAP000399.il AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



End 

Method 

End 

Score 



5670 

11948 

1237 

OJ990922_02 . 9C17 . C35 . ol . np 

1237 

6539586 



Seq. ID OJ990922_02.9C17.C35 
Strand 

End 194 6 . 

Method AAT/NAP 

End ■ 1946 

Score 1119 



5904 





Exons 


1237. .1946 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


5671 




Seq. ID 


OJ990922 




Gene No. 


11949 




Strand 


+ 




Start 


1 




End 


4817 




Name 


OJ990922 02.9C17.C36.o2 


. np 


Method 


n AT /MAP 




Start 


1 




End 


3942 




GI 


5042454 




Score 


302 




Exons 


1..140, 128.1.. 1544, 2101.. 2172, 2806.. 


2878, 344 






3889. .3942 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


DO / 1 




Seq. ID 


OJ990922 




Gene No. 


1 1 Q A Q 




Strand 


A, 
T 




Start 


j. 




End 


4817 




Name 


ATQonQT) no on n poc ^ o 

ujyyuy^^ uz. yti / .ljd.o^ 


.gs 


Method 


GEN SCAN 




Start 


JO / D 




End 


4817 




GI 


none 




Score 


.8 




Exons 


3575.. 3631, 3889.. 4059, 


4 668. 


.4817 






Seq. No. 


JO / 1 




Seq. ID 


OJ990922 




Gene No. 


liyol) 




Strand 




i 




± 




End 


^ *j J *i 




Name 


ujyyuyzz uz. yti / .ljo.oi 


. np 


Method 


AAT/NAP 


n 


Start 


1 




End 


2534 


u 


GI 


6907089 




Score 


3902 




Exons 


1..1179, 1274. .2534 








y 


GI Descrip. 


IKruuiizy j nypoc.neu.icai 


protein [Oryza 


sativa] 




Seq. No. 


JO / I 




Seq. ID 


OJ990922 


I a 

y 


Gene No. 






Strand 






Start 


1 




End 


2534 




Name 


ujyyuyz^ u<i. yci /.ljo.oi 


. gs 


Method 


GEN SCAN 




Start 


Ofl 




End 


2534 




GI 


none 




Score 


.47 




Exons 


64. .2534 








3 


Seq. No. 


5671 




Seq. ID 


OJ990922 


3 


Gene No . 


11951 




Strand 






Start 


6103 




End 


6218 




Name 


OJ990922 02.9C17.C36.o3 


.gs : 


Method 


GEN SCAN 




Start 


6103 




End 


6218 




GI 


none 




Score 


.86 




Exons 


6103. .6107, 6165. .6218 










Seq. No. 


5672 




Seq. ID 


OJ990922 




Gene No. 


11952 




Strand 


+ 




Start 


1 




End 


646 




Name 


OJ990922 02.9C17.C37.ol 


. np 


Method 


AAT/NAP 




Start 


1 




'"End 


646 




GI 


5441880 




Score 


207 




Exons 


1..367, 456. .646 









02. 9C17.C37 



GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



5905 



Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 .C38 . ol . np Method 

Start 1 End 

GI 6466937 Score 

Exons 1..2313 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990922_02 . 9C17 . C38 
+ 

2334 
AAT/NAP 
2313 
1404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5673 Seq. ID 

11953 Strand 
1 End 
OJ990922_02 . 9C17 . C38 . o2 . tm Method 
6 End 
none Score 

6. .533, 26. .148, 176. .556, 361. .534 



Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 " End 

Name OJ990922_02 . 9C17 . C38 . o2 . ts Method 

Start 6 End 

GI none Score 

Exons 6.. 257, 32.. 256 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX: Maize 

556 

606 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX : Soybean 

257 

239 



Seq. No. 5673 Seq. ID 

j s jf Gene No. 11953 Strand 

£3 Start 1 End 

Ly Name OJ990922_02.9C17.C38.o3.tw Method 

Start 30 End 

:*ig GI none Score 

10 Exons 30.. 383, 38.. 154 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX: Wheat 

383 

308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5673 Seq. ID 

11953 .v Strand 

1 End 
OJ990922_02.9C17.C38.ol.gs Method 

76 End 

none Score 

76... 1386, 1525.. 2078, 2110.. 2334 



Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C38 . o3 . ts Method 

Start 293 End 

GI none Score 

Exons 293.. 433, 294.. 536, 351.. 443 

Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C38 . o4 . tm Method 

Start 557 End 

GI none Score 

Exons 557.. 703, 558.. 710, 726.. 956 



OJ990922_02.9C17.C38 
+ 

2334 
GENSCAN 
2334 
.44 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX : Soybean 

536 

200 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX: Maize 

956 

192 



5906 



Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C38 . o2 . tw Method 

Start 726 .End 

GI none Score 

Exons 726.. 1124, 917. 11123 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX: Wheat 

1124 

333 



Seq. No. 5673 Seq. ID 

Gene No. * 11953 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C38 . ol . tm Method 

Start 957 End 

GI none Score 

Exons 957.. 1592, 1052.. 1591, 1188.. 1592 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX: Maize 

1592 

738 



Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C38 . ol . ts " Method 

Start 991 End 

GI none Score 
Q Exons 



OJ990922_02 . 9C17 . C38 
+ 

2334 

TBLASTX: Soybean - 

1364 

72 



991.. 1170, 992.. 1363, 993.. 1364 



Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 End. 

Name OJ990922_02 . 9C17 . C38 . o4 . tw Method 

Start 1212 End 

GI none Score 

Exons 1212.. 1604, 1256.. 1543 



OJ990922_02.9C17.C38 
+ 

2334 

TBLASTX: Wheat 

1604 

277 



^ Seq. No, 
W Gene No. 
'-J Start 

Name 
i ^ Start 

gi 

! ;f Exons 



5673 Seq. ID 

11953 Strand 

1 End 
OJ990922_02 . 9C17 . C38 . o3 . tm Method 

1626 End 

none Score 

1626.. 2099, 1626.. 1982, 1685.. 2101 



OJ990922_02 . 9C17 . C38 
+ 

2334 

TBLASTX: Maize 

2101 

448 



Seq. No. 5673 Seq. ID 

Gene No. 11953 Strand 

Start 1 End 

Name OJ990922_02 . 9C17 . C38 . ol . tw Method 

Start 1659 End 

GI none Score 

Exons 1659.. 2015, 1661.. 1960 



OJ990922_02 . 9C17 . C38 
+ 

2334 

TBLASTX: Wheat 

2015 

352 



Seq. No. 5674 Seq. ID OJ990922_02.9C17.C41 

Gene No. 11954 Strand 

Start 1 End 656 

Name OJ990922_02 . 9C17 . C41 . ol . np Method AAT/NAP 

Start 1 End 656 

GI 4741191 Score 132 

Exons 1..138, 635.. 656 

GI Descrip. (AL049746) ABC transporter-like protein [Arabidopsis thaliana] 



5907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



5675 Seq. ID OJ990922_02.9C17.C43 

11955 Strand 

1 End 260 

OJ990922_02 . 9C17 . C43 . ol . gp Method AAT/GAP 

1 End 260 

2428185 Score 492 

1..260 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5675 Seq. ID OJ990922_02.9C17.C43 

11956 Strand 

276 End 488 

OJ990922_02 . 9C17 . C43 . o2 . gp Method AAT/GAP 

276 End 488 

101153_1.R1084 Score 362 

276..488 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 





Seq. No. 


5676 


Seq. ID 


OJ990922_02. 9C17.C4 4 




Gene No. 


11957 


Strand 




'?=« 


Start 


1 


End 


479 


's5 


Name 


OJ990922 02.9C17.C44 .ol.np 


Method 


AAT/NAP 


U i 


Start 


1 


End 


479 


! s i I 


GI 


1737492 


Score 


96 


£3 


Exons 


1..142, 334. .479 








GI Descrip. 


(U81318) poly (A) -binding protein [Triticum aestivum] 


1 _i 


Seq. No. 


5677 


Seq. ID 


OJ990922_02.9C17.C45 


s{ ; 
; e 


Gene No. 


11958 


Strand 






Start 


123 


End 


948 




Name 


OJ990922 02.9C17.C45.ol.gs 


Method 


GENSCAN 




Start 


123 


End 


948 




GI 


none 


Score 


.67 




Exons 


123. .221, 351. .492, 553.-684, 


847. .948 




: J 


Seq. No. 


5678 


Seq. ID 


OJ990922_02.9C17.C47 




Gene No. 


11959 


Strand 


+ 




Start 


1 


End 


461 




Name 


OJ990922 02.9C17.C47.ol,gp 


Method 


AAT/GAP 




Start 


1 


End 


461 




GI 


29330 1.R1084 


Score 


898 




Exons 


1. .461 








GI Descrip. 


'126386/sp|P14947|MPL2 LOLPR 


3.0e-13 POLLEN ALLERGEN LOL P 2- 






(LOL P II-A) >gi_82449_pir A34291 pollen allergen Lol p IIA 






perennial ryegrass' 








Seq. No. 


5678 


Seq. ID 


OJ990922_02.9C17.C47 




Gene No. 


11959 


Strand 


+ 




Start 


1 ■ 


End 


461 




Name 


OJ990922 02. 9C17.C47. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


231 




GI 


126386 


Score 


165 




Exons 


1..231 








GI Descrip. 


POLLEN ALLERGEN LOL P 2 -A (LOL P II-A) 


gi| 82449|pir | IA34291 



5908 



pollen allergen Lol p IIA - perennial ryegrass 



•SS7 



Seq. No. 


5678 








Seq. ID 


OJ990922_02 


.9C17 


.C47 


Gene No. 


11959 








Strand 


+ 






Start 


1 








End 


461 






Name 


OJ990922 02.9C17 


.C47 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4 








End 


241 






GI 


none 








Score 


86 






Exons 


4. .69, 76. .240, 


77. . 


241, 


84. . 


230 








Seq. No. 


5678 








Seq. ID 


OJ990922_02 


. 9C17 


.C47 


Gene No. 


11959 








Strand 


+ 






Start 


1 








End 


461 






Name 


OJ990922 02.9C17 


.C47 


.ol. 


gs 


Method 


GEN SCAN 






Start 


160 








End 


246 






GI 


none 








Score 


.88 






Exons 


160. .246 
















Seq. No. 


5679 








Seq. ID 


OJ990922_02 


. 9C17 


.C4 9 


Gene No. 


11960 








Strand 


+ 






Start 


133 








End 


339 






Name 


OJ990922 02.9C17 


.C49 


.ol. 


gs 


Method 


GENSCAN 






Start 


133 








End 


339 






GI.;.. 


none 








Score 


. 63 






Exons 


■ 133. .339 
















Seq. No. 


5680 








Seq. ID 


OJ990922_02 


. 9C17 


.C50 


Gene No. 


11961 








Strand 








Start 


436 








End 


790 






Name 


OJ990922 02.9C17 


.C50 


.ol. 


gp 


Method 


AAT/GAP 






Start 


436 








End 


790 






GI 


none 








Score 


595 






Exons 


436. .790 
















Seq. No. 


5680 








Seq. ID 


OJ990922_02 


.9C17 


. C50 


Gene No. 


11962 








Strand 








Start 


786 








End 


1127 






Name 


OJ990922 02.9C17 


.C50 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


736 








End 


L 1117 






GI 


none 








Score 


132 






Exons 


736. .891, 748. .951, 


759. 


.953, 


777. .953, 


94 0. .10.68, 


960. 


. 1064, 




1043.. 1117 
















Seq. No. 


5680 








Seq. ID 


OJ990922_02 


.9C17 


.C50 


Gene No. 


11962 








Strand 








Start 


786 








End 


1127 






Name 


OJ990922 02.9C17 


.C50 


.ol. 


gs 


Method 


GENSCAN 






Start 


786 








End 


1127 






GI 


none 








Score 


.72 






Exons 


786. .1127 
















Seq. No. 


5680 








Seq. ID 


OJ990922_02 


.9C17 


.C50 


Gene No. 


11962 








Strand 








Start 


786 








End 


1127 






Name 


OJ990922 02.9C17 


.C50 


.ol. 


np 


Method 


AAT/NAP 






Start 


798 








End 


1073 






GI 


126386 








Score 


171 







5909 



Exons 798.. 1073 

GI Descrip. POLLEN ALLERGEN LOL P 2 -A (LOL P II-A) gi | 82449 | pir | | A34291 
pollen allergen Lol p IIA - perennial ryegrass 





Seq. No. 


5681 








Seq. ID 


OJ990922_02 . 9C17 . C51 




Gene No. 


11963 








Strand 


- 




Start 


1792 








End 


2786 




Name 


OJ990922 02. 


9C17 


.C51.ol 


.gs 


Method 


GENSCAN 




Start 


1792 








End 


2786 




GI 


none 








Score 


. 79 




Exons 


1792. .2126, 


2399 


. .2786 










Seq. No. 


5681 








Seq. ID 


OJ990922_02.9C17.C51 




Gene No. 


11964 








Strand 


- 




Start 


4229 








End 


4583 




Name 


OJ990922 02. 


9C17 


.C51.ol 


• gp 


Method 


AAT/GAP 




Start 


3913 








End 


4356 




GI 


none 








Score 


806 




Exons 


3913. 4356 














Seq. No. 


5681 








Seq. ID 


OJ990922_02.9C17.C51 




Gene No. 


11964 








Strand 




• set 


Start 


4229 








End 


4583 




Name 


OJ990922 02. 


9C17 


,C51.ol 


.tm 


Method 


TBLASTX: Maize 


» 


Start 


4211 








End 


4583 


\'.n 


GI 


none 








Score 


112 




R von 


4211 4396 


4221 


. .4346, 


4403 . 


.4525, 4404. .4526, 4477. .4551, 






4539. .4583 












l . E 
■:<=? 


Seq. No. 


5681 








Seq. ID 


OJ990922_02.9C17.C51 




Gene No. 


11964 








Strand 




I ^ 


Start 


4229 








End 


4583 




Name 


OJ990922 02. 


9C17 


.C51.o2 


. gs 


Method 


GENSCAN 


ri 


Start 


4229 








End 


4582 




GI 


none 








Score 


.65 


|,& 


Exons 


4229. .4582 












:. J 


Seq. No. 


5681 








Seq. ID 


OJ990922_02 . 9C17 . C51 




Gene No. 


11964 








Strand 






Start 


4229 








End 


4583 


'isJ 


Name 


OJ990922 02. 


9C17 


.C5.l-.ol 


.np 


Method 


AAT/NAP 




Start 


4241 








End 


4516 ' 




GI 


126386 








Score 


173 




Exons 


4241. .4516 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



POLLEN ALLERGEN LOL P 2-A (LOL P II-A) gi | 82449 | pir | | A34291 
pollen allergen Lol p IIA - perennial ryegrass 



5682 Seq. ID 

11965 Strand 

602 End 

OJ990922_02 . 9C17 . C52 . ol . gp Method 

602 End 

28773_5.R1084 Score 
602.. 1219 

'4006978/emb|CAA10346| 4.0e-12 (AJ131335) pollen allergen {group 
II) [Cynodon dactylon] 1 



OJ990922_02.9C17.C52 
+ 

1219 
AAT/GAP 
1219 
1054 



5910 



Seq. No. 


5682 


Seq. ID 


OJ990922_02.9C17 


.C52 


ccUc INC; • 




jLi ai i\x 






Start 


84 9 


End 


2236 




Name 


OJ990922 02.9C17.C52.ol.tm 


Method 


TBLASTX: Maize 




Start 


823 


End 


1146 




GI 


none 


Score 


86 




Exons 


823. .1014, 831. .1016, 1003.. 


1146, 1023 


. .1145 




Seq. No. 


5682 


Seq. ID 


OJ990922_02.9C17 


.C52 












Start 


849 


End 


2236 




Name 


OJ990922 02.9C17.C52.ol.gs 


Method 


GENSCAN 




Start 


849 


End 


1557 




GI 


none 


Score 


.94 




Exons 


849. .1115, 1498. .1557 








Seq. No. 


5682 


Seq. ID 


OJ990922J32.9C17 


.C52 


Gene No. 


11966 


Strand 






O Lai L. 


O *i J 


End 


2236 




Name 


OJ990922 02.9C17.C52.ol.np 


Method 


AAT/NAP 




Start 


861 


End 


2236 




GI 


3901094 


Score 


99 




Exons 


861. .1055, 2207. .2236 








GI Descrip. 


(Z27090) pollen allergen Phi 


pi [Phleum pratense] 




Seq. No. 


5683 


Seq. ID 


OJ990922_02.9C17 


.C53 


Gene No. 


11967 


Strand 


+ 




Cf art 


1 


End 


787 




Name 


OJ990922 02.9C17.C53.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


401 




GI 


4539305 


Score 


122 




Exons 


1..57, 287. .401 








GI Descrip. 


(AL049480) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


5683 


Seq. ID 


OJ990922_02.9C17 


.C53 


Gene No. 


11967 


Strand 


+ 




OLdl L 


i 
j. 


End 


787 




Name 


OJ990922 02.9C17.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


753 




GI 


none 


Score 


65 




Exons 


1.-36, 2. .37, 267. .416, 268. 


.417, 269. 


.424, 270. .425, 502. .531, 




546. .614, 611. .655., 615. .647 


, 712.. 753 


, "733.". 750 




Seq. No. 


5683 


Seq. ID 


OJ990922_02.9C17 


.C53 






Strand 


+ 




Start 


1 


End 


787 




Name 


OJ990922 02.9C17.C53.ol.gs 


Method 


GENSCAN 




Start 


30 


End 


577 




GI 


none 


Score 


.54 




Exons 


30. .37, 490. .577 








Seq. No. 


5683 


Seq. ID 


OJ990922_02.9C17 


.C53 


Gene No. 


11967 


Strand 


+ 




Start 


1 


End _ 


787 




Name 


OJ990922 02.9C17.C53.ol.gp 


Method 


AAT/GAP 




Start 


466 


End 


787 




GI 


none 


Score 


608 





5911 




Exons 


466;. 787 










Seq. No. 


5684 




Seq. ID 


OJ990922_ 


_02.9C17.C54 


Qe^3 No. 


11968 




Strand 


+ 




Start 


1934 




End 


2105 




Name 


OJ990922 02.9C17.C54.ol 


.gs 


Method 


GENSCAN 




Start 


1934 




End 


2105 




GI 


none 




Score 


.93 




Exons ; * 


1934. .2105 










Seq. No. 


5684 




Seq. ID 


OJ990922_ 


_02.9C17.C54 


Gene No . 


11969 




Strand 


+ 




Start 


2624 




End 


2885 




Name 


OJ990922 02.9C17.C54.ol 




Method 


AAT/GAP 




Start 


2624 




End 


2885 




GI 


none 




Score 


482 




Exons 


2624. .2885 










Seq. No. 


5684 




Seq. ID 


OJ990922_ 


_02.9C17.C54 


Gene No. 


11970 




Strand 


+ 




Start 


3871 




End 


4933 




Name 


OJ990922 02.9C17.C54.ol 


.np 


Method 


AAT/NAP 




Start 


3871 




End 


4933 




GI 


4262167 




Score 


361 




Exons 


3871. .4105, 4182. .4250, 


4404 . 


.4469, 4550. .4621, 


4709. .4780, 




4860. .4933 










GI Descrip. 


(AC005275) putative LRR 


receptor-linked protein 


kinase 




[Arabidopsis thaliana] 










Seq. No. 


5684 




Seq. ID 


OJ990922_ 


_02.9C17.C54 




11971 




Strand 






Start 


2442 




End 


4932 




Name 


OJ990922 02.9C17.C54.o2 


.gs 


Method 


GENSCAN 




Start 


2442 




End 


4882 




GI 


none 




Score 


.59 




Exons 


2442. .3190, 4766.-4882 










Seq. - No. 


5684 




Seq. ID 


OJ990922_ 


_02.9C17.C54 


Gene No. 


11971 




Strand 






Start 


2442 




End 


4932 




Name 


OJ990922 02.9C17.C54.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


3989 




End 


4932 




GI 


none 




Score 


189 




Exons 


3989. .4099, 3990. .4106, 


3994 . 


.4101, 4186. .4242, 


4187. .4243, 




4381. .4476, 4410. .4463, 


4550. 


.4621, 4551. .4628, 


4560. .4622, 




4705. .4779, 4706. .4780, 


4710. 


.4781, 48 


160. .4931, 


4860. .4931, 




4861. .4932 










Seq. No. 


5685 




Seq. ID 


OJ990922_ 


_02.9C17.C56 


Gene No 


11972 




Strand 


+ 




Start 


56 




End 


1145 




Name 


OJ990922 02 . 9C17 . C56 . ol < 


.gs 


Method 


GENSCAN 




Start 


56 




End 


1145 




GI 


none 




Score 


.76 




Exons 


56. .231, 1022. .1145 










Seq. No. 


5685 




Seq. ID 


OJ990922_ 


_02.9C17.C56 



5912 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11973 Strand + 

3598 End 7228 

OJ990922 _02 . 9C17 . C56 . ol . gp Method AAT/GAP 

3598 End 4839 

uC-osflcyp071hl0bl Score 971 

3598.. 3690, 3837.. 3906, 4035.. 4132, 4303.. 4441, 4574.. 4656, 
4765.. 4839 

'3785989 8.0e-61 (AC005560) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



5685 

11973 

3598 

OJ990922_02 . 9C17 . C56 . ol . np 

3601 

4538923 

3601.. 3690, 3837.. 3906, 4035 
4773.. 4857, 4941.. 4991, 5101 
6003.. 6194, 6270.. 6343, 6547 



Seq. ID OJ990922__02.9C17.C56 
Strand + 
End 7228 
Method AAT/NAP 
End 7228 
Score 877 
.4132, 4303. .4441, 
.5166, 5261.. 5326, 



4531. .4688, 
5838. .5934, 

6630, 6777.. 7228 
(AL049483) predicted protein destination factor [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5685 
11973 
3598 . 

OJ990922_02 . 9C17 . C56 . o3 . gs 

4537 

none 

4537.. 4656, 4941.. 4991, 5261, 
6014.. 6190, 6263.. 6340, 6498. 



Seq. ID OJ990922_02.9C17.C56 

Strand + 

End 7228 

Method GEN SCAN 

End 7225 

Score . 92 

.5326, 5433.. 5513, 5838.. 5915, 
.6665, 6824.. 7225 



{ a * Seq. No. 5685 

1 y Gene No. 11974 

!S _ Start 3225 

0 Name OJ990922_02 . 9C17 . C56 . o2 . gs 

g Start 3225 

l_l GI none 

r H Exons 3225.. 3506, 3634.. 3729 

□ Seq. No. ; 5685 

!3 Gene No. 11975 

Start 7683 

Name OJ990922_02 . 9C17 . C56 . ol . tc 

Start 3616 

GI none 

Exons 3616.. 3717, 3780.. 3905, 3812 
4303.. 4437, 4312.. 4437, 4543 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_02 . 9C17 .C56 

3729 
GEN SCAN 
3729 
.86 



Seq. ID OJ990922_02.9C17.C56 
Strand 

End ■ 7758 

Method TBLASTX : Cress 

End 4 637 

Score . 108 

.3904, 4034. .4141, 4302. .4436, 
.4635, 4545. .4637, 4546. .4635 



Seq. No. 5685 

Gene No. 11975 

Start 7683 

Name OJ990922_02 . 9C17 . C56. ol . ts 

Start 3616 

GI none 

Exons 3616.. 3717, 3618.. 3683, 3780 



Seq. ID OJ990922_02.9C17.C56 
Strand 

End 7758 

Method TBLASTX : Soybean 

End 4141 

Score 102 
.3917, 3836. .3916, 4034. .4141 



Seq. No. 



5685 



Seq. ID OJ990922_02.9C17.C56 



5913 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



11975 
7683 

OJ990922_02, 

3616 

none 

3616. .3717, 
3834. .3902, 
4037. .4129, 
4546. .4665, 
4938. .4994, 
5101. .5166, 



9C17.C56.ol.tm 



3619.. 3690, 3621. 

3836.. 3904, 3845. 

4048.. 4134, 4302. 

4569.. 4658, 4762. 

4938.. 4991, 4940. 

5228.. 5311, 5263. 



Strand 
End 

Method 
End 
Score 

.3692, 3780 
.3877, 4032 
.4433, 4303 
.4791, 4767 
.4993, 5100 
.5310 



7758 

TBLASTX: Maize 
5311 
116 

3905, 3830.. 3907, 

4130, 4034.. 4141, 

4434, 4315. .4434, 

4844, 4811. .4843, 

5165, 5101.. 5166, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5685 

11975 

7683 

OJ990922_02.9C17.C56.ol.tw 

4351 

none 

4351. .4437, 4389. .4436, 4546. 
4938. .4994, 4940. .4993, 5100. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990922 02.9C17.C56 



7758 

TBLASTX: Wheat 
5165 
99 

4656, 4548. .4643, 4758. .4835, 
5165, 5101.. 5163 



Seq. ID OJ990922__02.9C17.C56 
Strand 

End . 7758 

Method TBLASTX : Mai ze 

End 697 6 

Score 164 
6544.. 6666, 6546.. 6662, 6818.. 6976, 6819.. 6950, 



5685 
11975 
7683 

O J990922_02 . 9C17 . C56 . o2 . tm 
6527 
none 

6527. .6664, 
6898. .6975 



Seq. No. 5685 Seq. ID 

Gene No. 11975 Strand 

Start 7683 End 

Name OJ990922__02 . 9C17 . C56 . o4 . gs Method 

Start 7683 End 

GI none Score 

Exons 7683.-7758 



OJ990922_02.9C17.C56 

7758 
GENSCAN 
7758 
.71 



Seq. No. 5686 Seq. ID 

J Gene No. 11976 Strand 

Start 224 End 

Name OJ990922JD2 . 9C17 .C57 .ol .gs Method 

Start 224 End 

GI none Score 

Exons 224.. 624 



OJ990922_02.9C17.C57 
+ 

2482 
GENSCAN 
624 
.63 



Seq. No. 5686 

Gene No. 11976 

Start 224 

Name OJ990922JD2 . 9C17 . C57 . ol . gp 

Start 294 

GI 13336_1.R1084 

Exons 294.. 628, 2110.. 2226 

GI Descrip. ' 5306242/gb | AAD41975 . 1 | AC006438_7 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ990922_02.9C17.C57 

Strand + 

End 2482 

Method AAT/GAP 

End 2226 

Score 849 



3.0e-20 (AC006438) unknown 



Seq. No. 



5686 



Seq. ID OJ990922_02.9C17.C57 



5914 




Gene No. 


11976 


Strand 


+ 


Start 


224 


End 


2482 


Name 


OJ990922 02.9C17.C57.ol.np 


Method 


AAT/NAP 


Start 


382 


End 


2482 


GI 


5306242 


Score 


256 


Exons 


.382. .615, 2447. .2482 






GI Descrip. 


(AC006438) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


5686 


ocq • l u 






115 / / 


Strand 




Start 


2044 


End 


2129 


Name 


OJ990922 02.9C17.C57.ol.tm 


itic cnou 


TRT aQTY • Ma -i -7^ 


Start 


370 




DjU 


GI 


none 


Score 




Exons . 


370.. 630, 435.. 542 






Seq. No. 


5686 


Oorr T Pi 
OcLJ . 1U 


O.TQQOQ99 09 QP1 7 ^^7 






Strand 




Start 


2044 


End 


2129 


Name 


OJ990922 02.9C17.C57.ol.ts 


tnou 


1 OlxriO 1 A . OOyiJcclIX 


Start 


376 


HtllU 


S67 
OO/ 


GI 


none 


Score 


9P17 


Exons 


376. .567, 441. .533 






Seq. No.' 


5686 


oeq ■ i u 


H.7QQ0Q99 09 QT1 7 r^7 




115/ / 


' Strand 




Start 


2044 


End 


2129 


Name 


OJ990922 02.9C17.C57.ol.tc 




TRT Z1QTV • Cy^Qc 


Start 


385 




606 
DUD 


GI 


none 


Score 


9Q1 

£.51 


Exons 


385. .606, 435. .533 






Seq. No. 


5686 


oeq • i u 


O.TQQOQ99 09 on 7 PS7 




1 1 Q77 

115/ / 






Start 


2044 


End 


91 9Q 
^1^5 


Name 


OJ990922 02.9C17.C57.o2.gs 


Method 


GENSCAN 


Start 


2044 


End 


2129 


GI 


none 


Score 


.64 


Exons 


2044. .2129 






Seq. No. - 


5687 


- Seq. ID 


OJ990802_07.9C29.C1 - 


Gene No. 


11978 


Strand 


+ 


Start 


1138 


End 


1521 


Name 


OJ990802 07 . 9C29 . CI . ol . gp 


Method 


AAT/GAP 


Q+- a -r+- 
OLdl L 


1138 


End 


1521 


GI 


LIB3477-003-P1-K1-E9 


Score 


119 


Exons 


1138. .1168, 1460. .1521 






GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


5688 


Seq. ID 


OJ990802_07.9C29.C2 


Gene No. 


11979 


Strand 




Start 


580 


End 


4840 


Name 


OJ990802 07.9C29.C2.ol.gs 


Method 


GENSCAN 


Start 


580 


End 


4834 


GI 


none 


Score 


.79 



5915 




Exons 


580.. 585, 1038.. 


1228, 


1264. . 


2337, 4633 


..4834 




Seq. No. 


5688 








Seq. ID 


OJ990802_07.9C29 


.C2 


Gene No . 


i±y / y 








Strand 






Start 


con 
DOU 








End 


4840 




Name 


ojyyoouz o/ 


. 9C29 


,C2.ol 


.tm 


Method 


TBLASTX: Maize 




Start 










End 


4609 




GI 


none 








Score 


598 




Exons 


Jool . . oo90, 


O Ci O 1 

o9ol 


. .4044 


, 3933 


..4607, 3947.. 4609 




Seq. No. 


5688 








Seq. ID 


OJ990802_07. 9C29 


.C2 


Gene No . 


iiy / y 








Strand 






Start 


C O A 

boO 








End 


4840 




Name 


ojyyooO^ 0/ 


. 9C29 


,C2.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


jy Jo 








End 


4600 




GI 


none 








Score 


71 




Exons 


jy . . 4 10 J; 


* Ann 

4008 


. .4175 


, 4217 


..4588, 4217. .4600, 4224. .4595 


Seq. No. 


OOOO 








Seq. ID 


OJ990802_07.9C29 


.C2 


Gene No. 


11979 








Strand 






Start 


580 








End 


4840 




Name 


OJ990802 07 


.9.C29 


.C2.ol 


. np 


Method 


AAT/NAP 




Start 


3944 








End 


4840 




GI 


6630685 








Score 


1268 




Exons 


3944. .4840 














GI Descrip. 


(AP000969) 


Similar to 


copia- 


type pol polyprotein. (AF10571< 




[Oryza sativa] 












Seq. No. 


5688 








Seq. ID 


OJ990802_07.9C29 


.C2 


Gene No . 


11979 








Strand 






Start 


580 








End 


4840 




Name 


OJ990802 07 


.9C29 


.C2.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3962 








End 


4420 




GI 


none 








Score 


70 




Exons 


3962. .4207, 


4014 


. .4181 


, 4193 


..4327, 4331. .4420 




Seq. No. 


5688 








Seq. ID 


OJ990802_07.9C29 


.C2 


Gene No . 


11979 








Strand 






Start 


580 








End 


4840 




Name 


OJ990802 07 


.9C29, 


.C2.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3995 








End 


4327 




GI 


none 








Score 


51 




Exons 


3995. .4183, 


4008 


. .4127 


, 4202 


..4327, 4206. .4307 




Seq. No. 


5688 








Seq. ID 


OJ990802_07.9C29 


.C2 


bene No . 


11979 








Strand 






Start 


580 








End 


4840 




Name 


OJ990802 07 


.9C29 


.C2.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4364 








End 


4795 




GI 


none 








Score 


102 




Exons 


4364. .4621, 


4634, 


. .4795 










Seq. No. 


5688 








Seq. ID 


OJ990802_07.9C29, 


,C2 


Gene No. 


11979 








Strand 






Start 


580 








End 


4840 




Name 


OJ990802 07 


.9C29. 


.C2.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4610 








End 


4802 





5916 



ll 



ru 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip,. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4610. .4801, 4611. .4802 



Score 



196 



5689 
11980 
3945 

OJ990802_07 . 9C29 . C3 . o4 . np 
3945 
6721516 

3945. .4181, 4592..4836, 6311. .6342 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990802_07.9C29.C3 
Strand + 

6342 
AAT/NAP 
6342 
555 



End 

Method 

End 

Score 



5689 
11981 
1 

OJ990802_07 . 9C29 . C3 . ol . np 
1 

4416302 
1..1577 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ990802_07.9C29-C3 
Strand 

End 6949 

Method AAT/NAP 

End 1577 

Score 1313 



5689 

11981 

1 

OJ9.90802_07 . 9C29 . C3 . ol . gs 

58 - 

none 



Seq. ID OJ990802_07.9C29.C3 
Strand 

End 694 9 

Method GENSCAN 

End 694 9 

Score .75 



58. .404, 721. .1052, 1488. .1634, 1855. .3218, 3341. .3719, 
4139. .4271, 5059. .5137, 6883. .6949 



5689 

11981 

1 

OJ990802_07 . 9C2 9 . C3 . ol . tm 

177 

none 



Seq. ID OJ990802_07.9C29.C3 
Strand 

End 6949 

Method TBLASTX : Mai ze 

End 990 

Score 57 



177. .275, 221. .271, 284. .475, 284. .460, 498.-656, 506. .655, 
703. .741, 703. .744, 754 . . 918 , " 756 . . 917 , 916. .990, 918. .989 



Seq. No. 
kJ Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5689 
11981 

1 ' . , 

OJ990802_07 . 9C2 9 . C3 . o3 .'tw 
219 
none 



Seq. ID OJ990802_07.9C29.C3 
Strand 

End -6949 

Method TBLASTX : Wheat 

End 547 

Score 48 



219. .272, 221. .298, 313. .456, 320. .547 



5689 

11981 

1 

OJ990802_07 . 9C2 9 . C3 . ol . tw 

707 

none 



Seq. ID OJ990802_07.9C29.C3 
Strand 

End 6949 

Method TBLASTX : Wheat 

End 1224 

Score ■ 43 

707. .754, 711. .734, 756. .938, 768. .938, 969. .1184, 978... 1223, 
994.. 1224 



Seq. No. 



5689 



Seq. ID OJ990802_07. 9C29.C3 



5917 




Gene No. 


11981 








Strand 




otart 


1 








End 


oyfi y 


Name 


OJ990802 07 


.9C29 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


994 








End 


1386 


GI 


none 








Score 


153 


Exons 


994. .1266, 


995. . 


1219, 996.. 1262, 1045. 


.1266, 1061.. 1267, 




1255. .1386, 


3,257 


. .1385 


- 






Seq. No. 


5689 








Seq. ID 


OJ990802_07.9C29.C3 


bene no. 


i i no i 








Strand 




Start 


1 








End 


•6949 


Name 


OJ990802 07 


. 9C29 






Method 


TBLASTX: Wheat 


Start 


1296 








End 


1613 


GI 


none 








Score 


102 


Exons 


1296. .1613, 


1378 


. .1599 








Seq. No. 


5689 








Seq. ID 


OJ990802_07.9C29.C3 


Gene No . 


11 QQ1 

1 1 y o i 








Strand 




Start 


1 








End 


6949 


Name 


OJ990802- 07 


. 9C29 


. CJ . OJ . 


tm 


Method 


TBLASTX: Maize 


Start 


1389 








End 


1749 


GI 


none 








Score 


87 


Exons 


1389. .1628, 


1396 


. .1524, 


1552. 


.1620, 1655. .1747, 1657. .1749 


Seq. No. 


5689 








Seq. ID 


OJ990802_07.9C29.C3 


_ _ _ XT _ 

Gene No . 


ii yo l 








Strand 




Start 


l 








End 


6949 


Name 


OJ990802 07 


.9C29 


.C3.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3225 








End 


3614 


GI 


none 








Score 


39 


Exons 


3225. .3467, 


3364 


. .3453, 


3509. 


.3607, 3510.. 3608, 3522.. 3614 


Seq. No. 


5690 








Seq. ID 


OJ990802 07.9C29.C7 


Gene No . 


11982 








Strand 


+ 


Start 


65 








End 


1561 


Name 


OJ990802 07 


.9C29 


■C7.ol. 


gs 


Method 


GEN SCAN 


Start 


65 






End 


1561 


GI 


none 








Score 


.8 


Exons 


65. .243, 733. .781, 945. 


.1001, 


1526. .1561 


Seq. No. 


5691 








Seq. ID 


OJ990802_07.9C29.C8 


Gene No. 


11983 








Strand 


+ • ■ 


Start 


■ 203 








End 


390 


Name 


OJ990802 07 


.9C29 


.C8.ol. 


gs 


Method 


GENSCAN 


Start 


203 








End 


390 


GI 


none 








Score 


.97 


Exons 


203. .390 












Seq. No. 


5691 








Seq. ID 


OJ990802_07.9C29.C8 


Gene No. 


11984 








Strand 




Start 


859 








End 


1212 


Name 


OJ990802 07 


.9C29 


.C8.o2. 


gs 


Method 


GENSCAN 


Start 


859 








End 


1212 


GI 


none 








Score 


.94 


Exons 


859. .911, 1183..: 


1212 








Seq. No. 


5692 








Seq. ID 


OJ990802_07.9C29.C9 



5918 



Gene No. 11985 Strand 

Start 165 End 426 

Name OJ990802_07 . 9C29.C9.ol.gs Method GENSCAN 

Start 165 End 426 

GI none Score .74 

Exons 165. . 426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5693 

11986 

5925 

OJ990802_07.9C29.Cll.o3.np 

5875 

4914386 



07.9C29.C11 



Seq. ID OJ990802_ 

Strand + 

End 12433 

Method AAT/NAP 

End 8106 

Score 159 
5875.. 6171, 6817.. 6942, 7722.. 8106 

(AC007167) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



Seq. No. 5693 Seq. ID 

Gene No. 11986 Strand 

Start 5925 End 

. Name OJ990802_07 . 9C29 . CI 1 . o2 . gs Method 

Start 5925 End 

GI none Score 

Exons 5925.. 6171, 6817.. 6938, 6973.. 7011 



OJ990802_07.9C29.C11 
+ 

12433 
GENSCAN 
7011 
.97 



■ ; E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



■Yj Seq. No. 
Gene No. 
Start 
Name 
□ Start 
H-^GI, 
Exons 



5693 Seq. ID OJ990802_07.9C29.C11 

11986 Strand + 

5925 End 12433 

OJ990802_07 . 9C29 . Cll . o4 . np Method AAT/NAP 

7813 End 8038* 

6714321 Score 42 

7813. .8038 

(AC016972) putative proline-rich APG protein [Arabidopsis 
thaliana] 



5693 

11986 

5925 

OJ990802_07.9C29.Cll.o3.gs 

7814 

none 



Seq. ID OJ990802_07. 9C29.C11 



Strand 
End 

Method 

End 

Score 



+ 

12433 
GENSCAN 
12433 
.47 



•7814.. 8234, 9096.. 9500, 11236 114 4 9, 12066 12213, 12275.. 12433 



Seq. No. 5693 Seq. ID OJ990802 

Gene No. 11986 Strand + 

Start 5925 End 12433 

Name OJ990802_07 . 9C29 . Cll . o5 . np Method AAT/NAP 

Start 9235 End 12313 

GI 728868 Score 143 

Exons 9235.-9336, 
GI Descrip. 



07.9C29.C11 



12047.. 12313 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 
gi I 99824 | pir | | S16748 proline-rich protein - rape (fragment) 



gi|22597|emb|CAA42924 | 
napus ] 



(X60376) proline-rich protein [Brassica 



Seq. No, 
Gene No. 



5693 
11987 



Seq. ID 
Strand 



OJ990802 07.9C29.C11 



5919 



Start 632 End 6855 

Name OJ990802_07. 9C29 . Cll . ol . gp Method AAT/GAP 

Start 526 End 1468 

GI 1479_1.R1084 Score 1378 

Exons 526.. 934, 1033.. 1220, 1337.. 1468 

GI Descrip. 1 44 67098/emb | CAB37532 | 1.0e-29 (AL035538) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 5693 

Gene No. 11987 

Start 632 

Name OJ990802_07 . 9C29 . Cll . ol . gs 

Start 632 

GI none 
Exons 



Seq. ID OJ990802_07.9C29.C11 
Strand 

End 6855 

Method GENSCAN 

End 3675 

Score .85 



632. .674, 1033. .1220, 1337. .1581, 1904. .2075, 2178. .2584, 
3531. .3675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



B |j Seq. No. 
Gene No. 
Start 
Name 
Start 

ru gi 

Exons 



Li. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5693 * 

11987 

632 

OJ990802_07.9C29.Cll.ol.np 
703 

4467098 



Seq. ID OJ990802_07.9C29.C11 
Strand 

End 6855 

Method AAT/NAP 

End 2392 

Score 518 



703.. 934, 1033.. 1220, 1337V - 1578, 1904.. 2075, 2178.. 2392 
(AL035538) putative protein [Arabidopsis thaliana] 



5693 

11987 

632 

OJ990802_07.9C29.Cll.ol.tc 

832 

none 



Seq. ID OJ990802_07.9C29.C11 
Strand 

End 6855 

Method TBLASTX : Cress 

End 2075 

Score 109 



832. .933, 1032. .1223, 1066. .1221, 1263. .1586, 1274. .1579, 
1932.. 2012, 2013.. 2075 



5693 

11987 

632 

OJ990802_07 . 9C29 . Cll . o2 . tm 

883 

none 



Seq. ID OJ990802_07. 9C29.C11 
Strand 

End 6855 

Method TBLASTX: Maize 

End 1493 

Score 71 



883V:.:: 933,- 1032. .1223, 1033. .1239, 1323. .1493, 1331. .1480 



Seq. No. 5693 

Gene No. 11987 

Start 632 

Name OJ990802_07 . 9C29 . Cll . ol . tm 

Start 1922 

GI none 
Exons 



Seq. ID OJ990802_07. 9C29.C11 
Strand 

End 6855 

Method TBLASTX: Maize 

End 2423 

Score 81 



1922.. 1969, 1923.. 1967, 1968... 2078, 1968.. 2075, 2175.. 2420, 
2175.. 2423, 2179.. 2421 



Seq. No. 5693 

Gene No. 11987 

Start 632 

Name OJ990802_07 . 9C29 . Cll . o2 . tc 

Start .2267 



Seq. ID OJ990802_07. 9C29.C11 
Strand 

End 6855 

Method TBLASTX : Cress 

End 2394 



5920 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
y Start 

m gi . 

rjj Exons 

f"3 

| ,a | Seq. No. 

^ Gene No. 

hi Start 

j s jj Name 
Start 

^ Exons 

GI Descrip. 

□ 



none 








Score 


73 




2267. .2347, 


2267. 


.2344, 


2268 


..2393, 2269.-2394 




5693 








Seq. ID 


OJ990802_07.9C29 


.Cll 


11987 








Strand 






632 








End 


6855 




OJ990802 07 


.9C29. 


Cll.o2. 


np 


Method 


AAT/NAP 




2823 








End 


6855 




5281029 








Score 


158 




2823. .2850, 


4550. 


.5119, 


6829 


. .6855 






(AL080318) 


putative reverse 


transcriptase [Arabidopsis 


thai 


5693 








UCtJ . 1 U 




.Cll 


1 1 .7 O / 








jLI dllU. 






632 




- 






DO jj 




OJ990802 07 


QP9Q 


til . UJ . 


Lilt 


rJcLIlUU 


TRT • Ma i 7p 
1 o ijraO 1 A . 1 la 1 ^ 




4551 








HtllU. 


*± .7 \3 f 




none 








Score 


168 




4551. .4706, 


4716. 


.4967 










5693 








Seq. ID 


OJ990802_07.9C29 


.Cll 


1 1 QP.7 








Strand 






632 








End 


6855 




OJ990802 07 


.9C29. 


Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




4644 








End 


5063 




none 








Score 


60 




4644. .4694, 


4794. 


.5063, 


4828 


. .5004 






5694 








Seq. ID 


OJ990802_07.9C29 


.C12 


11988 








Strand 


+ 




3519 








End 


12194 




OJ990802 07 


.9C29. 


C12.ol. 


np 


Method 


AAT/NAP 




3519 








End 


12194 




6539553 








Score 


6263 




3519. .6709, 


11484 


. .12194 









(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


5694 






Seq. ID 


OJ990802_ 


07.9C29 


.C12 


Gene No. 


11988 






Strand 


' + 






Start 


3519 






End 


12194 






Name 


OJ990802 07.9C29.C12 


. o2.gs 


Method. 


GENSCAN 






Start 


10125 






End 


11906 






GI 


none 






Score 


.86 






Exons 


10125. 


.10198, 10353. 


.10526, 


10589. .10710, 11428. 


.11906 




Seq. No. 


5694 






Seq. ID 


OJ990802_ 


07.9C29 


.C12 


Gene No. 


11989 






Strand 


+ 






Start 


14213 






End 


18188 






Name 


OJ990802 07.9C29.C12 


. o4 .gs 


Method 


GENSCAN 






Start 


14213 






End 


18188 






GI 


none 






Score 


. 65 






Exons 


14213. 


.14510, 16752. 


.16878,. 


17314. .178 


J58, 17977. 


. 18188 




Seq. No. 


5694 






Seq. ID 


OJ-990802_ 


07.9C2 9 


.C12 



5921 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11989 Strand + 

14213 End 18188 

OJ990802_07 . 9C29 . C12 . o2 . np Method AAT/NAP 

14234 End 18187 

6714321 Score 185 

14234. .14510, 16752. .16929, 17411 .. 17858, 17977. .18187 

(AC016972) putative proline-rich APG protein [Arabidopsis 

thaliana] 



5694 

11990 

19268 

OJ990802_07. 

3510 

none 

3510. .3896, 

5694 

11990 

19268 

OJ990802_07. 

3648 

none 

3648. .3959, . 

5694 

11990 

19268 

OJ990802_07, 

4467 

none 

4467. .4781, 

5694 

11990 

19268 

OJ990802_07, 

4983 

none 

4983. .5375 

5694 V 

11990 

19268 

OJ990802_07; 

5058 

none 

5058. .5252, 

5694 

11990 

19268 

OJ990802_07, 

5205 

none 

5205. .5375, 



9C29.C12.o4 . tw 
3513.. 3899, 3524, 

9C29.C12.o2.tm 



Seq. ID OJ990802_07.9C29.C12 
Strand 

End 20559 

Method TBLASTX : Wheat 

End 3900 

Score 355 
.3898, 3637.. 3900 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_07.9C29.C12 
20559 

TBLASTX: Maize 

3961 

357 



3654.. 3959, 3656.. 3961, 3658.. 3960 



9C29.C12.ol.tm 



4487. .4780, 4621. 



9C29.C12.o5.tm 



9C29.C12.o5.tw 



5061. .5252 



9C29.C12.o3.ts 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4782 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_07.9C29.C12 
20559 

TBLASTX: Maize 

4782. 

384 " 



OJ990802_07.9C29.C12 
20559 

TBLASTX: Maize 

5375 

226 



OJ990802_07.9C29.C12 
20559 

TBLASTX: Wheat 

5252 

251 



OJ990802_07 . 9C29 . C12 
20559 

TBLASTX : Soybean 

5599 

142 



5213. .5371, 5429. .5473, 5431. .5475, 5492;. 5599 



5922 



Seq. No. 5694 

Gene No. 11990 

Start 19268- 

Name OJ990802_07 . 9C29 . C12 . ol . tw 

Start 5253 

GI none 

Exons 5253.. 5381, 5258.. 5377, 5373. 

5485. .5736, 5486. .6004, 5811. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990802 07.9C29.C12 



20559 

TBLASTX: Wheat 
6004 
187 

5477, 5381.. 5479, 5485.. 5694, 
5984, 5845.. 6003 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5694 

11990 

19268 

0 J990802_07 . 9C2 9 . C12 . ol . ts 

5924 

5509260 

5924. .6388, 6019. .6237, 6310. 



5694 

11990 

19268 

OJ990802_07, 

6017 

none 

6017. .6277, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6369 



OJ990802_07 . 9C29 . C12 
20559 

TBLASTX: Soybean 

6388 

375 



Seq. ID OJ990802_07.9C29.C12 
Strand 

End 20559 



9C29.C12.ol.tc Method TBLASTX: Cress 

End 6277 

Score 282 

6019. .6189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5694 

11990 

19268 

OJ990802_07. 

6058 

none 

6058, .6156, 



Seq. ID OJ990802_07.9C29.C12 
Strand 

End 20559 

9C29.C12.o3.tm Method TBLASTX : Maize 

End 6523 

Score 355 

6059. .6523 



U Seq. No. 
: y Gene No. 
U Start 
Name 
Start 

13 Exons 



5694 

11990 

19268 

OJ990802_07, 

6059 

none 

6059. .6403, 



Seq. ID OJ990802_07.9C29.C12 
Strand 

End 20559 

9C29.C12.o3.tw Method TBLASTX : Wheat 

End 6604 

Score 316 

6398. .6604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5694 

11990 

19268 

OJ990802_07, 

6457 

none 

6457. .6657, 



Seq. ID OJ990802_07.9C29.C12 
Strand 

End 20559 

9C2 9 . C12 . o2 . ts Method TBLASTX : Soybean 

End 6724 

Score 259 

6458. .6724 



Seq. No. 5694 Seq. ID pJ990802_07.9C29.C12 

Gene No. 11990 Strand - ■ 

Start 19268 End 20559 

Name OJ990802_07 . 9C29 . C12 . o4 . tm Method TBLASTX : Maize 

Start 6620 End 11726 

GI none Score 63 

Exons 6620.. 6706, 11487 .. 11726, 114 93 .. 11693, 11498.. 11725 



5923 



Q Mrt 

jcq. wo. 


D D .74 


C on T H 


uu 33UoUt Vim 




Gene No. 


11990 


Strand 






Start 


19268 


End 


20559 




Name 


OJ990802 07.9C29.C12.o4.ts 


Method 


TBLASTX: Soybean 




Start 


11571 


End 


11945 




GI 


none 


Score 


104 




Exons 


11571. .11702, 11721. .11945 








Seq. No. 


5694 


Seq. ID 


OJ990802_07.9C29 


-C12 


bene no * 


1 1 qqh 
1 1 y yu 


Strand 






Start 


19268 


End 


20559 




Name 


OJ990802 07.9C29.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start. 


11582 


End 


12058 




GI 


none 


Score 


91 




Exons 


11582. .11653, 11583. .11657, 


11671. .11979, 11672. .12058, 






11673. .11990, 11674.. 12057 








oeq. iNo . 


R Q A 


Seq. ID 


OJ990802_07.9C29 


. ^ J. Z, 


Gene No. 


11990 


Strand 






Start 


19268 


End 


20559 




Name 


OJ990802 07.9C29.C12.o5.gs 


Method 


GENSCAN 




Start 


19268 


End 


20559 




GI 


none 


Score 


.59 




Exons 


19268. .19750, 20055 .. 20159, 


20251. .20559 




oeq. no. 




Seq. ID 


OJ990802 07.9C29 




Gene No. 


11991 


Strand 


+ 




Start 


28 


End 


809 




Name 


OJ990802 07.9C29.C13.ol.gs 


Method 


GENSCAN 




Start 


28 


End 


809 




GI 


none 


Score 


.46 




Exons 


28. .194, 287. .809 








Seq. No. 


5695 


Seq. ID 


OJ990802_07.9C29 


.C13 


Gene No. 


11992 


Strand 


"+ 




Start 


6905 


End 


10230 




Name 


OJ990802 07.9C29.C13.o2.np 


Method 


AAT/NAP 




Start 


6905 


End 


10230 




GI 


728867 


Score 


247 




Exons 


.6905. .6965, 7587. .8154, 1014 4 ... 10230 . 






GI Descrip. 


ANTER-SPECIFIC PROLINE-RICH 


PROTEIN APG PRECURSOR 





gi I 99694 Ipir | | S21961 proline-rich protein APG - Arabidopsis 
thaliana gi | 22599 I emb | CAA4 2925 | (X60377) APG [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5695 Seq. ID 

11993 ' Strand 

1 ■ End 
OJ990802_07 . 9C2 9 . C13 . ol . np Method 

1 End 

728867 Score 

1..195, 294. .476, 2160. .2224, 5245 



OJ990802_07.9C29.C13 

11997 
AAT/NAP 
5445 
101 
5445 



ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi I 99694 Ipir | | S21961 proline-rich protein APG - Arabidopsis 

thaliana gi | 22599 | emb | CAA42 925 | (X60377) APG [Arabidopsis 

thaliana] 



5924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5695 
11993 
1 

OJ990802_07 . 9C29 . C13 . o2 . gs 
1192 
none 



Seq. ID OJ990802_07.9C29.C13 
Strand 

11997 
GENSCAN 
11997 
.6 



End 

Method 
End 
Score 

1192. .1498, 2112. .2343, 3841. .3920, 4782. .4834, 5051. .5364, 
5397. .5505, 7723. .7821, 8043. .8180, 10218 .. 10324 , 10522 .. 10612 , 
10691. .10871, 10966. .11029, 11112 .. 11210 , 11273 11423, 
11498. .11595, 11665. .11735, 11870. .11997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

y gi 

3 Exons 



5696 Seq. ID 

11994 Strand 

1 End 

OJ990802_07 . 9C29 . C14 . ol . np Method 

1 End 

3513738 Score 



OJ990802JD7 . 9C29 .C14 
+ 

9269 
AAT/NAP 
9269 
206 



1..31, 4343. .4517, 5087. .5187, 5874. .6397, 9220. .9269 
(AF080118) similar to the GDSL family of lipolytic enzymes 
[Arabidopsis thaliana] 

5696 . Seq. ID OJ990802_07.9C29.C14 

11994 - Strand + 

1 End 92 69 

OJ990802_07.9C29.C14.ol.gs ■ Method GENSCAN 

123 End 5273 

none Score .46 

123. .213, 1055. .1171, 2442. .2567, 3041. .3094, 4334. .4478, 

5114. .5273 





Seq. No. 


5696 








Seq. ID 


OJ990802_07.9C29.C14 




Gene No. 


11994 








Strand 


+ 




Start 


1 








End 


9269 




Name 


OJ990802 07 


.9C29. 


C14.o2 


.gs 


Method 


GENSCAN 


:, e 


Start 


5872 








End 


6716 


M 


GI 


none 








Score 


.9 




Exons 


5872. .5931, 


6106. 


.6370, 


6511. 


.6716 




: ! ^ 


Seq. No. 


5696 








Seq. ID 


OJ990802_07.9C29.C14 


si 

u 


Gene No. 


11995 








Strand 






Start 


7655 








End 


9051 




Name 


OJ990802 07 


.9C2-9.vC14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4273 








End 


6378 




GI 


none 








Score 


. 115 




Exons 


4273. .4419, 


4337. 


.4402, 


4340. 


.4507, 4393. .4512, 4441. .4518, 






5061. .5108, 


5139. 


.5174, 


5892. 


.6029, 6091.. 6192, 6091.. 6192, 






6199. .6378 














Seq. No. 


5696 








Seq. ID 


OJ990802_07 . 9C29. C14 




Gene No. 


11995 








Strand 






Start 


7655 . 








End 


9051 




Name 


OJ990802 07 


.9C29. 


C14.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4273 








End 


4517 




GI 


none 








Score 


204 




Exons 


4273. .4515, 


4350.. 


.4517 









5925 




Seq. No. 


5696 








Seq. ID 


OJ990802_07.9C29 


.C14 


ucllc llU • 










Strand 






Start 


7655 








End 


9051 




Name 


OJ990802 07. 


9C29 


.C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4306 








End 


6303 




GI 


none 








Score 


192 




Exons 


4306. .4512, 


5049 


. .5129, 


5139. 


.5174, 6103. .6303 




Seq. No. 


' 5696 








Seq. ID 


OJ990802_07.9C29 


.C14 


Gene No. 


11995 








Strand 






Start 


7655 








End 


9051 




Name 


OJ990802 07. 


9C29 


.C14.o3 


. gs 


Method 


GENSCAN 




Start 


7655 








End 


9051 




GI 


none 








Score 


.75 




Exons 


7655. .7681, 


8036 


. .8248, 


8303. 


.8416, 8884. .9051 







Seq. No. 


5697 






Seq. ID 


OJ990802_07.9C29.C15 




Gene No. 


11996 






Strand 








1 jOU 






End 


1 jIU 




Name 


OJ990802 07 


.9C29.C15.o2 


. gs 


Method 


GENSCAN 




Start 


1380 






End 


1910 




GI 


none 






Score 


.77 




Exons 


1380. .1910 










ss. 

\ I 

i ^ 


Seq. No;' ■ 


5697 






Seq. ID 


OJ990802_07.9C29.C15 




Gene No. 


11997 






Strand 




i!n 




i 
± 






End 




i tf 


Name 


OJ990802 07 


.9C29.C15.ol 


. np 


Method 


AAT/NAP 


,2 


Start 


1 






End 


382 


i i * 


GI 


6006359 






Score 


43 




Exons 


1..34, 260. 


.382 








ry 


GI Descrip. 


(AP000559) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


5697 






Seq. ID 


OJ990802_07.9C29.C15 


Q 


Gene No. 


11998 






Strand 






Start 


3700 






End 


4536 




Name 


OJ990802 07 


.9C29.C15.o3 


.gs 


Method 


GENSCAN 


u& 


Start 


3700 






End 


4536 




GI 


none 






Score 


.69 


.3 !» 

; i 

■s 


Exons 


3700. .4338, 


4375. .4536 










Seq. No. 


5697 






Seq. ID 


OJ990802_07.9C29.C15 




Gene No.. 


11999 






Strand 






Start 


5243 






End 


7806 




Name 


OJ990802 07 


.9C29.C15.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3784 






End 


3913 




GI 


none 






Score 


163 




Exons 


3784. .3912, 


3788. .3913 










Seq. No. 


5697 






Seq. ID 


OJ990802_07.9C29.C15 




Gene No. 


11999 






Strand 






Start 


5243 






End 


7806 




Name 


OJ990802 07 


.9C29.C15.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3787 






End 


4536 




GI 


none 






Score 


145 




Exons 


3787. .3966, 


-3788. .3940, 


3961. 


.4104, 4004. .4105, 4184. .4264, 






4237. .4296, 


4373. .4441, 


4375. 


.4536 





5926 






O D .7 / 


Seq. ID 


OJ990802_07. 




Gene No. 


11999 


Strand 






Start 


5243 


End 


7806 




Name 


OJ990802 07.9C29.C15.o4.gs 


Method 


GENSCAN 




Start 


5243 


End 


7806 




GI 


none 


Score 


.4 




Exons 


5243. .5514, 6624. .6822, . 73.02 


..7438, 7615. .7806 




Seq. No. . 


5698 


Seq. ID 


OJ990802_07, 


.9C29.C16 


Gene No. 


12000 


Strand 


+ 




Start 


102 


End 


8713 




Name 


OJ990802 07.9C29.C16.ol.gs 


Method 


GENSCAN 




Start 


102 


End 


8713 




GI 


none 


Score 


.44 




Exons 


102.. 286, 2035.. 2121, 2231.. 


2312, 3208, 


..3409, 3692. 


. .4193, 



4243. .4457, 4493. .4918, 4958. .5008, 5033.. 5125, 5204. .5627, 
5677. .5804, 6119. .6253, 6381. .7450, 7471. .7579, 7584. .7772, 
7872. .8002, 8011. .8285, 8319. .8713 



Seq. No. 5698 

Gene No. 12000 

Start 102 

Name OJ990802JH . 9C29 . C16. ol .np 

!s :f Start . 3302 

"I* GI ' 6498441 

U'S Exons 3302.. 4363, 4690.. 5140, 5204 

rU 6933.:8335, 8429.. 8710 

i;i GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 

jVs predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990802_07.9C29.C16 

Strand + 

End 8713 

Method AAT/NAP 

End 8710 

Score 4918 
.5577, 5762.. 5898, 6073.. 6746, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5698 
12001 
9390 

OJ990802__07.9C29.C16.o2.gs 



OJ990802 07.9C29.C16 



9390 
none 

9390. .9923, 
11421. 
13164. .13260 



Seq. ID _ 
Strand 

End 13260 

Method GENSCAN 

End 13260 

Score .48 

9985.. 10266, 10513 .. 11031, 11153 .. 11397 , 
.11517, 11660. .11827, 11863 .. 11955 , 12121 12968 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5698 Seq. ID 

12001 Strand 
9390 - End 13260 

OJ990802_07 . 9C2 9 . C16 . o2 . np Method AAT/NAP 
9420 End 12900 

5803259 Score 1796 

9420. .10093, 10198. .10375, 10510 .. 11544 , 11620. 
(AP000399) hypothetical protein [Oryza sativa] 



OJ990802 07.9C29.C16 



12900 



5698 Seq. ID 

12002 Strand 

13849 End 

OJ990802_07 . 9C2 9 . C16 . o7 . tw Method 

3489 End 

none ■ Score 



OJ990802_07.9C29.C16 
14390 

TBLASTX: Wheat 

3835 

93 



5927 



Exons 



3489.-3578, 3493.. 3579, 3574.. 3804, 3575.. 3835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5698 

12002 

13849 

OJ990802_07. 

4573 

none 

4573. .4710, 



9C29.C16.o2.tw 



Seq. ID OJ990802_07.9C29.C16 
Strand 

End 14390 

Method TBLASTX : Wheat 

End 5212 

Score 376 



4574. .5104, 4768. .5085, 5081. .5212 



hi 



Seq. No. 


5698 








Seq. ID 


OJ990802_07.9C29 


Gene No. 


12002 








Strand 


- 


Start 


13849 








End 


14390 


Name 


OJ990802 07. 


9C29. 


C16.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


5212 








End ' 


5653 


GI 


none 








Score 


541 


Exons 


5212. .5652, 


5213. 


.5653 








Seq. No. 


5698 








Seq. ID 


OJ990802_07.9C29 


Gene No. 


12002 








Strand 


- 


Start 


13849 








End 


14390 


Name 


OJ990802 07. 


9C29. 


C16.ol 


tm 


Method 


TBLASTX: Maize 


Start 


5342 








End 


5699 


GI 


none 








Score 


323 


Exons 


5342. .5662, 


5377. 


.5652, 


5661. 


.5699 




Seq. No. 


5698 








Seq. ID 


OJ990802_07.9C29 


Gene No. 


12002 








Strand 


- 


Start 


13849 








End 


14390 


Name 


OJ990802 07. 


9C29. 


C16.o3 


tm 


Method 


TBLASTX: Maize 


Start 


5726 








End 


6083 


GI 


none 








Score 


301 


Exons 


5726. .5977, 


5727. 


.6083 








Seq. No. 


5698 








Seq. ID 


OJ990802_07.9C29 


Gene No. 


12002 








Strand 


- 


Start 


13849 








End 


14390 


Name 


. OJ990802 07. 


9C29. 


C16.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


. 5760 








End 


5996 


GI 


none 








Score 


184 


Exons 


5760. .5996, 


5879. 


.5974 








Seq. No. 


5698 








Seq. ID 


OJ990802_07.9C29 


Gene No. 


12002 








Strand 




Start 


13849 








End 


14390 


Name 


OJ990802 07. 


9C29. 


C16.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


5784 








End 


6185 


GI 


none 








Score 


■317 


Exons 


5784. .6086, 


5789. 


.6184, 


6129. 


.6185 




Seq. No. 


5698 








Seq. ID 


OJ990802_07.9C29 


Gene No. 


12002 








Strand 




Start 


13849 








End 


14390 


Name 


OJ990802 07. 


9C29. 


C16.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6618 








End 


7067 


GI 


none 








Score 


232 


Exons 


6618. .6842, 


6639. 


.6842, 


6686. 


.6859, 6915.. 7067, 6926.. 7 



7063 



5928 



Seq. No. 


5698 






Seq. ID 


OJ990802 


Gene No. 


12002 






Strand 




Start 


13849 






End 


14390 


Name 


OJ990802_07 . 9C29 


,C16.ol 


.ts 


Method 


TBLASTX: 


Start 


6741 






End 


7304 


GI 


5666795 






Score 


57 


Exons 


6741 . . 6839, 6930 


. .7067, 


7122. 


.7304 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


5698 






Seq. ID 


OJ990802 


Gene No. 


12002 






Strand 




Start 


13849 






End 


14390 


Name 


OJ990802_07 . 9C29 


.C16.o2 


. tm 


Method 


TBLASTX : ! 


Start 


7590 






End 


7904 


GI 


none 






Score 


316 


Exons 


7590. .7904, 7673 


. .7894 








Seq. No. 


5698 






Seq. ID 


OJ990802 


Gene No. 


12002 






Strand 




Start 


13849 






End 


14390 


Name 


OJ990802_07 . 9C29 


.CI6.06 


. tw 


Method 


TBLASTX : 1 


Start 


7718 






End 


8085 


GI 


none 






Score 


278 


Exons 


7718 . .7963, 7719 


. .8006, 


8017. 


.8085, 8018. .8077 


Seq. No. 


5698 






Seq. ID 


OJ990802 


Gene No. 


12002 






Strand 




Start 


13849 






■ End 


14390 


Name 


OJ990802_07 . 9C29 


.C16.o5 


.tw 


Method 


TBLASTX: 1 


Start 


8092 






End 


11478 


GI 


none 






Score 


57 


Exons 


8092 . .8142, 8093 


. .8389, 


8272. 


.8349, 8471.. 8545, 




11425 . . 11478 










Seq. No. 


5698 






Seq. ID 


OJ990802 


Gene No. 


12002 






Strand 




Start 


13849 






End 


14390 


Name 


OJ990802 07.9C29 


.C16.o3 


.np 


Method 


AAT/NAP 


Start 


13849 




End 


14390 


GI 


6539585 - 






Score 


206 


Exons 


1384 9. .33924, 14221. .14390 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5699 






Seq. ID 


OJ990802 


Gene No. 


12003 






Strand 


+ 


Start 


416 






End 


880 


Name 


OJ990802 07.9C29 


.C17.ol 


.gs 


Method 


GENSCAN 


"Start 


416 






End 


880 


GI 


none 






Score 


'.51 


Exons 


416. .880 










Seq. No. 


5700 






Seq. ID 


OJ990802 


Gene No. 


12004 






Strand 




Start 


81 






End 


364 


Name 


OJ990802 07.9C29, 


,C19.ol 


.gs 


Method 


GENSCAN 


Start 


81 




End 


364 



5929 



GI 


none 




Score 


.4 


Exons 


81. .364 








Seq. No. 


5701 




Seq. ID 


OJ990802 


Gene No . 






OL.id.nu. 


i 


Start 


250 




End 


315 


Name 


OJ990802 07.9C29.C21.ol 


.gs 


Method 


GENSCAN 


Start 


250 




End 


315 


GI 


none 




Score 


.72 


Exons 


250. .315 








Seq. No. 


5701 




Seq. ID 


OJ990802 


Gene No. 


12006 




Strand 




uLal L 


1 77ft 




End 


•L -7 J .J 


Name 


OJ990802 07.9C29.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1340 




End 


1817 


GI 


6539570 




Score 


122 


Exons 


1340.. 1424, 1628.. 1817 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


5701 




Seq. ID 


OJ990802 


Gene No . 


1Z UU D 




Strand 




Start 


1778 




End 


1935 


Name 


OJ990802 07.9C29.C21.o2 


.gs 


Method 


GENSCAN 


Start 


1778 




End 


1935 


GI 


none 




Score 


.79 


Exons 


1778.. 1860, 1890.. 1935 








Seq. No. 


5701 




Seq. ID 


OJ990802 


Gene No. 


12007 




Strand 


- 


Start 


1944 




End 


2903 


Name 


OJ990802 07.9C29.C21.o2 


.np 


Method 


AAT/NAP 




1944 




End 


9 Qn ^ 


GI 


6630699 




Score 


65 


Exons 


1944.. 2021, 2869.. 2903 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi I 6721536 1 dbj IBAA89566 


.11 


(AP001073) 


hypotheti 




[Oryza sativa] 








Seq. No. 


5702 




Seq. ID 


OJ990802 


Gene No. 


12008 




Strand 


+ 


Start . 


1 




End 


968 


Name 


OJ990802 02.9C23.C2.ol.: 


np 


Method 


AAT/NAP 


Start 


1 




End 


968 


GI 


5882720 




Score 


487 


Exons 


1. .968 









9C29.C21 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



(AC008263) Similar to gb|D86180 phosphoribosylanthranilate 
transferase from Pisum sativum and contains 2 PF| 00168 C2 
(phospholipid binding) domains. ESTs gb|H76726, gb|T45544 and 
gb|N96377 come from this gene. [Arab... 



5702 Seq. ID 

12008 Strand 

1 End 

OJ990802_02 . 9C23 . C2 . ol . ts Method 

3 End 

none Score 



OJ990802_02.9C23.C2 
+ 

968 

TBLASTX : Soybean 

269 

103 



5930 



Exons 



3. .98, 135. .269, 143. .265 



Seq. No. 5702 

Gene No. 12008 

Start 1 

Name OJ990802_02 . 9C23 . C2 . ol . gs 

Start 54 

GI none 

Exons 54.. 913 



Seq. ID OJ990802_02.9C23.C2 

Strand + 

End 968 

Method GEN SCAN 

End 913 

Score .47 



Seq. No. 5703 
Gene No. 12009 
Start 1 

Name OJ990802_02 . 9C23 .C3 . ol . np 

Start 1 
GI 5882720 
Exons 1..40, 1564.. 3254 

GI Descrip. (AC008263) Similar to gb|D86180 phosphoribosylanthranilate 
transferase from Pi sum sativum and contains 2 PF 100168 C2 
(phospholipid binding) . domains . ESTs gb|H76726, gb|T45544 and 
gb|N96377 come from this gene. [Arab... 



Seq. ID OJ990802_02.9C23.C3 
Strand 

End 3254 

Method AAT/NAP 

End 3254 

Score 1979 



Seq. No. 


5703 








Seq. ID 


OJ990802_02.9C23 


Gene No. 


12009 








Strand 


- 


Start 


1 








End 


- 3254 


Name 


OJ990802 02 


. 9C23 


,C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1440 








End 


1700 


GI 


none 








Score 


130 


Exons 


1440. .1700, 


1468 


. .1695 








Seq. No. 


5703 








Seq. ID 


OJ990802_02.9C23 


Gene No. 


12009 








Strand 




Start 


1 








End 


3254 


Name 


OJ990802 02 


.9C23 


.C3.ol. 


gs 


Method 


GEN SCAN 


Start 


1464 








End 


3190 


GI 


none 








Score 


.85 


Exons 


1464. .2333, 


2357 


. .3190 








Seq. No. 


5703 








Seq. ID 


OJ990802_02.9C23 


Gene No. 


12009 








Strand 




Start 


1 








End 


.3254 . 


Name 


OJ990802 02 


.9C23 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start ' 


1464 - 








End 


' 1775 


GI 


none 








Score 


161 


Exons 


1464. .1775, 


1471 


. .1722 








Seq. No. 


5703 








Seq. ID 


OJ990802_02.9C23 


Gene No. 


12009 








Strand 




Start 


1 








End 


3254 


Name 


OJ990802 02 


. 9C23 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1464 








End 


1772 


GI 


none 








Score 


152 


Exons 


1464. .1772, 


1468 


. .1731 








Seq. No. 


5703 








Seq. ID 


OJ990802_02.9C23 


Gene No. 


12009 








Strand 




Start 


1 








End 


3254 



5931 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990802_02, 

1701 

none 

1701. .1772, 
2298. .2336, 

5703 

12009 

1 

OJ990802_02. 

1779 

none 

1779. .2336, 
2463. .2570 



.9C23tC3.ol.tm 



1701. .1817, 1779. 
2299.-2337, 2336. 



9C23.C3.ol.tc 



1846.. 2334, 2336. 



Method TBLASTX : Mai ze 
End 2455 
Score 41 

.2267, 1788.. 1910, 1849.. 2157, 
.2455, 2337. .2429 

Seq. ID OJ990802_02.9C23.C3 
Strand 

End 3254 

Method TBLASTX: Cress 

End 2570 

Score 339 

.2449, 2340. .2504, 2462. .2566, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5703 

12009 

1 

OJ990802_02. 

1788 

none 

1788. .2081, 



9C23.C3.ol.ts 



1788.. 2264, 1849. 



Seq. ID OJ990802_02.9C23.C3 
Strand 

End 3254 

Method TBLASTX : Soybean 

End 2440 

Score 75 

.2151, 2298. .2336, 2336. .2440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5703 

12009 

1 

OJ990802_02. 

2229 

none 

2229. .2264, 
2481. .2630, 

5703 

12009 

1 

OJ990802_02< 

2481 

none 

2481. .2636, 

5703 

12009 

1 

OJ990802_02. 

2519 

none 

2519. .2638, 
3173. .3253, 



9C23.C3.ol.tw 



2298.. 2336, 2299. 
2483. .2632 



9C23.C3.o2. tm 



2481. .2609, 2483. 



9C23.C3.o2.ts 



2526.-2639, 2642. 
3174. .3251 



Seq. ID OJ990802_02.9C23.C3 
Strand 

End 3254 

Method TBLASTX : Wheat 

End 2632 

Score 67 

.2337, 2336. .2440, 2337. .2429, 



Seq. ID OJ990802_02.9C23.C3 
Strand 

End 3254 

Method TBLASTX : Mai ze 

End 2824 

Score 189 

.2638, 2642. .2824, 2712. .2783 

Seq. ID OJ990802_02.9C23.C3 
Strand 

End 3254 

Method TBLASTX : Soybean 

End 3253 

Score 123 

.2824, 2709. .2780, 2909. .3058, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5703 

12009 

1 

OJ990802_02, 

2571 

none 

2571. .2663, 



9C23.C3.o3. tc 



2573.-2824, 2712. 



Seq. ID OJ990802_02.9C23.C3 
Strand 

End 3254 

Method TBLASTX : Cress 

End 2824 

Score 87 
.2783 



5932 




Seq. No. 


5704 




Seq. ID 


OJ990802 


_02. 


9C23 


.C4 


VJC11C liU . 


12010 




Strand 










Start 


56 . 




End 


2220 








Name 


OJ990802 02 


.9C23.C4.ol.gs 


Method 


GENSCAN 








Start 


56 




End 


2220 








GI 


none 




Score 


.43 








Exons 


56.. 97, 159 


..316, 1218.. 1356, 2191.. 2220 








Seq. No. 


5704 




Seq. ID 


OJ990802 


_02. 


9C23 


.C4 


Gene No. 


12010 




Strand 










Start 


56 




End 


2220 








Name 


OJ990802 02 


.9C23.C4.ol.np 


Method 


AAT/NAP 








Start 


1135 




End 


1294 








GI 


5852084 




Score 


91 








Exons 


1135. .1294 














GI Descrip. 


(AL117264) 


7wh0007 1 fOrvza 


OOLl VQJ 










Seq. No. 


5705 




Seq. ID 


OJ990802 


_02. 


9C23 


.C5 


UCl 1C IHKJ • 


12011 

x \j x x 




St- rand 

JLi CI I L\A 










Start 


179 




End 


269 








Name 


OJ990802 02 


.9C23.C5.ol.gs 


Method 


GENSCAN 








Start 


179 




End 


269 








GI 


none 






92 

• ZP t. 








Exons 


179. .269 














Seq. No. 


'•5705 




OCVj a XU 


WU ZJ Zs \J \J \J £~ 


_02. 


9C23 


.C5 


Gene No. 


12012 




Qf rand 










Start 


669 




End 


1507 








Name 


OJ990802 02 


■9C23.C5.ol.np 


Method 


AAT/NAP 








Start 


669 




End 


1507 








GI 


5852084 




Score 


71 








Exons 


669. .789, 1469. .1507 












GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 










Seq. No. 


5706 




Seq. ID 


OJ990802_ 


_02. 


9C23 


.C6 


Gene No. 


12013 




Strand 










Start 


3320 




End 


6095 








Name 


OJ990802 02 


.9C23.C6.ol.np 


Method 


AAT/NAP 








Start 


3320 




End 


6095 








GI 


3445397 




Score 


1594 








Exons 


3320. .3461, 


"3533.. 3778, 3830 


..5819, 5938.. 6095 









GI Descrip. (AJ010166) S-domain receptor-like protein kinase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5706 

12013 

3320 

OJ990802 
3529 
none 
3529 
3956 
4976 
5667 



02. 9C23.C6.ol.tc 



3714, 
4159, 
5092, 
5816 



3530. 
3961. 
5099. 



.3715, 
.4164, 
.5200, 



3577. 
4195. 
5246. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3717, 
.4491, 
.5311, 



OJ990802 02.9C23.C6 



6095 

TBLASTX: Cress 
5816 
137 

3835.. 3981, 3836. 
4211. .4492, 4737. 
5389.. 5436, 5487. 



.3982, 
.4877, 
.5531, 



Seq. No. 
Gene No. 
Start 



5706 

12013 

3320 



Seq. ID 

Strand 

End 



OJ990802 02.9C23.C6 



6095 



5933 



n 



Name 


OJ990802 02 


.9C23 


,C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


3553 






End 


4488 


GI 


none 






Score 


55 


Exons 


3553. .3717, 


3560 


..3772, 3832., 


,3984, 3848.. 3970, 3992.. 4147, 




3997. .4161, 


4195 


..4434, 4438.. 


,4488 




Seq. No. 


5706 






Seq. ID 


OJ990802_02.9C23.C6 


VJCllC IriKJ . 


12013 






Strand 


- 


Start 


3320 






End 


6095 


Name 


OJ990802 02 


^9C23 


.C6.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3598 






End 


3975 


GI 


none 






Score 


132 


Exons 


3598. .3714, 


3832 


..3975, 3839.. 


,3964 




Seq. No. 


5706 






Seq. ID 


OJ990802_02. 9C23.C6 




J. \J J. J 






Strand 


- 


Start 


3320 






End 


6095 


Name 


OJ990802 02 


.9C23 


.C6.ol. tw 


Method 


TBLASTX: Wheat 


Start 


3895 






End 


4323 


GI 


none 






Score 


144 


Exons 


3895. .4164, 


3896, 


..4156, 4192.. 


,4323 




Seq. No. 


5706 






Seq. ID 


OJ990802_02. 9C23.C6 


Gene No. 


12013 






Strand 




o Lax u 


33?n 






End 


6095 


Name 


OJ990802 02 


.9C23, 


.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


'4030 






End 


4495 


GI 


none 






Score 


152 


Exons 


4030. .4164, 


4040, 


..4165, 4192.. 


,4386, 4205. .4333, 4379. .4495, 




4393. .4491 










Seq. No. 


5706 






Seq. ID 


OJ990802_02.9C23.C6 




12013 






Strand 




Start 


3320 






End 


6095 


Name 


OJ990802 02 


.9C23, 


.C6.o3.ts 


Method 


TBLASTX : Soybean 


Start 


4988 






End 


5260 


GI 


none 






Score 


51 


Exons 


4988. .5092, 


5010, 


..5093, 5099.. 


,5137, 5126. .5260, 5156. .5236 


Seq. No. 


5707 






Seq. ID 


OJ990802_02.9C23.C7 


Gene No. 


12014 






Strand 


+ 


Start 


4781 






End 


4 937 


Name 


OJ990802 02 


.9C23, 


, C7.ol.np 


Method 


AAT/NAP 


Start 


4781 






End 


4937 


GI 


6069646 






Score 


88 


Rv on 


4781. .4937 










GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | 


BAA90639 


.11 (AP001129) Similar to 




Arabidopsis 


thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR 


retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 








Seq. No. 


5707 






Seq. ID 


OJ990802_02. 9C23.C7 


Gene No. 


12015 






Strand 


+ 


Start 


8313 






End 


11443 


Name 


OJ990802 02 


.9C23. 


.C7.o2.gs 


Method 


GENSCAN 


Start 


8313 






End 


11443 



5934 





GI 


none 


Score 


.59 




Exons 


8313.. 8423, 9125.. 9212, 9367 


..9510, 9863.. 10050, 11092. . 11246, 






11386. .11443 








Seq. No. 


5707 


Seq. ID 


OJ990802 02 9C23 C7 




Gene No. 


12015 


Strand 


+ ~~ 




Of a r f 


8313 


End 


11443 




Name 


OJ990802 02.9C23.C7.o3.np 


Method 


AAT/NAP 




Start 


8492 


End 


11416 




GI 


4680186 


Score 


138 




Exons 


8492.. 8606, 9863.. 10026, 10600 .. 10733, 


11398. .11416 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


O /U / 


Seq. ID 


OJ990802_02.9C23.C7 




Gene No. 


i om c 


Strand 






Qf ---4- 


iiyou 


End 


14807 




Name 




Method 


TBLASTX: Maize 




Start 


R R A A 
OD44 


End 


14650 




GI 


none 


Score 


62 




Exons 


5544.. 5675, 5598.-5672, 5679 


..5813, 5680. .5742, 14524 .. 14 649, 






14525. .14650 








Seq. No. 


5707 


Seq. ID 


OJ990802_02.9C23.C7 




' Gene No . 


12016 


Strand 






Start 


11980 


End 


14807. 




Name 


OJ990802 02.9C23.C7.o3-.gs 


Method 


GENSCAN * 


Lit 


Start 


11980 


End 


14807 


' l> ! £ 


GI 


none 


Score 


.58 


l!3 

i E 


Exons 


11980. .12390, 12529. .12664, 


14090. .14141, 14325.. 14807 


EX 


Seq. No. 


5708 


Seq. ID 


OJ990802_02.9C23.C8 


I s I £ 


Gene No . 


12017 


Strand 


+ 


; b? 


Start 


924 


End 


4891 




Name 


OJ990802 02.9C23.C8.ol.np 


Method 


AAT/NAP 




Start 


924 


End 


4891 




GI 


3236253 


Score 


89 




Exons 


924.. 1021, 1932.. 2122, 4874. 


.4891 






GI Descrip. 


(AC004684) putative receptor 


-like protein kinase [Arabidopsis 



thaliana] 

Seq. No. 5708 

Gene No. 12017 

Start 924 

Name OJ990802_02 . 9C23 . C8 . ol . gs 

Start 1695 

GI none 

Exons 1695.. 2160, 2287.. 2420 

Seq. No. 5708 

Gene No. 12018 

Start 8227 

Name - OJ990802_02 . 9C23 .C8 . ol . gp 

Start 7605 

GI 427889 

Exons 7605.. 7933 



Seq. ID OJ990802_02.9C23.C8 

Strand + 

End 4891 

Method GENSCAN 

End 2420 

Score .59 



Seq. ID OJ990802_02.9C23.C8 

Strand + 

End 9676 

Method AAT/GAP 

End ■ 7933 

Score 654 



Seq. No. 



5708 



Seq. ID OJ990802_02 . 9C23.C8 



5935. 




Gene No. 


12018 






Strand 


+ 






O -f- -a ^-f- 
OLoil 


8227 






End 








Name 


OJ990802 02.9C23. 


C8.o2. 


np 


Method 


AAT/NAP 






Start 


8227 






End 


9585 * 






GI 


3928150 






Score 


699 






Exons 


8227.. 8415, 8602. 


.8722, 


9042. 


.9585 








GI Descrip. 


(AJ131049) hypothetical 


protein [Cicer 


arietinum] 






Seq. No. 


CTAQ 

D f Uo 






Seq. ID 


OJ990802_02. 


9C23 


.C8 


Gene No . 


12018 






Strand 


+ 






Start 


8227 






End 


9676 






Name 


n7QQnftfl9 09 Qr , 9'3 




gs 


Method 


GENSCAN 






Start 


O ^/C / 






End 


9676 






GI 


none 






Score 


.69 






Exons 


QOOH QOQn Q^c:^ 


• 0 fl 1 0 , 




.8531, 8602. .8722, 9042. .9676 


Seq. No. 


O / Uo 






Seq. ID 


OJ990802_02. 


9C23 


.C8 


usne lno • 


12018 






Strand 


+ 






Start 


8227 






End 


9676 ' 






Name 


OJ990802 02.9C23. 


C8.o2. 


gp 


Method 


AAT/GAP 






Start 


9049 






■End 


9228 






GI 


none 






Score 


280 






Exons 


9049.. 9228 














Seq. No. 


5708 






Seq. ID 


OJ990802_02. 


9C23 


.C8 


Gene No. 


12019 






Strand 


+ 






Start 


10163 * 






End 


10724 






Name 


OJ990802 02.9C23. 


C8.o3. 


gp 


Method 


AAT/GAP 






Start 


10163 






End 


10724 






GI 


83588 2.R1084 






Score 


1073 







; E £ Exons 10163.. 10724 

!*?! GI Descrip. ' 1172557/sp | P42057 | PORI_MAIZE 3.0e-51 OUTER PLASTIDIAL MEMBRANE 
i ^ PROTEIN PORIN (VOLTAGE-DEPENDENT ANION-SELECTIVE CHANNEL 

a PROTEIN) (VDAC) >gi_422030_pir S3414 6 porin porl - maize 

□ >gi_626044_pir A55017 porin, plastid - maize 

•v] >gi_313136_emb_CAA51828_ (X73429) porin [Zea mays] * 



Seq. No. 


5708 








Seq. ID 


OJ990802_02.9C23.C8 


Gene No. 


12020 








Strand 




Start 


3032 








End 


3979 


Name 


OJ990802 02 


. 9C23 


.C8.o2. 


gs 


Method 


GENSCAN 


Start 


3032 








End 


3979 


GI 


none 








Score 


1 


Exons 


3032. .3741, 


3880 


. .3979 








Seq. No. 


5708 








Seq. ID 


OJ990802J32. 9C23.C8 


Gene No. 


12021 








Strand 




Start 


10410 








End 


11618 


Name 


OJ990802 02 


.9C23 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1897 








End 


2132 


GI 


none 








Score 


65 


Exons 


1897. .1986, 


1907 


. .2077, 


1908. 


.2078, 2070.. 2132, 2075.. 2131 


Seq. No. 


5708 








Seq. ID 


OJ990802_02.9C23.C8 


Gene No. 


120-21 








Strand 




Start 


10410 








End 


11618 


Name 


OJ990802 02 


.9C23 


.C8 .o2. 


tc 


Method 


TBLASTX: Cress 



5936 





Start 


8215 








End 


8728 




GI 


none 








Score 


250 




Exons 


8215. .8415, 


8235. 


.8339, 


8577. 


.8612, 8599.. 8721, 8599.. 8712, 






8600. .8728, 


8601. 


.8726 










Seq. No. 


5708 








Seq. ID 


OJ990802_02 . 9C23 . C8 




vjene wo . 










Strand 






Start 


10410 








End 


11618 




Name 


OJ990802 02 


.9C23. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


.8227 








End 


8726 




GI 


none 








Score 


246 




Exons 


8227. .8415, 


8235. 


.8339, 


8599. 


.8721, 8601. .8726 




Seq. No. 


5708 








Seq. ID 


OJ990802_02.9C23.C8 




Gene No. 


12021 








Strand 






Of a 


1U41U 








End 


11618 




Name 


OJ990802 02 


.9C23. 


C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


8227 








End 


9220 




GI 


none 








Score 


247 




Exons 


8227. .8415, 


8235. 


.8339, 


8599. 


.8721, 8599. .8718, 8601. .8726, 






9041. .9220 














Seq. No. 


5708 








Seq. ID 


OJ990802_02.9C23.C8 


; : 


. Gene No. 


12021 








Strand 




cr 


Start 


10410 








End 


11618 




Name 


OJ990802 02 


. 9C23. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8227 








End 


9205 


j" j E 

i y 


GI 


none 








Score 


240 




Exons 


8227. .8415, 


8235. 


.8336, 


8599. 


.8721, 8600. .8689, 8601. .8726, 



]\f t Seq. No. 

< ^ Gene No . 

» Start 

ri Name 

vj Start 

'*'Z Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9041. .9205 

5708 

12021 

10410 

OJ990802_02 . 9C23 . C8 . ol . tm 

10359 

none 



Seq. ID OJ990802_02.9C23.C8 
Strand 

End 11618 

Method TBLASTX : Mai ze 

End 10724 

Score 40 



10359. .10394, 10360 .. 10404 , 10360 .. 10434 , 104 10 .. 10715, 
10410. .10724, 10411. .10716 



5708 . 

12021 

10410 

OJ990802_02.9C23.C8.ol.ts 

10388 

none 



Seq. ID OJ990802_02.9C23.C8 
Strand 

End 11618 

Method TBLASTX : Soybean 

End 11486 

Score 188 



10388. .10705, 10411. .10695, 10416 .. 10724 , 10417 .. 10707, 
10419. .10724, 10880. .11068, 10885 .. 11097 , 11181 1124 0, 
11183. .11239, 11375. .11485, 11382. .11486 



Seq. No. 5708 

Gene No. 12021 

Start 10410 

Name OJ990802_02 . 9C23 . C8 . ol . tc 

Start 10405 

GI none 
Exons 



Seq. ID OJ990802_02.9C23.C8 
Strand 

End 11618 

Method TBLASTX : Cress 

End 11240 

Score 136 



10405. .10560, 10411. .10563, 10416 .. 10580, 10572 .. 10724 , 



5937 



10573. .10725, 10900 .. 11097 , 10901 .. 11071 , 10905 11102 , 
11177. .11239, 11181.. 11240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,?3 Seq. No. 

Gene No. 

)i Start 

! «* s Name 

FLJ Start 

S3 GI 

i ,i Exons 



5708 

12021 

10410 

OJ990802_02 . 9C23 . C8 . o4 . gs 

10410 

none 



Seq. ID OJ990802_02.9C23.C8 
Strand 

End 11618 

Method GENSCAN 

End 11488 

Score .96 



10410. .10716, 10886. .11094, 11186. . 11275, 11378.. 11488 



5708 Seq. ID 

12021 Strand 

10410 End 

OJ990802_02 . 9C23 . C8 . o3 . np Method 

10413 End 

1172557 Score 

10413. .10716, 10886. .11094, 



OJ990802_02.9C23.C8 

11618 
AAT/NAP 
11618 
992 



11186. .11275, 11378.. 11618 
OUTER PLASTIDIAL MEMBRANE PROTEIN PORIN (VOLTAGE- DEPENDENT 
ANION-SELECTIVE CHANNEL PROTEIN) (VDAC) gi | 422030 | pir | | S34 14 6 
porin porl - maize gi I 626044 | pir | | A55017 porin, plastid - maize 
gi|313136|emb|CAA51828| (X73429) porin [Zea mays] 



5708 

12021 

10410 

OJ990802_02 . 9C23 . C8 . o2 . tm 

10918 

none 

10918. .11097, 10923. .11093, 
11183. .11275, 11186. .11278, 
11468. .11491 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10924. .11097, 11181 
11375. .11485, 11379 



OJ990802_02.9C23.C8 
11618 

TBLASTX: Maize 
11491 
173 

11249, 
11486, 



•? Seq. No. 

[3 Gene No. 

'■j Start 

: 2 Name 

^ Start 

:J GI 

□ Exons;."-"' 

[2 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



5708 Seq. ID 

12021 . Strand 

10410 End 

OJ990802_02 . 9C23 . C8 . o4 . gp Method 

11016 End 

68283_1.R1084 Score 
11016. .11094, 11186. .11275, 



OJ990802_02.9C23.C8 

11618 
AAT/GAP 
11488 
398 . 



11378. .11488 

'2130109/pir | IS59547 7.0e-43 porin VDAC 3 - wheat 
>gi_558652_emb_CAA57 646_ (X82148) Voltage dependent anion 
channel (VDAC) [Triticum aestivum] 1 



5708 

12021 

10410 

OJ990802_02 . 9C23 . C8 . ol . tw 

11035 

none " 

11035. .11097, 11038. .11097, 
11186. .11278, 11360. .11485, 

5709 

12022 

1 

OJ990802_02 . 9C23 . C9 . ol . gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990802 02.9C23.C8 



11618 

TBLASTX: Wheat 
11491 
74 

11177. .11275, 11181. .11249, 
11379. .11486, 11468. .11491 



Seq. ID OJ990802_02. 9C23.C9 
Strand 

End 1771 

Method AAT/GAP 



5938 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



317 
307 



68283JL.R1084 
1..58, 201. .317 

•2130109/pirl IS59547 7.0e-43 porin VDAC3 - wheat 
>gi_558652_emb_CAA57646_ (X82148) Voltage dependent anion 
channel (VDAC) [Triticuin aestivum] ' 



Seq. No. 5709 " Seq. ID OJ990802_02 . 9C23 . C9 

Gene No. - 12022 " ' Strand 

Start 1 End 1771 

Name OJ990802_02 . 9C23 . C9 . ol .np Method AAT/NAP 

Start 1 End 243 

GI 2130109 Score 128 

Exons 1..58, 201.. 243 

GI Descrip. porin VDAC 3 - wheat gi | 558652 | emb | CAA57 64 6 | (X82148) Voltage 
dependent anion channel (VDAC) [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5709 Seq. ID 

12022 ., Strand 

1' End 

OJ990802_02.9C23.C9.ol.gs Method 

201 End 

none • Score 

201.. 533, 1178.*. 1327, 1630.. 1771 



OJ990802_02.9C23.C9 

1771 
GENSCAN 
1771 
.64 



\ y 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5710 

12023 

5377 

OJ990802_02 . 9C23 . C10 . o2 . gp 

5377 

2312838 

5377. .5435 

1420932/gb|U61383|ORU61383 7. 
4-coumarate-CoA ligase gene, 

5710 

12024 

14485 

OJ990802_02.9C23.C10.o3.np 

14485 

1730077 

14485. .14607 

NON-RECEPTOR TYROSINE KINASE 
KINASE 1) gi | 974334 (U32174) 
[Dictyostelium discoideum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_ 
+ 

5435 
AAT/GAP 
5435 
64 



02.9C23.C10 



. Oe-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_ 
+ 

14607 
AAT/NAP 
14607 
125 



02.9C23.C10 



SPORE LYSIS A (TYROSINE- PROTEIN 
non-receptor tyrosine kinase 



Seq. No. 


5710 




Seq. ID 


OJ990802 


_02, 


.9C23, 


.C10 


Gene No. 


12025 




Strand 


+ 








Start. 


15069 




End 


18379 








Name 


OJ990802 02.9C23.C10 


.o4 .gs 


Method 


GENSCAN 








Start 


15069 


End 


17280 








GI 


none 




Score 


.88 








Exons 


15069. .15075, 16361. 


.17280 












Seq. No. 


5710 




Seq. ID 


OJ990802 


_02. 


.9C23, 


.C10 


Gene No. 


12025 




Strand 


+ 








Start 


15069 




End 


18379 









5939 




Name 


OJ990802 02.9C23.C10.o4.np 


Method 


AAT/NAP 


Start 


16405 


End 


18379 


GI 


5734754 


Score 


501 


Exons 


16405. .17142, 18138.. 18379 






GI Descrip. 


(AC007651) Unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


5710 


Seq. ID 


OJ990802_02.9C23.C10 


Gene No. 


12026 


.Strand 


+ 


Start 


19070 


End 


19383 


IN dlllC 


OJ990802 02.9C23.C10.o7.gp 


Method 


AAT/GAP 


Start 


19070 


End 


19383 


GI 


uC-osflcypl21gl0bl 


Score 


568 


Exons 


19070. .19383 






GI Descrip. 


, 5734754/gb|AAD50019.1|AC007651 14 1.0e-26 (AC007651) Unknot 




protein [Arabidopsis thaliana] 1 




Seq. No. 


5710 


Seq. ID 


OJ990802_02.9C23.C10 


Gene * No. 


12027 


Strand 




O Lai L 


1930 


End 


3157 


Name 


OJ990802 02.9C23.C10.ol.np 


Method 


AAT/NAP 


Start 


1930 


End 


3157 


GI 


6358809 


Score 


923 


Exons 


1930.. 2450, 2848.. 3157 






GI Descrip. 


(AC010675) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


5710 


Seq. ID 


OJ990802_02.9C23.C10 


Gene No. 


12027 


Strand 




Start 


1930 


End 


3157 


Name 


OJ990802 02.9C23.C10.ol.gp 


Method 


AAT/GAP 


Start 


2351 


End 


3144 


GI 


uC-osrocyp031f03bl 


Score 


679 


Exons 


2351.. 2450, 2848.. 3144 






GI Descrip. 


'1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 1 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



5710 Seq. ID 

12028 Strand 

6441 End 

OJ990802_02. 9C23 . C10 . o3 . gp Method 

6382 End 

15782 2.R1084 -Score 



OJ990802_02.9C23.C10 

14043 
AAT/GAP 
8486 
1666 



6382. .6952, 7547. .7670, 7759. .7895, 8434. .8486 

, 6094554/gb|AAF03496.1|AC010676_6 1.0e-109 (AC010676) putative 
protein kinase [Arabidopsis thaliana] ' 



Seq. No. 5710 Seq. ID 

Gene No. 12028 Strand 

Start 6441- End 

Name OJ990802_02 . 9C23 .C10 . o3 . gs Method 

Start 6441 End 

GI none Score 
Exons 



OJ990802_02. 9C23.C10 

14043 
GENSCAN 
14043 
.66 



6441. .6952, 7547. .7670, 7759.-7895, 8434. .8569, 8665. .9002, 
10477. .10957, 11193 .. 11250, 12 688 12776, 14008. .14043 



Seq. No. 
Gene No. 
Start 



5710 

12028 

6441 



Seq. ID 

Strand 

End 



OJ990802 02.9C23.C10 



14043 



5940 



Name OJ990802_02 . 9C23 .CIO . o2 . np Method AAT/NAP 

Start 6447 End 10567 

GI 6094554 Score 1369 

Exons 6447.. 6952, 7547. .7670, 7759.. 7895, 8434.. 8569, 8665.. 9015, 

10514. .10567 

GI Descrip. (AC010676) putative protein kinase [Arabidopsis thaliana] 

gil 6714459|gb|AAF26145.1|AC008261_2 (AC008261) putative protein 
kinase [Arabidopsis thaliana] 



Seq. No. 5710 

Gene No. 12028 

Start 6441 

Name OJ990802_02 . 9C23 . C10 . o4 . gp 

Start 8717 

GI 49256_1.R1084 

Exons 8717.. 9002, 10477.. 10639 

GI Descrip. 1 6094554/gb i AAF03496. 1 | AC010676_6 9.0e-16 (AC010676) putative 
protein kinase [Arabidopsis thaliana] 1 



Seq. ID OJ990802_02.9C23.C10 
Strand 

End 14043 

Method AAT/GAP 

End 10639 

Score 792 



Seq. No. 
Gene No. 
Start 
Name 
i!3 Start 

Exons 

Seq. No. 
Gene No. 
LlJ Start 
Name 
Start 
GI 

Exons 



5710 
12028 
6441 

OJ990802_02 . 9C23 . C10 . o5 . gp 
10687 
none 

10687. .10956 

5710 
12029 
14365 

OJ990802_02.9C23.C10.ol.tc 
1960 
none 

1960. .2097, 1970. .2101, 2108. .2455, 2116. .2451 



Seq. ID OJ990802_02.9C23.C10 
Strand 

End 14043 

Method AAT/GAP 

End 10956 

Score 414 



Seq. ID OJ990802_02.9C23.C10 
Strand 

End 14602 

Method TBLASTX: Cress 

End 2455 

Score 112 



Seq. No. 5710 

Gene No. 12029 

Start 14365 

Name OJ990802_02 . 9C23 . C10 . o3 . ts 

Start 1960 

GI ■ none 
Exons 



Seq. ID OJ990802_02. 9C23.C10 
Strand 

End 14602 

Method TBLASTX: Soybean 

End 3145 

Score 143 



1960. .2097, 1970. .2104, - 2108. .2455, 2116. .2451, 2849. .3145, 
2850. .3122 



Seq. No. 5710 

Gene No. 12029 

Start 14365 

Name OJ990802_02 . 9C23 . C10 . o2 . tm 

Start 1960 

GI none 
Exons 



Seq. ID OJ990802_02. 9C23.C10 
Strand 

End 14602 

Method TBLASTX : Mai ze 

End 2932 

Score 126 



1960. .2097, 1970. .2104, 2101. .2451, 2117. .2455, 2849.-2932 



Seq. No. 5710 

Gene No. 12029 

Start 14365 

Name OJ990802_02 . 9C23 . C10 . ol . tw 

Start 2844 



Seq. ID OJ990802J32. 9C23.C10 
Strand 

End 14602 

Method TBLASTX: Wheat 

End 3130 



5941 



□ 



GI 


none 










Score 


75 ■ 




Exons 


2844. 


.3002, 


2849. 


.3130, 


3045. 


.3122 






Seq. No. 


5710 










Seq. ID 


OJ990802 


_02.9C23.C10 


Gene No . 


12029 










Of -v s r\ fi 

btranu 






Start 


14365 










End 


14602 




Name 


OJ990802 02. 


9C23. 


C10.O2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2849' 










End 


3142 




GI • 


none 










Score 


86 




Exons 


2849. 


.3142, 


3045. 


.3140 










Seq. No. 


5710 










Seq. ID 


OJ990802 


_02.9C23.C10 


Gene No. 


12029 










o trano 






Start 


14365 










End 


14602 




Name 


OJ990802 02. 


9C23. 


C10.O5 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2963 










End 


3130 




GI 


none 










Score 


107 




Exons 


2963. 


.3130, 


2985. 


.3122 










Seq. No. 


5710 










Seq. ID 


OJ990802 


_02.9C23.C10 


Gene No. 


12029 










Strand 






Start 


14365 










End 


14602 




Name 


OJ990802 02. 


9C23. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


start 


6397 










End 


8781 




GI 


none 










Score 


578 




Exons 


6397. 


.6954, 


6457. 


.6954, 


6465. 


.6956, 6557.. 6955, 


7539. .7670, 




7539. 


.7670, 


7546. 


.7671, 


7546. 


.7671, 7750.. 7887, 


7750 . . 7b 35 t 




7754. 


.7897, 


7757. 


.7894, 


7758. 


.7895, 8435.. 8569, 


8436. .8570, 




8437. 


.8571, 


8632. 


.8781, 


8654. 


.8779, 8655.. 8780 




Seq. No. 


5710 










Seq. ID 


OJ990802 


_02.9C23.C10 


Gene no. 


12029 










Strand 






Start 


14365 










End 


14602 




Name 


OJ990802 02. 


9C23. 


C10.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6480 










End 


6956 




GI 


none 










Score 


309 




Exons 


6480. 


.6527, 


6579. 


.6956, 


6598. 


.6954, 6606.. 6854, 


6637. . 6855 


Seq. No. 


5710 










Seq. ID 


OJ990802 


_02.9C23.C10 


Gene No. 


12029 










Strand 






Start 


14365 










End 


14602 




Name 


OJ990802 02. 


9C23. 


C10.o3 


.tc " 


Method 


TBLASTX: 


Cress 


Start 


6606 










End 


6939 




GI 


none 










Score 


124 




Exons 


6606. 


.6938, 


6606. 


.6938, 


6607. 


.6939 






Seq. No. 


5710 










Seq. ID 


OJ990802 


_02.9C23.C10 


Gene No. 


12029 










Strand 






Start 


14365 










End 


14602 




Name 


OJ990802 02. 




C1U . O/Z 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


6789 










End 


7890 




GI 


none 










Score 


78 




Exons 


6789. 


.6956, 


6801. 


.6950, 


6808. 


.6954, 7539.. 7670, 


7546. .7671, 




7556. 


.7672, 


7750. 


.7815, 


7757. 


.7816, 775 


► 8. .7817, 


7822. .7890, 




7826. 


.7882 














Seq. No. 


5710 










Seq. ID 


OJ990802 


_02.9C23.C10 



5942 






Gene No. 


12029 








Strand 






Start 


14365 








End 


14602 




Name 


OJ990802 02. 


9C23. 


ClO.oS, 


.tc 


Method 


TBLASTX: Cress 




Start 


7537 








End 


7894 




GI 


none 








Score 


145 




Exons 


7537. .7671, 


7537. 


.7605, 


7539. 


.7670, 7630. .7671, 7751. .7789, 






7762. .7818, 


7763. 


.7819, 


7817. 


.7894, 7819. .7890 




Seq. No. 


5710 








Seq. ID 


OJ990802_02.9C23.C10 




Gene No. 


12029 








Strand 






Start . 


14365 








End 


14602 




Name 


OJ990802 02. 


9C23. 


ClO.ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


7539 








End 


8944 




GI 


none 








Score 


67 




Exons 


7539. .7670, 


7539. 


.7670, 


7546. 


.7671, 7750. .7893, 7757. .7894, 






7772. .7894, 


8433. 


.8570, 


8434. 


.8571, 8434. .8565, 8435.-8569, 






8664 . .8930, 


8665. 


.8892, 


8666. 


.8944 






Seq. No. 


• 5710 








Seq. ID 


OJ990802_02.9C23.C10 




Gene No. 


12029 








Strand 






Start 


14365 








End 


14602 




Name 


OJ990802 02. 


9C23. 


C10.o3, 


.tw 


Method 


TBLASTX: Wheat 




Start 


8432 








End 


8809 




GI . 


none 








Score 


117 


: ~s 
:=? 


Exons 


8432. .8545, 


8436. 


.8537, 


8665. 


.8718, 8666. .8719, 8734. .8805, 


Li i 




8759. .8809 












ri § 
1 y 


Seq. No. 


5710 








Seq. ID 


OJ990802_02. 9C23.C10 






12029 








Strand 






Start 


14365 








End 


14602 


i. 1 


Name 


OJ990802 02. 


9C23. 


C10.O4 , 


.tc 


Method 


TBLASTX: Cress 


ru 


Star-t-- 


8438 








End 


8932 




GI 


none 








Score 


143 


is 


Exons 


8438. .8563, 


8438. 


.8569, 


8632. 


.8892, 8647. .8895, 8666.-8932 




Seq. No. 


5710 








Seq. ID 


OJ990802_02.9C23.C10 




Gene No. 


12029 








Strand 






Start 


14365 








End 


14602 




Name 


OJ990802 02. 


9C23. 


C10.O4, 


.tm 


Method 


TBLASTX: Maize 




Start 


8782 








End 


10640 


i 1 


GI 


none 








Score 


256 




Exons 


8782. . 9003, 


8783. 


.8959, 


8784. 


.9017, 10527. .10562, 10532 10561, 






10565.. 10618 


, 10566.. 10640 








Seq. No. 


5710 








Seq. ID 


OJ990802_02.9C23.C10 




Gene No. 


12029 








Strand 






Start 


14365 








End 


14602 




Name 


OJ990802 02. 


9C23. 


C10.o6. 


• gp 


Method 


AAT/GAP 




Start 


14365 








End 


14602 




GI 


5867 1.R1084 








Score 


141 




Exons 


14365. .14390, 14495.. 14602 







GI Descrip. 1 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 



5943 



ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5710 

12030 

16402 

OJ990802_02 . 9C23 . CIO . o3 . tm 

16402 

none 



Seq. ID OJ990802_02.9C23.C10 
Strand 

End 19383 

Method TBLASTX : Maize 

End 19383 

Score 123 



16402. .16512, 16419. .16487, 16437 .. 16610, 16468 16611, 
16615. .16722, 16653 .. 16721, 19337 .. 1938.1, 19339.. 19383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5710 

12030 

16402 

OJ990802_02 . 9C23 . C10 . o4 . ts 

16402 

none 



Seq. ID OJ990802_02.9C23.C10 
Strand 

End 19383 

Method TBLASTX : Soybean 

End 19381 

Score 113 



16402. .16512, 16471. .16611, 164 91 . .16610, 16615 .. 16722, 
16653. .16718, 16786 .. 16905, 16792 .. 16920, 19343. .19381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5710 

12030 

16402 

OJ990802_02.9C23.C10.o6.tc 

16513 

none 



Seq. ID OJ990802_02.9C23.C10 
Strand 

End 19383 

Method TBLASTX : Cress 

End • 16896 

Score 99 



16513. .16611, 16554. .16610, 16615 .. 16722, 16653 16721, 
16822. .16896, 16824.. 16895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5711 

12031 

263 

OJ990802_02 . 9C23 . Cll . ol . gs 

263 

none 



Seq. ID OJ990802_02.9C23.C11 

Strand + 

End 5774 

Method GEN SCAN 

End 5774 

Score .89 



263. .333, 409. .526, 910. .1059, 1154. .1288, 1389. .1454, 
3179. .3268, 3889. .3970, 4178. .4375, 5119. .5774 



5711 

12031 

263 

OJ990802_02.9C23.Cll.ol.np 
913 

5734754 



Seq. ID OJ990802_02.9C23.C11 

Strand + 

End 5774 

Method AAT/NAP 

End 4383 

Score 408 



913. .1063, 1158. .1288, 1389 14 63, . 3015 3050, 3149. .3283, 
3889. .3985, 4222. .4383 

(AC007651) Unknown protein [Arabidopsis thaliana] 



Seq. No. 


5711 


Seq. ID 


OJ990802_02.9C23 


.Cll 


Gene No. 


12032 


Strand 






Start 


6774 


End 


7298 




Name 


OJ990802 02.9C23.C11. 


o2.tm Method 


TBLASTX: Maize 




Start 


896 


End 


1017 




GI 


none 


Score 


184 




Exons 


896. .1015, 907. .1017, 


912. .1016 






Seq. No. 


5711 


Seq. ID 


OJ990802_02. 9C23 


.Cll 



5944 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



12032 Strand 

6774 End 

OJ990802_02 . 9C23 . Cll . ol . tc Method 

907 End 

none Score 



7298 

TBLASTX: Cress 

1460 

242 



907. .1068, 912.. 1028, 983.. 1063, 1175.. 1243, 1179.. 1259, 
1234. .1287, 1235. .1288, 1383. .1460, 1386. .1457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

=~ Exons 



5711 

12032 

6774 

OJ990802_02.9C23.Cll.ol.ts 

907 

none 

907. .1068, 912. .1034, 1188. 
1383.. 1454, 1388.. 1456 

5711 

12032 

6774 

OJ990802_02.9C23.Cll.ol.tm 

1018 

none 

1018.. 1068, 1019.. 1060, 
1383.. -1454, 1386.. 1454, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_02.9C23.C11 
7298 

TBLASTX : Soybean 

1456 

253 



,1262, 1193. .1288, 1219. .1287, 



1151. 
1388. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1288, 
.1456 



OJ990802_02.9C23.C11 
7298 

TBLASTX :Mai-ze 
1456 
77 

1153. .1287, 1375. .1437, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990802_02.9C23.C11 
Strand 

End 7298 

Method GENSCAN 

End 7298 

Score . 8 



Seq. ID OJ990802_02.9C23.C12 

Strand + 

End 12021 

Method AAT/NAP 

End 12021 

Score 243 



5711 
12032 
6774 

OJ990802_02 . 9C23 . Cll . o2 . gs 
6774 
none 

6774.. 6923, 7261.. 7298 

5712 
12033 
8755 

OJ990802_02.9C23.C12.o2.np 
8755 
3860615 

8755.. 8929, 9137.. 9247, 9327.. 9447, 10357 10553, 10745 .. 10888, 
11143. .11267, 11843.. 12021 



GI Descrip. (AJ235270) unknown [Rickettsia prowazekii] 



Seq. No. 5712 

Gene No. 12033 

Start 8755 

Name OJ990802J32 . 9C23 . C12 . ol . gp 

Start 9150 

GI uC-osflM20204 9el0bl 

Exons ' 9150.. 9247, 9327.. 9522, 
GI Descrip. * 5824892/emb | CAA87427 . 2 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10384. .10442, 
4.0e-12 (Z47357) cDNA EST EMBL:T00822 
comes from this gene; cDNA EST EMBL:T00823 comes from this gene 
[Caenorhabditis elegans] 1 



OJ990802_02.9C23.C12 
+ 

12021 
AAT/GAP 
10709 
752 

10544. .10596, 10666. .10709 



Seq. No. 
Gene No. 



5712 
12034 



Seq. ID 
Strand 



OJ990802 02.9C23.C12 



5945 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



4649 

OJ990802_02 . 9C23 . C12 . ol .np 

4649 

3047086 



End 9426 
Method AAT/NAP 
End 9426 
Score 500 
4649.-4698, 5401. .5603, 6148. .7235, 9381. .9426 
(AF058914) similar to reverse transcriptase (Pfam: 
transcript_f act . hmm, score: 72.31) [Arabidopsis thaliana] 



Seq. No. 


5712 








Seq. ID 


OJ990802_02 . 9C23 . C12 




it U J4 








Strand 




Start 


4649 








End 


9426 


Name . 


OJ990802 02 


.9C23. 


,C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5434 








End 


5795 


GI 


none 








Score 


81 


Exons 


5434. .5556, 


5436. 


. .5558, 


5550. 


.5795, 5565.. 5717 


Seq. No. 


5712 








Seq. ID 


OJ990802_02.9C23.C12 




J.Z U O 4 








Strand 




Start 


4649 








End 


9426 


Name 


OJ990802 02 


.9C23. 


.C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5529 








End 


5997 


GI 


none 








Score 


94 


Exons 


5529. .5558, 


5550. 


. .5618, 


5625. 


.5996, 5644.. 5997 


Seq. No. 


5712 








Seq. ID 


OJ990802_02.9C23.C12 












Strand 




Start 


4649 . 








End 


9426 


Name 


OJ990802 02 


.9C23. 


.C12.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5895 








End 


6448 


GI 


none 








Score 


132 


Exons 


5895. .5993, 


6084. 


. .6161, 


6131. 


.6448, 6142. .6447 


Seq. No. 


5712 








Seq. ID 


OJ990802_02.9C23.C12 


Gene No. 


12034 








Strand 






A fid Q 

4 0 4 -7 








End 


9426 


Name 


OJ990802 02 


. 9C23. 


.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6069 








End 


6597 


GI 


none 








Score 


58 


Exons 


6069. .6161, 


6142. 


. .6255, 


6143. 


.6235, 6244.. 6597, 6272.. 6421 


Seq. No. 


' 5712 








Seq. ID 


OJ990802_02.9C23.C12 


Gene No. 


12034 








Strand 




Start 


4649 








End 


9426 


Name 


OJ990802 02 


.9C23, 


,C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6220 








End 


7161 


GI 


none 








Score 


109 


Exons 


6220. .6912, 


6229. 


. .6996, 


6830. 


.7003, 7002.. 7079, 7024.. 7080, 




7069. .7161, 


7108. 


. .7146 








Seq. No. 


5712 








Seq. ID 


OJ990802_02.9C23.C12 


Gene No. 


. 12034 








Strand 




Start 


4649 








End 


9426 


Name 


OJ990802 02 


.9C23. 


,C12.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


6777 








End 


7082 


GI 


none 








Score 


144 


Exons 


6777. .6959, 


6802, 


, .7008, 


6836. 


.7003, 7005. .7082, 7018. .7074 
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Seq. No. 5712 Seq. ID 

Gene No. 12034 Strand 

Start 4649 End 

Name OJ990802_02 . 9C23 . C12 . o3 . tm Method 

Start 8317 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990802_02 . 9C23 .C12 
9426 

TBLASTX: Maize 

8892 

47 



8317. .8370, 8461. .8562, 8476. .8526, 8615. .8683, 8616. .8684, 
8617.. 8685, 8785.-8892, 8786.. 8890 



5712 . 
12035 
10813 

OJ990802_02 . 9C23.C12 .ol . tc 

10813 

none 

10813. .10887, 10814. .10888, 
11162. .11269, 11176. .11271, 
11411. .11464, 11413. .11451, 
11473. .11634 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11157. .11270, 
11341. .11409, 
11458. .11631, 



OJ990802 02.9C23.C12 



11634 

TBLASTX: Cress 
11634 
85 

11159. .11272, 
11348. .11410, 
11459. . 11632, 



Seq. No. 5713 

Gene. No. 12036 

Start 219 

r=l Name OJ990802_02 . 9C23 . C13 . ol . gs 

' 5 5 Start 219 

'«? GI none 

^ Exons 219.. 506 



Seq. ID OJ990802_02.9C23.C13 

Strand + 

End 506 

Method GENSCAN 

End 506 

Score 1 



□ Seq. No. 

I j Gene No. 

% Start 

'J ft Name • 

"y Start 

i GI 
Exons 



OJ990802 02.9C23.C13 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5713 Seq. ID 

12037 Strand 
58 6 End 47 90 

OJ990802_02 . 9C23 . C13 . ol . gp Method AAT/GAP 
586 End 4790 

1281_1.R1084 • Score 2417 

586. .1123, 1231.. 1374, 2126. 
3852.. 3949, 4457.. 4790 

'4803952/gb|AAD29824.1|AC006202_2 3.0e-75 (AC006202) 
hypothetical protein [Arabidopsis thaliana] 1 



,2196, 2298.. 2397, 3192. .3222, 



5713 

12037 

586 

OJ990802_02.9C23.C13.ol.tw 

1030, 

none 

1030. .1131, 1079. .1132, 1083. 
1231. .1359 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_02.9C23.C13 
4790 

TBLASTX: Wheat " 

1359 

74 



,1157, 1230. .1319, 1231. .1359, 



Seq. No. 5713 

Gene No. 12037 

Start 586 

Name OJ990802_02 . 9C23 . C13 . o2 . tm 

Start 1044 

GI none 

Exons 1044. .1157, .1058. .1132, 1231. 

Seq. No. 5713 



0 J990802_02 . 9C23 . C13 
4790 

TBLASTX: Maize 
1375 
85 

.1374, 1253. .1375 
Seq. ID OJ990802_02.9C23.C13 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5947 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i'U Seq. No. 

£5 Gene No. 

j { [ Start 

~. Name 

!:=! Start 
GI 

is Exons 



12037 
586 

OJ990802_02.9C23.C13.ol.np 

1153 

6729496 

1153. .1374, 2126.. 2196, 2298 
4457. .4579 

(AL132966) putative protein 

5713 
12037 
586 

OJ990802_02.9C23.C13.ol.ts 
1234 
none 

1234.. 1374, 2123.. 2209, 2124. 
3851. .3949, 4454. .4543 

5713 
12037 
586 

OJ990802_02 . 9C23 . C13 . ol . tm 
2123 
none 

2123. .2209, 2124.. 2183, 2126 
2297.. 2398, 3851.. 3913, 3851 

5713 
12037 
586 

OJ990802_02 . 9C23 . C13 . o2 . tw 
2123 
none 

2123.. 2209, 2124.. 2180, 2129. 
3851.. 3964 



Strand 
End 

Method 

End 

Score 



4790 
AAT/NAP 
4579 
573 



..2397, 3192. .3222, 3852. .3949, 

[Arabidopsis thaliana] 

Seq. ID OJ990802_02.9C23.C13 
Strand 

End 4790 

Method TBLASTX : Soybean 

End . 4543 

Score 66 

.2183, 2296.. 2400, 2297.. 2395, 



Seq. ID OJ990802_02.9C23.C13 
Strand 

End 4790 

Method TBLASTX : Mai ze 

End 3922 

Score 90 
..2194, 2294. .2398, 2296. .2400, 
. .3922 

Seq. ID OJ990802_02.9C23.C13 
Strand 

End 4790 

Method TBLASTX : Wheat 

End 3964 

Score 7 6 

.2197, 2296.. 2376, 2297.. 2377, 



Seq. No. 5714 
Gene No. . 12038 
Start 10770 
U Name OJ991113_4 6 . 0103 . CI . o2 . gs 

Start 10770 
GI none 
Exons 10770. 

13786. 
18413. 



10864, 
13967, 
18618, 
20886. .20957, 
22335. .22406, 
23369. .23734, 



11187. 
14153. 
19244, 
21556. 
22553, 
23987. 



.11257, 
.14330, 
.19385, 
.21627, 
.22621, 
.24357, 



Seq. ID OJ991113_46.0103.C1 

Strand + 

End 25662 

Method GENSCAN 

End 25293 

Score .59 
11747. .11774, 12682. .12972, 
14789. .14955, 16192 .. 16294 , 
19646. .19717, 20722 .. 20790, 
21873. .21944, 22185 .. 22256, 
22718. .22789, 23059 .. 23174 , 
24487. .24510, 24925.. 25293 



Seq. No. 5714 

Gene No. 12038 

Start 10770 

Name OJ991113_4 6 . 0103 . CI . o3 . np 

Start 19179 

GI 1345132 
Exons 



Seq. ID OJ991113_46.0103.C1 

Strand + 

End . 25662 

Method AAT/NAP 

End 25290 

Score 2838 



19179. .19385, 19470 .. 19541, 1964 6 .. 19717 , 198 15 .. 1988 6, 
19976. .20047, 20114 .. 20185, 20404 20475 , 20564 .. 20635, 
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20722. .20790, 20886 .. 20957 , 21071 .. 21142, 2124 1 21312, 
21400. .21471, .21556. .21627, 21702 21773, 21873 2194 4 , 
22026. .22097, 22185 .. 22256, 22335 22406, 22553 22621 , 
22718. .22789, 22882 22955, 2304 6 .. 23174, 23387 23734 , 
23987. .24357, 24925.. 25290 
GI Descrip. (U47029) ERECTA [Arabidopsis thaliana] gi | 138 9566 | dbj | BAA118 69 | 
(D83257) receptor protein kinase [Arabidopsis thaliana] 
gi|3075386|gb|AAC14518.1| (AC004484) putative receptor-like 
protein kinase, ERECTA [Arabidopsis thaliana] 



Seq. No. 


5714 




Seq. ID 


OJ991113 


_46.0103 


.CI 


f^farie* Mo 


12038 




Strand 


+ 






Start 


10770 




End 


25662 






Name 


OJ991113 46. 0103. CI 


. o3.gp 


Method 


AAT/GAP 






Start 


19250 




End 


19845 






GI 


27644 1.R1084 




Score 


532 






Exons 


19250. .19385, 19470 


. .19541, 


19646. .19717, 19815 


. .19845 




GI Descrip. 


"5257255/dbj | AP000364 . 1 | AP000364 l.Oe- 


51 Oryza 


sativa genomic 




DNA, chromosome 8, < 


clone :P0026F07» 








Seq. No. 


5714 




Seq. ID 


OJ991113 


_46.0103 


.CI 


Gene No. 


12038 




Strand 


+ 






Start 


10770 




End 


25662 






Name 


O.TQQ1 1 1 ^ 46 mo? ri 


r\ A rrr\ 


Method 


AAT/GAP 






Start 


25192 




End 


25662 






GI- 


2317638 




Score 


873 






Exons 


25192. .25662 












Seq. No. 


5714 




Seq. ID 


OJ991113 


_46.0103 


.CI 


Gene No. 


12039 




Strand 


+ 






Start 


26697 




End 


27050 






Name 


OJ991113 46. 0103. CI 


. o3 . gs 


Method 


GENSCAN 






Start 


26697 




End 


27050 






GI 


none 




Score 


.98 






Exons 


26697. .27050 












Seq. No. 


5714 




Seq. ID 


OJ991113 


_46.0103 


.CI 


Gene No. 


"12040 




Strand 


+ " 






Start 


30561 




End 


42117 






Name 


OJ991113 46. 0103. CI 


. oS.gs 


Method 


GENSCAN 






Start 


30561 




End 


41350 






GI 


none 




Score 


.91 






Exons 


30561. .30635, 31437 


. .31607, 


32327. .32458, 34077 


. .34226, 






34563. .34708, 34799 


. .34955, 


35098. .35156, 35538 


. .35694, 






36304. .36453, 36583 


. .36719, 


37380. .37526, 37600 


. .37701, 






38077. .38134, 38243 


. .38344, 


39308. .39345, 39434 


. .39560, 






40417. .40548, 41148 


. .41350 










Seq. No. 


5714 




Seq. ID 


OJ991113 


_46.0103 


.CI 


Gene No. 


12040 




Strand 


+ 






Start 


30561 




End . 


42117 






Name 


OJ991113 46. 0103. CI 


. o4 . np 


Method 


AAT/NAP 






Start 


32311 




End 


42117 






GI 


5918016 




Score 


2223 






Exons 


32311. .32458, 34098 


. .34226, 


34563. .34708, 34799 


. .34955, 






35098. .35156, 35538 


. .35694, 


36304. .36453, 36583 


. .36719, 






37380. .37526, 37600 


. .37701, 


38077. .38134, 38243 


. .38344, 
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39308. .39345, 39434 .. 39564 , 39650 39804 , 404 17 .. 40548, 
41241. .41350, 42057. .42117 
GI Descrip. (AL035525) myosin-like protein [Arabidopsis thaliana] 

Seq. No. 5714 Seq. ID OJ991113_4 6 . 0103 . CI 

Gene No. 12040 Strand + 

Start 30561 End 42117 

Name OJ991113_46. 0103 .CI .o5.gp Method AAT/GAP 

Start 37616 End 39506 

GI 2310513 Score 622 

Exons 37616. .37701, 38077 .. 38134 , 38243 38344 , 39308 .. 39345, 
39434. .39506 

GI Descrip. 5918016/emb | CAB36794 . 2 | 2.0e-53 (AL035525) myosin-like protein 
[Arabidopsis thaliana] 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5714 

12041 

1 

OJ991113_4 6.0103.Cl.ol.np 
1 

4512703 



Seq. ID OJ991113_46.0103.C1 
Strand 

End 9793 

Method AAT/NAP 

End 3252 

Score 246 



1.-208, 346. .505, 594. .720, 858. .1296, 2190. .2502, 2645. .2704, 
2912.. 2995, 3094.. 3252 

(AC0065£9) unknown protein [Arabidopsis thaliana] 

5714 Seq. ID OJ991113_4 6 . 0103 . CI 

12041 Strand 

1 End 9793 

OJ991113_46.0103.Cl.o2.np Method AAT/NAP 

1 End 4 902 

4512703 Score 279 

1..208, 346. .505, 594. .720, 858. .1296, 2190. .2502, 2645. .2704, 

2912. .2995, 3094. .3293, 4777. .4902 

(AC006569) unknown protein [Arabidopsis thaliana] 



5714 
12041 
1 

OJ991113_4 6.0103.Cl.ol.gp 
1 

28382_1.R1084 
1..188, 308. .484 

' 4512703/gb | AAD21756 . 1 | 5.0e-22 (AC006569) unknown protein 
[Arabidopsis thaliana] ■ 



Seq. ID OJ991113_46.0103.C1 
Strand 

End 9793 

Method AAT/GAP 

End 484 

Score 501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5714 

12041 

1 

OJ991113_4 6.0103.Cl.ol.gs 
75 

none 



Seq. ID OJ991113_46.0103.C1 
Strand 

End 97 93 

Method GEN SCAN 

End 9793 

Score .62 



75. .188, 308. .505, 594. .720, 887. .1438, 2190. .2457, 2674. .2704, 
2912. .2995, 3080. .3271, 3667. .3801, 4764. .5078, 5938. .6059, 
8276. .8293, 8718. .8934, 9377. .9462, 9661. .9793 



Seq. No. 
Gene No. 



5714 
12041 



Seq. ID OJ991113_46.0103.C1 
Strand 



5950 



□ 
m 

i E !I 
; «=? 

.:r. 

Id 

ru 



■i3 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991113_4 6.0103.Cl.o3.tm 
94 

none 



End 

Method 

End 

Score 



9793 

TBLASTX: Maize 

508 

153 



Seq. No. 
^ Gene No. 
'"* ' Start 

Name 

Start 

GI 

Exons 



94. .189, 96. .191, 96. .191, 302. .508, 309. .506, 326. .508 



5714 

12041 

1 

OJ991113_4 6.0103.Cl.o3.tc 

138 

none 

138. .191, 139. .183, 294. .500, 

5714 

12041 

1 

OJ991113_4 6.0103.Cl.o3.ts 

311 

none 

311. .508, 312. .506, 341. .511, 

5714 
12041 

r 

OJ991113_4 6.0103.Cl.o4.tm 

2648 

none 

2648. .2704, 2649. .2705, 2905. 
3074. .3202, 3077. .3205 

5714 

12041 

1 

OJ991113_4 6.0103.Cl.o2.gp 

4970 
5456486 

4970. .5078, 5933. .6213 



Seq. ID OJ991113_46.0103.C1 
Strand 

End 9793 

Method TBLASTX: Cress 

End 508 

Score 39 

296. .508, 401. .508 

Seq. ID OJ991113_46.0103.C1 
Strand 

End 97 93 

Method TBLASTX : Soybean 

End 7 30 

Score 93 

593. .730, 594. .725 

Seq. ID OJ991113_46.0103.C1 
Strand 

End 9793 

Method TBLASTX : Mai ze 

End 3205 

Score 83 

.2997, 2909.. 2998, 2909.. 3007, 



Seq. ID OJ991113_46.0103.C1 
Strand 

End 9793 

Method AAT/GAP 

End 6213 

Score 696 



5714 

12042 

19207 

OJ991 

19207 

none 

19207 

19643 

19804 

19902 

19980 

20405 

20582 

20880 

21072 

21242 

21395 

21545 



113 46.0103.Cl.ol.tc 



,19305, 
.19699, 
,19872, 
.20057, 
.20039, 
.20473, 
.20635, 
.20954, 
.21143, 
.21313, 
.21472, 
.21628, 



19330. 
19647. 
19815. 
19971. 
20114. 
20565. 
20722. 
20881. 
21072. 
21245. 
21400. 
21545. 



.19395, 
.19733, 
.19880, 
.20051, 
.20185, 
.20636, 
.20790, 
.20958, 
.21143, 
.21298, 
.21474, 
.21610, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19452. 

19647. 

19816. 

19976. 

20115. 



OJ991113 46. 0103. CI 



25293 
TBLASTX : 
25293 
103 

.19541, 19471 
.19718, 19647 
.19887, 19816 
.20080, 19980 
.20186, 20404 
20565. .20645, 20565 
20723. .20848, 20723 
20890. .20988, 21071 
21072. .21125, 21241 
21245. .21313, 21245 
21404 . .21463, 21404 
21556. .21633, 21703 



Cress 



. .19542, 
. .19718, 
. .19887, 
. .20075, 
. .20481, 
. .20636, 
. .20779, 
. .21145, 
. .21303, 
. .21304, 
. .21466, 
. .21774, 



5951 



21720. .21773, 
22336. .22407, 
22719. .22793, 
23383. .23733, 
24072. .24350, 
25222. .25293 



21862. .21945, 
22554. .22634, 
22880. .22954, 
23400. .23735, 
24924. .25073, 



22027. .22074, 
22555. .22614, 
- 23048. .23173, 
23941. .24360, 
24925. .25092, 



22204. .22257, 
22718. .22789, 
23383. .23736, 
23995. .24306, 
24943. .25101, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5714 

12042 

19207 

OJ9911 

19471 

none 

19471. 

19980. 

21072. 

21395. 

21545. 

21862. 

22204. 



13 46.0103.Cl.o2.ts 



.19533, 19647. 

.20039, 19980. 

.21143, 21241. 

.21472, 21400. 

.21628, 21556. 

.21966, 21864. 

.22257, 22336. 



.19718, 
.20039, 
.21312, 
.21474, 
.21633, 
.21944, 
.22407, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19810 

20935 

21242 

21404 

21703 

22027 

22554 



OJ991113 46. 0103. CI 



25293 

TBLASTX : Soybean 
22793 
47 

19887, 19816. .19887, 
20958, 21071. .21145, 
21313, 21245. .21298, 
21496, 21545. .21628, 
21774, 21720. .21776, 
22077, 22204. .22248, 
22640, 22719.. 22793 



□ 

".3 



id 



u 

H 

s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5714 

12042 

19207 

OJ991113_4 6.0103.Cl.o4.ts 

20114 

none 



Seq. ID OJ991113_46.0103.C1 
Strand 

End 25293 

Method TBLASTX : Soybean 

End 20791 

Score 118 



20114. .20185, 20115. .20186, 20404 .. 20481, 204 05 .. 20473, 
20565. .20636, 20582 .. 20635 , 20722 .. 20787 , 20723.. 20791 



5714 

12042 

19207 

OJ991113_4 6.0103.Cl.ol.tm 

20687 

none 

20687. .20791, 20687 20788 , 

20880. .20951, 20880 .. 20954 , 

21072. .21143, 21072. .21146, 

21241. .21312, 21242. .21313, 

21395. .21472, 21400 .. 21474 , 

21703. .21774, 21720 .. 21791 , 

22026. .22112, 22027 .. 22077 , 



Seq. ID OJ991113_46.0103.C1 
Strand 

End 25293 

Method TBLASTX : Mai ze 

End 22260 

Score 123 
20695. .20793, 20695 .. 207 90, 
20881. .20958, 21071 21145, 
21074. .21145, 21241. 



21259. .21291, 21385. 



,21309, 
,21468, 



21545. .21625, 21556. .21627, 
21862. .21942, 21873 .. 2194 4 , 
22186. .22260, 22204.. 22257 



Seq. No. 5714 

Gene No. 12042 

Start 19207 

Name OJ991113_4 6 . 0103 . CI . o2 . tm 

Start 22276 

GI none 

Exons 22276. .22404, 



22554. .22622, 
22719. .22793, 
23075. .23173, 
23655. .23735, 
23986. .24360, 
24946. .25128, 



22332. 
22554 . 
22876. 
23382. 
23669. 
24072. 
24984. 



.22412, 
.22619, 
.22938, 
.23660, 
.23758, 
.24356, 
.25136 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22335 

22571 

22880 

23383 

23984 



OJ991113 46. 0103. CI 



25293 

TBLASTX: Maize 
25136 
89 

22406, 22336. .22407, 
22627, 22718. .22795, 
22945, 23051. .23173, 
23661, 23647. .23736, 
24355, 23985. .24356, 



24924. .25073, 24 925 .. 25104 , 



5952 



Seq. No. 


5714 








Seq. ID 


OJ991113_46.0103 


.CI 


OCUC LNO . 


12042 








Strand 






Start 


19207 








End 


25293 




Name 


OJ991113 46. 0103. CI. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


23382 








End 


24338 




GI 


none 








Score 


551 




Exons 


23382. 


.23735, 


23383. 


.23736, 


23383. .23736, 23941 24336, 






23992. 


.24306, 


24072. 


.24338 








D6q . LNO . 


5714 








Seq. ID 


OJ991113_46.0103 


pi 


Gene No. 


12042 








C f- -> r-i/H 

OLianu 






Start 


19207 








End 


25293 




Name 


OJ991113 46. 0103. CI. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


24007 








End 


24360 




GI 


none 








Score 


347 




Exons 


24007. 


.24360, 


24072. 


.24344 








Q /T Ma 

oeq . LNO . 


5714 








Seq. ID 


OJ991113_46.0103 


PI 


Gene No. 


12042 








Strand 






Start 


19207 








End 


25293 




Name 


OJ991113 46. 0103. CI. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


24924 








End 


25104 




GI 


none 








Score 


237 




Exons 


24924. 


.25073, 


24925. 


.25104 








Seq. No. 


5714 








Seq. ID 


OJ991113_46.0103 


.CI 


Gene No. 


12043 








Strand 






Start 


34112 








End 


41355 




Name 


OJ991113 46. 0103. CI. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


34112 








End 


41355 




GI 


none 








Score 


127 




Exons 


34112. 


.34225, 


34116. 


.34226, 


34556. .34708, 34563 34709, 






34564. 


.34710, 


34793. 


.34912, 


34797. .34955, 34797 34 94 9, 






35097. 


.35156, 


35098. 


.35154, 


35532. .35672, 35536 35688, 






35543. 


.35695, 


36302. 




36304. .36453, 36372 .. 364 4 9, 






36580. 


.36720, 


36582. 


.36722, 


37375. .37527, 37580 .. 37699, 






37603. 


.37701, 


38069. 


.38134, 


38074. .38130, 38234 .. 3834 4 , 






38239. 


.38316, 


39305. 


.39343, 


39434. .39562, 39435 .. 39563, 






39628. 


.39771, 


39657. 


.39782, 


39754 . .39804, 40404 .. 40547, 






40411. 


.40563, 


40414. 


.40572, 


41234. .41347, 41235 .. 41354 , 




- 


41239. 


.41355 












Dc(j. IN O . 


5714 








Seq. ID 


OJ991113_46.0103 


PI 


Gene No. 


12043 








Strand 






Start 


34112 








End 


41355 




Name 


OJ991113 46. 0103. CI. 


06. tm 


Method 


TBLASTX: Maize 




Start 


35098 








End 


35685 




GI 


none 








Score 


79 




Exons 


35098. 


.35157, 


35551. 


.35685, 


35553. .35669 




Seq. No. 


5714 








Seq. . ID 


OJ991113_46.0103 


.CI 


Gene No. 


12043 








Strand 






Start 


34112 








End 


41355 




Name 


OJ991113 46. 0103. CI. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


39435 








End 


40518 




GI 


none 








Score 


149 





5953 



Exons 



39435. .39563, 39503 .. 39562, 39628 39771, 39630 .. 39782, 
40410. .40517, 40414. .40518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5715 Seq. ID 

12044 Strand 

348 End 

OJ991113_4 6 . 0103 . C2 . ol . gs Method 

348 End 

none Score 



OJ991113_46.0103.C2 
+ 

7153 
GENSCAN 
7153 
.84 



348. .525, 590. .843, 1118. .1237, 1823 1921 , .2212 .. 2433, 
2718. .2857, 3238. .3337, 3639. .3809, 3975. .4058, 4869. .5045, 
5140. .5277, 5372. .5442, 5846. .5945, 6310. .6366, 6460. .6540, 
7067. .7153 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 



Name 



^ Start 

hJ GI 

j'jj Exons 

, = GI Descrip. 

I s 1 

Seq. No. 
^ Gene No. 
M Start 
1.3 Name 
===i Start 

n gi 

Is=f Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5715 Seq. ID 

12044 Strand 
348 End 
OJ991113_4 6 . 0103 . C2 . ol . np Method 
348 End 

5918016 . Score 



OJ991113_46.0103.C2 
+ 

7153 
AAT/NAP 
6985 
1350 



348. .525, 638. .843, 1118. .1237, 1823. .1921, 2212. .2433, 
2718. .2857, 2986. .3136, 3639. .3809, 3975. .4041, 4873. .5045, 
5372. .5442, 5846.-5945, 6460. .6540, 6623. .6705, 6840. .6985 
(AL035525) myosin-like protein [Arabidopsis thaliana] 



5715 

12044 

348 

OJ991113_4 6.0103.C2.ol.gp 
5004 

LIB3434-060-P1-K1-H5 

5004. .5045, 5140.. 5277, 5372. 



Seq. ID OJ991113_46.0103.C2 
Strand + 

7153 
AAT/GAP 
5442 
387 



End ■ 
Method 
End 
Score 
.5442 



•3063460 1.0e-44 (AC003981) F22013.22 [Arabidopsis thaliana]' 



5715 Seq. ID 

12044 Strand 

348 End 

0 J9 91113_4 6.0103.C2.o2.gp Method 

5407 End 

LIB3434-060-P1-K1-H5 Score 
5407. .5442, 5846.. 59.58 

'3063460 1.0e-44 (AC003981) F22013?22 [Arabidopsis thaliana] 1 



OJ991113_46.0103.C2 
+ 

7153 
AAT/GAP 
5958 
235 



5715 Seq. ID 

12045 Strand 

14598 End 

OJ991113_4 6 . 0103 . C2 . o3 . gs Method 

14598 End 

none Score . 



OJ991113_46.0103.C2 
+ 

20034 
GENSCAN 
20034 
.48 



14598. .14607, 18282 .. 18368 , 18552 .. 18684 , 19671 .. 1978 6, 
19844. .20034 



Seq. No. 5715 ■ 

Gene No. 12046 

Start 6783 

Name OJ991113_46 . 0103 . C2 . o3 . gp 

Start 6783 



Seq. ID OJ991113_46.0103.C2 
Strand 

End 7265 

Method AAT/GAP 

End 7265 



5954 



GI 


5109 1.R1084 


Score 


693 ; 


Exons 


6783. .7265 






GI Descrip. 


•5918016/emb|CAB36794.2| 3.0e-09 (AL035525) myosin-like prot< 




[Arabidopsis thaliana] 1 






Seq. No. 


5715 


Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


12047 


Strand 




o c ax l 


7889 


End 


13585 


Name 


OJ991113 46.0103.C2.o2.gs 


Method 


GENSCAN 


Start 


7889 


End 


13585 


GI 


none 


Score 


.71 


Exons 


7889.. 7995, 8682.-8743, 9278 


..9915, 11058. .11194, 11290. .114: 




11512. .11961, 12173. .12276, 


13573. .13585 


Seq. No. 


5715 


Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


12047 


Strand 




Start 


7889 


End 


13585 


Name 


OJ991113 46.0103.C2.o2.np 


Method 


AAT/NAP 


Start 


9204 


End 


11884 


GI 


4006829 


Score 


1008 


Exons 


9204. .9915, 11058. .11194, 11290. .11425 


, 11512. .11884 


GI Descrip. 


(AC005970) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


5715 


Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


12047 


Strand 




Start 


7889 


End 


13585 


Name 


OJ991113 46.0103.C2.o4.gp 


Method 


AAT/GAP 


Start 


9391 


End 


9919 


GI 


42449 1.R1084 


Score 


992 


Exons 


9391. .9919 






GI Descrip. 


'4006829/gb|AAC95171.1| 4.0e 


-50 (AC005970) putative protein 




kinase [Arabidopsis thaliana 


] ' 




Seq. No. 


5715 


Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


12047 


Strand 




Start 


7889 


End 


13585 


Name 


OJ991113 46.0103.C2.o5.gp 


Method 


AAT/GAP 


Start 


12854 


- End 


13100 


GI 


8022 1.R1084 


Score 


329 


Exons 


12854. .13100 






GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3 . Oe- 


37 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


5715 


Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


12048 


Strand 




Start 


20497 


End 


22332 


Name 


OJ991113 46.0103.C2.o3.tc 


Method 


TBLASTX: Cress 


Start 


294 


End 


6700 


GI 


none 


Score 


176 


Exons 


294. .533, 341. .541, 348. .545 


, 637. .843 


, 643. .816, 682. .843, 




1112.. 1237, 2984. .3058, 3635 


..3763, 3636. .3812, 3876. .4028, 




6463. .6546, 6620. .6700 






Seq. No. 


•5715 


Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


12048 


Strand 




Start 


20497 


End 


22332 


Name 


OJ991113 46.0103.C2.o5;tm 


Method 


TBLASTX: Maize 



5955 



r: : 



Start 


342 








End 


1237 


GI 


none 








Score 


154 


Exons 


342. .482, 348. .536, 637 


. .843, 


646. .798, 1112. .1237 


Seq. No. 


S71 S 








c^rr Tn 
oct-j • xu 


O.TQQ1 1 1 ? 46 010? CO 


bene ino * 














Start 


904 Q7 

C. \J *i J 1 










99??9 


Name 


O.TQQ1 11? 4 6 


010? 


P9 r>4 


ts 






Start 


?6?R _ 










?7ft ^ 

O / O O 


GI 










Score 


205 


Exons 


?6?S ?77 c t 


?6?6 


?7ft S 

• • O / O J 








Seq. No. 


5715 








Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


1 904°, 








Strand 




Start 


904 Q7 

£. \J *i .7 / 








End 


22332 


Name 


O.TQQ1 11? 4 6 


010? 


P9 n? 


Lin 


Method 


TBLASTX: Maize 


Start 


?7 6ft _ 

O / DO 








End 


5266 


GI 










Score 


60 


Exons 


J/OO. • OO VJ :7 , 


?7 6 P. 

J / DO 


?ft 0? 


3903. 


.3965, 3905.. 3979, 3925.. 3978, 




QQOC ?Q7Q 
J O . . 0 .7 / Z7 , 


O -7 DO 


4 006 
• • ft UU D , 


3966. 


.4037, 4£ 


165. .5044, 4875. .5045, 




4879. .5046, 


5121 


. .5264, 


5122. 


.5265, 5126. .5266 


Seq. No. 


S71 R 

J / X J 








Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


1 904ft 








Strand 






904 Q7 

£. \J *4 -7 / 








End 


22332 


Name 


O.TQQ1 11? 4 6 


010? 

U1UJ 


C> n9 


tc 


Method 


TBLASTX: Cress 


Start 


4ftQQ _ 
4 O -7 _? 








End 


6348 


GI • 


none 








Score 


184 


Exons 


4899. .5045, 


4904 


. .5029, 


5122. 


.5274, 5375. .5440, 5837. .5968, 




5844. .5945, 


6162 


. .6227, 


6167. 


.6226, 6310.. 6348 


Seq. No. 


S71 S 








Seq. ID 


OJ991113_46.0103.C2 




1 904ft 
X £ Ufi o 








Strand 




Start 


904 Q7 








End 


22332 


Name 


O.TQQ1 11? 4 6 


010? 

U1UJ 


C9 n? 


ts 


Method 


TBLASTX : Soybean 


Start 


4Q?ft ~~ 








End 


5440 


GI 


livelier 








Score 


146 


Exons 


4 Q?ft R04R 
ft .7.3 O . . JU4 j, 


4 Q4 ? 
4 ;? ft j 


. .OUZO, 


5122. 


.5277, 5375. .5440 


Seq. No. 


5715 








Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


1904ft 

J. \J *± o 








Strand 




Start 


904Q7 

£ U *± _7 / 








End 


22332 


Name 


n.TQQI 11? 4 


01 0? 


P9 n? 


U S 


Method 


TBLASTX : Soybean 


Start 


Sft ?7 ~~ 
JO J / 








End 


6705 


GI 


none 








Score 


147 


Exons 


c;oo7 RQ44 
JO J / . . O Z7 ft ft , 


Rft 4 4 
D 0 ft 4 


^ Q4 ^ 
. . O :7fi O , 


■6142. 


.6225, 6162.. 6227, 6167.. 6226, 






fi?1 0 
DO X U 


. . DjDD; 


6463. 


.6549, 6463. .6549, 6620. .6703, 




6699 670S 












Seq. No. 


5715 








Seq. ID 


OJ991113_46.0103.C2 


Gene No. 


12048 








Strand 




Start 


20497 








End 


22332 


Name 


OJ991113 46. 


0103, 


.C2.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6200 








End 


6996 


GI 


none 








Score 


46 


Exons 


6200. .6223, 


6200. 


. . 6226, 


6309. 


.6365, 6310. .6366, 6440. .6541, 




6449. r 6526, 


6460, 


. .6546, 


6462. 


.6542, 6463.. 6570, 6620.. 6703, 



5956 



6621. .6704, 6622. .6717, 6622. .6705, 6816 .. 6884 6838 .. 6969, 
6838.. 6996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5715 Seq. ID 

12048 Strand 

204 97 End 

OJ991 113_4 6 . 0103 . C2 . ol ;ts Method 

9439 End 

none Score 



OJ991113_46.0103.C2 
22332 

TBLASTX : Soybean 

11716 

47 



9439. .9477, 9443. .9478, 9496. .9915, 9497. .9691, 9757.*. 9894, 
9779. .9916, 11056 .. 11178, 11058 11186, 11289 .. 11423, 
11291. .11422, 11512. .11580, 11581 .. 11715, 11582. .11716 



Seq. No. 


5715 








Seq. ID 


OJ991113__46.0103. 


C2 


Gene No. 


- 12048 








Strand 






Start 


20497 








End 


22332 




Name 


OJ991113 46. 


.0103. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9490 








End 


9903 




GI 


none 








Score 


84 




Exons 


9490. .9630, 


9493. 


.9903, 


9779. 


.9901 






Seq. No. 


5715 








Seq. ID 


OJ991113_46.0103. 


C2 


Gene No. 


12048 








Strand 






Start 


20497 








End 


22332 




Name 


OJ991113 46. 


.0103. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


9496 








End 


11715 




GI 


none 








Score 


141 




Exons 


9496. .9915, 


9776. 


.9913, 


11058 


. .11180, 


11059. .11175, 





11289. .11426, 11291. .11425, 11512 .. 11565, 11591 .. 11701, 
11602. .11:715 



Seq. No. 5715 Seq. ID 

Gene No. 12048 Strand 

Start 20497 . End 

Name OJ991113_4 6 . 0103 . C2 . ol . tw Method 

Start 9523 End 

GI none Score 

Exons 9523.. 9918, 9779.. 9916 



OJ991113_46.0103.C2 
22332 

TBLASTX: Wheat 

9918 

174 



Seq. No. 5715 
Gene No. . 12048 
Start 20497 

Name OJ991113_4 6 . 0103 . C2 . o2 . tm 

Start 11034 
GI none 
Exons 11034. 

11282. 

11512. 



,11156, 11056. .11181, 
,11422, 11289. .11426, 
,11664, 11555.. 11665 



Seq. ID 
Strand - 
End 

Method 
End 
Score 



OJ991113 46. 0103. C2 



22332 

TBLASTX: Maize 
11665 
68 

11058. .1118 6, 11263. .11331, 
11291. .11425, 11512. .11631, 



Seq. No. 5715 

Gene No. 12048 

Start 20497 

Name OJ991 113_4 6 . 0103 . C2 . o2 . tw 

Start 11085 

GI none 

Exons 11085. .11159, 11085 .. 11195, 
11283. .11402, 11402. .11425, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991113 46. 0103. C2 



22332 

TBLASTX: Wheat 
11652 
86 

1108 6. .11193, 11282. .11401, 
11512. .11580, 11552. .11575, 



5957 



11581. .11652, 11585.. 11650 



Seq. No. 5715 

Gene No. 12048 

Start 20497 

Name OJ991113_4 6 . 0103 . C2 . o4 . gs 

Start 20497 

GI none 

Exons 20497. .20658, 21247 .. 21337, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_46.0103.C2 

22332 
GENSCAN 
22332 
.7 



21935. .22022, 22178.. 22332 



rii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5716 Seq. ID 

12049 Strand 

214 End 

OJ991113_4 6 . 0103 . C3 . ol . np Method 

214 End 

5777617 Score 
214.. 235, 1385.. 1522 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991113_46.0103.C3 
+ 

1522 
AAT/NAP 
1522 
94 



46. 0103. C3 



5716 Seq. ID OJ991113_ 

12050 Strand + 

4843 End 18976 

OJ991113_4 6.0103.C3.ol.gp Method AAT/GAP 

4843 End 6702 

uC-osrocyp016e08bl Score 927 

4843.. 4960, 5075.. 5234, 6397.. 6551, 6631.. 6702 

'2501011/sp|P73505|SYI_SYNY3 2.0e-15 ISOLEUCYL-TRNA SYNTHETASE 
( ISOLEUCINE — TRNA LIGASE) (ILERS) >gi_1652625__dbj_BAA17545_ 
(D90907) isoleucyl-tRNA synthetase [Synechocystis sp.] 1 



^ Seq. No. 

:\Tz Gene No. 

1 y Start 

j - Name 

Q Start 

'""4 GI 

j s x Exons 



5716 

12050 

4843 

OJ991113_4 6.0103.C3.o2.gs 

5883 

none 



Seq. ID OJ991113_46.0103.C3 

Strand + 

End 18976 

Method GENSCAN 

End 18976 

Score . 88 



5883. .5910, 6397. .6551, 6631. .6732, 7164 .. 7285, - 7437 .. 74 94 , 
7687.. 7755, 8087.. 8194, 8662.. 8806, 9390.. 9621, 9712.. 9998, 
10096. .10232, 10665. .10812, 11609. .11740, 12384 .. 12512 , 
12852. .12979, 13056 .. 13220, 13607 13732 , 14233 14306, 
14499. .14679, 15020 .. 15199, 15273 15506, 16257 16699, 
17235. .17322, 17968 .. 18034 , 18874.. 18976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



End 

Method 

End 

Score 



5716 
12050 
4843 

OJ991113_4 6.0103.C3.o2.np 
6402 
2501011 

.6402.. 6551, 6631.. 6732, 7164. 
8087.. 8194, 8662.. 8806, 9390, 
10096. .10232, 10665. .10812, 11609 11740, 12384 .. 12512 , 
12852. .12979, 13056 .. 13220, 13607 .. 13732, 14233 .. 14306, 
14430. .14637, 15011. .15488 

ISOLEUCYL-TRNA SYNTHETASE (ISOLEUCINE — TRNA LIGASE) (ILERS) 
gi| 1652625 |dbj |BAA17545| (D90907) isoleucyl-tRNA synthetase 
[Synechocystis sp . ] 



Seq. ID OJ991113_46.0103.C3 
Strand * + 

18976 
AAT/NAP 
15488 
2247 

7233, 7382. .7494, 7687 
9447, 9508. .9621, 9712 



7755, 
9998, 



5958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5716 

12050 

4843 

OJ991113_4 6.0103.C3.o2.gp 
7150 

uC-osflcyp019h01bl 
7150.. 7233, 7382. .7494, -7687 
f 2501011/sp | P73505 | SYI_SYNY3 



Seq. ID OJ991113_46.0103.C3 

Strand + 

End 18976 

Method AAT/GAP 

End 8193 

Score 647 
.7755, 8087. .8193 



4.0e-43 ISOLEUCYL-TRNA SYNTHETASE 
( ISOLEUCINE — TRNA LIGASE) (ILERS) >gi_1652625_dbj_BAA17545_ 
(D90907) isoleucyl-tRNA synthetase [Synechocystis sp.]' 



OJ991113_46.0103.C3 
+ 

18976 
AAT/GAP 
15576 
882 



5716 -Seq. ID 

12050 Strand 
4843 End 
OJ991113_4 6.0103.C3.o3.gp Method 
15022 End 
uC-osflcypl06bl2bl ' Score 

15022. .15199, 15273. .15576 

, 1174521/sp|P41972|SYI_STAAU 9.0e-13 ISOLEUCYL-TRNA SYNTHETASE 

(ISOLEUCINE — TRNA LIGASE) (ILERS) >gi_54 1337_pir S40178 

isoleucine — tRNA ligase (EC 6.1.1.5) - Staphylococcus aureus 
>gi_4 37916_emb_CAA52296_ (X74219) isoleucyl-tRNA synthetase 
[Staphylococcus aureus] ' 



Seq. No. 


5716 






Seq. ID 


OJ991113_46.0103.C3 


Gene No. 


12051 






Strand 




Start 


1447 






End 


5254 


Name 


OJ991113 46. 


0103, 


.C3.ol.ga. 


Method 


GENSCAN 


Start 


1447 






End 


5254 


GI 


none 






Score 


.44 


Exons 


1447. .1586, 


1685, 


..1826, 1831. 


.1933, 2120.. 2290, 2474.. 2585, 




2715. .2929, 


3047, 


..3219, 3615. 


.3943, 4009. .4430, 4522. .4673, 




4747. .5019, 


5048, 


. .5254 






Seq. No. 


5716 






Seq. ID 


OJ991113_46.0103.C3 


Gene No. 


12052 






Strand 




Start 


19030 






End 


19126 


Name 


OJ991113 46. 


0103, 


.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


3614 






End 


3925 


GI 


none 






Score 


40 


Exons 


3614. .3676, 


3617, 


..3676, 3618. 


.3677, 3675.. 3923, 3690.. 3923, 




3692. .3925 










Seq. No. 


5716 






Seq. ID 


•OJ991113_46.0103.C3 


Gene No. 


12052 






Strand 




Start 


19030 






End 


19126 


Name 


OJ991113 46. 


0103, 


.C3.o3. ts 


Method 


TBLASTX : Soybean 


Start 


9926 






End 


11721 


GI 


none 






Score 


84 


Exons 


9926. .9997, 


9928, 


..9990, 10049 


. .10225, 


10095. .10241, 




10095. .10244 


, 10096. .10245, 10665. .10751, 10733 .. 1081 6, 




10734. .10817 


, 10851. .10892, .11610. .11720, 11611.. 11721 


Seq. 'No. 


5716 






Seq. ID 


OJ991113_46.0103.C3 


Gene No. 


■ 12052 






Strand 




Start 


19030 






End- 


19126 



5959 




Name 


OJ991113 46. 0103. C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


9974 




End 


10784 




GI 


none 




Score 


37 




Exons 


9974.. 9997, 10095.. 


10241, 10095. .10265, 


10096. .10272, 






10658. .10753, 10659 


. .10754, 


10752. .10784 




Seq. No. 


5716 




Seq. ID 


OJ991113_46.0103 


.C3 


Gene No. 


12052 




Strand 






Start 


19030 




End 


19126 




Name 


OJ991113 46. 0103. C3 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


12865 




End 


13141 




GI 


none 




Score 


155 




Exons 


12865. .12981, 12866 


. . 12973, 


13049. .13141, 13062. .13139 




Seq. No. 


5716 




Seq. ID 


OJ991113_46.0103 


.C3 


Gene No. 


12052 




Strand 






Start 


19030 




End 


19126 




Name 


OJ991113 46. 0103. C3 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


12899 




End 


13665 




GI 


none 




Score 


124 




Exons 


12899. .12973, 12901 


. .12972, 


13056. .13220, 13057. .13227, 






13058. .13219, 13570 


. .13665, 


13607. .13663, 13615.. 13665 




Seq. No. 


5716 




. Seq. ID 


OJ991113_46.0103 


.C3 


Gene No. 


12052 




Strand 






Start 


19030 




End 


19126 




Name 


OJ991113_46.0103.C3 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


12902 




End 


14307 




GI 


none 




Score 


92 




Exons 


12902. .12973, 12904 


. .12972, 


12915. .12983, 13056. .13220, 






13061. .13222, 13061 


. .13219, 


13062. .13220, 13609. .13749, 






13609. .13725, 13610 


. . 13801, 


13643. .13759, 14114. .14203, 






14206. .14304, 14223 


. .14306, 


14224. .14307, 14226. .14306 




Seq. No. 


5716 




Seq. ID 


OJ991113_46.0103 


:C3 


Gene No. 


12052 




Strand 






Start 


19030 




End 


19126 




Name 


OJ991113 46. 0103. C3 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


14440 




End 


14 678 




GI 


none 




Score 


283 




Exons 


14440. .14676, 14445 


. .14678 








Seq. No. 


5716 




Seq. ID 


OJ991113_46.0I03 


.C3 


Gene No. 


12052 




Strand 






Start 


19030 




End 


19126 




Name 


OJ991113 46. 0103. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14452 




End 


15502 




GI 


none 




Score 


345 




Exons 


14452. .14682, 14452 


.'.14679, 


15006. .15200, 15017. .15205, 






15019. .15213, 15019 


. .15201, 


15245. .15502, 15246. . 15482 r 






15347. .15502 










Seq. No. 


5716 




Seq. ID 


OJ991113_46.0103 


.C3 


Gene No. 


12052 




Strand 






Start 


19030 , ;• 




End 


19126 




Name 


OJ991113 46. 0103. C3 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15267 




End 


15511 





5960 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl" 

Exons 

GI Descrip. 



none Score 230 

15267. .15476, 15270 .. 15476, 15353.. 15511 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113 46. 0103. C3 



5716 
12052 
19030 

OJ991113_4 6 . 0103 . C3 . o4 . gp 
19030 

69953_1.R1084 
19030. .19126 

'5295936/dbj I AB026295.2 IAB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



19126 
AAT/GAP 
19126 
122 



Seq. No. 


5717 


Seq. ID 


OJ991113_46.0103.C4 


Gene No. 


12053 


Strand 


+ 


Start 


233 


End 


3130 


Name 


OJ991113 46.0103.C4.ol.np 


Method 


AAT/NAP 


Start 


233 - 


End 


1371 


GI 


4388730 


Score 


270 


Exons 


233.-355, 614. .676, 815. .874, 


1253. .1371 


GI Descrip. 


(AC006413) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


5717 


Seq. ID 


OJ991113_46.0103.C4 


Gene No. 


12053 


Strand 


+ 


Start 


233 


End 


3130 


Name 


OJ991113 46.0103.C4.ol.gs 


Method 


GENSCAN 


Start 


274 


End 


3130 


GI 


none 


Score 


.82 


Exons 


274. .355, 614. .676, .815. .874, 


1253. .1345, 1458. .1520, 




1759.. 1853, 2550.. 2611, 2730. 


.3130 




Seq. No. 


5717 


Seq. ID 


OJ991113_46.0103.C4 




12053 


Strand 


+ 


Start 


233 


End 


3130 


Name 


OJ991113 46.0103.C4.o2.gp 


Method 


AAT/GAP 


Start 


803 


End 


1928 


GI 


60045 1.R1084 


Score 


965 


Exons 


803. .874, 1253. .1345, 1458. .1520, 1596. 


.1928 


GI Descrip. 


, 4388730/gb|AAD19768| 1.0e-16 


(AC006413) hypothetical protein 




[Arabidopsis thaliana] 1 






Seq. No. 


5717 


Seq. ID 


OJ991113__46.0103.C4 


Gene No. . 


12054 


Strand 


+ ' 


Start 


3174 


End 


4604 


Name 


OJ991113 46.0103.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


269 


End 


1697 


GI 


none 


Score 


127 


Exons 


269. .361, 279. .356, 280. .357, 


611. .655, 


612. .656, 613. .657, 




658. .678, 812. .907, 813. .914, 


1241. .1345, 1251. .1337, 




1252. .1341, 1286. .1345, 1455. 


.1523, 1455. .1520, 1457. .1531, 




1557.. 1697, 1560.. 1694, 1594. 


.1695 




Seq. No. 


5717 


Seq. ID 


OJ991113_46.0103.C4 


Gene No. 


12054 


Strand 


+ 


Start 


3174 


End 


4604 


Name 


OJ991113 46.0103.C4.o3.gp 


Method 


AAT/GAP 


Start 


3174 


End 


4314 



5961 




GI 


103206 1.R1084 


Score 


511 




Exons 


3174.. 3250, 3432.. 3478, 3956.. 


4010, 4197. .4314 




GI Descrip. 


1 2497486/sp | O04 905 I UMPK ARATH 


1.0e-31 


URIDYLATE KINASE 


(UK) 




(URIDINE MONOPHOSPHATE KINASE) 


(UMP KINASE) >gi 2121275 






(AF000147) UMP/CMP kinase [Arabidopsis 


thaliana] 1 




Seq. No. 


5717 


Seq. ID 


OJ991113_46.0103 


.C4 


Gene No. 


12054 


Strand 


+ 




otan 


3174 


End 


4604 




Name 


OJ991113 46.0103.C4.o2.np 


Method 


AAT/NAP 




Start 


3434 


End 


4604 




GI 


6683811 


Score 


252 




Exons 


3434.. 3472, 3959.. 4010, 4197.. 


4604 






GI Descrip. 


(AF187062) UMP/CMP kinase a [Oryza sativa] 




Seq. No. 


3 / 1 / 


Seq. ID 


OJ991113_46.0103 


.C4 


Gene No . 


1^U34 


Strand 


+ 




Start 


3174 


End 


4604 




Name 


OJ991113_4 6 . 0103 . C4 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


Q A 1' 


End 


4324 




GI 


none 


Score 


81 




Exons 


jy4 / . .4UI4, jyoo. .41)1*1, 4iy4.. 


4313, 4195. .4323, 4196. .4324 


Seq. No. 


O / ± / - 


Seq. ID 


OJ991113_46.0103 


.C4 


Gene No . 


1 one/ 


Strand 


. + 




Start 


3174 


End 


'4604 




Name 


OJ991113_46.0103.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


A 1 Q A 

4 iy4 


End 


4324 




GI 


none 


Score 


105 




Exons 


4iy4..4JU/, 4±yo..4oii, 4±yo.. 


4314, 4196. .4324, 4196. .4324 


Seq. No. 


Dill 


Seq. ID 


OJ991113_46.0103 


.C4 


bene no. 


1^U04 


Strand 


+ 




Start 


3174 


End 


4604 




Name 


OJ991113_46.0103.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


ill QC 

4 lyo 


End 


4324 




GI 


none 


Score 


197 




Exons 


4195. .4314, 4196. .4324 








Seq. No. 


5718 


Seq. ID 


OJ991113_46.0103 


.C7 


Gene No . 


12055 


Strand 


+ 




Start 


65 


End 


129 




Name 


OJ991113 46.0103.C7.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


129 




GI 


none 


Score 


. 96 




Exons 


65. .129 








Seq. No. 


5719 


Seq. ID 


OJ991113_4.6.0103 


.CIO 


Gene No . 


12056 


Strand 


+ 




Start 


48 


End 


454 




Name 


OJ991113 46.0103.C10.ol.gs 


Method 


GENSCAN 




Start 


48 * 


End 


454 




GI 


none 


Score 


.93 




Exons 


48. .235,- 314. .454 








Seq. No. 


5720 : , • 


Seq. ID 


OJ991113_46.0103 


.Cll 


Gene No. 


12057 


Strand 


+ 





5962 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

□ GI - 
. Exons 

';f GI Descrip. 

:. i ! 

j'Lj Seq. No. 

[3 Gene No. 

;7f Start 

6 2 Name 

iJ Start 

: y gi 

s Exons 

: o. 

t 

Jj Seq. No. 

Gene No. 

Start 
iJ Name 
:3 Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



554 

AAT/GAP 
554 
186 



OJ991113_4 6.0103.Cll.ol.gp 
1 

2838221- R1084 
1..32, 480. .554 

, 4512703/gb|AAD21756.1| 5.0e-22 (AC006569) unknown protein 
[Arabidopsis thaliana] ' 



5720 
12057 
1 

OJ991113_46.0103.Cll.ol.np 
1 

4512703 
1..21, 461;. 554 

(AC006569) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991113_46.0103.C11 

Strand + 

End 554 

Method AAT/NAP 

End 554 

Score 59 



5721 
12058 
1 

OJ991113_4 6.0103.C12.ol.np 
1 

4512703 

1..50, 328. .462, 789. .896, 1060. .1161 

(AC006569) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991113_46.0103.C12 

Strand + 

End 3808 

Method AAT/NAP 

End 1161 

Score 206 



5721 

12058 

1 

OJ991113_46.0103.C12.ol.gs 

328 

none 



Seq. ID OJ991113_46.0103.C12 

Strand + 

End 3808 

Method GENSCAN 

End 3649 

Score .94 



328. .462, 789. .896, 1060. .1125, 3431. .3649 



5721 

12058 

1 

OJ991113_46.0103.C12.ol.gp 

1070 

3766626 



Seq. ID OJ991113_46.0103.C12 

Strand + 

End 3808 

Method AAT/GAP 

End 3808 

Score 874 



1070.. 1124, 1797.. 1913, 3431. .3808 ~ 

5257255/dbj | AP000364.il AP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 



5721 

12059 

4509 

OJ991113_4 6.0103.C12.ol.tm 
5 

none 



Seq. ID OJ991113_46.0103.C12 
Strand 

End 10144 

Method TBLASTX : Mai ze 

End 854 

Score 64 



5. .52, 327. .467, 328. .462, 371. .466, 765. .854, 786. .836, 
788. .853 



Seq. No. 5721 

Gene No. 12059 

Start 4509 

Name OJ991113 46. 0103.C12 ,o2 .gs 



Seq. ID OJ991113_46.0103.C12 
Strand 

End 10144 

Method GENSCAN 



5963 






Start 


4509 




End 


10144 








GI 


none 




Score 


.75 








Exons 


4509.. 5038, 5370.. 5615, 


5852. 


.5968, 5973.. 6180, 


6301. . 6442, 






9964. .10144 














Seq. No. 


5722 




Seq. ID 


OJ991113_ 


_46.0103 


-C13 




Gene No. 


12060 




Strand 


+ 








otart 


1 




End 


4663 








Name 


OJ991113 46.0103.C13.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


4663 








GI 


4680186 




Score 


321 








Exons 


1..35, 2012.. 2168, 2771 


..2933, 4645.-4663 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


5722 




Seq. ID 


OJ991113_ 


46.0103 


.C13 




Gene No . 


12061 




Strand 


+ 








Start 


6510 




End 


9517 








Name 


OJ991113_46 . 0103 .CI 3 . o2 


.gs 


Method 


GENSCAN 








Start 


6510 




End 


9517 








GI 


none 




Score 


.44 








Exons 


6510.. 6623, 6803.. 6966, 


7157. 


.7253, 9167.. 9517 








Seq. No. 


5722 




Seq. ID 


OJ991113_ 


_46.0103 


-C13 


u 


Gene No. 


12061 




Strand 


+ 








Start 


6510 




End 


9517 






i z r? 
i. * ? 


Name 


OJ991113 46.0103.C13.ol 


.gp 


Method 


AAT/GAP 








Start 


9074 




End 


9488 








GI 


6573148 




Score 


811 






! : £ 


Exons 


9074. .9488 














GI Descrip. 


4388731/gb|AAD19769| 1. 


0e-34 


(AC006413) hypothetical proteii 


*n 




[Arabidopsis thaliana] 












i y 


Seq. No. 


5722 




Seq. ID 


OJ991113_ 


46.0103 


.C13 


i : -i 


Gene No. 


12061 




Strand 


+ 








OtaiL 


6510 




End 


9517 






• J.S 


Name 


OJ991113 46.0103.C13.o4 


.np 


Method 


AAT/NAP 








Start 


9266 




End 


9488 






E 

: 57 


GI 


6573149 




Score 


360 








Exons 


9266. .9488 












i:3 


GI Descrip. 


. (AF201895 ) growth-regulating 


factor 1 


[Oryza sativa] 






Seq. 'No. 


.5722 




Seq. ID 


OJ991113_ 


46.0103 


.C13 




Gene No. 


12062 




Strand 












1754 




End 


4965 








Name 


OJ991113 46.0103.C13.o2 


.np 


Method 


AAT/NAP 








Start 


1754 


End 


4965 








GI 


6069659 




Score 


85 








Exons 


1754.. 1793, 2981.. 3029, 


3289. 


.3423, 4934. .4965 








GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


5722 




Seq. ID 


OJ991113_ 


46.0103 


.C13 




Gene No. 


12062 




Strand 










Start 


1754 




End 


4965 








Name 


OJ991113 46.0103.C13.o3 


. np 


Method 


AAT/NAP 








Start 


1871 




End 


4122 \ 








GI 


6907088 




Score 


305 v 








Exons 


1871. .1916, 3663. .3808, 


3985. 


.4122 









5964 



GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 5722 

Gene No. 12063 

Start 9319 

Name OJ991113_46. 0103 . C13 . ol . tm 

Start 9319 

GI none 
Exons 



Seq. ID OJ991113_46.0103.C13 
Strand 

End 94 96 

Method TBLASTX: Maize 

End 9496 

Score 167 



9319. .9390, 9320. .9445, 9434. .9496, 9451. .9486 



Seq. No. 5723 Seq. ID OJ991113_4 6 . 0103 . C14 

Gene No. 12064 Strand + 

Start 1 End . 1334 

Name OJ991113_46. 0103 .C14 . ol . gp Method AAT/GAP 

Start 1 End 1334 

GI 6573148 Score 2345 

Exons 1..713, 829.. 1334 

GI Descrip. 4388731/gb | AAD19769 | 1.0e-34 (AC006413) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103 


.C14 


Gene No. 


12064 


Strand 


+ 




Start 


1 


End 


1334 




Name 


OJ991113 46.0103.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


718 




GI 


6573149 


Score 


1273 




Exons 


1. .718 








GI Descrip. 


(AF201895) growth-regulating 


factor 1 


[Oryza sativa] 




Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103 


.C14 


Gene No. 


12065 


Strand 


+ 




Start 


3670 


End 


8559 




Name 


OJ991113 46.0103.C14.o2.gs 


Method 


GENSCAN 




Start 


3670 


End 


8480 




GI 


none 


Score 


.75. 




Exons 


3670.. 3716, 5099.. 5731, 6791. 


.8480 






Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103 


.C14 


Gene No. 


12065 


Strand 


+ 




Start 


3670 


End 


8559 




Name 


OJ991113 46.0103.C14.o2.np 


Method 


AAT/NAP 




Start 


5454 


End 


8462 




GI 


4584356 


Score 


1968 




Exons 


5454.. 5731, 6791.. 6896, 6940. 


.8462 






GI Descrip. 


(AC006420) putative replication protein Al [Arabidopsis 





thaliana] 



Seq. No. 5723 Seq. ID OJ991113_4 6 . 0103 . C14 

Gene No. " 12065 Strand + 

Start 3670 End 8559 

Name . OJ991113_4 6 . 0103 . C14 . o2 . gp Method AAT/GAP 

Start 5607 End 7125 

GI LIB3477-001-P1-K1-C7 Score 900 

Exons 5607.. 5731, 6791.. 7125 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



5965 



ha 

.3 — 

i "5 



Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103.C14 


Gene No. 


12065 


Strand 


+ 


Start 


3670 


End 


8559 


Name 


OJ991113 46.0103.C14.o3.gp 


Method 


AAT/GAP 


Start 


8127 


End 


8559 


GI 


1632335 


Score 


832 


Exons 


8127. .8559 






GI Descrip. 


4584356/gb|AAD25150.1|AC006420 5 1 . Oe- 


30 (AC006420) putative 




replication protein A [Arabidopsis thaliana] 


Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103.C14 


Gene No. 


12066 


Strand 




Start 


8927 


End 


9226 


Name 


OJ991113 46.0103.C14.o4 .gp 


Method 


AAT/GAP 


Start 


8927 


End 


9226 


GI 


2798531 


Score 


576 


Exons 


8927. .9226 






Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103.C14 


Gene No. 


12067 


Strand 




Start 


9203 


End 


13556 


Name 


OJ991113 46.0103.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


7202 


End 


7685 


GI 


none 


Score 


526 


Exons 


7202.. 7621, 7203.. 7622, 7203. 


.7625, 7204. .7626, 7614. .7685, 




7622. .7684 






Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103.C14 


Gene No. 


12067 


Strand 




Start 


9203 


End 


13556 


Name 


OJ991113 46.0103.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


7686 


End 


8030 


GI 


none 


Score 


430 


Exons 


7686. .7982, 7688.. 7984, 7688. 


.7981, 7971. .8030, 7979. .8029 


Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103.C14 


Gene No. 


12067 


Strand 




Start 


9203 


End 


13556 


Name 


OJ991113 46.0103.C14.o3.gs 


Method 


GEN SCAN 


Start 


9203 


End 


13157 


GI 


none 


Score 


.53 


Exons 


9203.. 9376, 9619.. 9882, 10070 


. .10153, 


11028. .11825, 




12520. .12581, 12778. .12946, 13056.. 13157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



5723 

12067 

9203 

OJ991113_4 6.0103.C14 .o3.np 

9440 

6648163 



Seq. ID OJ991113_46.0103.C14 
Strand 

End 13556 

Method AAT/NAP 

End 13556 

Score 455 



9440. .9544, 9619. .10004, 10801 .. 1114 6, 11204 11599, 
13533. .13556 

(AC010926) hypothetical protein [Arabidopsis thaliana] 



5723 

12067 

9203 



Seq. ID OJ991113_46.0103.C14 
Strand 

End 13556 



5966 



Name 


OJ991113 46.0103.C14.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9515 


End 


9784 




GI 


none 


Score 


179 




Exons 


9515. .9550, 9617. .9784, 9619 


.9744 






Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103 


.C14 


Gene No. 


12067 


Strand 






Start 




End 


13556 




Name 


OJ991113 46.0103.C14.o3.tm 


Method 


. TBLASTX: Maize 




Start 


10864 


End 


11261 




GI 


none 


Score 


179 




Exons 


10864. .11049, 10872. .11048, 


10874. .11062, 1104 3. .11201, 






11045. .11137, 11047. .11154, 


11079. .1118 6, 11202. .11261 




Seq. No. 


5723 . 


Seq. ID 


OJ991113_46.0103 


.C14 


Gene No. 


IZQbl 


Strand 






Start 


9203 


End 


13556 




Name 


OJ991113 46.0103.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11097 


End 


11577 




GI 


none 


Score 


115 




Exons 


11097. .11150, 11367. .11567, 


11398. .11574, 11407. .11577 




Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103 


.C14 


Gene No. 


12067 


• Strand 






Start 


9203 


End 


13556 




Name 


OJ991113 46.0103.C14;o5.gp 


Method 


AAT/GAP 




Start 


11279 


End 


11717 




GI 


LIB3474-003-P1-K1-B12 


Score 


878 




Exons 


11279. .11717 








GI Descrip. 


1 4584356/gb|AAD25150.1|AC006420 5 1 . Oe- 


-30 (AC006420) putative 




replication protein A [Arabidopsis thaliana] 1 




Seq. No. 


5723 


Seq. ID 


OJ991113_46.0103 


.C14 


Gene No. 


12067 


Strand 






Start 


9203 


End 


13556 




Name 


OJ991113 46.0103.C14.o4.tm 


Method 


TBLASTX: Maize 




Start 


11464 


End 


11726 




GI 


none 


Score 


168 




Exons 


11464. .11640, 11466. .11648, 


114 66. .11726, 114 67. .11661, 






11626. .11709 








Seq. No. 


5724 


Seq. ID 


OJ991113_46.0103 


.C18 


Gene No. 


12068 


Strand 






o car t 


1 


End 


520 




Name 


OJ991113 46.0103.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


520 




GI 


6539570 


Score 


104 




Exons 


1..29, 348. .520 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5724 


Seq. ID 


OJ991113_46.0103 


.C18 


Gene No. 


12068 


Strand 






Start 


1 


End 


520 




Name 


OJ991113 46.0103.C18.ol.gs 


Method 


GENSCAN 




Start 


101 


End 


431 




GI 


none 


Score 


. 66 




Exons 


101. .134, 341.. 431 









5967 



Seq. No. 5725 

Gene No. 12069 

Start 423 

Name OJ991113_4 6 . 0103 . C19 . ol . gs 

Start 423 

GI none 

Exons 423.-462 



Seq. ID OJ991113_46.0103.C19 

Strand + 

End 4 62 

Method GENSCAN 

End 4 62 

Score .52 



U 

t; it 

! Li 



Seq. No. 5726 
Gene No. 12070 
Start 1 

Name OJ991113_4 6. 0103.C20 .ol.gp 

Start 1 
GI 2435JL.R1084 
Exons 1 . . 313 

GI Descrip. * 303736/dbj | BAA02109 | 2.0e-59 (D12541) GTP-binding protein 

[Pisum sativum] >gi_738934_prf 2001457B GTP-binding protein 

[Pisum sativum] 1 



Seq. ID OJ991113_46.0103.C20 

Strand + 

End 313 

Method AAT/GAP 

End 313 

Score ' 626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Ly Seq. No. 
: t l Gene No. 

Start 
' " Name 

Start 
C3 GI 
: y Exons 

M 

Seq. No. 

":i Gene No. 
! j3 start 
!,3 Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



5726 
12071 
80 

OJ991113_4 6.0103.C20.ol.np 

80 

5926718 
80. .313 

(AB007911) PRA2 [Pisum sativum] 



Seq. ID OJ991113_46.0103.C20 
Strand 

End 313 

Method AAT/NAP - 

End 313 

Score 139 



5727 

12072 

9875 

OJ991113_43.0103.Cl.o2.gs 

9875 

none 



Seq. ID OJ991113_43.0103.C1 

Strand + 

End 12252 

Method GENSCAN 

End 11915 

Score .82 



9875.. 9920, 11021 .. 11074 , 11295 .. 11584 , 11685.. 11915 



5727 

12072 

9875 

OJ991113_43. 0103.Cl.o3.np 

11185 

3402705 



Seq. ID OJ991113_43.0103.C1 

Strand + 

End 12252 

Method AAT/NAP 

End 12252 

Score 317 



11185. .11584, 11685. .11908, 12086. .12252 

(AC004261) hypothetical protein [Arabidopsis thaliana] 



5727 

12073 

1 

OJ991113_4 3.0103.Cl.ol.np 
1 

6056206 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 7673 

Method AAT/NAP 

End 3673 

Score 1022 



1..84, 158. .226, 315. .395, 747. .849, 935. .1079, 1202. .1276, 
1357. .1424, 1502. .1583, 1661. .1774, 2274. .2392, 2608. .2709, 
3552. .3673 

(AC0094 00) putative kinesin-like centromere protein [Arabidopsis 
thaliana] 



5968 



Seq. No. 5727 

Gene No. 12073 

Start 1 

Name OJ991113_4 3 . 0103 . CI . ol . gs 

Start 158 

GI none 
Exons 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 7673 

Method GENSCAN 

End 7673 

Score . 5 



158. .265, 315. .395, 827. .84.9, 1153. .1276, 1661. .1774, 
2274.. 2392, 2608.. 2697, 2778.-2929, 3418.. 3566, 4249.. 4649, 
4729.. 6628, 7569.. 7673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5727 Seq. ID 

12073 Strand 

1 End 

OJ991113_43.0103.Cl.o4.ts Method 

747 End 

none Score 



OJ991113_43.0103.C1 
7673 

TBLASTX: Soybean 

1024 

58 



747. .848, 751. .855, 940. .1023, 941. .1024 



5727 

12073 

1 

OJ991113_43.0103.Cl.o5.ts 

2612 

none 



Seq. ID OJ991113_43.0103.C1 



Strand 
End 

Method 

End 

Score 



7673 

TBLASTX : Soybean 

2904 

64 



2612.. 2698, 2612.. 2707, 2782.. 2904, 2815.. 2904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5727 

12073 

1 

OJ991113_43.0103.Cl.ol.tc 

4201 

none 

4201.. 4350, 4205.. 4351, 4351 
4540.. 4650, 4565.. 4651, 4730 
4905.. 5105, 5120.. 5350, 5121 
5582.. 5665, 5622.. 5660, 5708 
5990. .6175, 6168. .6296 



Seq. ID OJ991113_43. 0103. CI 
Strand 

End 7673 
Method TBLASTX : Cress 
End 6619 
Score 82 

.4464, 4471. .4521, 4472. .4522, 
.4885, 4731. .4886, 4901. .5116, 
.5339, 5384.. 5602, 5385.-5564, 
.5968, 5715. .5900, 5972. .6619, 



Seq. No. .5727 
Gene No. 12073 
Start 1 

Name OJ991 113_43 . 0103 . CI . ol . tm 

Start 4201 
GI none 

Exons 4201.. 4362, 4202.. 4351, 4351. 

4543.. 4650, 4553.. 4651, 4730. 
4905.. 5117, 5129.. 5350, 5145. 
5622.. 5660, 5708.. 5968, 5715. 
6168.. 6281, 6329.. 6544, 6341, 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 7673 

Method TBLASTX: Maize . 

End 6622 

Score 86 

.4464, 4471. .4521, 4477. .4500, 
.4894, 4731. .4895, 4898. .5116, 
.5336, 5369.. 5668, 5388.. 5522, 
,5906, 5945.. 6175, 5972.. 6304, 
.6622, 6435.. 6581 



Seq. No. 5727 Seq. ID 

Gene No. 12073 Strand 

Start 1 End 

Name OJ991113_43 . 0103 . CI . ol . ts Method 

Start 4201 ' End 

GI none Score 



OJ991113_43.0103.C1 
7673 

TBLASTX: Soybean 

5350 

73 



5969 



y. 



"'-4 

y 

.: si 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4201. .4350, 4205. .4351, 4351. .4440, 4471. .4521, 4472. .4522, 
4543. .4650, 4553. .4651, 4730. .4885, 4824. .4886, 4901. .5116, 
4905.. 5117, 5120.. 5350, 5145.. 5336 



5727 

12073 

1 

OJ991113_43.0103.Cl.o3.tw 

4202 

none 



Seq. ID OJ991113_43.0103.C1 



Strand 
End 

Method 

End 

Score 



7673 

TBLASTX: Wheat 

4522 

116 



4202. .4363, 4204. .4353, 4471. .4521, 4472. .4522 



5727 Seq. ID 

12073 Strand 

1 End 

OJ991113_43 . 0103 . CI . o2 . np Method 

4204 End 

4867803 Score 



OJ991113_43.0103.C1 

7673 
AAT/NAP 
7658 
1952 



4204. .4649, 4729. .6631, 7569. .7658 

(AJ133000) phospholipase D2 [Craterostigma plantagineum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113 43. 0103. CI 



7673 
AAT/GAP 
5017 
715 



5727 
12073 
1 

OJ991113_4 3.0103.Cl.ol.gp 
4530 

uC-osflM202064c05al 
4530. .4649, 4729. .5017 

'2499709/sp|Q43007|PLDl_ORYSA 4.0e-29 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA19467_ (AB001920) phospholipase D 
[Oryza sativa] ' 



5727 Seq. ID 

12073 Strand 

1 End 

OJ991113_43 . 0103 . CI . ol . tw Method 

4543 End 

none Score 



OJ991113_43.0103.C1 
7673 

TBLASTX: Wheat 

5021 

88 



4543.. 4650; 4544', 
4905. .5021 



,4651, 4730.. 4894, 4824.. 4892, 4901.. 5020, 



Seq. No. 5727 Seq. ID OJ991113_4 3 . 0103 . CI 

Gene No. 12073 Strand 

Start 1 End 7673 

Name OJ991113_4 3 . 0103 . CI . o2 . gp Method AAT/GAP 

Start 4558 End 5045 

GI uC-osflM202064c05al Score 683 

Exons 4558.-4649, 4729.. 5045 

GI Descrip. ' 24 99709/sp I Q43007 | PLD1_0RYSA 4.0e-29 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] 1 



5970 



Seq. No. 5727 
Gene No. 12073 
Start 1 

Name OJ991113_43. 0103 .CI . o3 . gp 

Start 5190 
GI 2428287 
Exons 5190.. 5654 

GI Descrip. 2499708/sp | Q43270 I PLD_MAIZE 2.0e-32 PHOSPHOLIPASE D PRECURSOR 
(PLD) (CHOLINE PHOSPHATASE) ( PHOSPHATIDYLCHOLINE-HYDROLYZING 
PHOSPHOLIPASE D) >gi_10204 09_dbj_BAA11135_ (D73410) 
phospholipase D [Zea mays] 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 7673 

Method AAT/GAP 

End 5654 

Score 84 9 



Seq. No. 5727 

Gene No. 12073 

Start 1 

Name OJ991113_43 . 0103 .CI . o3 . ts 

Start 5369 

GI none 

Exons .5369. .5626, 5424. .5522 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 7 673 

Method TBLASTX : Soybean 

End 5626 

Score 121 



Seq. No. 5727 

Gene No. 12073 

Start 1 

Name OJ991113_43 . 0103 . CI . o2 . ts 

Start 5627 

GI none 
Exons 



Seq.. ID OJ991113_43.0103.C1 
Strand 

End . 7673 

Method TBLASTX : Soybean 

End 6622 

Score 52 



5627.. 5668, 5628.. 5666, 5708.. 5965, 5715.. 5900, 5972.. 6622, 
5990.. 6091, 6168.. 6305 



Seq. No. 5727 

Gene No. 12073 

Start 1 

Name OJ991113_43 . 0103 . CI. o2 . tw 

Start 5897 

GI none 
Exons 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 7673 

Method TBLASTX : Wheat 

End 6313 

Score 60 



5897. .5962, 5897. .5965, 5933.-6256, 5972. .6175, 6260. .6313 



Seq. No. 5727 

Gene No. 12073 

Start 1 

Name OJ991113_43 . 0103 . CI . o4 . gp 

Start 6093 

GI 3090665 

Exons 6093.. 6444 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 7673 

Method AAT/GAP 

End 6444 

Score 544 



Seq. No. 5727 

Gene No. 12074 

Start 11420 

Name OJ991113_43 . 0103 . CI . o2 . tm 

Start 11420 

GI none 
Exons 



Seq. ID OJ991113_43.0103.C1 
Strand 

End 11752 

Method TBLASTX: Maize 

End • 11752 

Score 143 



11420. .11527, 11420. .11485, 11528 .. 11590, 11543 .. 11584 , 
11545. .11592, 11682. .11750, 11 682 . . 1174 1 , 11684. .11752 



Seq. No. 
Gene No. 



5727 
12075 



Seq. ID OJ991113_43.0103.C1 
Strand 



5971 



ru 



! 33T 



Start 


11762 


End 


11918 


Name 


OJ991113 43.0103.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


11762 


End 


11918 


GI 


none 


Score 


108 


Exons 


11762. .11899, 11762. .11902, 


11763. .11903, 11802. .11918 


Seq. No. 


5728 


Seq. ID 


OJ991113_43.0103.C2 


Gene No. 


12076 


Strand 


+ 


Start 


1 


End 


16075 


Name 


OJ991113 43.0103.C2.ol.np 


Method 


AAT/NAP 


O Lai l_ 


1 


End 


16075 


GI 


2129478 


Score 


136 


Exons 


1..114, 1101.. 1169, 2455. .2631, 16020 


. .16075 


GI Descrip. 


chitinase (EC 3.2.1.14) precursor - beet gi | 488731 | emb | CAA55883 | 




(X79301) chitinase [Beta vulgaris] gi 


I 829258 |emb|CAA56946| 




(X81056) Chitinase [Beta vulgaris] 




Seq. No. 


5728 


Seq. ID 


OJ991113_43.0103.C2 




12076 


Strand 


+ 


Start 


i 


End 


16075 


Name 


HTQQ1 1 1 /i o ni m r"~> /-\ i 
ujyyiiio ^ j. uiUJ.Lz .01 .gs 


Method 


GENS CAN 


Start 




End 


1250 


GI 


none 


Score 


.58 


Exons 








Seq. No. 


5728 


Seq. ID 


OJ991113_43.0103.C2 




12076 


Strand 


+ 


Start 


i 

X 


End 


16075 


Name 


uuyyiii j t j . uiu J i . .gs 


Method 


GENSCAN 


Start 




End 


3891 


GI 


none 


Score 


.66 


Exons 


91£9 OKI "3 9^c;'7 OQ1 n *3/l9yl 
ZlDZ . . ZOl J, Z OO / . . Z O 1 U , 03Z4 


..3610, 3700.. 3891 


Seq. No. 


S"?9fl 


Seq. ID 


OJ991113 43. 0103. C2 




12076 


Strand 


+ 


Start 


1 


End 


16075 


Name 


OJ991113 43,0103.C2.ol.gp 


Method 


AAT/GAP 


Start 


3534 


End 


4068 


GI 


3769159 


Score 


780 


Exons 


3534.. 3610, 3700.. 4068 






Seq. No. 


5728 


Seq. ID 


OJ991113_43.0103.C2 




12076 


Strand 


■ + 


Start 


1 


End 


16075 


Name 


OJ991113 43.0103.C2.o5.gs 


Method 


GENSCAN 


Start 


11280 


End 


11776 


GI 


none 


Score 


.93 


Exons 


11280. .11434, 11518. .11776 






Seq. No. 


5728 


Seq. ID 


OJ991113_43.0103.C2 


Gene No. 


12077 


Strand 




Start 


4514 


End 


8724 


Name 


OJ991113 43.0103.C2.o3.gs 


Method 


GENSCAN 


Start 


4514 


End 


8724 


GI 


none 


Score 


.67 


Exons 


4514.. 5404, 5579.. 5585, 5798 


..6063, 6727. .68.28, 8674. .8724 



5972 



Seq. No. 


5728 




Seq. ID 


OJ991113_43 


.0103. C2 


Gene No . 


lzll / o 




Strand 






Start 


9578 




End 


11117 




Name 


OJ991113 43. 0103. C2. 


o4 .gs 


Method 


GENSCAN 


^ - 


Start 


9578 




End 


11117 




GI 


none 




Score 


.96 




Exons 


9578.. 10348, 10642.. 


10829, 


11072. .11117 




Seq. No. 


5728 




beq. iu 


Pi TQQ1 1 1 "5 A "3 


.0103. C2 


Gene No. 


izu / y 




Strand 






Start 


11333 




End 


11388 




Name 


OJ991113 43. 0103. C2. 


o2 . gp 




a n t /pa d 




Start 


11333 






I 1 TOO 

II j(3o 




GI 


2310829 * 




Score 


oU 




Exons 


11333. .11388 










Seq. No. 


5728 




beq. iu 


r\ TQQ1 1 1 "3 A "3 


.0103. C2 


Gene No . 


l^UoU 




Strand 






Start 


14095 




End 


14526 




Name 


OJ991113 43. 0103. C2. 


o6.gs 


Method 


vjCj NbL* AJN 




Start 


14095 




hnct 


14 j^D 




GI 


none 




Score 






Exons 


14095. .14526 










Seq. No. 


5728 




beq. iu 


r\ TQQ1 1 1 Q A 


.0103. C2 


Gene No . 


l^Uol 




Strand 






Start 


14922 




End 


15944 




Name 


OJ991113 43. 0103. C2. 


o7 . gs 


Method 


(jtjINbUAiM 




Start 


14922 




ZtTXO. 


1 D y 4 4 




GI 


none 




Score 


. y4 




Exons 


14922. .15944 










Seq. No. 


5728 




beq. iu 


TQQ1 1 1 "3 A 1 

uj y y ill j 4 o 


.0103. C2 


Gene No. 






otrana 






Start 


17761 




End 


IjZ j4 




Name 


OJ991113 43. 0103. C2. 


08 . gs 


Method 


GENSCAN 




Start 


17761 




End 


19127 




GI 


none 




Score 


.61 




Exons 


17761. .17843, 18887. 


.19127 








Seq. No. 


5728 




^Seq. ID 


OJ991113^43 


0103. C2 


Gene No. 


12082 




Strand 






Start 


17761 




End 


19254 




Name 


OJ991113 43. 0103. C2. 


o3.gp 


Method 


AAT/GAP 




brart 


17913 




End 


18000 




GI 


LIB3477-003-P1-K1-E9 


Score 


112 




Exons 


17913. .18000 










GI Descrip. 


l 2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


5728 




Seq. ID 


OJ991113_43.. 


0103. C2 


Gene No. 


12082 




Strand 






Start 


17761 




End 


19254 




Name 


OJ991113 43. 0103. C2. 


o2.np 


Method 


AAT/NAP 




Start 


18567 




End 


• 19254 




GI 


4680199 




Score 


214 





5973 



Exons 


18567. .19254 






GI Descrip. 


(AF114171) hypothetical 


. protein [Sorghum bicolor] 


Seq. No. 


5729 


Seq. ID 


OJ991113_43. 0103 .C3 


Gene No. 


12083 


Strand 




Start 


1447 


End 


2342 


Name 


OJ991113 43.0103.C3.ol. 


gs Method 


GENSCAN 


Start 


1447 


End 


2334 


GI 


none 


Score 


. 94 


Exons 


1447. .2334 






Seq. No. 


5729 


Seq. ID 


OJ991113_43.0103.C3 


Gene No. 


12083 


Strand 




Start 


1447 


End 


2342 


Name 


OJ991113 43.0103.C3.ol. 


np Method 


AAT/NAP 


Start 


1453 


End 


2342 


GI 


6469032 


Score 


431 


Exons 


1453. .2342 






GI Descrip. 


(AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 




batatas] 






Seq. No. 


5729 


Seq. ID 


OJ991113_43.0103.C3 


Gene No. 


12083 


Strand 




Start 


1447 


End 


2342 


Name 


OJ991113 43.0103.C3.ol. 


tm Method 


TBLASTX: Maize 


Start 


1456 


End 


2064 


GI 


none 


Score 


55 


Exons 


1456. .1509, 1457. .1504, 


1540. .2064, 1553.. 2062 


Seq. No. 


5729 


Seq. ID 


OJ991113_43.0103.C3 


Gene No. 


12083 


Strand 




Start 


1447 


End 


2342 


Name 


OJ991113 43.0103.C3.ol. 


ts Method 


TBLASTX : Soybean 


Start 


1558 


End 


2337 


GI 


none 


Score 


96 


Exons 


1558. .1671, 1714. .2010, 


2110.. 2175, 2209.. 2337, 2210.. 2332 


Seq. No. 


5729 


Seq. ID 


OJ991113_43.0103.C3 


Gene No. 


12083 


Strand 




Start 


1447 


End 


2342 


Name 


OJ991113 43.0103,C3.ol. 


tc Method 


TBLASTX: Cress 


Start 


1589 


End 


2010 


GI 


none 


Score 


43 


Exons 


1589. .1627, 1591. .1626, 


1690.. 2010, 1691.. 1828 


Seq. No. 


5729 


Seq. ID 


OJ991113_43.0103.C3 


Gene No. 


12083 


Strand 




Start 


1447 


End 


2342 


Name 


OJ991113 43.0103.C3.ol. 


gp Method 


AAT/GAP 


Start 


1700 


End 


2068 


GI 


LIB3434-007-P1-K1-F11 


Score 


693 


Exons 


. 1700. .2068 






GI Descrip. 


, 2239083/emb|CAB06427 | 


2.0e-12 (Z84383 


) anthranilate 




N-hydroxycinnamoyl/benzoyltransf erase 


[Dianthus caryophylli 



>gi_2239087_emb_CAB06429_ (Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 1 



5974 



Seq. No. 


5729 


Seq. ID 


OJ991113_43.0103 


.C3 


Gene No. 


12083 


Strand 






Start 


14 47 


End 


2342 




Name 


OJ991113 43.0103.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


2104 


End 


2337 




GI 


none 


Score 


170 




Exons 


2104.. 2337, .2111.. 2329, 2227 


. .2331 






Seq. No. 


5729 


Seq. ID 


OJ991113_43.0103 


.C3 


Gene No. 


12083 


Strand 






Start 


1447 


End 


2342 




Name 


OJ991113 43.0103.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2107 


End 


2332 




GI 


none 


Score 


270 




Exons 


2107.. 2328, 2108.. 2329, 2231 


..2332, 2283.. 2330 




Seq. No. 


5730 


Seq. ID 


OJ991113_43.0103 


.C4 


Gene No. 


12084 


Strand 


+ 




Start 


3936 


End 


16567 




Name 


OJ991113 43.0103.C4.o2.gs 


■^Method 


GEN SCAN 




Start 


3936 


End 


16527 




GI 


none 


Score 


.71 




Exons 


3936.. 3944, 5756.. 5926, 6269 


..6501, 7919. .8052,. 8254. .8422, 




9469.. 9608, 9646.. 9734, 10717 10821, 


11654. .11729, 






12156. .12364, 13412 .. 13503, 


13564. .13699, 13933. .14260, 






14266. .14496, 15055 .. 15182, 


15684. .15934, 16122. .16527 




Seq. No. 


5730 


Seq. ID 


OJ991113_43.0103 


.C4 


Gene No. 


12084 


Strand 


+ 




Start 


3936 


End 


16567 




Name 


OJ991113 43.0103.C4.o2.np 


Method 


AAT/NAP 




Start 


15789 


End 


16567 




GI 


5295951 


Score 


175 




Exons 


15789. .16193, 16399.. 16567 









£5 GI Descrip. 



r ~ Seq. No. 
Q Gene No. 
□ Start 
= l Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



OJ991113_43.0103.C4 
+ 

17280 
AAT/GAP 
17280 
394 



5730 Seq. ID 

12085 Strand 
17014 End 
OJ991113_43.0103.C4.o2.gp . Method 
17014 End 
1339_1.R1084 Score 
17014. .17280 

'5295936/dbj | AB026295 . 2 | AB026295 2.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 

5730 ' Seq. ID OJ991113_43 . 0103 . C4 

12086 Strand 

1 End 2029 

OJ991113_43.0103.C4 -ol.np Method AAT/NAP 

1 End 1981 

6469032 Score 200 
1..33, 1554. .1789, 1823. .1981 

(AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 
batatas] 



5975 




Seq. No. 


5730 








Seq. ID 


OJ991113_43.0103,C4 


Gene No. 


12086 








Strand 




Start 


1 








End 


2029 


Name 


OJ991113 43. 


0103 


.C4 .ol. 


gs 


Method 


GENSCAN 


Start 


1016 








End 


1966 


GI 


none 








Score 


.9 


Exons 


1016. .1099, 


1526 


. .1966 








Seq. No. 


5730 








Seq. ID 


OJ991113_43.0103.C4 


Gene No . 


12086 








Strand 




Start 


1 








End 


2029 


Name 


OJ991113 43. 


0103 


.C4 .ol. 


gp 


Method 


AAT/GAP 


Start 


1695 








End 


2029 


GI 


none 








Score- 


639 


Exons 


1695. .2029 












Seq. No. 


5730 








Seq. ID 


OJ991113_43.0103.C4 


Gene No . 


12087 








Strand 




Start 


22304 








End 


22388 


Name 


OJ991113 43. 


0103 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1523 








End 


1967 


GI 


none 








Score 


188 


Exons 


1523. .1741, 


1524 


. .1685, 


1841. 


.1966, 1851.. 1967 


Seq. No. 


5730 








Seq. ID 


OJ991113_43.0103.C4 


Gene No . 


12087 








Strand 




Start 


22304 








End 


22388 


Name 


OJ991113 43. 


0103 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3630 








End 


3888 


GI 


none 








Score 


77 


Exons 


3630. .3731, 


3726 


. .3887, 


3747. 


.3881, 3751. .3888 


Seq. No. 


5730 








Seq. ID 


OJ991113_43.0103.C4 


Gene ^0 # 


12087 








Strand 




Start 


22304 








End 


22388 


Name 


OJ991113 43. 


0103 


.C4.ol_. 


tw 


Method 


TBLASTX: Wheat 


Start 


3999 








End 


4367 


GI 


none 








Score 


114 


Exons 


3999. .4286, 


3999 


. .4367 








Seq. No. 


5730 








Seq. ID 


OJ991113_43.0103.C4 


Gene No. 


12087 








Strand 




Start 


22304 








End 


22388 


Name 


OJ991113 43. 


0103 


,C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4092 








End 


4564 


GI 


none 








Score 


65 


Exons 


4092. .4169, 


4096, 


. .4143, 


4104. 


.4178, 4191. .4481, 4195. .4230 




4203. .4325, 


4375, 


. .4482, 


4498. 


.4563, 4508. .4564 


Seq. No. 


5730 








Seq. ID 


OJ991113_43.0103.C4 


Gene No. 


12087 








Strand 




Start 


22304 








End 


22388 


Name 


OJ991113 43. 


0103, 


,C4. o3. 


np 


Method 


AAT/NAP 


Start 


22304 








End 


22388 


GI 


6721547' 








Score 


68 



Exons 22304.. 22388 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 

5976 



Seq. No. 


5731 


Seq. ID 


OJ991113_ 


43. 


0103 


■ C5 


Gene No. 


12088 


Strand 










Start 


68 


End 


784 








Name 


OJ991113 43.0103.C5.ol.np 


Method 


AAT/NAP 








Start 


68 


End 


784 








GI 


5091513 


Score 


1167 








Exons 


68. .784 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


5731 


Seq. ID 


OJ991113 


43 . 


0103 


,C5 


Gene No. 


12088 


Strand 










Start 


68 


End 


784 








Name 


OJ991113 43 0103 C5 ol a<5 




GENSCAN 








Start 


84 ~ 


End 


677 








GI 


none 


Score 


. 67 








Exons 


84 . . 677 












Seq. No. 


5732 


Seq. ID 


OJ991113 


43. 


0103 , 


.C6 


Gene No. 


12089 


Strand 


+ 








Start 


1215 


End 


1358 








Name 


OJ991113 43.0103.C6.ol.gs 


Method 


GENSCAN 








Start 


1215 


End 


1358 








GI 


none 


Score 


.88 








Exons 


1215. .1358 












Seq. No. 


5732 


Seq. ID 


OJ991113_ 


_43. 


0103, 


,C6 


Gene No. 


12090 


Strand 


+ 








Start 


3532 


End 


7072 








Name 


OJ991113 43.0103.C6.o2.np 


Method 


AAT/NAP 








Start 


3532 


End 


7072 








GI 


5852172 


Score 


71 








Exons 


3532. .3561, 6914. .7072 












GI Descrip. 


(AL117265) zhb0002.1 [Oryza sativa] 










Seq. No. 


5732 


Seq. ID 


OJ991113 


43. 


0103 , 


,C6 


Gene No. 


12090 


Strand 


+ 








Start 


3532 


End 


7072 








Name 


OJ991113 43.0103.C6.o3.gs 


Method 


GENSCAN 








Start 


5024 


End 


5915 








GI 


none 


Score 


.8 








Exons 


5024. .5147, 5275. .5481, 5905.. 


5915 










Seq. No. 


5732 


Seq. ID 


OJ991113_ 


43. 


0103. 


,C6 


Gene No. 


12091 


Strand 










Start 


1 


End 


5292 








Name 


OJ991113 43.0103.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


5292 








GI 


5091513 


Score 


1566 








Exons 


1..22, 1904. .2118, 2240. .2921, 


3575.. 4260, 5217. 


.5292 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


5732 


Seq. ID 


OJ991113_ 


43. 


0103, 


.C6 


Gene No. 


12091 


Strand 










Start 


1 


End 


5292 








Name 


OJ991113 43.0103.C6.o2.gs 


Method 


GENSCAN 








Start 


1637 


End 


4412 









5977 





none 






Score 


.43 


Exons 


lb j / . . iy to, 


01m 
^:1U1 . 


. z /uy , z / 14 . 


.2890, 3587.. 4412 


beq. No. 








Seq. ID 


OJ991113 


Gene No. 


12092 






Strand 




Start 


5451 






End 


5700 


Name 


OJ991113 43 


.0103. 


C6.0I .gp 


Method 


AAT/GAP 


Start 


5451 






End 


5700 


GI 


3761181 






Score 


412 


Exons 


5451. .5700 











43. 0103. C6 



GI Descrip. 4521193/dbj | AB013450. 1 1 AB013450 
similar sequence to Pib gene 



1.0e-99 Oryza sativa DNA, 





Seq. No. 


5/3 J 








Seq. ID 


OJ991113 




Gene No. 


1 O A ft O 

12093 








Strand 


+ 




Start 


OCT 

Zbl 








End 


C A A 

54 4 




Name 


ojyyiiu 4J 


. U1U J 


. C / . Ol . 


gs 


Method 


GENSCAN 




Start 


261 








End 


544 




GI 


none 








Score 


. 66 




Exons 


O £ 1 C A A 

ZbL ..044 














Seq. No. 


0 /34 








Seq. ID 


OJ 991113 




Gene No . 


lzuy 4 








Strand 


+ 


J ! S3 1 


Start 


4 9 0 








End 


D / O - 


!. '"I 


Name 


ojyyiiio 4o 


. UlUo 


. Co . Ol . 


gp 


Method 


AAT / GAP 




OLalL 


4 y j 








End 


678 


'si * 


GI 


4878446 








Score 


328 


fy 
O 


Exons 


493.-678 












1 ii 


Seq. No. 


5734 








Seq. ID 


OJ991113 


; 3 


Gene No. 


12095 








Strand 


+ 


fS 


Start 


617 








End 


678 




Name 


OJ991113 43 


.0103 


.C8.pl. 


gs 


Method 


GENSCAN 




Start 


617 






End 


678 


Q 


GI 


none 








Score 


.97 




Exons 


617. .678 












s 


Seq. No. 


5735 








Seq. ID 


OJ991113 




Gene No. 


12096 








Strand 


+ 


i i 


Start 


4058 








End 


6141 




Name 


OJ991113 43 


.0103 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


^4058 








End 


6141 




GI 


none 








Score 


.44 




Exons 


4058. .4072, 


4145 


. .4397, 


4751. 


.5005, 6134 . . 6141 



Seq. No. 5735 Seq. ID 

Gene No. 12097 Strand 

Start 9001 End 

Name OJ991113_43 . 0103 .C9 . o4 . gs Method 

Start 9001 End 

GI none Score 

Exons , 9001.. 11824, 11905.. 12323 



Seq. No. 5735 

Gene No. 12097 

Start 9001 

Name OJ991113_43 . 0103 . C9 . ol . np 



OJ991113_43.0103.C9 
+ 

12323 
GENSCAN 
12323 
1 



Seq. ID OJ991113_43.0103.C9 

Strand + 

End 12323 

Method AAT/NAP 



5978 



Start 9232 End 12308 

GI 4115373 Score 1662 

Exons 9232.. 9289, 9506.. 11824, 11905.. 12308 

GI Descrip. (AC005967) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 


5735 


Seq. ID 


OJ991113 43. 


, 0103 


/**» c\ 

. C9 


Gene No . 


i o n r\ o 

12098 


Strand 


+ 






Start 


16217 


End 


z04 0^ 






Name 


OJ991113 4 3 . U1U3 . C9 . oZ . np 


Metnod 








Start 


16217 


End 


20444 






GI 


2980784 


Score 


2177 






Exons 


16217. .16252, 18018.. 20444 










GI Descrip. 


(AL022198) puative protein 


[Arabidopsis 


; thaliana] 






Seq. No. 


5735 


Seq. ID 


OJ991113_43, 


.0103 


.C9 


Gene No. 


12098 


Strand 


+ 






Start 


16217 


End 


20462 






Name 


OJ991113 43.0103.C9.o6.gs 


Method 


GENSCAN 






Start 


17868 


End 


20462 






GI 


none 


Score 


.84 






Exons 


17868. .20462 











i 3 



Seq. No. 


5735 




Seq. ID 


OJ991113_ 


43:0103 


. C9 


Gene No. 


12099 




Strand 


+ 






Start 


21637 




End 


26467 






Name 


OJ991113 43. 0103. C9. 


o3.np 


Method 


AAT/NAP 






Start 


21612 




End 


26467 






GI 


• 6453870 




Score 


770 






Exons 


21612. .21988, 22916. 


.23175, 


23279. .23374, 23914. 


.24087, 






26135. .26467 












GI Descrip. 


(AC011717) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5735 




Seq. ID 


OJ991113_ 


43.0103 


.C9 


Gene No. 


12099 




Strand 


+ 






Start 


21637 




End 


26467 






Name 


OJ991113 43. 0103. C9. 


o7 .gs 


Method 


GENSCAN 






Start 


21637 




End 


26451 






GI 


none 




Score 


.75 






Exons 


21637. .21988, 22916. 


.23056, 


23120. .23175, 23279. 


.23377, 






23914. .24087, 26135. 


.26451 










Seq. No. 


5735 




Seq. ID 


OJ991113_ 


43.0103 


.C9 


Gene No. 


12100 




Strand 








Start 


208 




End 


1965 






Name 


OJ991113 43. 0103. C9. 


ol .gs 


Method 


GENSCAN 






Start 


208 




End 


1965 






GI 


none 




Score 


. 9 






Exons 


208. .389, 932. .1013, 


1763. . 


1878, 1956. 


. 1965 






Seq. No. 


5735 




Seq. ID 


OJ991113_ 


43.0103 


• C9 


Gene No. 


12101 




Strand 








Start 


7009 




End 


8639 






Name 


OJ991113 43. 0103. C9. 


o3.gs 


Method 


GENSCAN 






Start 


7009 




End 


8639 






GI 


none 




Score 


.55 






Exons 


7009. .7165, 7185. .7465, 8541. .8639 









5979 



Seq. ID OJ991113_43.0103.C9 
Strand 

12113 

TBLASTX: Maize 
10953 
149 



End 

Method 

End 

Score 



Seq. No. 5735* 
Gene No. 12102 
Start 9268 ■ 

Name OJ991113_43 . 0103 . C9 . ol . tm 

Start 9268 
GI none 

Exons 9268..9S25, 9277.. 9771, 9277.. 9384, 9283.. 9777, 9292.. 9765, 

9292. .9741, 9424. .9762, 9447. .9689, 9525. .9644, 9534. .9698, 
9880.. 9996, 10189 .. 10434 , 10189. . 10434 , 10201 .. 10428, 
10419. .10595, 10483. .10623, 10483 10614 , 1048 6 .. 10575, 
10486. .10614, 10486. .10596, 10684 10953, 10693 .. 10953, 
10699. .10932, 10699 .. 10953, 10699 .. 10953, 10714 .. 10953, 
10716. .10880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5735 

12102 

9268 

OJ991113_43.0103.C9.ol.tc- 

9277 

none 



Seq. ID OJ991113_43.0103.C9 
Strand 

End 12113 

Method TBLASTX : Cress 

End 11397 

Score 89 



9277. .9405, 9529. .9696, 9877. .9993, 10189 .. 10317 , 104 10 .. 104 90 , 
10782. .11177, 10792. .11178, .11103. .11207, 11198 .. 11371, 
11199. .11318, 11214. .11375, 11215 11397 , 11353. .11397 



Seq. No. 5735 Seq. ID 

Gene No. 12102 Strand 

Start 9268 End 

Name OJ991113_43. 0103.C9.o3. ts Method 

Start 9277 End 

GI none Score 
Exons 



OJ991113_43.0103.C9 
12113 

TBLASTX : Soybean 

11022 

289 



9277. .9771, 9277. .9615, 9292. .9765, 9292. .9759, 9292. .9762, 
9300.. 9623, 9309.. 9401, 9363. .9617, 9432. .9626, 9462. .9761, 
9522. .9764, 9877. .9996, 9877. .9996, 10189 .. 104 34 , 10189 .. 10530, 
10201. .10434, 10486. .10593, 10486 .. 10596, 10486 .. 10623, 
10486. .10623, 10684 10956, 10693 .. 11022 , 10693 .. 10950, 
10699. .10812, 10699. .10959, 10699. . 10953, 10699 .. 10953, 
10699. .10953, 10885.. 11001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991113_43.0103.C9 
Strand 

End 12113 

Method TBLASTX: Wheat 

End 10953 

Score 199 

.9675, 9421.. 9747, 9526.. 9627, 



5735 
12102 
9268 

OJ991113_43.0103.C9.o2.tw 
9282 
none 

9282.. 9608, 9283.. 9603, 9364. 
9528. .9695, 9580. .9759, 9802. .9837, 9877. .9996, 10201 .. 10434 , 
10264. .10434, 10483 .. 10593, 10693 .. 10938 , 10699.. 10953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



5735 

12102 

9268 

OJ991113_43.0103.C9.o3.tm 

11245 

none 



Seq. ID OJ991113_43.0103.C9 



Strand 
End 

Method 

End 

Score 



12113 

TBLASTX: Maize 

11981 

206 



11245. .11541, 11259. .11387, 11581 .. 11736, 11904. .11981 



5980 



Seq. No. 5735 
Gene No. 12102 
Start 9268 

Name OJ991113_43.0103.C9.ol. 
Start 11254 
GI none 
Exons 11254 . 

11565. 

11904. 



ts 



,11493, 11259. .11372, 
,11720, 11566. .11730, 
,12113 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11394. .11492, 
11779. .11823, 



OJ991113 43. 0103. C9 



12113 

TBLASTX: Soybean 
12113 
214 

11485. .11532, 
11903. .12037, 



Seq. No. 


5735 




Seq. ID 


OJ991113_43.0103 


.C9 


Gene No. 


12102 




Strand 






Start 


9268 




End 


12113 




Name 


OJ991113_43 . 0103 . C9 . 


o3 . tc 


Method 


TBLASTX : Cress 




Start 


11401 




End 


11730 




GI 


none 




Score 


Z1Z 




Exons 


11401 .. 11730, 11562. 


. 11720 








Seq. No. 


5735 




Seq. ID 


OJ991113_43.0103 


. C9 


Gene No. 


12102 




Strand 






Start 


9268 




End 


12113 




Name 


OJ991113 43. 0103. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11416 




End 


11736 




GI 


none 




Score 


209 




Exons 


H416 . . H736, H565. 


. 1168i 








Seq. No. 


5735 




Seq. ID 


OJ991113_43.0103 


. C9 


Gene No. 


12103 




Strand 






Start 


18261 




End 


20447 




Name 


OJ991H3 43.0l03.C9. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


18261 




End 


20324 




GI 


none 




Score 


478 




Exons 


18261 .. 18332, 18354. 


. 18857, 


18365. .18853, 18783 19010, 






18882 .. 19079, 19824. 


. 20114 , 


19899. .20087, 19944 20159, 






20154 . . 20324 










Seq. No. 


5735 




Seq. ID 


OJ991113_43.0103 


. C9 


Gene No. 


12103 




Strand 






Start 


18261 




End 


20447 




Name 


OJ991113_43.0103.C9. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


18438 




End 


20447 




GI 


. none 




Score 


51 




Exons 


18438. .18551, 18573. 


.19079, 


18576. .18980, 18609 .. 18881, 






19695. .19934, 19929. 


.20447, 


19935. .20444, 19935 .. 20243, 






19938. .20348, 20019. 


.20165 








Seq. No. 


5735 




Seq. ID 


OJ991113_43.0103 


.C9 


Gene No. 


12103 




Strand 






Start 


■ 18261 




End 


20447 




Name 


OJ991113 43. 0103. C9. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


18567 




End 


20372 




GI 


none 




Score 


112 




Exons 


18567. .18908, 18699. 


.19010, 


18771. .19079, 19665. .19913, 






19859. .20269, 19860. 


.20270, 


20028. .20372 




Seq. No. 


5735 




Seq. ID 


OJ991113_43.0103 


.C9 


Gene No. 


12104 




Strand 







5981 



C3 



. =% 

t. E 
• E » 

; : 
'sef 



Start 


23043 


End 


23197 






Name 


OJ991113 43 . 0103 -C9 . o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


23043 


End 


23197 






GI 


none 


Score 


205 






Exons 


23043 .. 23192, 2304 4 231/8, 


23049. .23192, 23051 


. . 23197 




Seq. No. 


5735 


Seq. ID 


OJ991113 


43 . 0103 


. C9 


Gene No. 


12105 


Strand 








Start 


23895 


End 


26464 






Name 


OJ991113 43 . 0103 . C9 . o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


23895 


End 


26464 






GI 


none 


Score 


120 






Exons 


23895 .. 24053, 23947 .. 24060, 


26137. .26463, 26138 


. . 264 64 




Seq. No. 


5736 


Seq. ID 


OJ991113 


43 . 0103 


. C10 


Gene No. 


12106 


Strand 


- 






Start 


46 


End 


1645 






Name 


OJ991113 43.0103.C10.ol.gs 


Method 


GENSCAN 






Start 


46 


End 


1645 






GI 


none 


Score 


.48 






Exons 


46. .123, 1260. .1406, 1598. .1645 








Seq. No. 


5736 


Seq. ID 


OJ991113 


_4 3 . 0103 


.C10 


Gene No . 


12106 


Strand 


- 






Start 


46 


End 


1645 






Name 


OJ991113 43.0103.C10.ol.gp 


Method 


AAT/GAP 






Start 


105 


End 


557 






GI 


18419 1.R1084 


Score 


595 






Exons 


105. .159, 248. .557 ' 










GI Descrip. 


•45-21193/dbj I AB0134 50 . 1 1 ABO 13 4 50 3.0e- 


■40 Oryza 


sativa DNA, 




similar sequence to Pib gene 


i 








Seq. No. 


5737 


Seq. ID 


OJ991113 


_43.0103 


.Cll 


Gene No. 


12107 


Strand 


+ 






Start 


307 


End 


2955 






Name 


OJ991113 43.0103.Cll.ol.gs 


Method 


GENSCAN 






Start 


307 


End 


2955 






GI 


none 


Score 


.69 






Exons 


307. .338, 1871. .2026, 2760.. 


2955 








Seq. No. 


5737 


Seq. ID 


OJ991113 


_43.0103 


.Cll 


Gene No. 


12108 


Strand 


+ 






Start 


3583 


End 


5703 






Name 


OJ991113 43.0103.Cll.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


2982 


End 


5581 






GI 


none 


Score 


63 






Exons 


2982. .3173, 4554. .4643, 4644 


..4736, 48 


62. .5020, 


4863. .5039, 




5088. .5174, 5094. .5195, 5190 


..5348, 5438. .5581 






Seq. No. 


5737 


Seq. ID 


OJ991113 


_43.0103 


.Cll 


Gene No . 


12108 


Strand 


+ 






Start 


3583 


End 


5703 






Name 


OJ991113 43.0103.Cll.o2.gs 


Method 


GENSCAN 






Start 


3583 


End 


5593 






GI 


none 


Score 


.69 






Exons 


3583.. 3628, 4303.. 5308, 5344 


. .5593 









5982 




Seq. No. 


5737 








Seq. ID 


OJ991113_4 3 . 0103 .CI 1 


Gene No. 


12108 








Strand 


* + 


Start 


3583 








End 


5703 


Name 


OJ991113 43, 


.0103 


.Cll.ol, 


.np 


Method 


AAT/NAP 


Start 


4267 








End 


5587 * 


GI 


6453878 








Score 


1021 


Exons 


4267. .5587 












GI Descrip. 


(AC011717) putative aspartyl 


protease 


[Arabidopsis thaliana 


Seq. No. 


5737 








Seq. ID 


OJ991113_4 3 . 0103 .Cll 


Gene No. 


12108 








Strand 


+ 


Start 


3583 








End 


5703 


Name 


OJ991113 43. 


0103 


.Cll.o2. 


,tm 


Method 


TBLASTX: Maize 


Start 


4512 








End 


5033 


GI 


none 








Score 


42 


Exons 


4512. .4574, 


4590 


. .4640, 


4590. 


.4628, 4643. .4699, 4644. .4736, 




4791. .5033, 


4892 


. .5020 








Seq. No. 


5737 








Seq. ID 


OJ991113_43. 0103. Cll 


Gene No. 


12108 








Strand 


+ 


Start 


3583 








End 


5703 


Name 


OJ991113 43. 


0103 


.Cll.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


4791 








End 


5318 


GI 


none 








Score 


346 


Exons 


4791. .5141, 


4805 


. .5020, 


5132. 


.5185, 5133.. 5186, 5271.. 5318 


Seq. No. 


5737 








Seq. ID 


OJ991113_43. 0103. Cll 


Gene No. 


12108 








Strand 


+ 


Start 


3583 








End 


5703 


Name 


OJ991113 43. 


0103 


.Cll.o2. 


, tc 


Method 


TBLASTX: Cress 


Start 


5205 








End 


5581 


GI 


none 








Score 


113 


Exons 


5205. .5354, 


5210 


. .5269, 


5336. 


.5581, 5354.. 5536, 5452. .5544 


Seq. No. 


5737 








Seq. ID 


OJ991113_43. 0103. Cll 


Gene No. 


12108 








Strand 


+ 


Start 


3583 








End 


5703 


Name 


OJ991113 43. 


0103 


.Cll.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


5387 








End 


5703 


GI 


none 








Score 


293 


Exons , 


5387. .5593, 


5387 


. .5590, 


5422. 


.5595, 5620.. 5661, 5630.. 5665, 




5646;. .5699, 


5653 


. .5703, 


5654 . 


.5701 




Seq. No. 


5738 








Seq. ID 


OJ991113 43.0103.C14 


Gene No. 


12109 








Strand 


+ 


Start 


46 








End 


399 


Name 


OJ991113 43. 


0103 


.C14.ol. 


gs 


Method 


GEN SCAN 


Start 


46 








End 


399 


GI 


none. 








Score 


.43 


Exons 


46. .93, 373. 


.399 










Seq. No. 


5739 








Seq. ID 


OJ991113__43.0103.C16 


Gene No. 


12110 








Strand 




Start 


1 








End 


226 


Name 


OJ991113 43. 


0103 


.C16.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


226 


GI 


6175155 








Score 


126 



5983 



Exons 1. .226 

GI Descrip. (AC010796) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


5739 








Seq. ID 


OJ991113 43.0103 


. C16 


Gene No. 


12110 








Strand 






Start 


1 








End 


226 




Name 


OJ991113_4 3 . 


0103 


.C16 


ol . tc 


Method 


TBLASTX : Cress 




Start 


6 








End 


226 




GI 


none 








Score 


249 




Exons 


6. .179, 19.. 


180, 


20. 


196, 76. 


.195, 98. 


.226 




Seq. No. 


5739 








Seq. ID 


OJ991113_43 . 0103 


.C16 


Gene No. 


12110 








Strand 






Start 


1 








End 


226 




Name 


OJ991113_43. 


0103 


. C16 


ol.gs 


Method 


GEN SCAN 




Start 


24 








End 


167 




GI 


none 








Score 


. 99 




Exons 


l*\ . . lb/ 














Seq. No. 


5740 








Seq. ID 


OJ991113 43.0103 


.C17 


Gene No. 


12111 








Strand 


+ 




Start 


1 








End 


869 




Name 


OJ991113 43. 


0103 


.C17. 


ol .np 


Method 


AAT/NAP 




Start 


1 








End 


869 




GI 


6539581 








Score 


552 




Exons 


1..148, 291. 


.869 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



( s a Seq. No. 
. ^ Gene No. 

Start 
; :f Name 



Start 
GI 

Exons 

Seq. No. 

Gene ' No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



5740 Seq. ID 

12111 Strand 

1 End 
OJ991113_4 3 . 0103 . C17 . o2 . tm Method 

295 End 

none Score 

295. .513, 295. .510 



OJ991113_43.0103.C17 
+ 

869 

TBLASTX: Maize 

513 

197 



5740 
12111 
1 

OJ991113_43.0103.C17.ol..tm 
517 
none 

517. .630, 612. .863, 627. .869, 665. .868 



Seq. ID OJ991113_43.0103.C17 

Strand + 

End 8 69 

Method TBLASTX: Maize 

End 869- 

Score 69 



5740 Seq. ID 

12111 Strand 
1 End 
OJ991113_43 . 0103 . C17 . ol . ts Method 
577 End 
none Score 
577. .630, 627. .869, 665. .862 

5741 Seq. ID 

12112 Strand 
1343 End 
OJ991113_43.0103.C18.ol.np . Method 



OJ991113_43.0103.C17 
+ 

869 

TBLASTX: Soybean 

869 

53 ■ 



OJ991113_43.0103.C18 
+ 

3020 
AAT/NAP 



5984 






1 "5 A "3 
1 .34 J 








. End 


3020 






4 4 DO yt5 4 








Score 


635 




Exons 


i J4o . . 1^ yu, 


2305 


. .3020 










GI Descrip. 


/TIT A"5 C Crt C \ 


putative protein 


{Arabidopsis thaliana] 




beq. no. 


0/41 








Seq. ID 


OJ991113_43.0103 


. Clo 


Gene No. 


12112 








Strand 


+ 




Start 


1343 








End 


3020 




Name 


r\ TQQ1 1 1 O A *3 


.0103, 


.C18.ol 


. gs 


Method 


GENSCAN 




btart 










End 


2886 . 




O T 

GI 


none 








Score 


.5 




Exons 
















beq. no. 


c. n a i 
D / 4 1 








Seq. ID 


OJ991113_43.0103 


.bio 


Gene No. 


12113 








Strand 


+ 




Start 


2950 








End 


3020 




Name 


TQQ1 TIT A 1 

ujyyiiu 4 j 


.0103, 


.C18.ol 


.ts 


Method 


TBLASTX: Soybean 




btart 


14 iy 








End 


2802 




C T 

bl 


none 








Score 


90 




Exons 


i /i i ft *i c n o 

14 ly . . loUz, 


2304, 


. .2765, 


2312 


..2698, 2317. .2760, 2785. .2802 


Seq. No. 


D / 4 1 








Seq. ID 


OJ991113_43.0103 


.C18 


Gene No. 


12113 . 








Strand 


+ 




Start 


2950 








End 


3020 




Name 


r\ TQQ1 1 1 O A *3 

ujyyiiio 4o 


.0103. 


.C18.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


O *3 O ft 








End 


2517 






none 








Score 


186 




Exons 


zozy . . zol / , 


2377. 


. .2508, 


2379 


. .2516 






Seq. No. 


c n / i 

O / 4 1 








Seq. ID 


OJ991113_43.0103 


.C18 


Gene No. 


12113 








Strand 


+ 




Start 


2950 








End 


3020 




Name 


r\ TQQ1 1 1 1 /l o 

ujyyiiio 4o 


.0103. 


,C18.ol 


.tw 


Method 


TBLASTX: Wheat 




btart 










End 


2658 




bl 


none 








Score 


411 




Exons 


ziJJO . . ZOOO , 


2352. 


. .2639 










beq. No. 


O / 41 








Seq. ID 


OJ991113_43.0103 


.C18 


Gene No. 


12113 








Strand 


+ 




Start 


2950 








End 


3020 




Name 


A7QQ1 1 1 Q AO 

ujyyuio 4o 


.0103. 


X18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 










End 


2790 




bl 


none 








Score 


498 




Exons 


zoo4 . . z / oy , 


2365, 


, .2790 










beq. no. 


C "7 / 1 

O / 4 1 








Seq. ID 


OJ991113_43.0103 


.C18 


Gene No. 


12113 








Strand 


+ 




Start . 


2950 








End 


3020 




Name 


P\ TO Q1 1 1 Q d "3 

ojyyiiio 4 j 


.0103. 


.C18.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


zolo 








End 


2927 




GI 


none 








Score 


247 




Exons 


2518 . . 2733, 


2520. 


.2726, 


2785 


..2868, 2785. .2856, 2862. .2927 


Seq. No. 


5741 








Seq. ID 


OJ991113_43.0103 


.C18 


Gene No. 


12113 








Strand 


+ 




Start 


2950 








End 


3020 




Name 


OJ991113 43 


.0103. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 





5985 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2791 End 3009 

none Score 138 

2791. .2904, 2791. .2859, 2862. .2963, 2863. .2964, 2864. .2962, 

2953.. 3009, 2954.. 3007 



5741 
12113 
2950 

OJ991113_43.0103.C18.ol.gp 
2950 
426642 
2950. .3020 

3252807 1.0e-15 (AC004705) hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID OJ991113_43.0103.C18 

Strand + 

End 3020 

Method AAT/GAP 

End 3020 

Score 131 



m 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

i«y Exons 

sa 
••• —I 

j_ Seq. No. 

' " Gene No. 

% Start 

; ==* Name 

% 4 Start 

U GI 

: t Exons 

!l» S;eq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



5742 
12114 
1 

OJ991113_43.0103.C19.ol.np 
1 

4584521 
1..184, 421. .691, 758. .975 

(AL049607) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991113_43.0103.C19 

Strand + 

End 975 

Method AAT/NAP 

End 975 

Score 351 



5742 

12115 

1746 

OJ991113_43.0103.C19.o3.tm 
1 

none 



Seq. ID OJ991113_43.0103.C19 
Strand 

End 2955 

Method TBLASTX : Maize 

End 897 

Score 200 



1..183, 2. .187, 681. .743, 766. .897 



5742 

12115 

1746 

OJ991113_43.0103.C19.o2.tm 

420 

none 

420. .605, 421. .606 



Seq. ID OJ991113_43.0103.C19 
Strand, 

End 2955 

Method TBLASTX : Mai ze 

End 606 

Score 221 



5742 
12115 
1746 

OJ991113_43.0103.C19.ol.gp 
1554 

598_3.R1084 
1554. .1854, 1998. .2260 

*4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. ID OJ991113_43.0103.C19 
Strand 

End 2955 

Method AAT/GAP 

End 2260 

Score 1064 



5742 

12115 

1746 

OJ991113_43.0103.C19.ol.tw 

1587 

none 



Seq. ID OJ991113_43.0103.C19 
Strand 

End 2955 

Method TBLASTX : Wheat 

End 2260 

Score 64 



1587'.. 1637, 1587. .1637, 1588. .1650, 1589. .1639, 1642. .1674, 



5986 



1643.. 1672, 1660.. 1683, 1664. 

1741.. 1857, 1746.. 1856, 1752. 

1977.. 2141, 1988.. 2260, 1988. 
2124. .2258 



.1687, 1671.. 1703, 1738.. 1854, 
.1856, 1753. .1845, 1977. .2258, 
.2116, 1997.. 2260, 2123.. 2260,- 



Seq. No. 5742 
Gene No. 12115 
Start 1746 

Name OJ991113_43 . 0103 .C19 . ol . tm 

Start 1594 
GI none 

Exons 1594.. 1737, 1594.. 1647, 1596. 

1745. .1885, 1746. .1856, 1752. 
1977.. 2123, 1988.. 2260, 1988. 
2124.. 2258 



Seq. ID OJ991113_43.0103.C19 
Strand 

End 2955 

Method TBLASTX : Maize 

End 2260 

Score 75 

.1649, 1741. .1857, 1744. .1854, 
.1856, 1753.. 1854, 1977.. 2258, 
.2116, 1997.. 2260, 2123.. 2260, 



i 3 ii 



I J 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 

End 

Score 



5742 
12115 
1746 

OJ991113_43.0103.C19.ol.ts 
1728 
none 

1728.. 1856, 1752.. 1856, 1753. 
1988. .2260, 1988. .2146, . 1991, 
2121.. 2258 

5742 
12115 
1746 

OJ991113_43.0103.C19.o2.np 
1740 
6692129 

1740.. 1854, 1998.. 2262, 2868.. 2955 
(AC007654) T19E23.13 [Arabidopsis thaliana] 



Seq. ID OJ991113_43.0103.C19 
Strand 

2955 

TBLASTX: Soybean - 
2265 
117 

1857, 1753.. 1857, 1977.. 2258, 
2260, 2002.. 2265, 2120.. 2260, 



Seq. ID OJ991113_4'3.0103.C19 
Strand 

End 2955 

Method AAT/NAP 

End 2955 

Score 555 



5742 Seq. ID 

12115 Strand 

1746 End 
OJ991113_43 . 0103 . C19 . o2 . gs Method 

174 6 End 

none " Score 
1746. .1854, 1998. .2257 



OJ991113_43.0103.C19 

2955 
GENSCAN 
2257. 
.96 



Seq. No. 5742 Seq. ID 

Gene No. 12115 Strand 

Start 1746 End 

Name OJ991113_43 . 0103 . C19 . ol . tc Method 

Start 1752 End 

GI none Score 
Exons 



OJ991113_43.0103.C19 
2955 

TBLASTX: Cress 

2260 

72 



1752. .1856, 1753. .1857, 1761. .1856, 1762. .1857, 1977. .2258, 
1987. .2259, 1988. .2260, 1988.. 2116, 2132. .2260, 2139. .2258 



Seq. No. 5743 Seq. ID 

Gene No. 12116 Strand 

Start 274 End 

Name OJ991113_43 .0103 . C21 . ol . gs Method" 

Start 274 End 



OJ991113_43.0103.C21 
279 

GENSCAN 
279 



5987 



GI 

Exons 



none 

274. .279 



Score 



.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5744 

12117 

8392 

OJ991113_43.0103.C22.o3.gs 

8392 

none 



Seq. ID OJ991113_43.0103.C22 

Strand + 

End 12361 

Method GENSCAN 

End 12259 

Score .74 



8392.. 8516, 8558.. 9119, 9262.. 9454, 9558.. 9628, 10031 10150, 
10825. .10941, 11052. .11141, 12152. .12259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
. as . Gene No. 
W Start 
hi Name 
i;ri Start 

ru GI 

^ Exons 



5744 

12117 

8392 

OJ991113_43. 0103.C22.ol.np 

8422 

5725435 



Seq. ID OJ991113_43.0103.C22 

Strand + 

End 12361 

Method AAT/NAP 

End 12361 

Score 410 



8422.. 9628, 10031 .. 10150, 10825 .. 1094 1, 11052 .. 11141, 
12152. .12361 

(AL109787) putative protein [Arabidopsis thaliana] 



5744 Seq. ID 

12118 Strand 

2224 End 

OJ991113_43.0103.C22.ol.gs Method 

2224 End 

none Score 



OJ991113_4 3.0103.C22 

4641 
GENSCAN 
4641 
.47 



2224. .2429, 3174. .3333, 4234. .4259, 4530. .4641 



Seq. No. 

Gene No. 
fjj Start 

Name 
I!* Start 

* y Exons 

Q Seq. No. 

Gene No. 
'^L Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5744 

12119 

6816 

OJ991113_43.0103.C22.o2.gs 

6816 

none 



Seq. ID OJ991113_43.0103.C22 
Strand 

End 7932 

Method GENSCAN 

End 7 932 

Score .49 



6816.. 6927, 6967.. 7288, 7812.. 7932 

5744 Seq. ID 

12120 Strand 
8596 End 
OJ991113_43 . 0103 . C22 . o2 . tm Method 
8596 End 
none . Score 

8596.. 8859, 8596.. 8832, 8600.. 8650, 8609 

8703. .8864, 8715. .8864, 8874. .8969, 8876 

5744 
12121 
8969 

OJ991113_43.0103.C22.ol.tm 
8969 
none 



OJ991113_43.0103.C22 
8969 

TBLASTX: Maize 
8969 
178 

8863, 8645. .8863, 
8968 



Seq. ID OJ991113_43.0103.C22 
Strand 
End 

Method 
End 
Score 

8969. .9100, 8970. .9101,. 9097. .9240, 9098. .9244, 9231. .9491, 
9257. .9574, 9258. .9542, 9436. .9618, 9478. .9576, 9566. .9628, 
9575.. 9628, 10028 .. 10156, 10029 .. 10148 , 10822 .. 1094 1, 
10824. .10940, 10844. .10942, 11040 .. 1114 4 , 11049. .11147 



11147 

TBLASTX: Maize 
11147 
156 



5988 



Seq. No. 5745 Seq. ID 

Gene No. 12122 Strand 

Start 537 End 

Name OJ991113_43 . 0103 . C23 . ol . gp Method 

Start 537 End 

GI 14908_3.R1084 Score 

Exons 537. .1176 . 

GI Descrip. ' 4886756/gb | AAD32031 . 1 1 AF088917_1 1.0e-52 (AF088917) cellulose 

. synthase catalytic subunit [Arabidopsis thaliana] 1 



OJ991113_43.0103.C23 
+ 

1176 
AAT/GAP 
1176 
1106 



Seq. No. 5745 
Gene No. 12123 
Start 742 

Name OJ991113_43.0103.C23.ol. 
Start 606 
GI none 

Exons 606.. 638, 726.. 812, 740. 

1090. .1344, 1379. .1564, 
1700. .1789, 1865. .2065, 
2238.. 2366, 2480.. 2698, 
2664. .2699, 2775. .3047, 
3134. .3568, 3135. .3380, 



tm 



Seq. ID OJ991113_43.0103.C23 
Strand 

End 4564 
Method TBLASTX : Mai ze 
End 3764 
Score 39 
.1066, 742. '1101, 1025.. 1330, 
1428. .1565, 1571. .1792, 1572. .1787, 
1866.. 2066, 2157.. 2363, 2191.. 2247, 
2481.. 2609, 2543.. 2698, 2562.. 2702, 
2776.. 3066, 3126.. 3263, 3130.. 3165, 
3215. .3568, 3516. .3764, 3599. .3745 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5745 Seq. ID 

12123 Strand 

742 End 

OJ991113_43.0103.C23.ol.gs Method 

742 End 

none Score 



OJ991113_43.0103.C23 

4564 
GENSCAN 
4478 
.89 



742. .1329, 1433. .1786, 1868. .2064, 2156. .2333, 2486.-2698, 
2781. .3044, 3101. .3746, 3833. .3959, 4051. .4147, 4243.-4478 



5745 

12123 

742 

OJ991113_43.0103.C23.ol.ts 

742 

none 



Seq. ID OJ991113_43.0103.C23 
Strand 

End 4564 

Method TBLASTX : Soybean 

End 3619 

Score 293 



742. .1101, 746. .1066, 1090. .1350, 1109. .1330, 1379. .1567, 
1428. .1535, 1569. .1799, 1571. .1789, 1865. .2074, 1869. .2075, 
2271. .2363, 2290. .2364, 2480. .2698, 2481. .2609, 2543. .2698, 
2775. .3047, 2776. .3045, 2904. .3047, 3134. .3619, 3135. .3380, 
3305. .3445, 3516. .3617 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



5745 

12123 

742 

OJ991113_43.0103.C23.ol.np 
745 

5230423 



Seq. ID OJ991113_43.0103.C23 
Strand 

End 4564 

Method AAT/NAP . 

End 4564 

Score 3840 



745. .1329, 1433. .1786, 1868. .2064, 2156 .. 2363, 2486 .. 2698 , 
2781. .3044, 3134. .3746, 3833. .3932, 4045. .4141, 4249. . 4360, 
4391. .4564 

(AF091713) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] . ' 



5989 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
i38 . Start 
^ Name 
>*3 Start 
U\ GI 
i'lj Exons 

GI Descrip. 

Ly 

W Seq. No. 
rij Gene No. 
if Start 
jia Name 
H Start 
^ GI 

i»* Exons 

. =| 

Seq. No. 
[15 Gene No. 
Start 
Name 
Start 
GI 

Exons 



5745 

12123 

742 

OJ991113_43.0103.C23.ol.tc 

784 

none 



Seq. ID OJ991113_43.0103.C23 
Strand 

End 4564 
Method TBLASTX : Cress 
End 3931 
Score 270 

784. .1131, 785.. 1069, 1099.. 1344, 1109.. 1330, 1394.. 1564, 
1428.. 1565, 1562.. 1789, 1572.. 1799, 1865.. 2053, 1869.. 2033, 
2190. .2231, 2223.-2258, 2250. .2363, 2290. .2364, 2480. .2698, 
2481. .2606, 2546. .2674, 2667 .. 2699, 2775 .. 3047, 2776. .3045, 
2904. .3047, 3134. .3742, 3135. .3380, 3215. .3574, 3516. .3767, 
3886. .3930, 3887. .3931 



5745 
12123 
742 

OJ991113_43.0103.C23.o2.tw 
862 
none 

862. .1101, 863. .1066, 1090. .1272, 1109. .1273 



Seq. ID OJ991113_43.0103.C23 



Strand 
End 

Method 

End 

Score 



4564 

TBLASTX: Wheat 
1273 
216 



5745 

12123 

742 

OJ991113_43.0103.C23.o2.gp 
1173 

14908 2.R1084 



OJ991113 43.0103..C23 



Seq. ID 
Strand 

End 4564 
Method AAT/GAP 
End 2349 
_ Score 1728 

1173. .1329, 1433. .1786, 1868. .2064, 2156. .2349 

'5230423/gb|AAD40885.1|AF091713_l 1.0e-146 (AF091713) cellulose 
synthase catalytic subunit [Arabidopsis thaliana] 1 



5745 

12123 

742 

OJ991113_43.0103.C23.o4, 

1274 

none 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1274.. 1330, 1379.. 1564, 1428.. 1565 



OJ991113_43.0103.C23 
4564 

TBLASTX: Wheat 

1565 

50 



OJ991113 43.0103.C23 



5745 Seq. ID 

12123 Strand 

742 End 
OJ991113_43.0103.C23.o3.tw Method 

2310 End 

none Score 

2310. .2363, 2311. .2361, 2475. .2597, 2480. .2578, 2588. .2698, 
2588. .2698 



4564 

TBLASTX: Wheat 

2698 

50 



Seq. No. 5745 

Gene No. 12123 

Start 742 

Name OJ991113_43 . 0103 . C23 . o3 . gp 

Start 2647 

GI 2427745 

Exons '2647.. 2698, 2781.. 3044, 
GI , Descrip. 



OJ991113 43.0103.C23 



Seq. ID 
Strand 

End 4564 
Method AAT/GAP 
End 3203 
Score 673 
3134. .3203 

2827139 3.0e-46 (AF027172) cellulose syntha'se catalytic subunit 
[Arabidopsis thaliana] >gi_4 04 9343_emb CAA22568.1 (AL034567) 



5990 






cellulose synthase catalytic 


subunit 


(RSW1) [Arabidopsis 




thaliana] 






Seq. No. 


5745 


Seq. ID 


OJ991113_43.0103.C23 


Gene No. 


12123 


Strand 




Start 


742 


End 


4564 


Name 


OJ991113_43.0103.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2784 


End 


3283 


GI 


none 


Score 


268 


Exons 


2784. .3047, 2785. .3045, 2904. 


.3047, 3120.. 3263, 3134.. 3283, 




3135. .3260 






Seq. No. 


5745 


Seq. ID 


OJ991113_43.0103.C23 


Gene No. 


12123 


Strand 




Start 


742 


End — 


4564 


Name 


OJ991113 43.0103.C23.o4.gp 


Method 


AAT/GAP 


Start 


3816 


End 


4431 


GI 


572262 


Score 


721 


Exons 


3816. .3959, 4051. .4147, 4243. 


.4431 




GI Descrip. 


4886756/gb|AAD32031.1 IAF088917 1 2 . Oe 


-16 (AF088917) cellulos 




synthase catalytic subunit [Arabidopsis thaliana] 


Seq. No. 


5746 


Seq. ID 


OJ991113_43.0103.C25 


Gene No... 


12124 


Strand 




Start 


360 


End 


484 


Name 


OJ991113 43.0103.C25.ol.gs 


Method 


GEN SCAN 


Start 


360 ~~ 


End 


484 


GI 


none 


Score 


.9 


Exons 


360. .484 






Seq. No. 


5747 


Seq. ID 


OJ991113_43.0103.C26 


Gene No. 


12125 


Strand 


+ 


Start 


451 


End 


807 


Name 


OJ991113 43.0103.C26.ol.gs 


Method 


GENSCAN 


Start 


451 


End 


807 


GI 


none 


Score 


.51 


Exons 


451. .461, 786. .807 






Seq. No. 


5748 


Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12126 


Strand 


+ 


Start 


1254 


End 


6524 


Name 


OJ991113"43.0103.C27.ol.np 


Method 


AAT/NAP 


Start 


1254 


End 


5885 


GI 


4680203 


Score 


3151 


Exons 


1254.. 1311, 2585.. 4249, 4402. 


.4632, 4909. .5885 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


5748 


Seq. ID 


OJ991113_43.0103.C27 


•Gene No. 


12126 


Strand 


+ 


O 4- 4- 

otart 


1254 


End 


6524 


Name 


OJ991113 43.0103.C27.ol.gp 


Method 


AAT/GAP 


Start 


2090 


End 


3709 


GI 


2310235 


Score 


282 


Exons 


2090. .2127, 2578.. 2716, 3689. 


.3709 




GI Descrip. 


5852182/emb | CAB55420 . 1 | 9 . Oe- 


13 (AL117265) zhb0012.1 [Oryza 



sativa] 



5991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 

GI Descrip. 



5748 

12126 

1254 

\OJ991113_43.0103.C27.o2.gp 
2582 

342 1.R1084 



Seq. ID OJ991113_43.0103.C27 

Strand + 

End 6524 

Method AAT/GAP 

End 6524 

Score 6445 



2582.. 5978, 6014.. 6033, 6112.. 6524 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



5748 

12126 

1254 

OJ991113_43.0103.C27.o3.gp 
2582 

342 1.R1084 



Seq. ID OJ991113_43.0103.C27 

Strand + 

End 6524 

Method AAT/GAP 

End 6524 

Score 6448 



2582.. 5978, 6014.. 6033, 6112.. 6524 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5748 
12126 - 
1254 

OJ991113_43.0103.C27.ol.gs 

2766 

none 



Seq. ID OJ991113_43.0103.C27 

Strand + 

End 6524 

Method GENSCAN 

End 5781 

Score .49 



2766. .3036, 3217. .3388, 3436.-4263, 4446. .5781 



; s 2 Seq. No. 

H Gene No. 

!«U Start 

Q Name 

rjj Start 

1" GI 

^ Exons 

GI Descrip. 



□ Seq. No. 

Gene No. 
=2 Start 

Name 



Seq. ID OJ991113_43.0103.C27 

Strand + 

End 6524 

Method AAT/GAP 

End 5969 

Score 764 



5748 
12126 
1254 

OJ991113_43.0103.C27.o4.gp 
5526 

LIB3431-028-P1-N1-A10 
5526.. 5872, 5900.. 5969 

, 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



5748 

12127 

6668 

OJ991113 43.0103.C27.o4.tw 



Seq. ID OJ991113_43.0103.C27 

Strand + 

End 14562 

Method/ TBLASTX: Wheat 



Start 


2883 








End 


3279 


GI 


none 








Score 


90 


Exons 


2883. .3035, 


3026. 


.3268, 


3027. 


.3269, 3029.. 3271, 3037.. 3279 


Seq. No. 


5748 








Seq. ID 


OJ991113 43.0103.C27 


Gene No. 


12127 








Strand 


+ 


Start 


6668 








End 


14562 


Name 


OJ991113 43 


.0103. 


C27.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3051 








End 


3341 


GI 


none 








Score 


225 


Exons 


' 3051. .3269, 


3059. 


.3289, 


3276. 


.3341 




Seq. No. 


5748 








Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 








Strand 




Start 


6668 








End 


14562 



5992 



Name 


OJ991113 43 


.0103. 


C27.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3389 








End 


3709 


GI 


none 








Score 


256 


Exons 


3389. .3709, 


3397. 


.3513, 


3553. 


.3690 




Seq. No. 


5748 








Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 








Strand 


+ 


Start 


6668 








End 


14562 


Name 


OJ991113 43 


.0103. 


C27.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


3496 








End 


3838 


GI 


none 








Score 


374 


Exons 


3496. .3702, 


3497. 


.3838, 


3497. 


.3838 




Seq. No. 


5748 








Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 








Strand 


+ 


Start 


6668 








End 


14562 


Name 


OJ991113 43 


.0103. 


C27.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3542 








End 


4000 


GI 


none 








Score 


212 


Exons 


3542. .3781, 


3554 . 


.3796, 


3806. 


.4000 




Seq. No. 


5748 








Seq. ID 


OJ991113_43.0103.C27 


Gene No . 


12127 








Strand 


+ 


Start 


6668 








End 


14562 


Name 


OJ991113 43 


.0103. 


C27.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


3830 








End 


4072 


GI 


none 








Score 


204 


Exons 


3830. .4072 












Seq. No. 


5748 








Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 








Strand 


+ 


Start 


6668 








End 


14562 


Name 


OJ991113 43 


.0103. 


C27 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


4105 








End 


4514 


GI 


none 








Score 


87 


Exons 


4105. .4155, 


4106. 


.4168, 


4154. 


.4252, 4169. .4240, 4177. .4251, 




4254. .4355, 


4255. 


.4395, 


4256. 


.4396, 4423. .4512, 4428. .4514, 




4429. .4512 












Seq. No. 


5748 








Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 








Strand 


+ 


Start 


6668 








End 


14562 M:; 


Name 


OJ991113 43 


.0103. 


C27.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


4515 








End 


5831 


GI 


none 








Score 


331 


Exons 


4515. .5240, 


4515. 


.5417, 


4516. 


.5433, 5426. .5467, 5428. .5472, 




5431. .5472, 


5475. 


.5537, 


5479. 


.5538, 5517. .5621, 5545. .5658, 




5548. .5649, 


5671. 


.5751, 


5769. 


.5831 




Seq. No. - 


5748 








Seq. ID 


OJ991113 43.0103. C27 


Gene No. 


12127 








Strand 


+ 


Start 


6668 








End 


14562 


Name 


OJ991113 43, 


.0103. 


C27.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


4558 








End 


4872 


GI 


none 








Score 


314 - 


Exons 


4558. .4872, 


4569. 


.4844, 


4642. 


. 4872 





5993 



-.3 



□ 



ru 



!.1 



Seq. No. 


5748 






Seq. ID 


OJ991113_4 3. 0103..C27 


Gene No. 


12127 






Strand 


+ 


Start 


6668 






End 


14562 


Name 


OJ991113_43 


. 0103: 


C27 .ol. 


tc Method 


TBLASTX: Cress 


Start 


4799 






End 


5250 


GI 


none 






Score 


155 


Exons 


4799. .4954, 


4803. 


.5225, 


4803. .5246, 4807. .5250, 5101. .5250 


Seq. No. 


5748 






Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 






Strand 


+ 


Start 


6668 






End 


14562 


Name 


OJ991113_43 


.0103. 


C27.o2. 


gs Method 


GEN SCAN 


Start 


6668 






End 


9945 


GI 


none 






Score 


.68 


Exons 


6668 . . 6910, 


7166. 


.7498, 


7536. .7655, 7751. .8847, 8955. .9128, 




9223. . 9333, 


9418. 


. 9490, 


9585. .9683, 9763. .9945 


Seq. No. 


5748 






Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 






Strand 


+ 


Start 


6668 






End 


14562 


Name 


OJ991113 43 


.0103. 


C27.o2. 


np Method 


AAT/NAP 


Start 


6836 






End 


14562 




4680204 






Score 


738 


Exons 


6836. .7655, 


7751. 


;8847, 


8955. .9128, 9223. .9442, 9793. .9887, 




14520. .14562 








GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


5748 






Seq. ID 


OJ991113_43.0103.C27 


Gene No. 


12127 






Strand 


+ 


Start 


6668 






End 


14562 


Name 


OJ991113 43 


.0103. 


C27.o5. 


tw Method 


TBLASTX: Wheat 


Start 


6898 






End 


7291 


GI 


none 






Score 


61 


Exons 


6898. .7038, 


6898. 


.6978, 


6900.. 7118, 6900.. 7094, 7001.. 7096, 




7196. .7291 










Seq. No. 


5749 






Seq. ID 


OJ991113_43.0103.C28 


Gene No. 


12128 






Strand 




Start 


1 






* End 


8769 


Name 


OJ991113 43 


.0103. 


C28.ol. 


np Method 


AAT/NAP 


Start 


1 






End 


2833 


GI 


6689381 






Score 


1067 


Exons 


1..178, 255 


, .360, 


.892. .978, 1493. .1712 


, 1867.. 2034, 2618.. 2833 


GI Descrip. 


(AJ238622) 


deoxyhypusine 


i synthase [Senecio vernalis] 


Seq. No. 


5749 






Seq. ID 


OJ991113_43.0103.C28 


Gene No. 


12128 






Strand 




Start 


1 






End 


8769 


Name , 


OJ991113 43 


.0103. 


C28.ol. 


tm Method 


TBLASTX: Maize 


Start 


1 






End 


1677 


GI 


none 






Score 


241 


Exons 


1..180, 1.. 


180, 3 


. .200, 


251.. 361, 254. 


.361, 256..366, 256. .363, 




892.. 978, 893.. 976, 1493 


..1525, 1494.. 


1529, 1524. .1595, . 




1524. .1676, 


1525. 


.1677 






Seq. No. 


5749 - 






Seq. ID 


OJ991113_43.0103.C28 


Gene No. 


12128 






Strand 





5994 




i'-i 



i y 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 



OJ991113_43 . 0103 . C28 . ol . gs 

920 

none 



End 

Method 

End 

Score 



8769 
GENSCAN 
8406 
.49 



920.. 1050, 1493.. 1712, 2618.. 2850, 3768.. 3945, 5398.. 5469, 
5931.. 6055, 6612.. 6739, 7527.. 7621, 8269.. 8406 



5749 

12128 

1 

OJ991113_43.0103.C28.ol.ts 

1630 

none 



Seq. ID OJ991113_43.0103.C28 
Strand 

End - 8769 

Method TBLASTX : Soybean 

End 2690 

Score 89 



1630.. 1698, 1632.. 1688, I860.. 2033, 1861.. 2034, 1861.. 2034, 
2615.. 2674, 2616. .2690 



5749 

12128 

1 

OJ991113_43 .0103 . C28 . o2 . tm 

1857 

none 



Seq. ID OJ991113_43.0103.C28 
Strand 

End 8769 

Method TBLASTX : Mai ze 

End 2815 

Score 203 



1857.. 2033, I860.. 2039, 1861.. 2034, 1865.. 2038, 2615.. 2815, 
2619. .2795, 2714. .2809 



5749 

12128 

1 

OJ991113_43.0103.C28.ol.gp 
8283 

LIB3434-009-P1-K1-A3 



Seq. ID OJ991113_43.0103.C28 
Strand 

End 8769 . 

Method AAT/GAP 

End 8769 

Score 544 



8283. .8406, 8490. .8579, 8690. .8769 

, 6056207/gb|AAF02824.1|AC009400_20 2.0e-18 (AC009400) 
hypothetical protein [Arabidopsis thaliana] 1 



5750 

12129 

116 

OJ991113_43.0103.C29.ol.tm 

115 s 
none' 



Seq. ID OJ991113_43.0103.C29 

Strand 

End 618 

Method TBLASTX : Maize 

End 618 

Score 125 



115. .315, 116. .223, 118. .318, 134. .319, 251. .322, 394. .489, 
395. .430, 565. .618 



5750 

12129 

116 

OJ991113_4 3.0103.C29.ol.gs 

116 

none 

116. .319, 400. .486, 565. .573 

5751 

12130 

1 

OJ991113_36.0128.C3.ol.np 
1 



Seq. ID OJ991113_43.0103.C29 

Strand 

End 618 

Method GENSCAN 

End 573 

Score .99 



Seq. ID OJ991113_36.0128.C3 

Strand + 

End 2595 

Method AAT/NAP 

End 1143 



5995 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6907089 Score 53 

1..23, 997.. 1143 

(AP001129) hypothetical protein [Oryza sativa] 



5751 Seq. ID 

12130 Strand 

1 End 

OJ991113_36 . 0128 . C3 . ol . gs Method 

125 End 

none Score 

125. .250, 982. .1069, 1237. .1361, 1428. 
1923. .2499 



OJ991113_36.0128.C3 
+ 

2595 
GEN SCAN 
2499 
.7 

.1619, 1690. .1748, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
I«R Start 
ry Name 
I s n Start 
J'l GT 

Exons 
^ GI Descrip. 



5751 Seq. ID 

12130 Strand 
1 End 
OJ991113_36.0128.C3.o2.np Method 
252 End 
6721558 Score 
252. .351, 1237. .1361, 1944. .2153 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ991113_36.0128.C3 
+ 

2595 
AAT/NAP 
2153 
135 



5751 Seq. ID 

12130 Strand 

1 - End 

OJ991113_36.0128.C3.o3.np Method 

343 End 

6721561 Score 

343.. 373, 1428.. 1619, 1690.. 1748, 1830 



OJ991113_36.0128.C3 
+ 

2595 
AAT/NAP 
2595 
1246 
. .2595 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 





protein [Oryza sativa] 






Seq. No. 


5751 


Seq. ID 


OJ991113 


Gene No. 


12131 


Strand 


+ 


Start 


8897 


End 


10802 


Name 


OJ991113 36.0128.C3.o6.np 


Method 


AAT/NAP 


Start 


8897 


End 


10802 


GI 


6721512 


Score 


68 


Exons 


8897.. 8933, 10501 .. 10603, 


10631. .10802 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5751 


Seq. ID 


OJ991113 


Gene No. 


12132 


Strand 


+ 


Start 


15415 


End 


16249 


Name 


OJ991113 36.0128.C3.o4.gs 


Method 


GEN SCAN 


Start 


15415 


End 


16249 


GI 


none 


Score 


.68 


Exons 


15415. .16249 






Seq. No. 


5751 


Seq. ID 


OJ9-91113 


Gene No. 


12133 


Strand 




Start 


2356 


End 


5623 



5996 





Name 


OJ991113 36 


.0128. 


C3.o4. 


np 


Method 


AAT/NAP 




Start 


2356 








End 


5623 




GI 


5902445 








Score 


2754 




Exons 


2356. .2504, 


2661. 


.3750, 


3792. 


.5623 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128.C3 




Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36 


.0128. 


C3.o6. 


tw . 


Method 


TBLASTX: Wheat 




Start 


2681 








End 


3125 




GI 


none 








Score 


90 




Exons 


2681. .2809, 


2824 . 


. 3111, 


2867. 


.2974, 2935. .3108, 3057. .3125 




Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128.C3 




Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36 


.0128. 


C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3244 








End 


3630 




GI 


none 








Score 


184 




Exons 


3244 . .3630, 


3248 . 


. 3622 










Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128.C3 


.3 CI 

: ; 


Gene No. 


12134 








Strand 






Start 


5690 








End ' 


15459 


. 1 

"hoi 


Name 


OJ991113 36 


.0128. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Us 


Start 


3283 








End 


3744 


ry 


GI 


none 








Score 


52 




Exons 


3283. .3744, 


3284 . 


. 3397, 


3425. 


.3625 




i e 


Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128.C3 


; i J 


Gene No. 


12134 








Strand 




ry 


Start 


5690 








End 


15459 




Name 


OJ991113 36 


.0128. 


C3.o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3772 








End 


4093 


u 


GI 


none 








Score 


66 


Exons 


3772. .4092, 


3953. 


.4093 










Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128.C3 


H 


Gene No. 


12134 








Strand 




C3 


Start 


5690 








End 


15459 




Name 


OJ991113 36 


.0128. 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4132 








End 


4540 




GI 


none 








Score 


110 




Exons 


4132. .4299, 


4313. 


.4540, 


4315. 


.4539 






Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128.C3 




Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36 


.0128. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4537 








End ' 


4963 




GI 


none 








Score 


124 




Exons 


4537. .4563, 


4572. 


.4610, 


4615. 


.4689, 4708. .4962, 4730. .4963 




Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128.C3 




Gene No. 


12134 








Strand 






Start 


5690 








End 


15459- 



5997 



Name 

Start 

GI 

Exons 



OJ991113_36.0128.C3.ol.ts Method 
4 630 End 
none Score 
4630. .4998, 4787. .4819, 4871. .4996 



• 



TBLASTX : Soybean 

4998 

36 



i;1 



Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128 


.C3 


Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36. 


0128 . 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4685 








End 


5106 




GI 


none 








"Score 


240 




Exons 


4685. .5011, 


4687 . 


.5001, 


4718 . 


.5035, 5038.. 5106 




Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128 


.C3 


Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36. 


0128. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5191 








End 


5507 




GI 


none 








Score 


84 




Exons 


5191. .5376, 


5219. 


.5368, 


5351. 


.5506, 5352.. 5507 




Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128 


.C3 


Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36. 


0128. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5221 








End 


5678 




GI 


none 








Score 


130 




Exons 


5221. .5376, 


5222. 


.5368, 


5349. 


.5678, 5350.. 5472, 5351.. 5677 


Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128 


.C3 


Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36. 


0128. 


C3.o5. 


np 


Method 


AAT/NAP 




Start 


5690 








End 


12661 




GI 


5902444 








Score 


814 




Exons 


5690. .7046, 


8707. 


.9138, 


12595 


. .12661 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128 


.C3 


Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36. 


0128. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5870 








End 


6325 




GI 


none 








Score 


38 




Exons 


5870. . 6106, 


5880. 


.5945, 


5885. 


.6094, 5988. .6104, 6143.. 6325, 




6144. .6317 














Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128 


.C3 


Gene No. 


12134 








Strand 






Start 


5690 








End 


15459 




Name 


OJ991113 36. 


0128. 


C3.o3. 


gs 


Method 


GEN SCAN 




Start 


9503 








End 


13872 




GI 


none 








Score 


.74 




Exons 


9503. . 9869, 


10110 


i. .10461, 10467. .10540, 


10722. .10813, 






13708. .13872 












Seq. No. 


5751 








Seq. ID 


OJ991113_36.0128 


.C3 



5998 



Gene No. 


12134 


Strand 






Start 


5690 


End 


15459 




Name 


OJ991113 36.0128. C3.o7.np 


Method 


AAT/NAP 




Start 


13645 ' 


End - 


15459 




GI 


6721512 


Score 


121 




Exons 


13645. .13689, 15204 .. 15339, 


15368. .15459 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5752 


Seq. ID 


OJ991113_36.0128 


.C4 


Gene No. 


12135 


Strand 


+ 




Start 


1 


End 


2052 




Name 


OJ991113 36.0128.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2052 




GI 


5902444 


Score 


873 




Exons 


1. .59, 350. .2052 








GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 




Seq. No. 


5752 


Seq. ID 


OJ991113 36.0128 


.C4 


Gene No. 


12136 


Strand 


+ 




Start 


2119 


End 


2476 




Name 


OJ991113 36.0128.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


459 


End 


721 




GI 


none 


Score 


60 




Exons 


459. .503, 550. .705, 557.. 721 








Seq. No. 


5752 


Seq. ID 


OJ991113_36i0128 


.C4 


Gene No. 


12136 


Strand 


+ 




Start 


2119 


End 


2476 




Name 


OJ991113_36.0128.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1417 


End 


2151 




GI 


none 


Score 


143 




Exons 


1417.. 1599, 1425.. 1598, 1636 


..1872, 1638. .1754, 1648. .1857 




1797.. 1862, 1930.. 2151, 2073 


. .2150 






Seq. No. 


5752 


Seq. ID 


OJ991113_36.0128 


.C4 


Gene No. 


12136 


Strand 


+ 




Start 


2119 


End 


2476 




Name 


OJ991113 36.0128.C4.o2.np 


Method 


AAT/NAP 




Start 


2119 


End 


2476 




GI 


5902445 


Score 


365 




Exons 


2119 2476 








GI Descrip. 


(AB030283) GAG-POL Drecursor 


[Oryza sativa] 




Seq. No. 


5752 


Seq. ID 


OJ991113 36.0128 


.C4 


Gene No. 


12136 


Strand 


+ 




Start 


2119 


End 


2476 




Name 


OJ991113 36.0128.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2154 


End 


2440 




GI 


none 


Score 


294 




Exons 


2154. .2438, 2159. .2440 








Seq. No. 


5752 


Seq. ID 


OJ991113_36.0128 


.C4 


Gene No. 


12136 


Strand 


+ 




Start 


2119 


End 


2476 




Name 


OJ991113 36.0128.C4.ol.tm 


Method 


TBLASTX: Maize 




Start - 


.2193 


End 


2438 




GI 


none 


Score 


233 





5999 



# 



Exons 


91 Q7 06. 7R 9974 


94 77 

■ • Z f± O / 






















O.TQQ1 117 


7fi 
0 0 • 


m 9ft 

\J X z 0 • 0 


Gene No. 


12137 






Strand 


+ 






Start 


255 






End 


378 






Name 


niQQiii7 7fi m 9ft 


oi 


■ 9 s 


Lie L 1 


O ti In O v_*rt±N 






C-|- -.4- 


occ — 
ZOO 








77ft 
O/O 








none 






Score 


ft A 
• O *t 






Exons 


occ 77ft 
zoo. .0/0 
















R7 

O / O fi 






Cert m 

oc4» xu 


H TQQ1 117 
VJU 37 x x x 0 


7£ 
O O • 


m 9ft rfi 

u xz 0 • y^o 


Gene No. 


12138 






Strand 


+ 






Start 


373 






End 


12107 






Name 


nTQQiii7 7fi m 9ft 

VJU.7-7XXXO OO.UJ.ZO 


Pfi ni 


,gs 




riTTKrqpriKJ 

O Cj LN O k^rtiN 






0 1 ax l 


O/O 








91 R1 






oX 


none 






Score 


ft S 
.OO 






Exons 


777 4 77 1 91 d 

O/O. . 1 J J/ X Z X *x • • 


91 R1 












oeq. lno. 


R7 

O / O 4 






oecj . x u 


O.TQQ1 117 
\JO y y x x x 0 


7fi 

JO. 


ni 9ft rfi 

u x z 0 . ^ D 


Liene jno . 


1 91 7ft 
XZ J.OO 






Oil dilU. 


4. 

T 






0 uar z 


77 7 
O/O 








191 H7 
Xz X U / 






Name 


OJ991113 36.0128 


.C6.01. 


.np 


Method 


AAT/NAP 






Start 


958 






End 


8109 






GI 


5257279 






Score 


6764 






Exons 


958.. 1503, 1852. 


.2085, 


2715. 


.5435, 5652 


!. .5814, 


5929 


.6526, 




7889. .8109 















f GI Descrip. 



□ Seq. No. 

i f| Gene No . 

^ Start 

Name 

I a Start 

- GI 

ri Exons 



(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



5754 
12138 
373 

OJ991113_36.0128.C6.o4.gs 
7948 
none 

7948.. 8093, 10612 .. 10992, 11072 .. 11525, 11681 .. 11826, 
12020. .12107 



Seq. ID OJ991113_36.0128.C6 

Strand + 

End 12107 

Method GENSCAN 

End 12107 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5754 
12139 
13539 

OJ991113_36 . 0128 . C6. o4 . np 
13530 
"2921304 
13530. .14351, 14685.. 14978 

(AF0334 96) herbicide safener binding protein [Zea mays] 



Seq. ID OJ991113_36.0128.C6 

Strand + 

End 17354 

Method AAT/NAP 

End 14978 ' 

Score 859 



5754 

12139 

13539 

OJ991113_36.0128.C6.o5.gs 

13539 

none 



Seq. ID OJ991113_36.0128.C6 

Strand + 

End 17354 

Method GENSCAN 

End 17354 

Score . 58 



13539. .14351, 14 685 .. 14 969, 15240 15547 , 15553 15647, 
16690. .16855, 17162. .17354 



Seq. No. 



5754 



Seq. ID OJ991113 36. 0128. C6 



6000 



